GI Descrip.* (AF105716) copia-type pol' polyprotein [Zea mays] 



Seq. No. , 


26962 - 


Seq. ID 


OJ000113_25.0223 


.C3 


iGene No. • ..' 


-55877 


Strand . 


*— 




Start 


698 


End 


1511 




Name 


OJ000113 25.0223 


.C3.ol.tm Method 


TBLASTX: Maize 




Start 


719 


End 


1375- 




GI 


none 


Score 


380 




Exons 


719.. 1000, 729.. 


1367, 1076.. 1375 






Seq. No. 


26962 


Seq. ID 


OJ000113_25.0223 


.C3 


Gene No. 


55877 


' Strand 


- 




Start 


698 


End 


1511 




Name 


OJ000113 25.0223 


.C3.ol.tw Method 


TBLASTX : Wheat 




Start" ' 


. 1121 


End 


1510 




GI 


none 


Score 


52 




Exons 


1121. .1378, 1239 


..1367, 1415.. 1510 






Seq. No. 


26962 


Seq. ID 


OJ000113_25.0223 


.C3 


Gene No. 


55877 


Strand 






Start . 


' 698 


End 


1511 




Name 


: OJ000113 2.5.0223 


.C3-.bl.ts ' Method. 


TBLASTX : Soybean * 




Start 


1184 


End 


1510 




GI 


none 


Score 


69 




Exons 


1184.. 1510, 1191 


..1367, 1428. .1490 






Seq. No. 


26963 


.Seq. ID 


OJ000113_25.0223 


-C4 


Gene No. 


55878 


Strand 


+ 




Start 


179 


End 


1184 




Name 


OJ000113 25.0223 


.C4.o2.np Method 


AAT/NAP 




Start 


179 


End 


1184 




GI 


6721561 


Score 


123 




Exons 


179.. 284, 1060.. 


1184 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 




predicted gene.; 


hypothetical protein 


[Oryza sativa] 





gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976). 
corresponds to a: region of the predicted gene . ; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26963 


Seq. ID 


OJ000113_ 


_25.0223 


.C4 


Gene No. 


55879 .... ' 


Strand 








Start 


57 ' • M: . • 


End k 


1184 






Name 


OJ000113 25.0223.C4.ol.np 


Method 


AAT/NAP 






Start 


57 


End 


1.184 






GI 


4680183 . 


Score 


- 124 






Exons 


57. .146, 1158. .1184 










GI Descrip." 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


26963 


Seq. ID 


OJ000113_ 


_25.0223 


.C4 


Gene No. 


55879 


Strand 








Start 


57 


End 


1184 






Name 


OJ000113 25.0223.C4.bl.gs 


Method 


GEN SCAN 






Start 


101 


End 


1173 






GI 


none 


Score 


.61 






Exons 


101. .226, 1135. .1173 










Seq. No. 


26964 


Seq. ID 


OJ000113_ 


_25.0223 


.C5 



27001 



J 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons - 



Seq.- No. 

Gene No . ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 
' GI- 
^ Exons 

;r "GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name. 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 
Gene No. 
• Start 
Name 
Start 



55880 
3339 

OJ000113_25 . 0223 . C5 . o2 '. gs 
3339 >*•. v- . > 

none 

3339.. 3350, 3560.. 423,1, 4311. 
6207. .7803, 7846. .9337 



Strand 
End 

Method 
End 

Score - 



+ 

-9337 
GEN SCAN 
9337 
.54 



,4346, 4776. .5735, 5786. .5969 



26964 Seq. ID 

55880 , Strand 

3339 7 End 

OJ000113_25 . 0223 . C5 . o2 . np Method 
3626 . End 
5042448 Score 
3626.. 4187, 4227. .4522 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ000113_25.0223.C5 

+';•' 
9337 
AAT/NAP 
4522 
1333 



26964 Seq. . ID 

55880 Strand 

3339 End 

OJ000113^25.0223;C5.o3.-np ' Method . 

"4776 End 

4680179 Score 

4776. .9334 r . . .' - 

' (AF11170"9) polyprotein [Oryza sativa subsp. indica] 



OJ000113_25.0223.C5 
+ 

9337 

AAT/NAP - 
9334 
7678 



26964 . Seq. ID 

55881 V'" Strand 

1 End . 1415 

OJ000113_25.0223.C5.ol.np Method AAT/NAP 

1 End 1415 

6907086 Score 1178 
1..196, 421. .591, 649. .1415 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000113 25. 0223. C5 



Seq. . ID 
Strand . 
End . 
Method 
End 
Score . 



26964 

55881 - : . . 
1 

OJ000113_25.0223.C5.ol.gs 
666 

none • 
666.. 998, 1072.. 1173 

26964 - 
55882 
5039 

OJ000113_25.0223.C5.o7.tw 
5039 
none 

5039. .5143, 5043. .5399,, 5168. .5395 



0 JO 05 1 1 3_2 5 . 0 2 2 3 . C 5 

' 1415 
GENSCAN 
1.173 
.51 



Seq;' ID OJ000113_25.0223.C5 
Strand 

5579 

TBLASTX: Wheat 
5399 
304 



-End 
Method 
End 
Score . 



26964 Seq. ID 

55882 Strand 

5039 .End 
OJ000113_25 . 0223 . C5 . 06 . tm Method 
5283 • End 



OJ000113_25.0223.C5 
5579 

TBLASTX: Maize 
5579 



27002 



\ 

















GI 


none 








* Score 


209 


Exons 


5283. . 5579, 


5283 


. . 5567, 


5300 . 


. 5470 




Seq.*' No. 


•*26964 








Seq. IQ£ 


OJUUU11J ^O.U^^OkGp, 


Gene No. 


55883 








Strarid 




Start ■■ 


5915 








End 


6334 


Name 


OJ000113_25 


.0223 


,C5.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


5915 








End 


C 1 o c 


GI 


none 








Score 


1 o o 


Exons 


5915. . 6235, 


5959 


. . 6060 








Seq. No. 


26964 








Seq. ID 


OJOOOllo zo.U^^o.Cb 


Gene No. 


55883 








Strand 




Start 


59.15 








End 


6334 


Name 


.. OJ000113_25 


.0223 


.C5.o8. 


tw 


Method 


TBLASTX: Wheat - 


Start 


5918 








End 


6334 


GI 


none 








Score. 


155 


Exons 


5918 . . 6127, 


5953 


. . 6066, 


6149 . 


.6334, 6178.. 6333 


Seq. No. 


26964 








beq. id 




Gene No. 


55884 








btrand . 




Start iV 


64 97* 








End 


1 Job - 


Name 


OJ000113_25 


.0223 


:C5.o4. 


tw 


Metnoa 


i dLAo i a : wnea z 


Start 


~64 97 








T->_, _] 

End 


by / y 


GI . 


none 








Score 


3Jb 


Exons 


6497 . . 6979, 


6601 


.'. 6936 








Seq. No. 


* 26964 








Seq. ID 


OJ000113_25 . 0223 .€5 


Gene No. 


55884 








Strand 




Start 


6497 








End 


7366 


Name 


OJ000113_25 


.0223 


. C5 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


6509 








End 


6798 


GI 


none 








Score 


316 


Exons 


6509. . 6796, 


6607 


. . 6798 








Seq. No. 


26964 








Seq. ID 


OJ000113_25.0223.C5 


Gene No. 


55884 








Strand 




Start 


■ 6497 








End 


7366 ~ • 


Name * 


OJ000113_25 


.0223 


..C5.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6533 








End 


6847 


GI 


none 








Score 


183 


Exons 


6533 . . 6847, 


6649 


. . 6846 








Seq. No. 


26964 








Seq. ID 


OJ000113_25.0223.C5 


Gene No. 


55884 








Strand 




Start 


- 6497 








End 


7366 


Name 


OJ000113_25 


.0223 


,C5.o4 . 


tm 


Method 


TBLASTX : Maize 


Start 


6866 








End ■ 


7366 


GI 


none 








Score 


150 • 


Exons 


.6866. . 7045, 


7031 


. .7366, 


7117 . 


.7248, 7121. .7360 . 


Seq. No. 


- 26964 








Seq. ID 


OJ000113_25.0223.C5 


Gene No. 


55884 








Strand 




Start 


6497 








End 


7366 


Name:- 


OJ000113 25 


.0223 


.CS.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6920 








End 


7315 


GI 


none 








Score *' 


57 



27003 



Exons 


6920. .6952, 


6922 


. .6951, 


6956. 


.7315, -6956. .7036, 7051. .7314 


Seq. No. ; 


26964 : 








Seq.. ID 


OJ000113_25..0223*.C5 


uene lno . 


JJ004 








St* rand 




Start 


6497 








F.nd 


7366 " 


Name 


OJ000113 25 


.0223 


.C5.o5. 


tw 


Mpt*hnH 


TBLASTX • Wheat 


Start 


7028 








End 


7330 


GI 


none 








Score 


400 ■ 


Exons 


. ■ 7028. .7330, 


7029 


. .7130, 


7048. 


7329 




Seq. No. 


26964 








Seq. ID 


OJ000113_25.0223..C5 


bene lno • 


ccppc 

JJOOJ 








91" rand 




Start 


7331 








Fnd 


/ O *1 u 


Name . 


OJ000113 25 


.0223 


.C5.o2^ 


tw 






Starts ( 


7331 : 








End * 


784 6- 


GI 


none 








Score 


626 * 


Exons 


7331. .7846, 


7363 


. .7674, 


7409. 


. 7756 




Seq. No. 


26964 








Seq. . ID 


OJ000113_25.0223.C5 


'bene lno . 


5 Rft ft s 

JJOOJ 








Sr rand 

J L J- Ql 1U 




Start ■ 


• 733.1 








Fnd 


7846 


Name 


OJ000113 25 


.0223 


.C5;o3. 


ts 


M^"t~ hod 


TRLA^TX * Sovbeaii 


Start 


7337 








Fnd 


7 S8? 

/JUL 


GI . 


none 










202 


Exons 


7337. .7582 












Seq. No. 


26964 








Seq. ID. 


OJ000113_25.0223.C5 


Gene No . 


CCQQC 
JJOO J 








Strand 




Start 


7331 








End 


7846 


Name 


OJ000113 25 


.0223 


.C5.o2. 


tm 


Method 


TBLASTX : Mai ze ' 


Start 


7403 








End 


7768 


GI 


none 








Score 


488 


Exons 


7403. .7756, 


7405 


. .7671, 


7457. 


.7768, 7564. .7761 


Seq. No. 


• 26964 








Seq. ID 


OJ000113_25.0223.C5 




J JOOO * 








.Strand 




Start 


; 7847 . 








'. End ".^ 


•9342 . 


Name 


OJ000113 25 


.0223 


; ■C5.o3'Stw:--" 


Method 


'TBLASTX: Wheat 


Start 


7847 








End 


8323 


GI 


none 








Score 


585 


Exons 


• 7847. .8323, 


,7877 


. .8290, 


8068. 


.8322 




- - 
Seq. No. 


26964 








Seq. ID 


OJ000113_25.0223.C5 


bene lno * 


JjOOD 








Strand 




Start 


7847 








End 


9342 


Name 


OJ000113 25 


.0223 


.CS.ol. 


tc ' 


Method * ' 


TBLASTX: Cress 


Start * 


8030 








End 


8347 


GI 


none 








Score 


89 


Exons 


8030. .8203, 


8204 


. .8347, 


8206. 


.8346' 




Seq. No. 


26964' 








Seq. ID 


OJ000113_25.0223.C5 


Gene No. 


55886 








Strand. 




Start 


7847 








End 


9342 


Name 


OJ000113 25 


.0223 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start- ' 


8111 








End - 


.8371 


GI 


none 








Score 


299, 


Exons 


8111. .8371, 


8116 


. .8370 









27004 




Seq. No. 








oeq. iu 


UJUUUll j ^ j . UZZj.Lj 


Gene No. 


55886 






Strand 




Start - 


7847 




->,v ■ ■ ■ . - ■ 


End 


9342 t ..." 


Name 


OJ000113 25 


.0223 


.C5.o3. tm 


' Method 


TBLASTX: Maize 


Start 


8170 






End 


8461 


GI 


none 






Score 


392 ' 


Exons 


8170. .8457, 


8171 


. . 8461 






- 

Seq. No. 


O C Q C A 




■"" 


oeq. iu 


U J UUUll J. .^O . U.tg^r*'. C D 


Gene No. 


55886 






Strand 




Start 


7847 - 






End 


9342 


Name 


OJ000113 25 


.0223 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8330 . 






End 


8956 


GI- 


none — 






Score 


731 : ■ . 


Exons 


8330. .8956, 


8332 


..8955 






Seq. No. 


o c a c a 






Seq. ID 


OJ000113_25.0223..C5 


Gene No. 


55886 






Strand 




Start 


7847 






End 


9342 


Name . : 


OJ000U3. 25 


.0223 


,C5.ol. tm 


Method 


■ TBLASTX: Maize 


Start 


.8510 ' *- 




. " ' 


End 


'9109 


GI 


none 






Score 


223 


Exons 


8510. .8671, 


8518 


..8664, 8669. 


.9109, 8671. .9096 


Seq^ -No. 


zo9o4 






Seq. ID 


OJ000113_2'5. -0223. C5- 


Gene No. 


55886 






Strand 




Start 


7847 






End 


9342 


Name 


OJ000113 25 


.0223 


.C5.o6.tw 


^Method 


TBLASTX: Wheat 


Start 


8956 






End 


9289 


GI 


none 






Score 


367 


Exons 


8956. .9027, 


8957 


..9289, 8984. 


.9064, 9049. .9225, 9107.. 9268 


O _ XT _ 

Seq. No . 


26964 






Seq. ID 


OJ000113_25.0223.C5 


Gene No . 


55886 






"Strand. 




Start 


7847 






End ' 


9342 


Name 


OJ000113 ,25, *0223 


.C5.o7..tm. 


/Method- * 


X&LASTX: Maize 


Start 


9113 






End " 


5142 - - . 


GI 


none 






Score 


197 


Exons 


9113. .9310, 


9130 


..9204, 9286. 


.9342 




Seq. No. 


26965. 






Seq.. ID. 


OJ000113_25.0223.C6 


Gene No. 


55887 






Strand 


+ " . 


Start 


206 






End 


503 


Name 


OJ000113 25 


.0223 


.C6.ol.gs 


Method 


GENSCAN 


Start 


206 






End 


503 


GI 


none 






Score 


.53 


Exons 


206. .319, 412. .503 






Seq. No. 


26965 






Seq. ID 


OJ000113_25.0223.C6 


Gene No. 


55888 






Strand. 




Start 


1 






End ■ 


- 682 ■ • 


Name 


OJ000113 25 


.0223 


.C6.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


682 


GI 


2909637 






Score 


-139 . 


Exons 


1..341, 417 


. .682 








GI Descrip. 


(AL021942) 


PE PGRS [Mycobacterium tuberculosis] 



27005 



Seq. No. 

Gene No. 

^St'art 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 

GI-... - • .. - 
Exons- 

GI Descrip. 



26966 Seq. ID 

•55889 , Strand 

1 * End '1248 

OJ000113_25.0223.C7.ol.np ^'Method AAT/NAP 
1 End 1248 

6014424 Score . 24 

1..98, 1006. .1117-, 1194. .1248 

(AL121764) putative AT-P-dependent RNA helicase 
[Schizosaccharomyces ' pombe] 



OJ000113 25. 0223. C7 



26966 - ' Seq. ID 

55889 Strand 

1 End 

OJ0001*S_25; 0223. C7. bUgs .Method"- 

4 67 End 

none Score 

467. .660, 972. .1117, 1194. .1248 



OJ000113 25. 0223. C7 



1248 
GEN SCAN, 



1248 
.77 



5**-. 



26967 Seq. ID 

55890 Strand ' " 

*202 ; v End 2896 

0 J000113_25 . 0223 -C8.ol.np Method AAT/NAP 

202 End 2093 

6014424 ^ . Score .260 

202. .320, 425. .507, 614 .. 757/.* 1243 ;. 1279, "207.5 
(AL121764) putative '^TP-dependent RNA helicase 
[Schizosaccharomyces pombe] 



aOJO-00113 25. 0223. C8 



2093; 



Seq. No. 


26967 


Seq. ID 


OJ000113 


_25. 


0223 


-C8 


Gene No. 


55890 


Strand 










Start 


202 


End 


2896. 








Name 


OJ000113 25.0223.C8.o2.np 


Method 


AAT/NAP 








Start 


612 


End 


2896 








GI 


6746554 


Score 


72 








Exons 


612. .637, 2624. .2896 " 












GI Descrip.. 


(AF193765) 10-deadetylbaccatin III-10- 


-0-acetyl 


transferase 




. [Taxus cuspidata] 












Seq. No. 


26967 


Seq. ID 


OJ000113 


_25. 


0223 


.C8 


Gene No. 


.55890 


Strand 










Start ^ 


202 


End 


2896 








Name • 


OJ000113 25.0223.C8.ol.gs 


Method 


GENSCAN 








Start 


1347 


End 


2884 








GI 


none 


Score' 


.9 








Exons 


1347. .1663, 2491. .2884 ' 












Seq. No. . 


26967 


Seq. ID 


OJ000113 


_25. 


0223 


.C8 


Gene No. 


55891 


Strand 










Start . 


3076 


End 


4898 








Name 


OJ000113 25.0223.C8.o2.gs 


Method 


GENSCAN 








Start * 


3076 


End 


4898 








GI 


none 


Score 


■ .54 








Exons 


3076.. 3327, 3588.. 3695, 4402. 


.4454, 4859.-4898 








Seq. No. 


26968 


Seq.. ID 


OJ000113 


_25. 


0223 


.C9 


Gene No. 


55892 


Strand 


+ 









27006 



■jv," 




Start 


6.41 






End 


1034 






Name 


OJ000113 25 


.0223.C9.o2. 


gp . 


Method 


AAT/GAP 






- Start 


641 . , 




End 


1034 ;.- 






- GI ' " 


none y 






Score 


74 6" y- 






Exons 


641. .1034 














Seq. No. 


26968 






Seq. ID 


OJ000113_ 


25.0223. 


C9 


uene d*o • 


j do y j 






Q-t- va T\r\ 

oirana 


T 






Start 


7364 






End 


7491 






• , Name . . 


. OJ000113 25 


.0223.C9.o5. 


gp 


Method • 


AAT/GAP 






Start 


7364 






End - 


7491 






GI 


none 






Score 


256 






Exons 


7364. .7491 














■ Seq._:No. '*r 


• 26968 . 






Seq. ID 


OJ000113_ 


25 ..0223 : 


C9 


Gene No . 


300 y 4 






Strand 








Start 


331 






End 


616 






. Name 


OJ000113 25 


.0223.C9.ol. 


gp 


Method 


AAT/GAP 






Start 


331 






End 


616 






GI 


5607411 






Score 


519 






Exons 


"331. .616 , .. 














Seq. No. 


-V 

26968 






Seq. ID 


OJ000113_ 


25.0223. 


C9 


Gene No. 


55895 






Strand 










1454 






Hill (J. 


2377 






; =sf Name . 


OJ000113 25 


.0223.C9.ol. 


np . ' 


Method - 


AAT/NAP 




■ 


U\ ' . Start 


1454 






End ^ .. 


2377 .... 








481223 






Score' 


42 : - ' 






Exons 


1454. .1584, 


2219. .2377 




- 








! =s : GI Descrip. 
UJ 


malate dehydrogenase (NADP+) 


(EC 1.1.1 


.82) - garden pea 




; =3 Seq. No. 


26968 






Seq. ID 


OJ000.113^ 


25.0223. 


C9 


j'jj- Gene No. 


55896 






Strand 








/ Start 


2316 






.End 


5902 






:==;. Name 


OJ000113 25 


.0223.C9.o3. 


gp 


Method 


AAT/GAP 






:;1 Start 


2316 . 






End . 


3119 






y ... GI 


nqne 




. , ■ . ' w> 


Score = 


1044 






M-.. Exons ■ 


2316. .2673, 


2792.72918, 


'3027: 


.3119^ 








- Seq. No. 


26968 






Seq. ID 


OJ000il3_ 


25.0223. 


C9 


Gene No. 


55896 






Strand 








: sk? Of ar f 
• - oLait 


2316 






End 


5902 






Name 


OJ000113 25 


.0223.C9.ol. 


gs 


Method 


GEN SCAN 






. Start 


2558 






End 


5902 






GI ■ 


none 






Score 


.7" 






Exons 


2558'. .2645, 


2855. .2918, 


3023. 


.3099, 3186.. 3248, 


3542:. 3591 




3665. .3871, 


4628. .4855, 


5812. 


.5902 








Seq. No. 


26968 






Seq. ID 


OJ000113_ 


25.0223. 


C9 


Gene No. 


55896 






. Strand 








Start 


2316 






End 


5902 






Name 


OJ000113 25 


.0223.C9.o4. 


gp 


Method 


AAT/GAP 






Start 


3344 






End 


3447 






GI 


none 






Score 


112 






Exons 


3344. .3447 















Seq. No. 



26969 



Seq. ID OJ000113_25. 0223. C10 



27007 



Gene' No.. 
. Start 
Name 
Start' 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name" ^ 
Start 
GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI \ . 

Exons 

Seq; No.. : 
Gene .No. ' 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start, 
Name 
Start . 
GI - 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



55897 * Strand" '+ 

1 End • 2040 

OJ000113_25 . 0223 . CIO . ol . np Method AAT/NAP 

1 - . % ■■■■ End ' 204 0 

3413473 " Score V 117 

1..23, 1081. .1138, 1229. .1338, 1492. .1589, 2016. .2040 

(AJ006308) tyrosine phosphatase 1 [Glycine max] 



26969 - Seq. ID 

55897 , Strand 

1 End 

OJ000113_25. 0223. C10. ol.gp Method 

669 End 

none Score 
669.. 697, 1047. .1138, 1229. .1314 

26969 Seq. ID 

55897 Strand 

1 ' End . 

OJ000113_25. 0223. C10. ol.gs Method 

1048 t\ -• ... End • 

none- U " Score 
1048.. 1138/ 1229.. 1311, 1462.. 1602 

26969 - . . . Seq.. ID 

55897 V Strand 

1 ■-. * End ' 

OJ000113_25. 0223. C10. ol.tm Method'"*' 

14.61 • End 

none Score 
1461. .1607, 1474. .1602 



OJ000113_25.0223.C10 

+ . -v 
2040 

AAT/GAP, 

1314 

321 



OJ000113_25. 0223. C10 
+ 

2040 
GEN SCAN 
160,2- • 

.82 , 



O JO 0 0 1 1 3_2 5 . 0 2 2 3 . C 1 0 

+ • ' ' ' • ' 

2040 ■ 

TBLASTX: Maize 

1607 

180 ' 



26970 Seq. ID 

55898 Strand 

329 . End 
OJ000113_25. 0223. Cll. ol.gp Method 

.329 . ^\ * ■-' . : End -.. - 

uC-osf Icyp058g04bl Score 28-4 
329. .414, 556. .643 

' 3413473/emb | CAA06975 . 1 | 9.0e-34 (AJ006308) tyrosine phosphatase 
1 [Glycine max] f 



OJ000113_25. 0223. Cll 
+ 

733 - - 
AAT/GARH> v - - 



26970 - ; Seq. ID 

55898 . . Strand 

329 ' End 

OJ000113_25. 0223. Cll. o2.gp . Method 
329 End 
uC-osflcyp058g04bl Score 
329. .414, 556. .733 

'3413473/emb|CAA06975.1| 9.0e-34. (AJ006308) tyrosine phosphatase 
i [Glycine max] 1 - , ■ . 



OJ000113_25. 0223. Cll 
+ 

733 

AAT/GAP 
733 . 
409 



26971 * Seq. ID 

55899 Strand 

2008 * End 

OJ000113_25. 0223. C12. ol.gs Method 

2008 End 



OJ000113_25.0223.C12 
+ 

7434 

GENSCAN 

7434 



27008 




none Score .86 

2008.. 2051, 3028.. 3080, 3390.. 3515, 4337.. 4527, 5085.. 5416, 

5724. .5814, 5921.. 5987, 6086.. 6183, 6277 .. 6453, . 683.6 6912, . - 
7137. .7434 " ; ^ : /„ 



Seq'. No. 


26971 






Seq. ID 


OJ000113 25.0223.C12 


Gene No. 


55900 






* Strand . 


+ 


Start 


■8472 






End ' 


8756 1 ' 


Name 


OJ000113_25.0223. 


C12 


.ol.gp 


Method 


AAT/GAP 


Start . 


O A "7 O 




End ~-\ 


0 /DO 


GI 


none 






Score 


423 


Exons 


8472. .8756 










Seq. No. 


26971 






Seq. ID 


OJ000113_25.0223.C12 


-Gene No\. ■ 


' 55901 ' 






Strand 


+, - 


Start 


17774 






End 


18229- 


Name 


OJ000113_25.0223. 


C12 


.o3.gp . 


- Method 


AAT/GAP 


Start 


1 "1 T 1 A 
1 / / / 4 






bna 




GI 


4968598 






Score 


765 • 


Exons 


17774. .18229 - 










Seq. No. 


26971 ' : 






■ .Seq. ID- 


OJ000113_25.0223.C12 


Gene No. 


55902 






Strand 


- 


Start 


8634 






. End 


. 9263 


Name 


OJ000113 25.0223. 


C12 


. o2 . gs 


Method . 


GENSCAN 


Start 


••#34 




End 


9191 . 


GI ■ 


none 






Score 


.99 


Exons' 


8634 . . 9191 










Seq. No. 


26971 






Seq. ID 


OJ000113_25.0223.C12 


Gene No. 


55902 






Strand 




Start . . 


8634 






End 


9263 


Name 


OJ000113 25.0223. 


C12 


. o2.gp 


Method . 


AAT/GAP 


Start 


8795 






End . 


9263 


GI . . 


19278-1. R1084 






Segre 


889 


Exons.. # 


8795. .9263 










GI Descri^pY 


2462834 8;.0fe-21^ 


(AF000657) 


hypo t h e t i ca 1 . - p rot e,i n Ar ab i dqg s 




: tha>lia;ria] a f 










Seq. No. 


26971 






'Seq. ID 


OJ000113_25.0223.C12 


Gene No. - 


55903 






Strand 




Start - 


10312 






End ' 


x 11566 " 


Name 


OJ000113 25.0223. 


C12 


. o3.gs 


Method 


GENSCAN 


Start 


10312 






End . 


11566 


GI - 


none 4 * ' 






Score 


.71 


Exons 


10312, .10374, 10515. 


.10639, 


10668. .10861, 11538. .11566. 


Seq. No. 


26971 






Seq. I'D 


OJ000113_25.0223.C12 


Gene No. 


55904 






Strand 




Start 


15373 






End 


16152 


Name 


OJ000113 25.0223. 


C12 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


5213 






t End 


5613 


GI 


none 






Score 


166 


Exons 


5213. .5377, 5226. 


.5417, 5229 


..5396, 5524.. 5613, 5524.. 5613 


Seq. No. 


26971 






Seq. ID 


OJ000113_25.0223.C12 


Gene No. 


55904 






Strand 





27009 









•> • . . 


.* *\ 'a.. 


Start 


" 1537.3- "* .*; 




".End"". 


16152 




Name' 


OJ000113 25.0223.C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


5216 ' 






5.613 




. . GI ; " : ■ 


* none ' . . * . 




V*$5cp£.e ' 


157 ■" 




Exons 


5216. .5416, 5217. .5417, 


5523 


. .5612, ■ 5524. .5613 




Seq. No. 


26971 




Seq. ID 


OJ000113_25.0223 


. C12 


Gene No. " 


■ --'55904 




Strand 






Start 


15373 v ~-. 




End 


16152.. 




Name 


OJOOOffe 25. 0223.C12 .ol 


.ts 


Method 


TBEASTX: Soybean 




' Start 


8587 




End • ; 


9068 




GI 


none 




Score 


73 




Exons 


8587 . .8703, 8637 . .8987, 


8755 


..8985, 8965. .9057, 8973. .9068 


Seq. No; 


. 26971 




oeq-. ±u 




PI 9 


Gene No. 


55904 










Start 


15373 




.CjIICI 


1 fil ^9 




Name 


OJ000113 25.0223.C12.bl 


. tm 


Method 


TBLASTX: Maize 




Start 


8641 




End 


8972 




GI 


none 




Score 


ox 




Exons 


8641.. 8688, 8643.. 8972, 


8752 


QQ7H 






Seq. No. 


26971 




oeq. xu 


UJUUUllJ <ij . uzzo 


PI 9 


Gene No. 


55904 










Start 


, 15.373 . ' • 






1 £1 ^9- 
X 0X3Z 




J Name . 


Ojb00113 25.0223.C12.ol 


.tc 


Method 


TBLASTX: Cress ' 




1 Start 


8721. 




End 


9068 




j - GI ' v ' 


none 




Score 


88 




% Exons 


8721. .8972, 9000. .9068 










s 

f Seq. No. 


26971 




Seq. ID 


OJ000113_25.0223 


PI 9 


J Gene No. 


55904 




Strand 






j Start 


15373 




End 


. 16152 




Name 


OJ000113 25.0223.C12.o5 


.gs 


Method 


GENSCAN 




- Start 


15373 




End 


16152 




1 GI' . " 


none 




Score 


.91 




Exons 


15373. /.16152 - / 










1 Seq. No. " 


26971 




. Seq. ID 


OJ000113_25.0223 


.C12 


;= Gene No. 


55904 




Strand 






\ . Start 


^ 15373 




End 


16152 




Name 


OJ000113 25. 0223.C12 .ol 


.tw • 


Method 


TBLASTX: Wheat 




Start 


15454 




End 


15784 




GI 


none 




Score 


64 




Exons 


15454*. .15672, 15623 15784 , 


15679.. 15780 




Seq. No. 


26971 




Seq. ID 


OJ000113_25.0223 


.C12 


Gene No. 


55905 




Strand 






Start 


16063 




End 


16377 




Name 


OJ0003.13 25.0223.C12.o2 


. tm 


Method 


TBLASTX: Maize. ; 




Start 


16063 




End : 


16377 




GI 


none 




Score 


74 




Exons 


16063. .16209, 16204 .. 16365, 


16219. .16377, 16250. .16372 




beq. no. 


26972 




Seq. ID 


OJ000113_25.0223 


-C14 


Gene No. 


55906 




Strand 


+ 




. Start 


1,334 9 




End 


23811 





27010 



Name ' * 
Start 
GI . . 
Exoris 



0 J 0 0 0 1 1 3_2 5 . 0 2 2 3 . C 1 4 o 5 . g s 
13349 ' ■ 



none 
13349. 
15944. 
18217. 



•13360,. 13691- \ 13759, 
,16288, 16415. .17374, 
,19776 • 



-^Method GENSCAN ' 
>T End 19776 

-Score • ; 8 
*.H'857. ,15216, 15391. 
17546. .17846, 17943. 



15622, 
18117, 



Seq. No. 26972 

Gene. No. 55906 

Start 1334 9 . - 

Name OJG00113_25 . 0223 . C14 . o2 .np 

Start 14905 

GI 5922631 

Exons 14905. .15029, 15288 

" . 16651. .16801, 16928 
GI Descrip. 



OJO00113_25.0223.C14 



Seq. ID 
Strand 
• Erid ' ■ 23814 > / 
Method AfiT /NAP"'" 
End 23811 
Score 6581 
15791. .15998, 16044. 
18461 . .20944, v?3764! 
(AP000492) ESTs C26347 (C12145) , AU078074. (012145 ) 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864|dbj | BAA85207.1|. (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to. prpol; Zea mays^retrotransposon 
Cinful-1. (AF049110) [Oryza sativ "'*" 



15532, 
17854, 



.16608, 
.23811 . 
. correspond to 



Seq. No. 


26972 




Seq- ID 


OJ000113_25.0223. 


Gene .No.. 


55906 . 




^Strand 


+ •"."- 


'Start ' 


13349 




End 


23811 ' " ■ ' 


Name - . 


OJ000113 25.0223.C14 


. o4'. gp 


Method' 


AAT/GAP * 


Start '"-' 


22526 




End 


22953 


GI 


2428185 




Score 


809 


Exons 


22526.-22953 








GI Descrip. 


5852I70/emb|AL117265 


.1IOST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome A 


, BAC clone: tl7804 


Seq. No. 


26972 




Seq. ID 


OJ000113_25.p223. 


Gene No. 


55907 




Strand 


+ 


Start 


28542 ■ 




End 


29078 ' 


;Name: - 


0 JO 0 0 1 1 i ; 2 5 . 0 2 2 3 :*C 1 4.. 


,.o8 ..gs - 


Method 


GENSCAN " 


Start 


28542 




End' 


- 29078 ' 1 


GI 


none 




Score 


.51 


Exoris 


28542.. 29078 








Seq. No. . 


26972 * 




Seq. ID 


OJ000113_25.0223. 


Gene No. 


55908 




Strand 


+. 


Start 


31941 




End : 


35192 


Name 


OJ000113 25.0223.C14 


.o9.gs 


Method 


GENSCAN ■ 


Start 


31941 




End 


35192 


GI 


none 




Score *■ 


.4 


Exons 


31941. .32065, 32231. 


.32993, 


33329. .33461, 34837 .. 35192 • 


Seq. No. 


26972 




Seq. ID 


OJ000113J25. 022*3. 


Gene No. 


55909 




Strand 


+ 


Start 


35979 




End 


.36706 


Name 


OJ000113 25.0223.C14 


. o4 .np 


Method 


AAT/NAP 


Start 


35979 




End . 


36700 


GI 


6227011 




Score 


355 


Exons 


35979. .36123/ 36272. 


.36700 






GI Descrip. 


(AC009513) F12P19.3 


[Arabidopsis thaliana] 



27011 



m 



Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



26972 Seq. ID OJ000113_25 . 0223 .C14 

55909 Strand + '■<'/. , ■ ' 

35979- End '%6706 

OJ000113_25.0223.C14.o6.gp Method AAT/GAP 
36150 End . 36588 

LIB3433-051-P1-K1-E4 Score 811 

36150. ; 36588 

, 115772/sp|P12330ICB21_ORYSA 6.0e-24 CHLOROPHYLL A-B BINDING. 
PROTEIN .1- PRECURSOR (LHCII TYPE I CAB-1) (LHCP) ; 

>gi_82460_pir S03705 chlorophyll a/b-binding protein 1R 

precursor - rice >gi_20178_emb_CAA32108_ (X13908) chlorophyll 
a/b-bihding preprotein {AA -31 to 235) [Oryza sativa] 1 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



26972 " ■ . Seq. ID 

55909 . Strand 

35979 End 
OJ000113_25.0223.C14.ol0.gs Method 

36173 End 

none Score 
36173. .36706 



'OJ000113_25-.0223.C14 
+ 

36706 
GENSCAN 
36706 
1 



Seq. No. 26972 

Gene No. 55910 

Start . 604. . . ... . - *s 

Name! ^' OJ000,113_2"5 . 0223 .C14-ql;. gs^ 

GI^V Y • ' 'none 3 .' ' : ' 

Exons" 604.. .684, 7?7.. 890, 1209.. 1267, 1305. 



Seq. ID OJ000113_25.0223.C14 
Strand 

End - . 1990 
Method ..- GENSCAN . ■ ■ 
-End: ' " ^1990 ^ ■ ' V .] ^ -Vc"- 
Score *- .55 

.1354, 1769.. 1990 



Seq. No. 26972 Seq. ID 

Gene No. 55911 Strand 

Start 3447 End 

Name OJ000113_25.0223.C14.o2.gs Method 

Start 3447 End 

GI none - Score 

Exons , ; - • 3447. .4001 \ . / 



OJ000113_25.0223.C14 

4007 
GENSCAN 
4001 
.61,--'* 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26972 . , Seq. ID 

55911 Strand 

3447 End 
OJ000113_25.0223.Cl'4.oi.np Method. 

3450 • " ■ End 

6227011 Score 
3450. .4007 

(AC009513) F12P19.3 [Arabidopsis thaliana] 



OJ000113_25.0223.C14 

4007 
AAT/NAP 
4007 
379- 



26972 
55911 

3447 " - 
X)J00011'3_25 . 0223 . C14 . ol . gp 
35-93 

15984_1.R1084 
3593.. 4004 

'2462834 5.0e-17 (AF000657) 
thaliana] ' 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000113_25.0223.C14 

4007 
AAT/GAP 
4.004 
798 



hypothetical protein [Arabidopsis 



27012 



Seq. No 1 . * 26972 r ,*Seq. ID 

Gene No. " 55912 Strand 

Start ...6795 : , ' End 
Name " • 'OJ000113_25.0223.Cfc4 .o2.gp : Method 

Start 6795 - End 

GI * 5803302 Score 

Exons • 6795. .724 9 



OJ000113_25 . 0223 .C14 

.724 9 
AAT/GAP 
7249 
898 



Seq. No. ■ 


26972 








Seq. ID 


OJ000113_25.0223.C14 


Gene No-. 


^55913' 








j Str*and. 




Start 


9675' 








End 


10223 


Name 


OJ000113 25. 


0223. 


C14.o4 


,gs 


Method 


GENSCAN 


Start 


9675 








End 


10223 


GI 


none 








Score 


.69 


Ex£hs '• 


9675. .10223 












Seq. No. 


26972 








Seq. ID 


OJ000113_25.0223.C14 


Gene No. 


55914 








Strand 




Start 


24177 








End 


36694 


Name 


. ' OJ000113 25. 


0223. 


C14.;*>1 


. tc ' 


Method 


TBLASTX: Cress 


Start 


.1708 - - .;; 








-End . 


36616 


gi ' .m- . : 


none * r 








Score 


" 67 . .>•• ■ • 


Exons 


1708. .1875, 


1760. 


.1876, 


1825. 


.1947, 3534.. 3800, 3553.. 3810, 




3820. .3870, 


3843. 


.3881, 


9762. 


.10037, 


9763.. 10038, 9987. .101! 



•r; 10048. .10110, 28626. .28778, .28658. .28777, 28793 . ,28891,.. 
. ./**28.794V; 28892,, 28943. . 289-90* 2S944 . -..28991 3,6272.-364^ : 

■ : . 3,6283. . 36402, 36413 . ". 36502, 3^415'. ; 36483, '36508 . . 3661^5 

36512. .36616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26972 
55914 
24177 

OJ000113_25 . 0223 . C14 . o2 . tm 

1708 

none 



Seq. ID OJ000113_25.0223.C14 
Strand 

End 36694 

Method TBLASTX : Mai ze 

End 36694 

Score 126 



1708. .1854, . 1709. .1852, 1734. .1856, 3450. .3674, 3456. .3785, 
.3553., 3783, ; 3699 3791, >^678 .. "9-947, 9684. .10010, 9685. .10011, 
9689. .10054;-* 28730 : : . 28777/ 28731 /. 28778, ' 28794 .. 28904, * 
28803. .29033, 28931. 129020, 29028 .. 29066, 36358 .. 364 02, 
36359. .36403, 36415 .. 36501, 36425 .. 36502, 36508 .. 36681, 
36512.. 36694 .< • , 



Seq. No. 26972 * Seq. ID OJ000113_25 . 0223 . C14 

Gene No. 55914 Strand 

Start -24177 End ' 36694 

Name OJ000113_25 . 0223 . C14 . ol . ts Method TBLASTX: Soybean 

Start 1708 . • . End 36688 

GI. ' none Score 154 

Exons 1708. .1851, 1873. .1947, 3450. .3803, 3457. .3810, 3808. .3870, 

.3843. .3881, 9678. .10037, 9685. .10038, 10026 .. 10109, 
10036. .10098, 28623. .28709, 28734. .28790, .28794. .28880, 
28896.-28934, 28943 .. 29035, - 28944 .. 29048 , 36347 .. 364 15, 
36355. .36411, 36415 .. 36495, 36416 .. 36502, 36512 .. 36688 , 
. 36520. .36684 



Seq. No. 26972 Seq. ID OJ000113_25 . 0223 . C14 

Gene No. . 55914 , Strand 

^ 27013 













Start 


. 24177 ' . ' • . 




End 


36694 V V 


Name 


- OJ000113_25.0223.C14 


.o7.tw 


_ Method 


TBLASTX: Wheat 


Start 








1 C£1 A 


GI - 


none v " 




Score 




Exons 


16212 16481, 1621J. 


. 1 OOl4 






Seq. No. 


26972 




Seq. ID 


Ain^ni i ^ oc; n o o "3 c*^ a 
UJUUUllo <£3 . . 014 


Gene No. 


55914fc:0 




. Strand 




„. : .Start 


24177 




End 


36694 . 


^Name - 


OJ000113 25.0223-.C14.o6.tw 


.-^Method" 


TBLASTX: Wheat 


btart 


17194 




End- 


17651 . 


GI 


none 




Score 


146 


Exons 


17194. .17370, 17415. 


.17651, 


17419.. 17649 


;§^q : No . 


26972 




9 parr Tn 


yu u w v>x x j • t. j ■ y c. • x *a 


Gerie No . 


55914 




O LI ctilU 




Start 


24177 






J O D J *i 


Name 


OJ000113 25.0223.Cl4 


.ol.tw . 


•Method 


TBLASTX: Wheat 


■ Start 


. 17871 




End 


18327 


GI 


none 






4ft 1 


Exons 


:\ i7871. .18326, 17&72. 


.18327 . 






Seq. No. 


26972 






n.Tfinrn i ^ 9^ 099^ ri4 


; . Gene No. 


55914 




O f- ran /-I 




=j / Start 


.24177 








2 - ^Name J . 


. OJ0001l4>25 .4J.223-.C14 


,04 . t;S; ; : 


•• Method : 


.TBLASTX: Soybean 


i "Start 


vL7911 




^"'End 


1827 6 " V' 


j GI 


none 




Score 


133 


\ Exons 


17911. .18135, 18142. 


.18276 






I Seq. No. 


26972 




* Seq. ID 


OJ000113_25.0223.C14 


j Gene No. 


55914 




Strand 




J Start 


24177 




End 


36694 


Name 


. OJ000113 25.0223.C14 


.o3. tm 


Method 


TBLASTX: Maize. 


. Start 


180Q0 , 




End 


18357 


s GI 


none 




Score 


365 


= .Exons 

!='■'■' * 


: 18000.. .18347, 18001. 


.18357 




• •** . :;*7Ju' 


| Seq. No. 


26972 




Seq. ID 


OJ000113_25.0223;C14 : ■ 


= Gene No . 


55914 




Strand 




otart 


24177 




End 


36694 


Name 


OJ000113 25.0223.C14 


,o2.tw 


. Method 


TBLASTX: Wheat 


Start 


18442 




End 


18866 


GI 


none 




- Score 


420 


■ .Exons ' 


18442. .18861,- 18489." 


.18863, 


■18540. .18866 ' • 



Seq. No> 


26972 




Seq. ID 


OJ000113_25.0223 


.C14. 


Gene No. 


55914 




Strand 






Start 


24177 




End 


36694 




Name 


OJ000113 25.0223.C14 


.o2.ts 


Method 


TBLASTX^Soybean 




Start . 


18520 




End 


18921 




GI 


none * • _ . v 




Score 


280 




Exons 


' 18520. .18921, 18537. 


.18680, 


18553. .18912 




Seq. No. 


26972 




Seq. ID 


OJ000113_25.0223 


.C.14 


Gene No. 


55914 




Strand 






Start 


24177 - 




End 


36694 





27014 





. -, 


















. - - 




Name " ■ "* v 


OJ000113 25.0223.Cl*4.o4.tm 


Method 


TBLASTX: Maize " 




Start 


18592 




End 


19032 




■ gi;- 


: none 




'.Score * 


266 • > 




' Exons 


18592 . .18843, 18621. 


•SL8842, 


18864 . .1*8 995, 18865. .19008, 






19006 . . 19032 










Seq. No. 


26972 




Seq/ ID 


OJ000113_25.0223 


.C14 


Gene No. 


55914 ■ . 




Strand 






Start 


24177 




End . 


36694 . 




Name 


OJ000113 25.0223.C14 


. o.8 . tw 


Method- * 


■TBLfiSTX': Wheat ; 




Start 


18870 




. End 


19155 " r 




GI 


' none 




Score 


267 




Exons 


18870 .. 18947, 18871. 


.19152, 


19060. .19155 




- Seq*.-. No . 


" 26972 




/' Seq. " ID 


OJ000113_25.-0223 


.C14\. 


Gene No - 


55914 




Strand 






Start 


24177 




End 


36694 




.Name 


OJ000113 25.0223.C14 


.o3 . ts 


Method 


TBLASTX: Soybean 




Start 


19147 




End 


19535 




GI * 


none 




. Score 


71 * 






19147 19251, 19287. 


. 19535, v 


, 19291. .19533 




Seq. No. 


26972 




Seq. ID 


OJ0001.13_25.0223 


.C14 


Gene No . 


55914 




Strand' 






l!3 Start 


. 2417-7^ - * . . . ^ ■ . 




End 


36694 




-t 5 ' - ' -Name' * ■ - 


O300011-3_25 .022*3 . C14 


. o4 . tw ' 


' Method ' 


TBLAJ&X: Wheat, ■ "^V 


v?i Start 


19156 ' 




End 


T9578 ■. 




GI 


none 




Score 


-385 






19156. .19578, 19161. 


.19502 








hi' Sea No . 


26972 




Seq. ID 


OJ000113_25.0223 


.C14 


. nonp No 


55914 




Strand 






pfl Start 


24177 




End 


36694 . 




Name vr 


. OJ000113 25.0223.C14 


.06. tm 


"Method 


TBLASTX: Maize 




; L Start 


> 19210 




End 


19482 




£3 GI 


none " 




. Score , 


134 




U^'Ji. ■. Exons ' * ' 


;'. 19210^1938.0, . 1 938 19482 \ 








-~ Seq . No . 


26972 




Seq. ID 


OJ000113_25.0223 


.C14 


.la; Gene No . 


55914 




Strand 






;;=[.. Start. 


24177 




End 


36694 




UP Name 


' OJ000113 25.0223.C14 


.ol.tm ^ ...Method. 


. TBLASTX: Maize 




Start 


19896' 


' End 


20218 




GI 


• none 




Score = . 


75 




Exons 


19.896. .19958, 19961. 


.20218,^ 


19975.. 20217 




Seq. No. 


26972 




Seq. ID 


OJ000113_25.0223 


• C14 ^ 


Gene No • 


55914 




Strand 






Start 


24177 




End 


36694* 




. Name 


OJ000113 25.0223.C14 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


20033 ' 




End- 


20415 




GI 


none 




• Score 


396 




Exons 


. 20033. .20413, 20033. 


.20287, 


20038. .20415 




- Seq. No. 


26972 




Seq. ID 


OJ000113_2'5.0223 


.C14 


Gene No. 


55914 




Strand 






Start 


24177 




End 


36694 





27015 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start; Vs 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 
Gene No. 
-.Start 
■Name... 
Start. 
GI 

Exons 



Seq. No. " 
Gene No. 
Start 
Name 
Start 

Exons-- 

GI Descrip. 



OJ000li3_25.0223.C14 . 

20360 

none - 

20360. .20449, 20453-3 

26972 
55914 

'24177 ■ . - ' 
OJ000113_25.0223.C14 , 
204 1?: ^ " ^ 

none 

20417. .20893, 20563., 

26972 
55914. - 
24177 

OJ000113_25.0223.C14. 

20714 

none 

20714. .20896, 20743. , 
20876. .20953 ... 



.o7;"tm Method ' TBLASTX : Maize 

End 20632 

Score 92- 
i20536, 2:0546. .20632" " •* §v'' ; • 

Seq. ID OJ000113_25.0223.C14 
Strand 

End. 36694 . 

.o5.tw Method TBLASTX : Wheat 
■ ... 'End : *. ■■ 20935 . ; : - ■ .Jg. 

Score 340 
.20766, 20885.. 20935 



Seq. ID OJ000113_25.0223.C14 

Strand * 

End 36694 ■ 

oS.tm Method TBLASTX: Maize 

End 20958 ' 

Score 169 
20793, 20836. .20895, 20875 .. 20958 , 



26972 
.55914 

24177-.. • 

OJ00'0113_25 . 0223 ." C14'. o7 . gs 

24177 

none 

24177. .24628, 24702 .. 24815, 
25254. .25351, 25417 



Seq. ID OJ000113_25.0223-.C14 

...,5trand - ." -' *..-.. . .- V . ' . 
^fend^ : ..•.-■36.694 ' ,.' 
3&thc^ GENSCAN. 
v End^;n27.li2 -. ■ 
Score .78 
24878. .25067, 25142 ... 25252 , 



26972 
55914 
24177 

OJ000113_25.0223.C14.o3.np 

24189 - .. 

6691716 

241891 .24628, 24702 .. 24815, 
25417. .25596, 25675 .. 25775, 



25655, 25852. .26072, 26228.. 27112 

OJ000113 25.0223.C14 



Seq. ID 
Strand 

End 36694 
Method . AAT/NAP 
End 27112 . 

" Score ; 24 64 . . - 

24965V-.25067, X25142. .25339, 
25852. .26027, 26219.. 27112 
(AP000492) hypothetical protein [O.ryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 





[Oryza -sativa] 






• '" . ■-.*.. 




Seq. No. 


26972 




Seq. ID 


OJ000113_25.0223. 


C14 


Gene No. 


55914 ~ . 




Strand 






Start 


24177 




End 


36694 




Name 


OJ000113 25.0223.C14 


,o9.tw 


Method 


TBLASTX: Wheat 




Start 


26702 




End 


26993 




GI 


none 




Score 


97 




Exons 


26702. .26992, 26739." 


.26993 








Seq. -No. 


V26973 




Seq., ID- 


OJ000113_25.0223. 


C15 


Gene No. 


55915 




Strand 


+ 




Start 


1331 




End 


2724 




Name 


.* ©-J0 001 13 -25:0223. C15 


.ol.gs - 


Method 


' GENSCAN 




Start 


1331 




End 


2724 




GI 


none 




Score 


.44 





27016 



Exons 



1331.. 1378, 2030.. 2131, 2698.. 2724 



Seq. No. 


26973 






Seq. ID 


pjOOOllo 25. 0223. CI 5 


Gene No .• • £v 


'55916 • * 






Strand . 


+ 


Start 


4910 ' 






End 


5791 . 


Name 


OJ000113 25. 


0223.C15.ol 


.np 


Method 


AAT/NAP 


Start 


4877 






End 


5791 


GI 


4803933 






Score 


292 ' 


Exons 


4877. .5420, 


5569. .5791 








GI Descrip. 


(-AC006264) putative disease 


resistance 


response protein. 




[Arabidopsis 


thaliana] 








Seq. No.' 


26973 






Seq. ID 


OJ000113_25.0223.C15 


Gene No. 


55916 






Strand 


+ 


Start ' 


4910- 






. .End.- 


57 91 . • 


Name 


OJ000113 25. 


0223.C15.o2 


-gs 


Method 


! GEN SCAN 


Start 


4910 






End 


544 6 


GI 


none.. 






Score 


. 97 


Exons 


49107.5446 










Seq.. No. 


26973 






/Seq. ID 


0 JO 0 0 1 1 3_2.5 , 0 22 3 . C 1 5 


Gene No. ' 


55916" 






Strand '. 


; '+ " '"'/ - 


Start 


4 910 






End 


5791 


Name 


OJ000113 25. 


0223.C15.ol 


.tc. . 


Method 


TBLASTX: Cress 


; Start 


5003 . ; ; • 


* - . ' ' ' 


- .'i* *- 


" Efcd 


5359 • 


"GI : :^- ::r ■ '* : * 


Vnonev .' : 








123 ' - : -. y - : . 


Exons 


5003. .5146, 


5026. .5145, 


5167 


..5343, 5171.. 5359 


Seq. No. 


26973 






Seq. ID 


OJ000113_25.0223.C15 


Gene No. 


55916 






Strand 


+ 


Start 


4910 ' 






End 


5791 


Name 


OJ000113 25. 


0223.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5003 






End 


5454 


GI 


none 






Score 


182 


Exons , 


5003. .5170, 


5011. .5169, 


5161 


. .5454, ' 5162. .5449 


;Seq; Nq. . 


26973 






Seq. .ID 


OJ0001l3_25:0223.C15 


'Gene No l fi : : : \ 


55916//' 






-Strarfif * 


• + ■ . - ■ ■ -*/ - . ' - . . 


Start 


'4 910- 






' End 


5791 ' 


Name 


OJ000113 25. 


0223.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5003 






End 


5439 


GI - 


none 






. Score 


108 


Exons 


5003. .5146, 


5026. .5145, 


5165 


..5308, 5167.. 5295, 5302. .5439, 



5309. .5437 



Seq. No. 


26974 


Gene No. 


55917 


Start 


531 


Name 


OJ000113 


Start 


531 


GI " 


none 


Exons 


531. .701 


Seq. No. 


26975 


Gene No. 


-. 55918 


Start 


738 


Name* 


OJ000113 



Seq. ID 
Strand ■ 
End 

.0225.Cl.ol.gs • Method 
. 'End 

Score" 

531.. 701, 1784.. 1876, 2062. .2406 V, 

Seq. ID 
Strand 
End 

.'0225.C2.ol.qs Method 



OJ000113_22.0225.C1 

2406 
GENSCAN 
.2406 
.6' 



OJ000113_22.0225.C2 
+ 

3531 
GENSCAN. 



27017 



Start 
GI 

Exons 



' Seq.. No. 
Gene No. 
Start 
Name 
& Start 
GI 

Exons 

GI Descrip. 

Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI . . ; 

Exons ■ v " * 



738 : ^ End .3352 

none Score .73 

738. .945, 1161. .1247, 1339. .1508, 1925. .2067, 2156. .2333, 
2443V.-3040, .324.0. .3352 



26975 
55918 

738 ■ • 

OJ000113_22.0225.C2.ol.np 
738 • 
4417267 



Seq. ID OJ000113_22.0225.C2 
Strand + 
End .3531 
Method . AAT/NAP 
End * ' 3531 
Score 356 



738.. 977, 1142.. 1241, 1339.. 1508, 1934.. 2067, 2156.. 2333, 
2443. .2757, 2791. .3048, 3491.'. 3531 

(AC007019) hypothetical protein [Arabidopsis thaliana] 



26975 ' ■ • 

55918 

738 

OJ000113_22 . 0225 . C2 . o2 . tm 
1383 
none 



Seq. ID ' OJ000113_22.0225.C2 

Strand + ' 

End 3531 

Method TBLASTX: Maize 

End 2051 - 

Score 123 



1383. :1508," 1 3'8 3 . . 1 5tf8 V 1384.. 1509, 1385 .. 1513,^ 1921 . . 2028>;< 
1922.. 2050, 1923.. 2051 



Seq. No. . 26975 A 

Gene No. 55918' 

Start 738 

Name . OJ000113_22 . 0225 .C2 . ol . ts 

Start 2281 

GI none 
Exons 



Seq., ID OJ000113_22.0225-.C2 

Strand '*'+ '' "\ ' 

End " ' 3531 

Method TBLASTX : Soybean 

End 3362 

Score 64 



2281. .2334, 2444. .2719, 2446. .2610, 2450. .2722, 2879. .3046, 
3231.. 3362 



Seq. No. 26975 

Gene No. . 55918 

Start 738" 

Name • -\" ■■ . OJ000113_2-2 . 0225 . C2 . ol . tm. 

IStart - r 257© Y * - - . — 

GI none 

Exons 2570.. 2743, 2575.. 2727 



Seq. ID OJ000113_22.0225.C2 

Strand + 

End . 3531 ■* 

Method TBLASTX :„Maize 

ErM< ■ 2743 ^ * • 

Score 199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26975 
55918 
738 

OJ000113_22.0225.C2.ol.tw 

2588 

none 



Seq. ID OJ000113_22.0225.C2- 

Strand + 

End 3531 

■Method ' TBLASTX: Wheat 

End - 2959 

Score 102 



2588. .2689, 2629.-2688, 2630. .2689, 2686. .2949, 2687. .2959, 
2687.. 2959 



Seq. No. 26976 

Gene No. 55919 

Start 787- 

Name OJ000113_22 . 0225 . C3 . o2 . tm 

Start 4 

GI none 

Exons .4 . .243," 9. .242 



Seq. ID OJ000113_22.0225.C3 

Strand + . 

End 3537 

Method TBLASTX : Mai ze 

End 243':^ 

Score 237 



27018 



Seq. No. 26976 
Gene No. . * 55919 

art 1ST'' ■ : 

Name OJ000113_22 . 0225 . C3 . ol . gs 

Start 787 

GI none 
Exons 



Seq. ID OJ000113 22.. 0225. C3 



Strand 
End" 
Method ; 
End 
Score 



+ .. 
3537 - 
GENSCAN 
3107 
.86 



787.. 808, 925.. 1008, 1108.. 1244; 1279... 1376, 1480.. 1802,- 
1981.. 2063, 2148.. 2223, 2303.. 2364, 2767.. 2814, 2946.. 3107 



Seq. No. 26976 ' Seq. ID 

Gene No. 55919 Strand 

Start 787 End 

Name . ■ OJ000113_22.0225.C3.ol.gp" Method 

Starf '"-'903* End 

GI LIB3434-042-Pl-Ki-A10 * Score 

Exons 903.. 1008, 1108.. 1259 

GI Descrip. ' 1351887/sp | P48977 | ADH_MALDO 3.0e-23 ALCOHOL DEHYDROGENASE 

>gi_1362042_pir S57650 alcohol dehydrogenase (EC 1.1.1.1). 

apple tree >gi_886885_emb_CAA88271_ (Z48234) alcohol 
. .dehydrogenase [Malus domestical 1 



OJ000113_22.0225.C3 
+ 

3537 
AAT/GAP 
1259 - 
349 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



26976 
55919 

787 /^ .v. : ... . 
OJ000il3_22; 02*25. C3lo2;np . 
1069 
1363501 



Seq. ID OJ000113_22.0225.C3 

Strand + 

End 3537 g^- y. " " 

Method''" AAT/NAP " 

End 3537 

Score 796 



1069. .1244, 1330. .1376, 1480. .1802, 1981 .. 2G;6.3, .2148 2223, 

2303. .2364, 2767. .2862, 2946 .. 3107 , 3452 .. 3537 

gibberellin responsive protein LRG5 - garden lettuce 

gi| 1401037 |dbj |BAA07911| (D44449) gibberellin-responsive gene 

product [Lactuca satiya] 



Seq. No. 
Gene No. 
Start. * 
-Name 
Start ' . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26976 
.55919 . 
787 - 

O JO 0 0 1 1 3_2 2 . 0 2 2 5 \ G3*6 1 . tm ■ 

1181 

none 

1181.. 1243, 1182.. 12*41, 1184, 
1327.. 1386, 14^.. 1802, 1488. 
1928.. 2065, 1971.. 2069, 2147, 
2302.. 2367, 2302.. 2382, 2764. 
2949.. 3107, 2977.. 3108, 3443. 

26976 
55919 
787 

OJ000113_22.0225,.C3.ol.tc 

1182 ' ' : \. 

none- *" ST- ■ 



Seq. ID OJ000113__22.0225.C3 
Strand + 

. End . 3537 ^ ^ 
Method TBLASTXiSiaize 
End 3537 
Score 94 

.1246, 1251.. 1382, 1264.. ,1392, 
.1802, 1526. .1804,. 1543. .1806, 
.2224, 2148.. 2225, 2301.. 2366, 
.2862, 278.1. .2861, 2948. .3100, 
.3535,' 3450. .3536, 3451. .3537 

Seq. ID OJ000113_22.0225.C3 

Strand s + 

End 3537 

Method . TBLASTX : Cress 

End ' 3109 

Score 65 



1182. .1259, 1321. .1392, 1485. .1553, I486.. 1599, 1526. .1609, 
1622. .1804, 1657. .1806, 1971. .2069, 1979. .2056, 2764.-2862, 
2945.. 3109, 2946.. 3107 



Seq. No. 



26976 



Seq. ID OJ000113_22.0225.C3 



27019 



Gene #6 ; 

Start 

Name 

Start' 

GI 

Exons 



. Seq-. .No. 
Gene No.' 
Start 
Name 
Start 
G I 

Exons 

GI Descrip. 



55915 ^' 
787 

OJ000113_22.0225.C3.o2.ts 
1321' : ' 

none 



Strand:-'^-- + 

End " 3537 . 

Method TBLASTX : Soybean 

End- : 3535" *■*.■ ?* 

Score 76 



1321. .1392, 1504. .1599, 1526. .1609, 1621. .1803, 1622. .1804, 
1980.. 2063, 2154.. 2222, 2305.. 2367, 3179.. 3235, 344 6 ...3535" 



26976 * Seq. ID 

55919 ' Strand 

787 / End 

OJ000113_22 . 0225 . C3 . o2 . gp Method 
1471 End 
569128 Score 
'1471-. .1798 : . • '-> r .- ~" : ' - ' 

1351887/spl P48977 | ADH_MALDO 3.0e-23 ALCOHOL DEHYDROGENASE . . 

>gi_1362042_pir S57650 alcohol dehydrogenase (EC 1.1.1.1) 

apple tree >gi_886885_emb_CAA88271_ (Z48234) alcohol 
dehydrogenase [Malus domestical 



OJ000113_22.0225.C3 
+ 

3537 

AAT/GAP 

1798 

639 , ; . 



Seq. No . 


;.. 2 6.97 6 .jBfo. 








. Seq. ID . 


„ OJ0D0113 :22 .0225.C3 


Gene No. 


55919 








■ -Strand 




Start 


""7 O *7 

787 








End 


3537 


Name 


OJ00011o_zz 


. \JZZd . 


Co . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


o n c *d 








--End;-: v ..: 




'■GI" 


-'■none -v 








/■ Score-, , 


. .13 9 


Exons 


2763. ,2861, 


2764,. 


.2862v 


-2945. 


,-3058, 2946. .3062, 2950. .3060 


Seq. No. 


Zo9 / / 








Seq. ID 


OJ000113_22 . 0225 . CA 


Gene No. 


55920 








. Strand 


+ 


Start 


957 








End 


3722 


Name 


OJ000113 22 


.0225. 


C4 .ol. 


OS 


Method 


GENSCAN 


Start 


957 








End 


3722 


GI 


none 








Score 


.91 ' 


Exons 


957. .1036, 


1231. . 


1397, 


1465. . 


1586, 2526.. 263*8, 2833.. 3101, 




. 3541. .3722 






■ " - p : 






^5 Seq. No. 


' •. 

' 26977 




- -• -V- ■ 




•Seq. ID 


' 6 JO 00 1 1 3_2 2?0 2 2 5 : C 4 


Gene No. 


55921 








Strand 




Start 


4276 








End 


7189 


Name 


OJ000113 22 


.0225. 


C4 v o2. 


gs 


. Method 


GENS£AN 


• Start 


42*6 . 








. End ; 


7189*" 


GI 


none 








Score 


.42 


Exons ■ 


. . -427.6. .4558, 


7023. 


.7189 








Seq. No. 


26978 








Seq. ID 


OJ0Q0113_22.0225.C5 


Gene No. 


55922 








Strand 


+ 


Start 


1875 








End ' 


2198 


Name 


OJ000113 22 


.0225. 


C5.ol. 


gs 


Method 


GENSCAN 


Start 


1875 








End 


2198 - ' 


GI 


none 








' Score 


.61' " ■ 


Exons 


1875. .2198 












Seq. No. 


26978 








Seq. ID 


OJ000113_22.0225.C5 


-Gene No. 


55923 








- St-rand 


+ 


Start 


2600 








End 


2851 ' 


Name 


OJ000113 22 


.0225. 


C5.ol. 


gp . 


Method 


AAT/GAP 



27020 













Start 


.2600 


• bna 






GI 


2442568 


Score . 


4 /U 




Exons 


2600 28.51 




v.- - 




Seq. No. 


26978 


Seq. ID 


QJU00113 


. U2Z0 . LO 


Gene No. 


55924 


Strand 


+ 




Start 


.10601 


End 


11688. 




Name ; 


OJ000il3_22 . 0225 . C5 . o4 . gs 


Method 


• GEN SCAN 




Start 


■ 10601 


End 


11688, 




GI : 


none ■■ s . ' ' ~ ' 


.Score- 


;77^ : ' ■■• 




Exons 


10601 .. 10 fib, 10 /31 .. 10896,. 


11566.. 11688 




Seq. No. 


O /~ f\ T O 

26978 


Seq. ID 


OJ000113 


00 nooc p c 


Gene No. 


c c c\ o c 

15,5925 - 


Strand 


+ . 




p tart 


■ Z4 4 3 6 . ~~ 


End ■'■ 


27387 




%ame 


OJ000113 22.0225.C5.o8.gs 


Method 


GENSCAN 




Start 


24436 


End 


27387 




GI 


none 


Score 


.48 




Exons 


24436 .. 2453 /, 2459 / . . 24 /Jo , 


24833.-24928, 25033 


. . £04 14 , 




25464. .25571, . 2692 5. . 2 / 3o / 








Seq. No. 


■ 2 6 9 / o 


Seq.- ID 


OJ000113 


Z£ . UZZ J . L-D 


Gene No. 


C C ft o c 

55925 


Strand 


+ 




Start . 


24436 


' End . 


27387 




.-Name. 


OJ000113^22 .,0^25'. Q5..^o2 A gp. - 


Method 


;AAT/GAP 




Start 


24500 — ■ 


End " ' ' 


'25162 




GI 


- none 


Score 


8i3 




Exons 


2450.0 .. 24738, 24833 .. 24928 , 


25033. .25162 




Seq. No. 


26978 


Seq. ID 


OJ000113 


22 . 0225 . C5 


Gene No. 


c c n 0 c 

55925 


Strand 


+ 




Start 


24436 


End 


27387 




Name 


OJ000113 22.0225.C5.o4.np 


Method 


AAT/NAP 




Start 


25033 


End 


25484 




GI 


6503012 


Scores 


278 


■■ 


Exons • 


25033. .25484' 








■GI Descrip . 


(AF174428); FH protein -^interacting, protein FIP1 ' 


[ Ar ab 1 dop si s - 




thaliana] 








Seq. No. 


26978 


Seq. ID 


OJ000113 


££ . Uz2D . C^O 


Gene No. 


55925 


Strand 


+ 




Start' 


24436 ' 


. End 


. 27387 




Name 


OJ000113 22.0225.C5.o3.gp 


Method 


AAT/GAP 




Start 


25576 


. End ■ 


25842 




GI 


■none 


Score 


514 




Exons 


25576. .25842 








Seq. No. 


26978 


Seq. ID 


OJ000113 


22 . U225 - UO 


Gene No. 


55926 


Strand 


+ 




Start 


28297 


- End 


30421 




Name 


OJ000113 22.0225.C5.o6.np 


Method 


AAT/NAP 






28297 


■ H End ' 


30076 




Gi 


6503012 


Score 


252 




Exons 


28297..28326, 29630.. 30076 








GI Descrip. 


(AF174428) FH protein interacting protein FIP1 .. 


[Arabidopsis 




thaliana] 









27021 



Seq. No. 

Gene No. 

Start _ , 

Name 

Start 

GI-r 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start : 
Name 

"Start ■ v * 
GI 

Exons 

.Gl.^gpscrip.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-26978 
55926 

28297 £* 

OJ000113_2~2V0225 . C5 . o9 . gs 

29159 

none 



Seq. ID • OJ000113_22 . 0225 .C5 

Strand +. # - 

End . - 30421-^; 

Method GENSCAN 

End 30421 

Score .79 



29159. .29327, 29436 29504 , 29622 .. 30055, 30275.. 30421 



26978 Seq. . ID 

55926- * Strand 

28297 . End 
OJ000113_22 . 0225 . C5 . o5 . np Method 
29628 End 
4103635 Score . 

2 9628.. 30001 , • - 

(AF026538) ABA- responsive protein [Hordeum vulgare]. 



OJ000113_22.0225.C5 
+ ■■■ ' * 

30421 
AAT/NAP 
30001 
215 



26978 Seq. ID 

55927 Strand 
30534 End 38689 

OJ000113_,22.0225-,C5..o7.np - Method AAT/NAP 
30534 " ■ • -V End " . 34654 

2213608 Score* 1080 

30534. .30573, ; 32827. .34 654 

. (AC000103) F21J9.2 t ,.[ Arab idopsis .$hali ana] .,'.-*.■-, 



OJ000113_22.0225.C5 
+ 



26978 Seq. ID 

55927 Strand 

30534 ; . Erid 

OJ000113_22 . 0225 . C5 . olO . gs Method 
31285 . End 

none - Score 
31285. .31477, 31559.. 31932 



OJ000113_22.0225.C5 
+ 

38689 
GENSCAN 
31932 
.87 



No. ; 
Gene No. 
Start . t 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



26978 
55927 

.30534 . — • • 

OJ000113_22..0225.C5'.o8.np 

32852 

4335720 



Seq. ID 
Strand 
End" - ^ . 
Method 
End 
Score 

32852. .33638, 33840 .. 34966, 36395.. 36443 

(AC006248) putative non-LTR retroelement reverse, transcriptase 
[Arabidopsis thaliana] 



OJ000113_22,0225.C5 
+ 

38689. 
AAT/NAP 
36443 
874 



.26978 Seq. ID 

55927 Strand 

30534 - End 

OJ000113_22 . 0225 . C5 . oil . gs Method 

32862 End 

none Score 



OJ00011'3_22.0225.C5 
+ 

38689 
GENSCAN 
38689 
.42 . 



32862. .32936, 33098 .. 33220, 33320 33398 , 334 62 .. 33701, 
34776. .34979, 36288 .. 36647 , 37773 .. 38620, 38678 .. 38689 - 



26978 

55927 - 
30534 

OJ000113_22.0225.C5.o4.gp 



Seq. ID OJ000113_22.0225.C5 



Strand 
End ' 
Method 



+ 

38689 
AAT/GAP 



27022 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name- 
Start v 
-Gi:^ . ' . 
Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 

St axt /.^ 
'Name'*" \ 
Start 
GI 

Exons 



36171 
2442752 
36171 



End- 364 64 

Score 475 



364 6.4; 



26978 Seq. ID 

55928 Strand 
4892 ■ End 14095 

OJ000113_22 . 0225 . C5 . ol . np Method AAT/NAP 
4892 End 13971 

6815052- Score' ■ 173 

4892. .5008, 8117. .8548, 13861. .13971 

(AP001080) hypothetical protein [Oryza sativa] 



OJ000113 22. 0225. C5 



26978 Seq. ID 

53828 ■ . Strand 

4892 End 14095 

OJ000113_22. 0225. C5.o2. rip . Method AAT/NAP 
11112 End 14095 

6498436 Score 52 

11112. .11259, 12033. .12270, 14067.. 14095 
(AP0Q0815) .hypothetical protein [Oryza saliva] 



OJ000113 22. 0225. C5 



26978 Seq. ID 

55928 Strand 

■4*8?,/ ' . .. ' End,..,., v 

: : .OJ000113_22 . 0225-.SJ5 .o6-.gs . Method; 

13479 " * End 

none Score 
.13479. .14057 



OJ000113_22.0225.C5 

14095 • • , . 

GEN SCAN*- ' v • 
14057 
.99. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

ExonS 



26978 
55929 
15216 
OJ000113 
15216 
none 
15216 
yil 6 17 
19302 



_22.0225.C5.o7.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_22.0225.C5 

22018 
GENSCAN • 
22018' 
.44 



15420, 155-JB7. .15867, .16098. .162.^5, 16232 . . 16519, 
17198, 17649*. .17747 18373 . .18476, 18738. 1 18836, 
19348, 19910. .20241, 21947.. 22018 



Seq. No. 


26978 


Seq. ID 


OJ000113_22 


.0225.C5 


Gene No. 


55930 


Strand 






Start 


22953 


End 


23032 




Name 


OJ000113 22.0225.C5.o3.np 


Method . 


AAT/NAP 




Start 


22953 


End 


23032 




GI 


6630699 


Score 


76 




Exons 


22953... 23032 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


26978 


Seq. ID 


OJ000113_22 


.0225.C5 


Gene No. 


55931 


Strand 






Start 


38546 


End 


38989 




Name 


OJ000113 22.0225.C5.o5.gp 


Method 


AAT/GAP- 




Start 


38546 


End • 


38989 




GI 


none 


Score 


812 





27023 



Exons 



38546.-38989 



Seq. No. 
<fene No. 
Start 
Name 
Start . 
GI 

' Exons 



26,978 ■ si- Seq^ID 

55932 - . • - ' Strand 

39257 * End" 

OJ000113_22 . 0225 . C5 . o7 . tw Method 

1420 * End 

none Score 

1420.,. 1626, 1487. .1612 . 



- OJ0001p^22> 0225 .C5 
39401 

TBLASTX: Wheat 

1626 

102 



OJ000113 22.0225..C5 



Seq. No. '■ 26978 Seq. ID 

Gene No. 55932 Strand 

.Start 39257 End 

Name OJ000113_22 . 0225 .C5 .ol . ts Method 

"Start - 5395 : ~ .End; 

GI none Score 
Exons 5395.-5532, 5399.. 5563, 13384 .. 13518, 

13518. .13664, 13534.. 13704, 13665 .. 13877 , 137 11 .. 13755, 
13837.. 13911 



39401 

TBLASTX: Soybean 

13911 V 

71 

13479. .13517, 



Seq. No. 26978 
Gene No> :■' 55932 . : 

Start *" " 39257 

Name . OJ000113_22 . 0225 . C5 . o5 . tw 

^Start .. ; _ •; '8765 :/ - : 

GI- " ribne 

Exons 8765.. 9145 



..Seq. ID 
'""Strand" ' 
End 

Method 
End 

.-.■*• Score*. 



OJ000113 22.0225.C5 



39401 

TBLASTX: Wheat 
9145 

239 : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 



26978 
55932 
39257 

OJ000113_22.0225.C5.ol.tm' 

,24582 
none 

24582. .24662, 24888 .. 24 926, 
25032. .25154, 25081 .. 25158 , 
25143. .25283, 25269,. .25325, 
25401. .25484, 29168"' . 29329, 
29410. .29496, 29435 .. 29503, 
29728. .29871, 29732 .. 29872, 
29909. .30070, 2994 1 .. 30066, 

26978 • 

55932 ■ . > 

39257 - 

OJ000113_^22 . 0225 . C5 . ol . tw 

24826 

none 

24826. .24927, 24877 .. 24 927, 
25401. .25460, ,29620 .. 29874 , 
29941.. 30030 ' " 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 22. 0225. C5 



39401 

TBLASTX: Maize 
30074 
69 

25025. .25144, 25032 25142 , 
25139. .25243, 25139 . .-25282, 
.25277, .25438, . 25278. .254 6Q, 
29179. .29328, 29409 .. 2'95M> : ; < : 
29620. .29733, 29621 .. 29728 , 
29858. .29941, 29859 .. 29936, 
29967.. 30074 

Seq.' ID OJ000113_22.0225.C5 
.Strand 

"End 39401 

Method TBLASTX : Wheat 

End . 30052 

Score 63 
25025. .25459, 25032 .. 254 60, 
29621. .29872, 29909 .. 30052 , 



Seq. No. 26978 . Seq. ID 

Gene No. * 55932 Strand 

Start , , 39257 ' End 

Name OJ000113_22 . 0225 .C5 . o3 . ts Method 

Start 2502.5 " ... End 



OJ000113_22.0225.C5 
39401 

TBLASTX : Soybean 
29875 



27024 



















bl 


none 




Score 


309 ^ " 






Exons 


Z jUZ J , . Z O J 1 0 , ZOUjZ 




29620. .29874, 29621.. 29875 






Seq. No. 


z o y / O ^ 


- 


. Seq.- ID 


OJ000113_22 ; .0225. 


PC 

LO 




bene no. 






Strand 








Start 


jyzo / 




End 


39401 ' „ 






. Name 


OJ000113 22. 0225. C5 


.o3 . tc 


Method 


TBLASTX: Cress 






Start ■ 


25176 




ts? End 


30061 . 






bl 


none 




Score 


105 






Exons N 


/ 0 . . DO , zjjUZ. 


\o^a fin ' 


25304-. .25435, 29765 .. 29854, 








z y y u y . ; juudi 












beq. no. 


z b y / o 




Seq. ID 


OJ000113_22.0225. 






bene no. 






Strand 








V,Start 1 * : 


..'39257 




■■ ' End 


; 39401 _ 






Name 


OJ000113_22.0225.C5 


. o4 . tm 


Method 


TBLASTX: Maize 






otar u 


y fi o 




End 


335.77 






bl 


none 




Score 


106 






Exons 


OOQK R "3*3 0 GO 


"3 "3'37 Q 


33449. .33577 






beq. no. 


. z o y / o - - . * 




Seq. ID 


. OJ000.113_22.0225. 


PC 




Gene No . , 






Strand 








Start 


oyzo / 




End 


39401 






Name 


OJ000113 22. 0225. C5 


.o2.tw 


Method 


TBLASTX: Wheat 






- Start , - 


• 32989. - v>r. .. ; 




g : - -EndyJ . 


33370 , - 






bl ;t#- 


• none *v* r ' 




Score ■ 


257 




r Pi 


Exons 


,qoqqq oonoi oooon 


*3*30nQ 


33133. .33207, 33173 .. 33361, 




. i y 




jjiyo. ..jjjoy, ooiyy 


. . JJJD f t 


33203.. 33370 




sr ' 

: : 1 


Seq. No. 


-zoy / o 




Seq. ID 


OJ000113_22.0225. 


r* r 

Lj 




Gene No . 






Strand 






Ci 


Start 


39257 




End 


39401 




ry 


Name 


OJ000113_22.0225.C5 


.06. ts 


Method 


TBLASTX : Soybean 




■5 


Of -1 -T--4- 


*3 ^1 *3/ 




End 


33415.. . 




L J 


bl 


none 




Score 


195 




%! ' 


Exons 


oolo4.. . o J 4 1 0 












beq. no. 


■ "°^v 

* z d y / p 




. Seq.-'ID 


OJ000113_22;0225. 




Si 


Gene No . 


ooyoz 




Strand 


t 




?i 


Start 


39257 




End 


39401 




Fi 


Name 


OJ0.00113_22.0225.C5 


. o3.tw 


Method 


TBLASTX: Wheat 






b tart 


"3*3^/11 
OO041 






33937 






bl 


none 




"Score 


400 






Exons ... 


"3*3RA1 *3*3Qri£ "3."3R49 


• . j jyzo, 


33545. .33.937 






beq. no. 


z by / o 




Seq. ID 


OJ0.00113_22-.0225. 






bene no. 






Strand 








. Start 


39257 




End " . 


39401 






Name 


OJ000113_22.0225.C5 


.o4 . ts 


Method 


TBLASTX : Soybean 






bran. 


"3*3 ££i 

J J DDI..; 




■ End 


34081 






bl 


none 




Score 


136' 






Exons 


JODDl. . JJODl r JJOOZ 


. . O JO DZ, 


33866.. 34081 ■ * 






Seq. No. 


26978 




Seq. ID 


OJ000113_22.0225. 


C5 




Gene No.*- 


55932- 




Strand 








Start 


^39257 




End 


39401 






: Name 


- OJ000113 22. 0225. C5 


,o3. tm 


Method 


TBLASTX: Maize 





27025 



cm' 



Start: ' 
GI 

. Exons ^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • [ * 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No . 

Gene -No.* . 

Start 

.Name 

.Sta'rt- 

•GI " -VI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



33737 - End 

none Score 

. 33737 . y34Q9f); 337-66 . . 34-0.98 ; • _ " . •> 

* . . ; M^yy - : } ■ * - ■ !m . ; £.y ■ ■ . • 

26978 "'' '■ ^ Seq^TD 

55932 Strand 

39257 End 

OJ000113_22 . 0225 . C5 .06 . tw Method 

33938 . ... End , . 

none ■ ; " Score 
33938. .34147, 33946 34146 

26978 Seq. ID 

55932 Strand 

39257, ' ' End 

OJOOOi 13_;22 . 0225 . C5 . o4 . tw Method" 

34538 End 

none Score 



34098 
297 



oj00d.113_22.0Z25.C5' 
39401 

TBLASTX: Whe&t . 1 
34147 

212 ... '• 



OJ000113_22.0225.C5 
39401 

TBLASTX: Wheat 

34945 

172 



34538. .34750, 34552 . .34737 , 34796.. 34945 



26978 . /■.-.* . 

' 55932. 
39257 

OJ000113_22 . 0225 . C5 . o2 . tc 

. 36335*. : v . : . ; . ,; ' , 
hone . • ■ ■ 
36335. .36655, 36520.. 36660 

26978 
55932 
39257 

0 J000113_22 . 0225 . C5 . o2 . tm 
36335 . 
none . 



•'Seq., ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00,0,113 -22.0225.C5 



39401 

TBLASTX: Cress 



36660 



354 



OJ000113_22.0225.C5 
39401 

TBLASTX: Maize 

38572 

478 



36335. .36667,.. 36371. .36649, 37742 .. 38278, 37768 38241, 

37771. .38280/37772. .38119, 37772. .38275, 37779. .38279, 

38159. .38287, 38159 .. 38425, 38291 . .38416, 38318 .. 38413, 
38465. .38572 



Seq. No. 26978 Seq. ID 

Gene No. 55932 Strand . 

Start 3925J' v - End 

Name OJ000113_22 . 0225 .C5 . o2 . ts Method 

Start 36335 , . End 

GI none ^ . Score 

Exons 36335.. 36655, 36407.. 36445, 36526. 

37772. .37939, 37772 .. 37870, 37823. 

38267.. 38413 



OJ000113_22.0225.C5 

39401 v,,. 
TBLASTX : Soybean 
38413 
339 



.36654, 37771. 
.38026, 37931. 



.37866, 
.38104, 



Seq. No. . 26978 " , Seq. ID 

GerieNo. 55932 * Strand 

Start 39257 End 

Name , OJ000113_22 . 0225 .C5 . ol . tc Method 

Start 37775 End 

GI none Score 

Exons 37775. .38047, 37798 .. 38214 , 

38159. ,38284, 38294.. 38431 



OJ000113_22.0225.C5 
39401 

TBLASTX: Cress 
38431 
150 

37799. .38215, 38159 38284 , 



27026 



Seq. No. 26978 

Gene No. - " .55932.. . V .. 

■Stari-;" ^ ■ 3925) : V' \ ' : . £ ' " ' 

Name**--' OJ0G0113_22!'0225.C5.6*5.ts 

Start 38414 

GI • none 

Exons : 38414. ;38647;- 38456. .38665 

'Seq.'Kp,. : . ■ 26978 — - * .- 

Gene No. 55932 

Start 39257 

Name OJ000113_22.0225.C5.ol2.gs 

Start 39257 

GI " none ■ • • ■■ - 

Exons 39257. .39401 



Seq. - ID 
~. Strand 
End ' 
Method 
End 
Score 



*vvSeq: ID 
"Strand 
End 

Method 

End 

Score 



OJ000113_22.0225.C5 
39401 

TBLASTX : Soybean 

38665 

198 



OJ000113_22.0225,.C5 

39401 
GENS CAN 
39401 
.97 



Seq. No. 
Gene No. 
Start. 
. Name , - 
Start 
GI 

Exons 



26979 
55933 

427 * tH 

OJ000113_22.0225.,C6.o]>.tm 
212 - 
none 



Seq. ID OJ000113_22.0225.C6 
Strand • + 
End . 1013 - 
■/Method ^-TBLASTX : Maize ".£•/•" ' 
- End' - ' 1013 
Score 220 

212. .403/ 225. .404, 386... 535, 390 .. 536/ 412 .. 537, 427. .552, 
523. .972,w533.. Vi 946,- 533.;982 >; 534.. .977, .955,^1011, 980. .1012, 
'9-8.1. ■. 1013 ' '^-v- 



Seq. -Nov. 26979 Seq. ID 

Gene NoV " 55933 • ' Strand 

Start 427 " ' End 

Name OJ000113_22 . 0225 . C6 . ol .np Method 

Start 427 End 

GI 5123708 Score 

Exons. . 427.. 479, 538.. 1013 ,/ 

GI Descrip. (AL079347) RNA helicase (RH16) [Arabidopsis . thaliana] 



v S.eq. No. 
v, Ge"ne No . 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 



OJ000113_22.0225.C6 
+ 

1013 
AAT/NAP 
1013 
156 



26979 ■ 
55933 " 
427 

OJ000113_22.0225.C6.ol.tc 
539 
none 

539. .820, 546. .869, 822. .929, 830..928 



Seq. ID OJ000113_22.;.0225.C6 



Strand* 
End . 
Method 
End 
Score 



1013 

TBLASTX: Cress 
929 
,293- 



26979 
55933 
427 ' 

OJ000113_22.0225.C6.ol.ts 

852 

none 

852. .1013, 857. .1012 

26980 ' ^' 

55934 

25 

OJ000113_22.0225.C9.ol.gs 
25 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000113_22.0225.C6 
+ 

1013 

TBLASTX : Soybean 

1013 

214 



OJ000113 22. 0225. C9 



934 

GENSCAN 
896 



270^7 



GI 

Exons 

Seq. No. : 
Gene No. 
Start 
Name 

Start , 
GI .. • 
.Exons; j 

Seq. No. 
Gene No. 
Start 
Name • - : ' ■ 
Start 
GI 

Exons 

GI Descrip. 



none- 
■25. .896 



26980 --' - • . ■ '. 

55934 
'25 

OJ000113_22.0225.C9.ol.gp 

525 

none 

525.. -934 



Sc.br e 



.92 



Seq. • ID OJ000113_22. 0225.C9- 
Strand 

934 

AAT/GAP 
934 

V80Lw - , 

Seq. ID OJ000113_22. 0225. CIO 
Strand + 
End 934 



End 

Method 
End 
SCO 



< f 1 * ; 



26981 
55935 
1 

OJ00Q113_22. 0225. CIO. ol.np ^ .Method AAT/NAP- -*r.; 
1 ' 'End 934 

2586083 . Score ' 858 

1. .934 

(U72725) receptor . kinase-like protein [Oryza longistaminata] 



- Seq. No. 


26981 






Seq. ID 


OJ000113_22.0225.ei0' 


Gene No. " 


55935 " 






Strand 


+ 


Start 


1 






End 


934 


;s; . Name 


OJ000113 


2?, 0225^10 .01 


. gs 


Method 


GENSCAN ' 




■-. 183.;^;./ 


* „■/ ."^ f> '. < 






•798 , : i . : 


V3 ' • GI ' — ' ' 


none v - 




Score 


.54 


:.:a LXOllS 


1 R-3 7Q« 
lO Jt . / j70 










f % Seq. No. - 


26981 






Seq. ID 


OJ000113_22.0225.C10 


!"! ' ' Gene No. 


55935 






Strand 


+ 


4f Start 


1 






End 


934 


s =3 Name 


OJ000113 


22. 0225. CIO. ol 


.tc 


Method 


TBLASTX: Cress 


ill Start . 


213 






End 


506 




none 






Score 


83 


Exons 


213:. 314 , 


330. .506, 335 


. .484 






s ^ Seq. No.- 


26981. 






Seq. ID 


OJ000113_22. 0225. C10 


H : Gene -So. 


'55935 






Strand 


V 


.,3 Start 


1 






End 


934 


r== Name 


OJ000113 


22. 0225. C10. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


213 






End 


797 


isal GI . , 


none 


' '}" ■ * 




-Score. 


89 


Exons 


213.. 302, 


333.. 530, 335 


. .523, 


372. .563, 


546. .737, 569. .736, 




753. .797 










Seq. No. 


26981 






Seq. ID 


OJ000113_22. 0225. C10 


Gene No. 


55935 






Strand 


+ 


Start 


1 






End 


934 


Name 


OJ000113 


22. 0225. CIO. ol 


. tm 


Method 


TBLASTX: Maize 


Start ' M 


; 365- 






End 


752 


GI ' 


none 






Score' 


382 


Exons 


365.. 739, 


366; .752 








Seq. No. 


26982 






Seq. ID 


OJ000113_22.0225.C11 


Gene No.. 


55936 . . 






Strand 


+ 


Start 


162 






End 


976 


Name 


OJ000113 


22.0225.Cll.ol 


. gs 


Method 


GENSCAN 















27028 



Start 
GI 

Exon3- . .. 

Seq. No. 
Gene No.. 
Start 
Name 
Start .," 

Exons 

Seq. No. 
Gene No. 

Start. /. 
Name 
Start- 
GI 

Exons 

Seq. . No., 
Gene No. 
Start 
Name _ t . . . 
Start 
rGI .*- 
Exons 

Seq. No,. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons < J*^V 
GI Descrip. 



Seq. No. 
Gene No. 



162 
none 



End 8 97 

Score . 6 



162.. 363,' 5.4 9. .628,. 826.. 897 



26982 c. 

55936 

162 

OJ000113_22 . 0225 ..Cll . ol . gp 

211 ... 



"none 



Seq. ID 

Strand 

End 

Method 

End.. 
{Score * 



OJ000113_22.0225.C11 
+ 

.976 
AAT/GAP - - 
97.6 - 

■535 ' ■ ; ^ • 



211.. 363, 549.. 717, 950.. 976 

26982 
55936 

162 • • .. • ' " 
OJ000113_22. 0225. Cll. ol.tm 
281 
none 



Seq. ID 
Strand 



OJ000113_22. 0225. Cll 
+ 

'976 /• . • ,•- • 

Method TBLASTX : Mai ze 
.End 712 
Score 95 



281. .361, 282. .371, 534. .707, 545. .712, 545. .712 



. 26982 • ■ 

- '55936 \ ■ :, ' : 
162 

OJ000113_22. 0225. Cll. ol.tc 

. 5.48 _ •."/,.> '. - ^--l 

"V none ' : 

548. .715, 557. .715 

26982 . • 

55936 - ■ 

162 

OJ000113_22. 0225. Cll. ol.ts 

548- 

none 

548. .715, .557: .715 
■26983 ; 

"■/" 55937- • ■ ' • . ' • 

342 

OJ000113_22.0225.C12.ol.gs 

342 

none 



Seq. ID 

Strand 

End 

Method 

-End>v: 
Score 



Seq. ID 

Strand 

End 

Method 
End 

..Score 



.QJ.00.01 13_22.;.02.2 5 . Cll 

+ :■ . ; 

976 

■TBLASTX: Cress 
^1-5 ' ' '' v 

237V- . 



OJ000113_22.. 0225. Cll 
+ 

97.6 

TBLASTX : Soybean 
715 

252 V •• 



Seq.. ID OJ000113_22.0225.C12 

Strand + 

End 9293 

Method GENSCAN 

End -9293 

Score "V">51 



342. .481, 1175. .1271, 2363. .2450, 2495. .2679, 2729. .2899, 
4153. .4839,, 5699. .5825, 6665. .7041, 8204. .8333, 9048. .9293 



26983 Seq. ID 

55937 Strand 

342 End 

OJ000113_22.0225.C12.ol.np Method 

3681 - . End 

5731257 - ■ ' Score 



OJ000113__22.0225.C12 
+ 

9293 
AAT/NAP 
527 3 
249 



3681. .3711, 4121.^.4971, 5227. .5273 

(AF165924) auxin-induced basic helix-loop-helix transcription 
factor [Gossypium hirsutum] 



26983 
55938 



Seq. ID 
Strand 



OJ000113 22.0225.C12 



27029 



' End 474 ""\ * ' 





^^^^ 














Start 


' 33?' 




... 




End 


474 ^ 




Name 


OJ000113_22. 


0225 


.C12.01 


• gp 


Method 


AAT/GAP * - ... . 




Sti-r't ;- : 


339 . - . 








End 






GX *' 


'none' 








Score 


233?^ ' - 




Exons 


339 . .474 














Seq. No. 


26983 








Seq. ID 


OJOOOllo 22.0225 


. C12 


Gene No. 


55939 








Strand 






Start - 


:11259 








End 


11411 




Name, •• ' 


-OJO0O113 22. 


0225 


.C12.o2 


.tc/.. 1 


■Methbdfe' 


. TB^5TkVfcre"s^ f 




Start' 


339 








Eriti 


603 




GI 


none 








Score 


96 




Exons 


339. .404, 340. .414, 460 


. . 603, 


507 . . 590 






Seq. .No. 


' 9 6983 - 








Seq. ID 


OJ000113_22 . 0225 


. C12 


Gene No. 










Strand 






Start 


1 1 2S9 








End 


11411 




Name 


OJ000113 22. 


0225 


.C12.01 


. tm 


Method 


TBLASTX: Maize 




Start _ - 


339 








End 


600 




GI ■ ,v;*^v. 


nunc . , • 








Score 


121 ^ 










1-4 > 4 ^ 






.,;.4 : 5% ,&99^;4.54 - V600 


* *> ■«-' ' * •■"*» , 
Seq. No: ' - 


u ^ O J 




• V * 




Seq. ID 


n.Tfiom 1 ^ ?? n??^ 


CI? 


Gene No. 


*J ■J Z> -J Zs 








Strand 






^t'art • , 


' 1 1 ?S9 ^ 




.C12.o2 




.End- 


11411 
11111 




Name' 


OJ000113 22. 


0225 


. tm 


Method 


TBLASTX: Maize' 




Start 


4222- 








End 


. 4525 




GI 


■n onp 
1 i\j 1 ik: 








Score;. 


A R 

, 4 j ■ 




Exons 


A??? d?66 


4^7? 


4 S ?'4 


4373. 


. 4525 






Seq. No. 


26983 








Seq. ID 


OJ000113_22.0225 


.CI 2 


Gene No. 










Strand 






Start 


11259 








End 


11411 




Name 


OJ000113 22. 


0225 


.C12.01 


.tc 


. Method ■ 


TBLASTX : Cress 




Start 


4372 








End 


4525 




GI 


none 








Score 


245 




Exons 


4372 4521 


4373 


4525 










Seq. No. 


26983 








Seq. ID 


OJ000113_22.0225 


.C12 


Gene No. 


55939 








Strand 






Start 


11259 


&§25 






End 


..3.1411 




Name^. . 


OJ000113 22. 


.C12.ol 


. ts . 


Method 


.^fBLASTX : Soybean 




Start 


4372 








End 


4525 




GI 


none 








Score 


245 




Exons 


4372. .4521, 


4373 


, .4525 










Seq. No. 


26983 








Seq. ID . 


OJ000113_22.0225 


.C12 


Gene No. 


55939 








Strand 






Start 


11259 








End 


11411 




Name 


OJ000113 22. 


0225 


.C12..o2 


.gs • 


-Method 


GENSCAN 




Start 


11259 " 








End 


11411 




GI , ■ 


-lione : /- 


• v ; 




' ' - ■'■ 


Score-,'- 


;72 - . . . ■: ; 




Exons 


■?11259- ; .11411 














Seq. No. ~; 


- 26984 : 








Seq. ID 


OJ000113_22,0225 


.C13 


Gene No. 


55940 








Strand 


+ ' 




Start 


1226 








End 


1337, 





27030 



Name' 
Start 

"GI/ :: V 
Exons 



OJ000113_22.02~25.C13.ol.gs - - Method GENSCAN 

1226 End 1337 

none -'-V? «■•:- -." S.cpre .48 

1226. . 13*37 : ' * ; 



Seq. No. 
Gene No. 
Start 
Name 

^.'.Siar/t^- 
' GI 
Exons 

Seq. No. 
\ Gene No. 
. Start 
Name 
Start 
GI 

Exons 
^•"GI. Desqrip. 

Seq. No. 
Gene No. 
Starfc^.;., 
Name 
Start 

' ;.GI . 

'Exons 



26985 
55941 

9774 * fe; 

OJ000113 14.0203.Cl,.o2.gs 
,9774 * • : '\ir' - ■ 

none 

9774.. 10058, 11004.. 12224 
26985 

559.4 2 . - '• 



Seq. ID 

Strand 

End 

.Method j.. 
End ' , \ 
Score 



Seq. ID 
Strand - 
End 

Method 
End 
Score 



OJ000113_14.0203.-C1 

+ . 

.12224 
GENSCAN, 

1222-4 • - ^ - 

.82 



OJ000113 14. 0203. CI 



OJ000113_14.0203.Cl.ol.np 

1 1 
3757515 . 

1..107, 1286.. 1415, 1607.. 1754 V"' 
i."-(.ftG005167.) hypot-het'i-S^l protein, [^rabidopsis tKaliah^] ' [\ , v< 



6586 
"AAT/NAP 
1754 . 
94 



26985" 
55942 

i ■ 

OJ000113_14.0203.Cl.ol.£s* 
978 

none ■ . 



Seq. ID OJ000113_14.0203.C1 
Strand 

End - 658 6 ..v -. > 

Method GENSCAN . 
End 658 6 

Score .51 



978. .1031, 1247. .1461, 1644... 1902, 2048. .2420, 2985. .3156, 
3986. .4021, " 4774. .4875, 4970.. 5107, 5741. .5896, 6009. .6239, 
6289.. 6586 



Seq. No. 26985 
Gene No. 55943 
Start 6627 

Name OJ000113_14 . 0203 . CI . ol . gp 
..Start* ' : 6627 -. 

? .;%..Gi ' ^572660. ; ; - • •*. ; ;" 

Exons * #627; .6941 - 



Seq. ID OJ000113_14..0203.C1 

Strand - 

End .6941 

Method . . AAT/GAP 

End, .^;6941 v ■ . ^ 

Score.. . '465 . ' - ' ' • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26985 Seq. ID 

55944 Strand 
14286 End ' 

OJ000113_14 . 0203 .CI . ol . tm , Method 
1639 End 
none Score 



OJ000113_14.0203.C1 
18861 

TBLASTX: Maize 

6195 

91 



1639. .1740, 1774. .1830, 4763. .4831, 4989. .5075, 5751. .5879, 
5785.. 5880, 6050. .6169, 6052. .6195, 6061.. 6192, 6138.. 6194 



26985 Seq. ID 

55944 Strand 

. 14,286 . End 

bJ000113_14 .0203.Cl.o3!gs Method 

14286 End 

ngne • Score 



OJ000113_14.0203.C1 

.18861 . 
GENSCAN 
16742 
.81 



14286. .14402, 14880 .. 15032, 15606.. 16742 



27031 



Seq. No. 


26985 


Seq. ID OJ000113 14. 0203. CI 


Gene No. 


55944 


Strand 


Start 


14286 . 


End. . . . .18.861 . 


Name 


- OJ000113 14 . 0203 . CI . o3 . np 


Method **AAT/NAP ■ 


Start 


14295 * ; ' v 


End 18861 


GI 


3289002 


Score 756 


Exons 


14295 14402, 14689 14760, 


ivioon icooo 1 cent i c c o *7 




18834 . .18861 




GI Descrip. 


(AF073522 ) . CRP1 [ Zea mays ] 




Seq. No. 


26985 


Seq. ID OJ000113 14. 0203. CI 


Gene No. 


55944 


Strand 


Start 


14ZOD 


rp_ ~j i QQC1 


Name 


OJ000113 14.0203.Cl.o2.tm 


Method TBLASTX : Mai ze 


'Starts- 


M677 . :,. 


■ End . .16388'.- 


GI 


none 


Scbr'e ' 100 


Exons 


14677. .14763, 15606. . 15989, 


15693.'. 16115, 15696. .16043, 



15801. .16211, 15900. .16325, 16149.. 16388 



Seq. .No. 


26985 


Seq. ID 


-OJ000113_14.0203. 


CI 


G^n e No.', ' 


15.594^; ' - - 


Strand • ' 


• — V\? ' ■ 




Start • . 


-14286 - ' " 


■* ' End 


18861 




Name 


OJ000113_14 . 0203. CI . ol. tc 


Method 


TBLASTX: Cress 




Start 


15606 


■End 


16289 




GI ' 


..none * . •/ 


Score 


109 • 


• **'•* ' 


Exons 


„ 15606. . 15983, 15787 . . 16047, 


15789. .16163, 15939. .16289 




Seq. No. 


26985 


Seq. ID 


OJ000113_14.0203. 


CI 


Gene No. 


55944 


Strand 






Start 


14286 


End 


18861 




Name 


OJ000ll3_l4 . 0203.Cl.ol. ts 


Method 


TBLASTX : Soybean 




Start 


15609 


End 


16319 




GI 


none 


Score 


67 




Exons 


15609. .15977, 15741 16292, 


15762. .15998, 15796 .. 16047 , 






15951. .16319 








Seq. No. 


26986 


-Seq. ID 


OJ000113 14.0203. 


C2 . 


Gene -No." 


'55945 •'" ■ " 


Strand ■ 


'+" " 




Start 


.2468 


End 


2953' 




Name 


OJ000113 14. 02-03. C2.ol.ts 


Method 


TBLASTX : Soybean ' 




Start 


2459 


End 


2941 




GI 


none 


Score 


417 




Exons 


2459. .2941, 2521. .2940 








Seq". No. 


26986 


Seq. ID 


OJ000113JL4.0203. 


C2 


Gene No. 


55945 


Strand 


+ 




Start 


2468 


. End v 


2953 




Name 


OJ000113 14.0203.C2.ol.gp 


Method 


AAT/GAP 




Start 


2468 


End 


2933 




GI «» 


; 27110 1.R1084 


Score 


914 




Exons 


2468.-2933 








GI Descripi 


, 1171577/emb?CAA64;p6 r 9 . 0*e- 


-35 (X95343) 


... hypersensifivity-related 




gene [Nicotiana ta&acum] 1 








Seq. No. 


26986 ... 


.Seq. ID 


OJ000113_14.0203. 


C2 


Gene Nov 


55945 


Strand 


+ 




Start 


2468 


. End 


2953 





27032 



-Name *;*oj(i)00113_14 .02*03. C2.ol.np Method . AAT/NAP 

Start . 2519 End 2953 

*'■ 1171577 . ... *■ ; r Score / 361 , ■ - - . 

Exdns " 2519. .2953 J f r* :.r' -^S * W -<f f-' - ~ ■' " 

GI Descrip. (X95343) hypersensitivity-related gene [Nicotiana tabacum] 



Seq. No. 26986 Seq. ID 
Gene No. 55945. Strand 
Start 2468 V \ End 
Name . V . OJ000113_1#; 0203 . C2 ;pi;*gs^'--' ■ Method- 
Start 2525' 'End 
GI none Score 
Exons 2525.-2947 



OJ000113_14.0203.C2 
+ 

-2953 

GENS<^;-'0 • • 
2 94 7 " " " 

.99 



Seq. No. * 26986 - SSjI-.'-ID 

Gene No. 55945 ."'*'' Strand 

Start 24 68 End 

Name OJ000113_14 . 0203 . C2 . ol . tw Method 

Start .2542 . : . " End 

GI none . . Score 

Exons 2542.. 2664, 2543 2710, - 2-705. . 2773 



'-OJ0fi00113_14.0203.C2. 
+ 

2953 

TBLASTX: Wheat 
2773 

161 ^ 



Seq. No. 26987 

Gene No. . 5594 6 

Starts - : 1 . - - 

Name OJ000113JL4 . 0203 ,C3 .ol .np 

Start 1 
GI - * 1171577 . ; 

Exons 1 . . 363 



Seq. ID OJ000113_14 .0203.C3 



Strand 
■ End 
Method 
End 
Score 



+ 

363**.- ■ 
AAT/NAP 
363 
297 



GI Descrip. (X95343) hypersensitivity-related gene [Nicotiana tabacum] 



Seq. No. 


26987 




Seq. ID 


OJ000113_14.0203 


.C3 


Gene No. 


55947 




Strand 


+ 




Start 


1725 




End 


2550 




Name 


OJ000113 14 


.0203.C3.o2.np 


Method . 


AAT/NAP 7 




Start 


1725 




End 


2550 




GI ■ 


.5852093 




■ Score 


84 




Exons 


' 1725.. 1831/ 


2432'. .2550 - ° :; 








GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza 


sativa] 






Seq: No. 


26987 




Seq. ID.. 


OJ000113JL4.0203 


.C3 


Gene No. - 


■ 55948 




Strand 






Start 


22 




End 


342 




Name 


OJ000113 14 


.0203.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start ' 


3 




End ' - 


306 




GI 


none 




Score 


322 




Exons 


3. .137, " 7. . 


306, 216.. 284 








Seq. No. 


26987 




Seq. ID 


OJ000113JL4.0203 


.C3 


Gene No. 


55948 




Strand 






Start 


22 t 




End 


342 




Name _ . 


02000113,14 


.0203.C3.ol.gs 


Method 


GENSCAN - 




Start 


22 




End 


342 




GI 


none 




Score 


.68 




Exons . 


22. .342 










Seq. No. 


26988 , * 




Seq. ID 


OJ000113_14..0203 


.C4 



27033 



Gene No*.' 

Start 

■Name 

Stayrt " - : 
GI " 
Exons 

GI Descrip. 

Seq. No. 
: Gene No'.' 
Start - : 
Name 
Start 
GI 

Exons 



55949 * - Strand 

1 End . 

,OJ000113_14.0203.C4.dl.np Method . 

1 ' : ; ■ •■■ \\ 'End.. • ■ 

1171577 "~ " ■ ' ' Score' 

1..89, 1304. .1624 

(X95343) hypersensitivity-related gene 

26988, .... Seq., ID 

•559'4^- : ' : : • Strand" 

1'"" : '' ' " End 

OJ000113_14.0203.C4.ol.gs Method 

1313 ' ' End 

none Score 

1313. .1404,,.. 3122. .3205/ 4456..;4633 . 



+ 

4633- 

..AAT/NAP ^SV '"" 
162*4 " 
103 

[Nicotiana tabacum] 
OJ000113JL4.0203.C4 

+ . >. * ■ ."' - . ■ 

4633- " 
GEN SCAN 
4633 
.86 



Seq. No. 26988 Seq. ID OJ000113_14 . 0203 . C4 

Gene No. 55950 Strand 

Start 2513 End 3024 

Name . OJ000113_14 . 0203 . C4 . ol . gp ... Method AAT/GAP 

Start- ■ . ^-2513, \. ' . • ' . , - End,, . // . 3024* 

GI • ^LIB3'434-03'8-Pl^kl-Fi : ' . /Score- ^AoV - ' :~ [■ " ' 

Exons ' 2513.. 3024 

GI Cjescrip. , 5257255/dbj | AP000364.lt AP000364 0.0e+,Q0 Oryza sativa genomic 

-'" . DNA, chromosome 8, clone: P0026F07 ' . . ' • ■ . 



Seq. No. 


26989 






Seq. ID 


OJ000113_14.0203.C5 


Gene No/ 


55951 ' 






Strand 


- + 


.Start " 


2866 •:?«-,'-*-. 






End 


11006 


Name 


OJ000113 14 


.0203. 


C5.o2.gs 


Method 


GENSCAN 


Start 


2866 






End 


11006 


GI 


none 






Score 


.51 


Exons 


2866. .288.0, 


4169. 


.4455, 4987 


..5505, 5627.. 5816, 6586. .6946 




7023. .7221, 


7250;. 


.7427, 7470 


..7581, 7801. .7928, 8014. .8121 




8787. .8893, 


10754 


. .11006 






Seq. . No. 


26989 






Seq. ID 


OJ000113_14.0203.C5 


Gene. No.. 


55951 






• Strand 


■- + ' •' 


Start * 


2866 






End 


11006 


Name 


OJ000113 14 


.0203. 


C5.ol.np 


Method 


AAT/NAP 


Start 


5189 






End . 


8220 


GI" 


3080369 






Score 


405 


Exons 


5189. .5462, 


7329. 


.7452, 7486 


..7581, 7831. .7928, 8014. .8220 


GI Descrip. . 


(AL022580) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26989 . 






Seq. ID 


. OJ000113_14.0203.C5 


Gene No'. 


55951 






Strand - 


+ 


Start 


2866 






End 


11006 


Name. 


OJ000113 14 


.0203. 


C5.ol.gp 


Method 


AAT/GAP 


Start 


6781 ^ ... 






End 


7183 


GI 


none 






Score 


756 


Exons - 


6781. .7183 










Seq. No. 


26989 






Seq. ID 


OJ000113_14.0203.C5 


Gene No. 


55951 






Strand 




Start 


2866 






End 


11006 


Name 


OJ000113 14 


.0203. 


C5.o2.gp 


Method 


AAT/GAP 



27034 



Start s . 7379 ^ End ' 8226 

GI • ' LIB3432-015-P1-K1-D7 Score • 843 

ExqnsX' - . . 7379 7427, 7497 . . 7581, .7£01 . '*i?28,- .8014 822-6 
.*GI Descrip. • 3080369/embT.i^AI8626. 1 1 ^2 .Oe-37 " (AL022580) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. . .26989 

Gene No-. 55952 

Start 17573- . 

Name ' OJ0J)6ll3__14~ 0203 . C5^S2"Tfeh' 

Start v ' v 5143 ■ ' ~ 

GI '"none 
Exons 



Seq. ID OJ000113_14.0203.C5 
Strand 

End 20649 

'Method T T B LAS TX : Mai z e ; ' ■ V-, 
End 5305 
Score 81 



5143. .5277, 5144. .5305, 5152. .5301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. • 



Seq. No.-- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26989 . *..; 

55952 

17573 

OJ000113_14.0203.C5.ol.tm 

7368 r 

none 



Seq. ID- OJ000113_14. 020.3.-. 05 
Strand 

End 2064 9 

Method TBLASTX: Maize 

End 8150 

.Score 81 



7368. -.7427, 7370 . -.742.6, . 74$0 v;V 7.585, . 74 91 . . 7580; 7.799. . 7873$* 
7B00..7874, 7874.. 7930, 7887?f79&8, 7994 8-1&3.; . 8002 .. 8121, 
8002. .8106, 8007. .8120, 8109. .8150, 8111. .8149 

^fc;.Seq. ID . OJ000113_14.0^03.C5" 



26989 

55952 1 ' Strand 

17573 End 
-OJ000113_14.0203.C5.ol.tc - • Method 

7836 . End 

none Score 

7836. .7895, 8002. .8193, 8013. .8189 



20649 

TBLASTX: Cress 

8193 

58 . 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI • • 
Exons 

GI Descrip. 



26989 
55952 
17573 , 
OJ000MB_14.02 
17465 ' 
5922620 : 
17465. .17572, 
19632. .19665, 
(AP000492) EST 
predicted gene 
"gi|6016853|dbj 
corresponds to 
protlein [Oryza 



Seq. ID OJ000113_14.0203.C5 
Strand , - 
End 20649 ' 

03.C5.o2.np - Method AAT/NAP 
End .2064 9 

f',- ; 'Score ■ 873 ' . ;V" " "-*• 

19009. .19124, 19161. .19337, 19385 .. 19547 , 
20386. .20410, 20456 .. 20569, 20611.. 20649 
D15357 (C0514) corresponds to a region of the 
. ; hypothetical protein [Oryza sativa] . 
IBAA85196-1I (AP000570) EST 015357(0053.4) 
a region -of the predicted gene.; hypothetical 
sativa] : 



Seq. No. 26989 Seq. ID 

Gene No. 55952 ' Strand 

Start 17573 End 

Name OJ000113_14 . 0203 . C5 . o4 . gs Method. 

Start 17573 ' * End 

GI hone ■ .*, Score' v * 

Exons 17573.. 17785 



OJ000113_14.0203.C5 

20649 * 
GEN SCAN 
17785 
.86 



Seq. No. 
Gene No. 
Start 



26989 
55952 
17573 



Seq. ID 

Strand 

End 



OJ000113 14. 0203. C5 



20649 



27035 



Name 
Start 

' Exons 



OJ000113_14.0203.C5.o5.gs '-Method GENS CAN : ' 

- 18124 End . ' 20649 

none. - *> ; '^- '. -.f^i: - " Score . . 92 . . . : - 

- 1812*4^18565, I8fi9. '. 18433/19040 . '.19124, 19911 . . 20060, 
20386. .20410, 20456.. 20649 



Seq. No. 
Gene No. 
Start 

'Name * \ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No.^ 
Start 
Name 
Start 

Exons 



26990 
55953 

1.' . 

; 0 JO 001 1 3_1 4 . 0 2 0 3v (S6 ( .-o 1 . rip 
1 

4680203 

1..1242, 1284.. 1385, 1539.. 1769, 2046. .2987 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000113_14.0203.C6 

Strand + 

End . 308.3. >. 

Method A^fc^P. :■; : : \ "~\ 

End 2987'" 

Score 1912 



26990 
55953 
1 

OJ000113_14 .0203.C6.o3.tw 
32 

. none - ' 



Seq. ID OJ000113_14.0203.C6 

Strand + 

End 3083 

Method TBLASTX : Wheat 

End 583 

Score.. . 21*5; ; > 



32. .430, 271V.432, 478.. 573, 479.. 583 



■Seq. - No. 
Ge^e^Na. 
"Start 
Name 
Start 
GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26.990 v, 

55953 :.: f f • ' ^ * .*, 

1 v • • '■ 

OJ000113_14.0203.C6.ol.ts 

311 

none 



Seq. ID .pJ000113_14.0203.C6 . 

'■^■Strand "■ h>* • '-'.''^ 

End 3083 

Method TBLASTX : Soybean 

. End 730 

Score 123 



311. .430, 313. .432, 481. .726, 482. .730 



26990 
55953 
1 

OJ000113_14.0203.C6.ol.tc 

478 

none . 



Seq. ID OJ000113_14.0203.C6- 

Strand + 

End 3083 

Method TBLASTX: Cress . 

End 808 

Score 317 



478.. 711, 479.<;808, .662'. . 766, 733..'. 807 



26990 
55953 

1 ■ ■ 

OJ000113_14.0203.C6.o2.tw 

596 

none 



Seq. ID OJ000113_JL4.0203.C6 

Strand # + 

End ' 3083 . 

Method TBLASTX: Wheat 

End 1061 

Score ' 52 



596. .649, 604. .639, 650. .754, 661. .747, 746. .856, 755. .871, 
'759. .857, 763. .858, 900. .1061, 901... 1056 



Seq. No. 
^Gene No. 
"Start' 

Name- 

Start 

GI 

Exons - 
Seq. No. 



26990 

55953 ' 
1 . * 

OJ000113_14 . 0203 : : C6 . ol ..tm 
653 
none 

653.. 886, 703... 894,. 901.. 1095 
26990 



Seq. ID OJ000113_14.0203.C6 

Strand +. 

End 3083 

Method TBLASTX : Mai ze 

End 1095 

Score 217 



Seq. ID OJ000113_14.0203.C6 



27036 



Gene "bJo. 
. " Star,t\ 

Name-. -.;-'- - • 
~ : v Start'" ■ • ' 
GI 

Exons 

Seq. No. 
* Gene No. 
1 * St art' 
Name 
Start 
GI 

Exons 



55953 
1 - 

OJ000113_l-4 . 02.03 . C6 . o2-. ts 

930' 

none 

930. .1085, 931. .1164 

26990 
5^953 

OJ000113_14.0203.C6.o4.tw 

1281 

none 

.1281.. 1532, 1331. .1531, -1568. 



Strand + ' r 

End ' 3083 

Method TBLASTX': Soybean., 

End 1164 " ^ 

Score 250 



Seq. ID OJ000113_14.0203.C6 

Strand + . 

End ' 3083' ' ^ * - 

Method TBLASTX : Wheat 

End 1652 

Score 185 



1651, 1569.. 1652 



Seq. No. 26990 . Seq. ID 

Gene No. 55953 Strand 

Start 1 ' End 

Name OJ000113JL4 . 0203.C6. o3 . tm Method 

Start 1307 End 

GI , none ■-. ,.^.*-* . ^ : "Score-;.. 

'Exons ■ 1307. . 1444,' 1308 :'m^Y .1 4 61. V1523' ■ 



OJ000113_14.0203.C6 

+, 

3083 - 

TBLASTX: Maize 
1523 

163 > ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26990 

55953' ^ '• 

1 " 
OJ000113_14.0203.C6.o2.tm 
1560 
none 

1560. .2045, 1577. .1753, 1889. .2038 



Seq.- ID OJ000113_j,4.0203.C6 
Strand '.• + r - " " ,v 
End 3083 
Method TBLASTX : Mai ze 
End 2045 . 

Score 300 



Seq. No. 26990 

Gene No. 55953 

Start 1 . 

Name OJ000113_14 .0203.C6.ol.gp 

Start 1641 

GI 5002953 

Exons 7 1641. .1772; 
GI Descrip. 



Seq. ID OJ000113_ 

Strand ' + 

End 3083 

Method AAT/GAP 

End 3083 

Score 1269 
2031. .2440, .^920. .3083 
4 680203/gb|AAD27566.1|AF114,171_7 1.0e-39 
protein [Sorghum bicolor] 



14. 0203. C6 



(AF114171) TNP2-like 



Seq. No. . 26990 

Gene No. 55953 

Start 1 ■ . . 

Name OJ000113_14 . 0203.C6.ol.tw 

Start 1656 

GI none 
Exons 



Seq. ID OJ000113_14 ..0203.C6 
- Strand + . 

End <3Q83- 
"Method TBLASTX: Wheat 

End 2876 

Score 48 6 



1656.. 2198, 1700.. 2146, 2217.. 2378, 2234.. 2374, 2382.. 2573, 
2417.. 2557, 2562 .. 2609, 2613 .. 2654 , 2616.. 2654, 2678.. 2755, 
2679. .2783, 2784. .2876 



Seq. No. ^ 26990 
Gene No. 55953 
. Start 1 

" Name OJ000113_14 . 0203 .-C6 . o2 . tc 

Start * 1943 
GI ... none 



Seq. ID OJ000113_14.0203.C6- 

Strand + 

End 3083 

Method ^TBLASTX: Cress- 

End ^2369 

Score 209 



27037 



^Exbris 



1943.. 2146, 1947*. .2198, 2217.. 2369, 2234.. 2356 



Seq. No. 

Gene No . 

Start 

Name 

Start 

-GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26991 ' ' 

55954 

2136 

OJ000113_14.0203.C7.o2.gs 
2136 

none ^v- ' 



Seq. ID OJ000113_14 .-02T)-3.C7 

StraLiVd ' + 

End 6217 

Method GENS CAN 

End , 6217 

Score- .66 



2136. .2265, . 2354. .3087, 3166. .3627,. 3709. .4541, 4624. .4794, . 
4961. .5132, 5574. ."5612, .6152 . ..6217&" V * 

26991 Seq.- ID OJ000113_14 . 0203 . C7 

55954 Strand + ' 

2136 . End 6217 

OJ000113_-14.0203.C7.ol.gp Method AAT / GAP . . 

4 950 ^ "End 5416 

LIB3431-001-P1-N1-B5 Score 639 

4950.. 5132, 5238.. 5416 

•4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
prc-tein [Sorghum bicolor] 1 













^eq. No. 


' '26991 ' - " 




T; Seq. ID 


O JO 0 0 1 1 3_1 4 . 0 2 0 3 . C7 ■ 


Gene No. 


55954 




Strand 


+ 


Start ; 


2136 




End 


6217 


Name \ 


O&000113 14.0203.*C7;o2. 




Method 


AAT /GAP 


Start 


5006 - 




End 


5473 


GI 


LIB3431-001-P1-N1-B5 




Score 


645 


Exons 


5006. .5132,, 52381 .5473 








GI Descrip.* 


»4680203/gb|AAD27566.1 


|AF114171_7 l.Oe- 


-39 (AF114171) TNP2-like 



protein [Sorghum bicolor] 



Seq. No. 


26991 




Seq. ID 


OJ000113__14.0203 


.C7 


Gene No. 


55955 




Strand 


+' 




Start 


7516 




End 


10342 




Name , 


OJ000113 14 


.0203.C7.o3.gs 


Method 


GENSCAN 




Start 


7516 




End ' 


9798 




GI 


none 




Score 


.45 ■* 




Exons . 


7516...97-9& 










Seq. No. 


.26991 




Seq. ID 


OJ000113_14.0203 


.C7 


Gene No. 


55955 




Strand 


+ 




Start 


7516 




End - ■ 


. 10342 




Name 


OJ000113 14 


. 0203. C7.ol. rip 


Method 


AAT /NAP 




Start 


, 7831 




End 


10342 




@T "■ ' "* 


; 4467124 




Score 


1052 




Exons 


7831. .9736, 


10290. .10342 








GI Descrip. 


(AL035538) 


hypothetical protein [Arabidopsis thaliana]. 




Seq. No. 


26991 




Seq. ID 


OJ000113_14.0203 


.C7 


Gene No. 


55956 




- Strand 






Start 


65 




End 


217 ' 




Name . 


OJ000113 14 


.0203.C7 .ol.gs 


Method 


GENSCAN 




Start 


65 




End 


217 




GI 


none 




Score 


.86 




■Exons 


65.. 217 










Seq. No. 


26.§91 




Seq. ID 


OJ000113JL4. 020.3 


.C7 



27038 




Gene No. 


55957 


Strancl ■ 






Start 


8389- .., , : 


End 


9717 




Name . 


OJ000113 -14.0203.C7.ol.t3&"' 


Method. 


- TBLAS.TX.: Cress • 




Start "■: 


8389 


Efed 


8-736"" ' 




GI 


none 


Score 


205 




Exons 


8389.. 8730 








Seq. No. 


26991 


Seq. ID 


OJ000113_14 .0203. 


C7 


Gene- No . 


55957 


Strand 






•■Start- 


8389 ""' ' '■ ■ ' - 


End - - 


• 9717 • 




Name 


OJ00011-3 14 .0203.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8481 


End- 


9213 




GI 


none 


Score 


85 




Exons 


8481.. 8648, 8481.. 9008, 8482. 


.9048, 9070. .9213 




Seq. No. 


26991 : " 


q prT t n 


n.Tnnm v"? i 4 n?ri^ 


C7v 


Gene No. 


55957 


OLLanu 






Start 


8389 


End 


9717 




Name 


OJ000113 14 .-0203.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


8529 


Cjiid 






GI ■■ * 




Score 


001 




Exons 


'8529'. .8783, 8530^-; 8829, 8857. 


. y jl j y , o 


□HO QQQO 




Seq. No. 


26991. 


oeq. iu 


\JO UUUliO 1. ft . UlU J* 


C7^,. 


Gene No'. 


' 55957 * ' 








Start 


8389 ; " . 


End • 


9717 




Name 


OJ000113 14.0203.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8659 • 


Hill a 






GI " . 


none 


Score 


Z O £. 




Exons 


8659.. 9084, 8668.-8958 








Seq. No. 


26991 


Cop, t n 


UUUUUliJ 14 . UZUj. 


C7 


Gene No. 


55957 


o tianu 






Start 


8389 '/ 


End 


9717 




Name 1 


OJ000113 14.0203.C7.o2.tc : '>- 


Method 


TBLASTX: Cress 




Start 


9070 ... 


End 


94 53 • ' ' 




GI . . 


none 


Score 


157 . 




Exons 


"9070.. 9318/ 9352.. 9453 








Seq. No. 


26991 


Seq. ID 


OJ000113_14.0203. 


C7 


Gene No. 


55957 


Strand 






Start . 


8389 


End 


9717, 




Name 


OJ000113 14.0203.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


9268 


End 


9717 ' . 




GI 


none 


Score 


-221 




Exons 


9268. .9531, 9604. .9717 








Seq. No. 


26992 


Seq. ID 


OJ000113_14.0203. 


C8 


Gene No. 


55958 


Strand 


+ 




Start 


13209 


End 


17856 




Name 


OJ000113 14.0203.C8.o3.np 


Method ' 


AAT/NAP 




Start " 


13193 


End - 


17856 




GI 


2828294 


Score 


984 




Exons 


13193. .13493, 14088 .. 14239, 14371 .. 144 93, 15451 .. 15652, 






16051. .16165,. 16283: .16458, 16516 .. 17163, 17828.. 17856 




GI Descrip. 


(AL021687) putatative protein 


[Arabidopsi/s thaliana] ' 





27039 



Seq*- 'No. 
Gene .No. 
-Start 
Name * 
Start 
GI 

Exons 



Seq'. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene 'too. 

Start 

Name 

Start 

GI ' ■ 

Exons 



26992 
55958 

13209 ... ' 

OJ0O0113_14 . 0203 : . C8 . o4 . gs 
13209 
none 

13209. .13493, 14088 .. 14185/ 
15542. .15652, 16051 ., 16165., 

-2 69^2 : V " r \ - ; v 

55958 • 
13209 

OJ000U3_14.0203.C8.o5.gp 
13221 

uC-osflM2.02123h02bl 
13221. .13493, 14088.. 14239 
»2828294/emb|CAA16708.1| 5. 
[Arabidopsis thaliana] 1 

26992 

55958 - ... 

13209-': ' 
0J000il3_14.0203.C8.o6.gp 
16671 

2431248 >V. ' 
16671. .17126 



Seq. ID OJ000113_14 .0203.C8 
Strand. + 
End * 17856 

Method . GENSCAN >■*: ■ 

End 17253 
Score .69 
14374. .14493, 14937 15138 , 
.16283. .17253 

■ Seq. ID CXjb 0011 3l-l;4 . 0 2 03^ C 8 • ' 
Strand + 
End 17856 ' 

Method AAT/GAP 
End 14239 
- / Score - 787 ' v 

Oe-43 (AL021687) putatative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_14..0'203.C8 

17856 . " : > - 

AAT/GAP 

17126 . v ... 

878 , ■■■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. ( 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26992' 

55959 

471 

OJ000113_14 .0203.C8.ol.gs 

471 

none 



OJOO0113 14; 0203. C8 



Seq. ID 
Strand 

End 7450 
Method GENSCAN 
End 7450 
Score .51 

471. .791, 1180. .1433, 1497 .. 1866, 2134 .. 2235, 2282. .2389, 
2482.. 2743, 2848.. 3146, 3227.. 3345, 3418.. 3520, 3559.. 3639, 
3725. .3861, 3937. .4091, 4167. .4240, 4725. .5686, 5892. .6630, 
6736..6818, 6853.. 7114, 7247. .7450 . 



26992 Seq. ID 

55959 Strand 

471 % ■ End 
OJ000113_14.0203.C8.ol.np Method 
1483 End 

5441880 . Score 
1*483. .1692, 
4167. .4306, 



OJ000113_14.0203.C8 

7450 
AAT/NAP* 
6982 
2743 



2165'.. 2409, 2482.-2743, '2848. .3146, 3725. .4058, 
4908.. 5234, 5493.. 5524, 5970.. 6982 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



26992 Seq. ID 

55959 Strand 

471 End 
OJ000113__14 . 0203 . C8 . ol . gp. Method 
1804 •*-!/•■ - End 

"LdB3433-020-Pl-Kl-A6* Score 
1804.. 2189, 4010.. .^4052 



OJ000113_14.0203.C8 

7450 
AAT/GAP 
4052 . " . / 
761' " * 



27040 




■t3l" Descrip.. 1 5670155/gb | AF161269 . 1 1 AF161269 2.Cte-35 Oryza sativa subsp. 
japonica BAC.-clohe 34K24, complete sequence 1 



Seq. No. 


26992-^' 




Seq. ID 


OJ000113_14.0203.C8 


Gene No. 


55960 ' 




Strand 




Start 


9247 




End 


11224 £v . 


Name 


OJ000113 14 


.0203.C8.o2.gp 


Method' 


AAT/GAP 


Start 


8466 




End 


9856 


GI;.. i 


.' .hone- 


- ■ ■. '■ ' . ~ 


Score 


98^.. , _ ; . . 


Exons V ; 


-' 7 8.4.66. .8fw, 


'"'9300 9360, 9551. 


.9678, 9771.T9856' fy.y \: -* ■ 


Seq. No. 


26992 




Seq. ID 


OJ000113_14.0203.C8 


Gene No. 


55.960 




Strand 




Start 


9247 




End 


11224 


Name 


n ■ OJ000113 14 


.0203,.C8.o2.gs . . . 


Method 


GENSCAN 


Start 


9247 




End 


11188 


GI 


none 




Score 


.95 


Exons 


9247. .9360, 


9551. f 9678, 9771*. 


.9945, 10434. .10464, 10603.. 10' 




10994. .11188 






•Seq. No. 


26992 




Seq. ID. 


OJ00011£_14 . 0203,C'8; : 


■Gene No. 


55966 




Strand"' 




Start 


9247 




End 


11224 * 


Name 


OJ000113 14 


.0203.C8.o3.gp 


Method 


AAT/GAP 


■Start 


• 10638 




--End 


11224 


GI 


none 




Score 


949 


Exons 


10638. .10916, 10994.. 11224 






Seq. No.' 


26992 




Seq. ID 


QJ000il3_14.0203.C8 


Gene No. 


55961 




Strand 




Start 


11748 




End 


16119 


Name 


OJ000113 14 


.0203.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5742 




End 


6120 


GI 


none 




Score 


57 


Exons 


5742:. 5801, 


5766.. 5894, 5779. 


.5916, 5855.. 5917, 5941.. 6117, 




5966. .6118, 


5971. .6120 






Seq. No. 


26992" 




Seq. ID 


' OJ000113__14 .0203:C8 


Gene" Nol 


55961 




Strand 




Start- 


11748 




End 


16119 


Name 


OJ000113 14 


.0203.C8.o3.tm 


Method 


TBLASTX: Maize 


Start • 


5836 




End . 


6414 - 


GI 


none 




Score 


185 


Exons . 


5836. .5889, 


5936., 6235, 5947. 


.6414, -6287. .6409 


Seq. No. - 


26992 




Seq." ID 


OJ000113_JL4.0203.C8 


Gene No. 


55961 




Strand 




Start 


11748 




End 


16119 


Name 


OJ000113 14 


.0203.C8.ol.ts 


Method 


TBLASTX : Soybean 


-Start 


8706 




End 


10760 


GI 


none 




Score 


66 


Exons 


8706. .8777, 


8707.. 8799, 8707:; 


.8778, '9277. .9354, 9301.. 9354, 




9305. .9361/ 


9575.. 9679, 9600. 


.9680, 9749.. 9940, 9772.. 9948, 




9772. .9948, 


10055. .10156, 10056. .10151 


, 10061. .10156, 




* 10434. ..10472,- 1Q438. . 10488, 1048.5. .10505, 10489.' . 10506, ■ .. 




10600. .1074 


9, 10602.. 10760 







27041 



Seq. No. 
Gene No. 
Start. . 
Name 
Start 
GI 

Exons 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons . 



26992 - : > .:£eq. ID 

55961 Strand 
117.48 End 
OJ000113_14 . 0203 . C8 . o3 . tc Method 
8707 End 
none Score 



OJ000113_14. 02-03. C8. 
16119 - 

TBLASTX: Cress 

10111 

100 



8707.. 8772, 9587, 
10047. .10109 



,9679, 9749. .9940, 9772.. 9939, 10037 10111, 



26992 * * ■ ' i 

55961 

11748 

OJ000113_14.0203.C8.ol.tm 

9615 

hone 



Seq. ID 

Strand 

End 

Method 
End 

. Score . 



OJ000113_1^.0203.C8 
16119 

TBLASTX: Maize 
11050 

109 . *. 



9615. .9683, 9615 9656, 9617 .. 9706, 9619. .9720, 9775. .9948, 
9776. .9946, 10038 .. 10190, 10040 .. 10156, 10433 .. 104 95 , 
10434. .10505, 10434. .10505, 10438 .. 10506, 10439 10507, 
10761, 10600. .10755, 10602 .. 107 96, 10829 .. 10882, 



10600 

10998. .11048, 11000 



.11050 



26992 
55961 
11748 

OJ000113_14 . 6203: C8 . o5 . tc, 
10437 
none 

10437. .10472, 10438 10479, 10482 
10603. .10788, 10605.. 10757 



' Seq. Id s ^OJ000il3_14V0203'.C8 
Strand 

End 16119 
Method TBLASTX :Cre&s • 
End 10788 
Score 34 



,10511-, 10486. .10518, 



Seq. No. 26992 Seq. ID 

Gene No. 55961 Strand 

Start 11748 End 

Name OJ000113_14 . 0203.C8 .o3.gs - Method 

Start 11748 End 

GI none Score'^- 

Exons "11748, .12902 



OJ000113_14.0203.C8 

16119 
GENSCAN 
12902 
.99 ' 



Seq. Nol 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 

GI De scrip. 



Seq. No". 

Gene No. 

Staft 

Name 

Start 

GI 

Exons 



OJ000113 14. 0203. C8 



26992 Seq._ ID 

55961 Strand 
11748 End 16119 • 

OJ000113_14.0203,C8.o2.np Method < AAT/NAP 

11823 End 14811 

3695389 ,; Score 875 V> 

11823. .12652, 14719.. 14811 

(AF096371) contains similarity to D-isomer specific 
2-hydroxyacid dehydrogenases (Pfam: 2-Hacid_DH. hmm, 
19.11) [Arabidopsis thaliana] 



score : 



26992 , Seq. ID 

55961 • Strand 
,11748 -: ' ' End 
OJ000113_14 . 0203 . C8 . ol . tw Method 
11865 End 
none Score 
11865.. 12170,- 11866.. 12168 



OJ000113_14.0203.C8 
1.6119 

TBLASTX: Wheat 

12170 

269 



27042 




Seq.. No. 


26992 V s ' " - ^ 




Seq. ID 


OJ000113_14.0203.C8 


Gene No ' 


55961- 




Strand 




Start**- 


11748 • / <& 




End 


16119- 


Name 


OJ000113 14. 0203. C8. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


. 11877. 




■End \ ' / 


12033 


GI 


none . 




^Score 


159 . 


Exons 


11877. .12032, 11878. 


.12033 






Seq. No.-.. 


,26992 




Seq. ID 


OJ0.00113 .14v0203;C8 


Gene No . ' - ^ 


■5596i ; 




Strand :■; 




Start 


11748 




End ■ 


"16119 


Name 


OJ000113 14. 0203. C8. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


11943 




End 


12221. 


GI 


none 




Score 


82 


;£xons. 


11943. .12221,v 11968. 


.12114 - 




... . . • ■ 


Seq. No. 


26992 




Seq. ID 


OJ000113_14.0203.C8 


Gene No 


55961 




Strand 




Start 


11748 




End . 


16119 


Name 


OJ000113 14. 0203. C8. 


ol.tc 


Method 


TBLASTX: Cress 


Start v- ..... 


1,1958 ... .. ^//j 




; ■ End., ..- ^ 


■£2.323/.: 


GI - '-^ 


hone - 




Score 


95 ^' " ' * 


Exons 


11958. .12245, 11968. 


.12174, 


12228. .12287, 12267.. 12329 . 


'Seq.* No; 


2.6992 ' . " - : -'.-^ 




-Seq. I-D'-. 


0 JO 0 01 1 3__1 4 . 02-0 3 . C8 


npne No 


55961 




Strand 




Start 


11748 




End 


16119 


.Name' - ■, 


OJ000113 14. 0203. C8. 


o2.tm : 


Method 


TBLASTX: Maize 


Statt 


12090 




End 


12536 


GI 


none 




Score 


186 


Exons 


12090. .12152, 12159. 


.12536, 


12229. .12516 


Seq. No. 


26992 




Seq. ID 


OJ000113_14.0203.C8 


Gene No . 


55961 




Strand 




Start 


11748 




End 


16119 


Name . 


OJ000113 14.0203.C8. 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


12270 , : V;. =/■ : ^ 




V End - 


'12650... ; ■ . •. - : . 


gt. - y * 


none " \ 




Score 


' 108 '* 


Exons 


12270. .12^50/ 12271. 


.12480, 


12577.. 12636 


Seq. No. 


26992 




Seq. ID 


OJ000113JL4 .0203.C8 


Gene No • 


55961 - ■■ 




Strand 




Start 


11748 




End 


■ 16119 


Name 


OJ00Q113 14.0203;C8. 


o4 . tc 


Method 


TBLASTX: Cress 


Start 


12390. 




End 


12650 


GI 


none 




Score 


83 


Exons 


12390. .12650, 12574. 


.12636 






Seq. No. 


26992 




Seq. ID 


OJ000113_14.0203.C8 


Gene No. 


55961 




Strand 




Start 


11748 




End 


16119 


Name 


OJ000113 14.0203.C8. 


o4 .gp 


Method 


AAT/GAP 


Start 


12580 




End . 


12945 


GI 


428623 




Score 


728 


Exons 


12580... 12945 









Seq< No. 



26992 



Seq. ID OJ00pil3_14.0203.C8 

27043 



Gene No. 


55961 * v " 




. Strand 




Start 


11748 




End 


16119 


Name 


OJ.000113_14.0203.C8 


..o2.tc 


Method^. 


TBLASTX: Cress 


Start 


13272 




End 


15505 


GI 


none 




Score 


321 


Exons 


13272. .13496, 1330.7 


. . 13492, 


14079. .14177, 14091. .14186, 




14414 . . 14503, 14416 


. . 14502, 


15448. .15504, 15449. .15505 


Seq.. No. 


26992 . v. - 




Seq. "ID 


OJ000113 14.0203*C8 


Gene No. 


v 559617 ~ ' ' 




. 'Strand 


- ' ~ . :m>" : 


Start 


11748 




End 


16119 


Name 


OJ000113_14 . 0203 .C8 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


13272 




End 


14186 


GI 


none 




Score. ^ 


353 


Exons 


13272;. . 13496, ■ 13307 


. . 13495,. 


14064. .T4186, ( 14079. . 14180 


Seq. No. 


26992 




Seq. ID . 


OJ000113_14 .0203.C8 


Gene No. 


55961 




Strand 




Start 


11748 




* ' End 


16119 


Name 


' OJ000113 14.0203.C8 


. o4 . tm 


Method 


TBLASTX : Maize 


Start • . 


...14121 ■ ^ , 




End 


. 1J6119 . ... . •- • 


GI J 


^- ■ none 




iScore . ' 


"167 


Exons 


14121 .. 14201, 14124 


. . 14201, 


1437.5.-. 14503, 14375 144 94 , 




.14382. .14495, 14404 


. . 14502,, 


15413". .15652, 15445. . 15633, 




T5449. 15685,;-. 16048 


. . 16119, 


.16050. .16118 •. " •' ■■.%<-•' . ' 


Seq. No. 


26992 




Seq. ID 


OJ000113_14.0203.C8 


Gene No . : , - * 


55961 - : 




. Strand 




Start 


11748 




End 


.16119 . 


Name 


OJ000113JL4 .0203.C8 


.o5. ts 


Method 


TBLASTX : Soybean 


Start 


14414 




End 


15586 


GI 


none 




Score 


134 


Exons 


14414. .14503, 14416 


. . 14502, 


15441. .15572, 15448 15579, 




15449. .15586 








Seq. No. 


... 216992 




Seq. ID 


0 JO 0 011 3_1 4 02 0.3 . C 8 


Gene No . 


55962 . ; 




, Strand 




Start ' r 1 


16048 - • ^: v. 




' ■ End - 


- 16167 - '•' 


Name 


OJ0C0113 14. 0203. C8 


.06. tc . 


Method 


TBLASTX: Cress 


Start 


16048 




End 


16167 


GI 


none 




Score 


209 


'Exons 


16048, .16167, 16048 


. .16164, 


16050. .16166 ' 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26992 
55963 
16307 

OJ000113_14 . 0203 . C8 .~o6 . tm 

16307 

none 

16307. .16417, 16307. .16399, 
16463. .16528,' 16511 .. 16555, 
16674 . .167.21,- 16676 .. 16723, 
16806. .16868, 16833 .. 16868, 
16834. .16923, 16843 .. 16884, 
16913. .17044, 16913. .17095, 
16952. .17011, 17011. .17067, 
17094. .17177, 17108. .17242, 



.Seq.. ID OJ000113_1.4.0203.C8 
Strand 

End 17242 

Method TBLASTX : Mai ze 

End 17242 

Score 107 
16408. .16473, 16409. .16528, 
16559. .16636, 16670 .. 16723, 
16744. .16818, 16746 .. 16817, 
16833. .16904, 16834 .. 16884 , 
16878. .17045, 16913 .. 17155, 
16937. .17062, 16937 .. 17044 , 
17017. .17166, 17040. .17171, 
17144.. 17236 



27044 



3& 



Seq.. No. 
Gene No. 
Start : 
Name 
Start 
GI ' . 
Exons" 

Setg:" No! 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. ' 

Start 

Name 

Start" 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26993 . . Seq. ID. 

55964 - Strand . 

212 End 
OJ000113_14.0203.C9.ol.gs . Method 

212 End 

none Score 

212. .276 . 



OJ000113_14 
276 

GENS CAN 

276 

.67 



.0203. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1367 

gi I 2865175 |dbj |BAA24803| (AB010945) 
AtRerlA [Arabidopsis thaliana] gi I 4914434 | emb | CAB43637 . 1 1 
(AL050351) AtRerlA [Arabidopsis thaliana] 



"26994 
55965 
1 

OJ000113_14. 0203. CIO. ol.np 
1 

6225938 

1. .292, . 590. .771, 1329. 
RER1A PROTEIN (ATRER1A) 



'OJ000113_ 
+ 

4279 
AAT/NAP 
1367 
280 - 



14; 0203. C10 



26994. ... Seq._ ID 

55965 ~ / 'Strand 

1 End 
OJ000113_14 . 0203 ..CIO . ol . gp . Method ^ 
58 6. - v ' " "V ; End - ■ - 

15354_2.R1084 Score 
586. .771, 1329. .1786 

'2865175/dbj IBAA24803 | 1.0e-4^ (AB010945) AtRerlA , [Arabidopsis 
thaliana] >gi_4914434_^mb_CAB43637 . 1_ (AL05035i) AtRerlA 
[Arabidopsis thaliana]' 



OJ000113_14. 0203. C10 
+ 

4279 
■ AAT/GAP 
' 1786- ' •- 

1110 



26994 Seq. ID 

55965 Strand 
1 . End - 

OJ000113JL4 . 0203 . C10 . ol . gs Method 
591 End 

.none - Score 



OJ000113_14 .0203. C10 
+ 

4279 
GENSCAN 
4279 
^81 - 



591 . . 771,. 1086^ .1162, 1329..; 1.62 0, ; ' 2323 .'v24 33,; 270&. . 2778 , ^X: 
2950. .3021;- 3115. ,3138, 3640; .3 8 22; rf 393f. ,'4012, 1 4144 . :4279 



Seq. No. 


26994 






Seq. - ID 


OJ000113JL4. 0203. C10 


Gene No.. 


55966 






Strand 


+ . . 


Start 


4217 






End 


"4506 4 


Name 


OJOOOi'13- 14 


.0203 


.C10.o2.gp 


Method 


AAT/GAP _ ■ , - 


Start 


4217 






. End 


4506 


GI 


5004640 






Score 


536 


Exons 


4217. .4506 










Seq. No. 


26994 






Seq. ID 


OJ000113_14. 0203. C10 


Gene No. 


55967 






Strand 


+ . 


Start 


5340 






• End 


7615 


Name 


OJ000113 14 


.0203 


.C10.o3.gp 


Method 


AAT/GAP 


Start 


5163 






End . 


7615 


GI 


265 2.R1084 






Score 


1948 


Exons 


5163. .5405, 


5655 


..5733, 6130 


..6177, 6271.. 6294, 6761.. ,6943, 




7052. .7127, 


7227 


..7615 






GI Descrip. 


,'3420055 1. 


Oe-79 


. (AC004680.) 


cyclophilin [Arabidopsis thaliana] 



27045 



Seq. No. 
Gene Ng^..- 
Start • 
Name 
Start , 
GI 

Exons 



■26994 
55367 - v 

5340" V : ' . 
OJ000il3_14. 0203. CIO. o2.gs* 
5340. ; -• - 

none 



Seq.;. ID OJ000113_JL4 . 0203 . CIO 
Strand' .-+■■*■*■'■ , ; . - 

End-"" 7 615 
Method GENSCAN 
End 7365 
•Score .99 



5340. .5405, -5655. .5733, 6130.. 6177, 6271.. 6294, 6761.. 6943, 
7052. .7127, 7227. .7365 ; 



Seq. No. 


26994 ' 




Seq. ID 


OJ000113_14. 0203. C10 


Gene No. 


55967 




Strand 


+ 


otart 






End 


7615 


Name 


OJ000113 14. 0203. C10. o2 


.np 


Method 


AAT/NAP 


Start 


5598 -.. 




End , 


.7362 . * 


GI ' v 


3420055 




Score 


682 


Exons 


5598.. 5733, 6130.. 6177, 


6271. 


.6294, 6761.. 6943, 7052.. 7127, 




7227. .7362 








GI Descrip. 


(AC004680) cyclophilin 


[Arabidopsis thaliana] 


Seq. No. 


26994 




Seq. ID 


OJ000113_14 . 020%iC10 


bene wo • 


55968' 




Strand 


+ 


Start 


8290 




End 


10461 


Name 


OJ000113 14. 020.3. C10. o3. 


.gs \. 


Method- 


GENSCAN 


Start- • 


8290 " — 




End 


10461 • ; 


GI 


none 




Score 


.74 


Exons 


8290.. 8572, 8.599.. 8696, 


10369 


. .10461 




Seq. No. 


26994 




Seq. *ID . 


OJ000113_14 . 0203 . C10 


bene no . 


55968 




Strand 


+ 


Start 


8290 




End 


10461 


Name 


OJ000113 14. 0203. C10. o3 


.np 


Method 


AAT/NAP 


Start 


8290 




End 


8631 


.G.I 


6728983 




Score 


365 


Exons 


8290.. 8550, 8578. .8631 








GI Descrip. 


■ (AC018363) unknown protein [Arabidopsis thaliana] , 


beq v p*o . 


26994 • . v-: 




Seq. , ID . 


OJ000113_14. 0203 .010 


Gene No. 


55969 




Strand- ' 




Start 


7698 




End 


12910 


Name 


OJ000113 14. 0203. C10. o3 


-tc 


Method 


TBLASTX: Cress 


Start . 


579 : . - 




End ■ 


771'X 


GI 


none 




Score 


309 


;Exons 


579. .770:, 580. .771 








Seq. No. 


26994 




Seq. ID 


OJ000113JL4. 0203. C10 


Gene No. 


55969 




Strand 




Start 


7698 




End 


12910 


Name 


OJ000113 14. 0203. C10. o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


579 ^ - 




En<| . 


771 . 


GI 


none 




Score 


287 ' 


Exons 


579, .770, 580. .771, 586 


. .771 






Seq. No. 


26994 




Seq. ID 


OJ000113_14 . 0.2.03 .C10 


Gene No. 


55969 




Strand 




Start 


769 : 8 




End 


12910 


.Name 


OJ000113. .14 . 0203 : C10 . o4 


. tm .- t . 


Method . 


TBLASTX : Maize . 













27046 



Start 

GI , ' 
.Exons- - : 

Seq. No. 

Gene No. 

Start 

Name 
. Start 
"■-■'GI •'. *J 

Exons 



580 End 1382 

none •. - - ■ . Score 292 ■ 

-58=6.'. 771,. 585... 77.0, -586:. 771,- 1317. .1382, 1325. .1372 



Seq. No. 
Gene No. 
Start 
Name •"• - : ' 
Starts \ 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI.' . 
Exons 



26994 
55969 
7698 

OJ000113JL4 . 0203 . CIO . ol . ts 
2697 

none' " - *' 

2697. .2792, 
3636. .3830, 
4140. .4235, 
5654. .5734, 
%753. .6944> 
7204. .7365, 



2972.. 3019, 2973 
3636.-3824, 3668 
4144. .4245, 4144 
5654.. 5737, 5655 
6757. .6945,,. 675,7 
7204.. 7359, 7226 



26994 
55969 
7698 

OJ000113_14 . 0203 . C10.. o2 . tw 
2739 ' V * ■ ' ' 

none 

2739.. 2792, 2973.. 3017, .3114. 
3936.. 4001, 3936.. 3998, 4115. 
6270.. 6296, 6753.. 6860, 6757. 
7039. .7128, 7050. .7127, 7218. 

26994 .: 
55969 * 
7698 

OJ000113_14. 0203. C10. ol.tc 
2973 

none : A 

2973.. 3020; 3111.. 3140, 3636. 
3930.. 4004, 4115.. 4279, 4123. 
6760.. 6939, 6897.. 6950, 7039. 
7228/. 7356 . ■■.,/*• 



■Seq. ID OJ00O-113_14. 0203. C10 
Strand 

End 12910 

Method TBLASTX : Soybean 

End 7367 

Score 83 

.3020, 3111.. 3140, 3111.. 3137, 
.3826, 3926. .4000, 3930. .4001, 
.4272, 4145.. 4273, 5643.. 5735, 
.5735, 6129.. 6176, 6253.. 6294, 
.6945, -7039. .7128, 70fL0 . .-7127 , 
.7366, 7227.. 7367 

Seq. ID OJ000113_14. 0203. C10 
Strand 

End * - 12910 

Method-- TBLASTX: Wheat. , 

End : 7356 " ' 

Score 57 

.3140., 3636.. 3830, 3668.-3823, 
.4297/ 414 4 . .4266, 6129. .6173, 
.6945, 6760.. 6936, 6900.. 6950, 
.7349, . 7228. .7356 

Seq. fev OJOO V 0113_14,. 0203. C10 
Strand 

End 12910 
Method TBLASTX: Cress 
End 7356 
Score 45 

.3830, 3668.-3823, 3926.. 4003, 
.4218, 5694.. 5768, 6757.. 6945, 
.7128, 7050. :7127, 7227.. 7349, 



Seq. No. 26994 
Gene No. 55969 
Start 7698 

Name OJ000113_14 . 0203. C10. o2.tm 

Start: ; 3631 • 

GI none 

Exons 3631.. 3735, 3631.. 3687, 3636. 

3926.. 4000, 3926.. 4000, 3928. 
4144. .4272, 4 145 .. 4273/ 6753 . 
6900. . 6944, ' 7039. .7128, 7050. 
.7225.-7386, 7227.. 7338 

Seq. No. 26994 

Gene No. 55969 

Start 7698 

Name OJ000113_14 . 0203. C10.. o4 .np . 

Start 7698 

GI ■ 2928293 



Seq. ID OJ000113JL4. 0203. C10 
Strand 

End - 12910 
Method TBLASTX: Maize 
End 7398 . 

Score 77 

.3830, 3671. .. 3823, 3790 . .3831, 
.4035, 3930.. 4001, 4140.. 4271, 
.6944, 6757. .6945, 6757. .6942, 
.7127, 7051. .7128, 7204. .7398, 



Seq. ID OJ000113_14.0203.C10 
Strand 

End 12910 

Method AAT/NAP 

End .12910 

Score . 407 .'c£- . 



27047 



Exons 

"GI De scrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

Gf* 

Exons 

GI Descrip. 



1698.. 7717, 9976.. 10081, 11667 .. 11818, 11941 12159, 
12226, .12578^.-12758. .12910 , . 
(AL021687) pfeative protein. [Arabidopsis thali^na] 



Seq. ID OJ000113_14. 02.03. CIO 
Strand - 
End 12910 
Method AAT/GAP 
End 8983 ...... 

• Score' ; - ' ' 



26994 
55969 
7698 

OJ000113_14 . 0203 . C*0 . o4 . gp 
8167 

1330_1.R1084 ' ^ 

8167. .8983 

'6015437/dbj | AB008112.il AB008112 1.0e-09 Homo sapiens PEX1 mRNA, 
complete cds ' 



Seq. No. 


26994 








Seq. ID 


OJ000113_14. 0203. C10 


Gene No. 


55969 








Strand 




Start 


7698 








End 


12910 


Name 


OJ000113 14. 


0203. 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start • 


8286 








End 


8634 


GI . 


none 




- 




Score ' 


420 


Exons . . 


8286. .8309, ■ 


8290. 


.8541, 


8385. 


-.8298, 8587.. 8.634, 8592.. 8633,. 


Seq. No. 


26994" 








Seq. ID 


OJ000113_14.0203-.C10 


Gene No. 


55969 




* 




Strand/ 




Start 


7698 








End 


12910 " L 


Name 


OJ000113 14. 


0203. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8287 








End 


8541 


GI 


none 








Spore 


438 . 


Exons 


8287. .8541,. 


8385. 


.8498 








Seq. No. 


26994 








Seq. ID 


OJ000113_14. 0203. C10 


Gene No. 


55969 








Strand 




Start 


7698 








End 


12910 


Name x 


OJ000113 1-4. 


0203. 


C10.o2 


.tc - 


Method 


TBLASTX: Cress 


Start 


8287 ' 








End - t 


8634 


GI 


none 








Score 


338 


Exons 


8287. .8541, 


8391. 


.8483, 


8587. 


.8634, 8592.. 8633 


Seq. No. 


- '• ■ . ■ . ■ 
"* 26994 








Seq. ID 


OJ000113JU . 0203. C10 


Gene No. 


55969 








Strand 




Start 


7698 








End 


12910 


Name 


OJ000113 14. 


0203. 


C10.O2 


;ts 


Method 


TBLASTX : Soybean 


Start 


8289 








End 


8643 


GI 


none 








Score 


384 • 


Exons 


8289. .8309, 


8290. 


.8541, 


8388'. 


.8495, 8589.. 8642, 8590.. 8643 


Seq. No. 


26994 








Seq. ID 


OJ000113_14. 0203. C10 


Gene No. 


55969 








Strand 




Start 


7698 








End 


12910 


Name 


OJ000113 14. 


0203. 


ClO.oS. 


• gp-.. 


Method 


AAT/GAP 


Start 


10763 






End 


11144 


GI 


LIB3433-018- 


Q6-K6 


-A4 




.Score 


728 


Exons 


10763. .11144 












GI Descrip. 


'6015437/dbj 


IAB008112.1IAB008112 1 . Oe- 


10 Homo sapiens PEX1 mRNA, 




complete cds 1 










Seq. No, 


.26994,^;,, 








Seq.* ID 


OJ000li3_14v^2,03.C10 '.. 



27048 



Gene' No. 55969 ' <_ 

Start 7698 

Name OJ0b0113_'t4 .'0203.C10 . o4 . gs 

Start 11087 

GI none 

Exons ; ',-11087. .11261, 11667 . ..11818, 
"12618. .12734 



Strand 
End 

Method 

End 

Score 



12910 , 
GENSCAN 
12734 
.88 



11941. .12096, 12217. .12495, 



Seq. No. ,26994 

Gene No. - 55969 * 

Start 7 698 

Name OJ000113_14. 0203. CIO. ol.tm 

Start 11089 
GI none 

Exons 11089. .11121, 11153-. . 11275, 

11658. .11813, 11667. .11819, 
11920. .12096, 12188. .12310, 
12214. .12339, 12214 .. 12336, 
12431. .12523, 12617 .. 12661, 



Seq. ID OJ00.ail3_14. 0203. C10 

Strand '- • ' '■*■■ " 
• End 12910 

Method T BLAST X : Maize 

End 12662 

Score 38 
11175. .11264., 11657. .-1*815, ■ 
11669. .11815, 11915. .12097, 
12212. .12334, 12213 12323, 
12372. .12458, 124 12 .. 12534 , 
12618. .12662, 12618.. 12662 



Seq. No. . .26994 

Gene No". r 55969 
Start 7698 

Name • - OJ000113_14 ,0203. C10 , 
Start 12412 
GI ^none 

Exons 12412. .12519, 12437., 



Seq. ID OJ00Q113_14. 0203. C10 
'Strand ' • - ■ 

End 12910 
o4.tc Method TBLASTX : Cress 

End 12749 

Score " 66 
12502, 12617. .12733, 12618.. 12749 



Seq. No. 26995 

Gene No. 55970 

Start 3 

Name OJ000113_14 . 0203 .Cll . ol . gs 

Start 3 * 

GI none 

Exons • 3.. 173, 3987.. 4205 



Seq. ID OJ000113_14.0203.C11- 

Strand + 

End 4205 

Method GENSCAN 

End 4205 

Score ■ . 9 



Seq. No. 26995 

Gene No.- > . 55971 *• "tV 

Start 1 ' ' ■ 

Name OJ000113JL4 . 0203. Cll .ol .gp 

Start 1 

GI none v 

Exons 1..239 



&.'..Seq. ID OJ0.00113_14.0203. Cll 

:> • Strand ■ - - 

End 239* 

Method AAT/GAP 

End 239 

Score 4.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 



26996 Seq.. ID OJ000113_14 . 0203 ;C12 

55972 "" Strand 

1 End 1111 

OJ000113_14.0203.C12.ol.np Method AAT/NAP 

1 End 1111 

3695389 Score 761 

1..719, 1072.. 1111 - 

(AF096371) contains similarity to D-isomer specific 
2-hydroxyacid dehydrogenases (Pfam: 2-Hacid_DH.hmm, score: 
19.11) [Arabidopsis thaliana] 



26996 
5S972 



Seq. ID 
St rand - 



OJ000113 14.0203.C12 



27049 



■ Start 
Name 

Start ' 
GI 

Exons 

Seq. "No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

+g y Exons 

Seq. No. 

Gene No; 
* Start 
3 Name 
H Start 

If 1 * fi I 
=i Exons 

y Seq. No. 
3 Gene No. 
u . Start 

Names 
- Start - 

1 GI 

Exons 

3 . Seq. No. 
s = Gene No. 
=[ Start 

Name - *. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.- * Gene No. 
Start. 




1 

OJ000113_14 .0203.C12.ol.tw 

2 ""/'-" - ' 

none 

2. .166, 3. .167 

26996 
55972 
1 

OJ000113_14 . 0203 . C12 . o2 . tc ., 
2 

none 

2. .241, 3. .200, 224. .250, 280 

26996 - 

55972 

1 

OJ000113_14.0203.C12.o2.ts 

5 ' 

none 

5.. 217, 6.. 206 
26996 

55972. ;; 

i 

OJ000113_14.0203.C12.ol.gs 
39 

none 

' 39. .238, 316. .873 

26996 
55972 
1 

OJQ00113_14 . 0203 . C12 . ol . tm 

150 

none 

150. .257, 452. .256, 250. .393, 

26996 ' * - ' 

55972 

1 

: OJ000113_14.0203.C12,ol.ts 

265 
••'■none 

265.. 651, 269.. 475, 572. .'643 

26996- - 

55972 

1 

OJ000113_14.0203.C12.ol.tc 

385 

none 

385. .708, 578.-643 

26997 
55973 ■ 

.652 . , - 




End 


1111 


Method 


TBLASTX: Wheat 


End 


167 


Score 


157 


Seq. ID . 


OJ000113_14.0203.C12 


Strand 




End 


1111 


Method 


TBLASTX: Cress 


End 


328 


Score 


108 


.327, 28^ 


.328 


Seq. ID 


OJ000113_14 . 0203 /CI 2 


Strand 




End 


1111 


Method 


TBLASTX : Soybean 


End 


217 


Score 


94 


Seq. ID 


OJ000113_14.0203.C12 


Strand 




End 


1111 


Method 


GENSCAN 


End 


873 


Score 


.88 ... 


Seq. ID 


OJ000113_14.0203.C12 






End 


1111 


Method 


TBLASTX: Maize 


iEnd 


394 


Score 


143 


254. .394 




Seq. ID.' 


OJ000113_14.0203.C12 


Strand 




End 


1111 


Method 


TBLASTX : Soybean 


End 


651 


Score 


102 


Seq. ID 


OJ000113_14.0203.C12 


Strand 




End 


1111 


Method 


TBLASTX :.Cress 


End 


708 


Score ^ 


68. 



Seq. ID OJ000113_15.0210.C1 
Strand + 
: ? End ' 4125 . ■-• . '-v' 



27050 



Name ' OJ000113JL5 . 0210 . CI . ol . gp ' Method AAT/GAP 

Start 652 ... End 1348 , ^ 

GI uC-osrbM202035b06bl *"'■ Score 557 - "" y 

Exons 652.. 931, l"323..1348 

GI Descrip. ' 4335747/gb | AAD17424 | 4.0e-24 (AC006284) putative A3 protein 

[Vigna unguiculata] (integral membrane protein) [Arabidopsis 
thaliana] 1 



Seq. No. 


26997. , 




Seq. ID 


OJ000113_15. 


0210. CI 


Gene' No . 


. 55^973^- 




' Strand 


+ 




Start . 


652 




hnd 


4 IZo 




Name 


OJ000113 15.0210 


.Cl.ol.gs 


Method 


GENSCAN 




Start 


695 




End 


2517 




GI 


none 




Score 


.82 




Exons 


695.. 931, 1323.. 


-14.67,-1592. 


.1801, 2127, 


.-.2248, 2476. 


.2517. 


Seq. No. 


26997 




Seq. ID 


OJ000113_15. 


0210. CI 


Gene No. 


55973 




Strand 


+ 




Start 


652 




End 


4125 




Name 


OJ000113 15.0210 


.Cl.ol.np* 


Method 


AAT/NAP 




Start 


734 




End 


4012 




GI 


4335748 




Score 


1079 




Exons 


734. .931, 1329. . 


1467, 1592. 


.1743, 2099 


..2248, 2795. 


.3169, 




3863. .4012 











GI Descrip. (AC006284). putative integral membrane protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ^ 
Start 

.£1 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start . * 



26997 " Seq. ID OJ000113_15 . 0210-..C1 

55973 Strand .+ 

652 End 4125 

O J000113_15 . 0210 . CI . o2 . gp Method AAT/GAP 

1659 End 3020 

uC-osflM202047el2bl Score 916 

1659.. 1766, 2012.. 2055, 2127.. 2248, 2795.. 3020 
, 2498098/sp|Q41706|A3_VIGUN 3.0e-34 A3 PROTEIN 

>gi_2129909_pir S58310 gene A3 protein - cowpea 

>gi i _938300_emb_CAA6208 : 6_. (X90487) unknown [Vigna unguiculata] 1 
•0k* v-*'^ . ■■* •• ' . ... 

2'e$91. Seq. ID " OJ000113_15 . 0210 .CI 

Strand + 
End . . 4125 
Method ^ ■'. GENSCAN 
End 4125 
Score .96 



55973 
652 

-OJ000113_15.0210,Cl.o3.gs 
374 9 
none 

3749..3824, 3863. .4125 



26997 
55974 
2705 

OJ000113_15.0210.Cl.o2.gs 

2705 • 

none 

2705.. 3178 

26997 
55975 

392"8 V "* ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000113J.5.0210.C1 

3178 
GENSCAN 
3178 
.99 



OJ000113 15. 0210. CI 



4329 



27051 



Name 


OJ000113 15. -0210. CI. o3. 


gp 


Method 


AAT/GAP 




Start 


3928 




End . 


4329 




GI 


none 




Score 


752 




Exons 


3928. .4329 










Seq. No. 


26997 




Seq. ID 


OJ000113_15. 0210. 


CI 


Gene No. 


55976 




Strand 






Start 


6371 




End. 


6791 




^Name 


OJ000113 15. 0210. CI. p3. 


tm. . 


Method 


TBLASTX: Maize 




■^fcart ' 






End 


958 ■ 




GI 


none 




Score 


284 




Exons 


671. .886, 694. .894, 901 


. .927, 


902. .958 






Seq. No. 


26997 




Seq. ID 


OJ000113_15. 0210. 


CI 


Gene. No.. 


55976 




Strand 






Start 


6371 




End 


6791' 




Name 


OJ000113 15.0210. CI. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


673 




End 


4009 




GI 


none 




Score 


285 




Exons 


673.. 936, 683.. 931, 1302.. 1472, 1328.. 


1471, 1578. .1715, 






1579.. 1758, 1589. ..1714, 


1590. 


.1730, 2192.. 2251, 2789.. 3112 




2794 .3168, 3097. -.3174, 


3857. 


.400.9- 






(5 „ Seq. No. 


2699,7.. 




Seq. ID 


OJ000113JL5.0210. 


CI 


'-^ • Gene No . 


55976 




Strand 






□ Start 


6371 




End 


6791 




iin Name 


OJ000113 15. 0210. CI. o2. 


tc 


Method 


TBLASTX: Cress 




! ; i= Start 


- 694 




- End \ 


936 






none 




Score 


274 r 




Exons 


694 .936, 695. .934 










" 

hi Seq. No. 


26997 




Seq. ID 


OJ000113_15.0210. 


CI 


Hi Gene No. 


55976 




Strand 






if Start 


6371 




End . 


6791 




Name 


OJ000113 15. 0210. CI. o3. 


tc 


Method 


TBLASTX: Cress 




I 5 '!' Start ■ 


1302 




End, 


1632 




GI 


none . . 




Score 


192 




I s Exons 


1302.V1472, 1328. -.1471, 


f&79. 


.163.2, 1590. .1631' . 




Seq. No. 


26997 




Seq. ID 


-OJ000113JL5.0210. 


CI 


Gene No. 


55976 




Strand 






I= ~ Start 


6371- 




End 


6791 




Name 


OJ000113 15. 0210. CI. ol. 


tm . 


Method 


TBLASTX: Maize 




Start 


. 1326 . 




End 


1742 




GI 


none 




Score 


207 




Exons 


1326.. 1472, 1331.. 1471, 


1588. 


.1731, 1590.. 1730, 1590. .1742 




1591. .1737 










Seq. No. 


26997 




Seq. ID 


OJ000113_15.0210. 


CI 


Gene No. 


55976 




Strand 






Start 


6371 




.End 


6791 




Name 


OJ000113 15. 0210. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2195 




End 


3049 




GI 


none 




Score 


61 




Exons 


" 2195. .2251, 2789.. 3049, 


2794. 


.3027 






Seq. No."-""- 


.26997 - /.V'^ ' ' • : * 




"Seq. ID 


QJ000113_i'5.0210. 


CI 



27052 



Gene No.- 
.Start 
"4lame 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start v "' 

Name 

Start 

GI 

Exons 

GI- Descrip. 



55976 Strand 

6371 End 

OJOOO113_15.021O.Cl.ol.tc Metfctoii 

2884 End 

none Score 



6791 

TBLASTX: Cress 

4009 

286 



2884. .3126, 2885 .. 3112, 3097 .. 3174 , 3857. .4009 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



OJ000113 15. 0210. CI 



26997 
•55976 
6371 

OJ000113_15.0210.Cl.o4.gp 
6371 

LIB3477-003-P1-K1-E9 
6371. .6449, . 6769. .6791 

»2498586/sp|Q.4'0638|MPOlJDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY' 
S 1 PRECURSOR (ORY S I) >gi_11735'57 (U31771) Ory s 1 [Oryza 
sativa] ' 



6791 
AAT/GAP 
6791 
118 



Seq. No. 26998 

Gene No. 55977 

Stert . h . 11821 

Name' OJ000113_15.0210.C2/o2..h^ . 

Start " 11782 

3h. 44067&6 ' - . , . 

Exons 11782. .12018,, 12133. : 12271, 
13353. .13727, 14026.. 14175 

GI Descrip. (AC006836) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000113_15.0210.C2 
Strand + 
End . v . .14568 
Method^ AAT/NAP 
End' 14175 
Score 1361 
12609. .12754, . 13100 . . 13231, 



Seq. No. ' 26998 

Gene No. 55977 

Start 11821 

Name OJ000113_15.0210.C2.o3.gs 

Start /A 1821 

GI 'none 

Exons 11821. .12018, 12133. . 12275, 
13122. .13231, 13353. .13727, 



Seq. ID OJ000113_15.0210.C2 

Strand + 

End 14568 

Method GENSCAN 

End 14334 

Score .71 
12577. .12777, 12969 .. 13012, - 
13968. .14164, 14253. .14334 



Seq-. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26998-* r , ■ ■ ' ' • ' - • * 

55977 

11821 

OJ000113_15.0210.C2.o2.gp 
13624 

54434_1.R1084 

13624. .13727, 14026.. 14568 
M406756/gb|AAD20067| 3.0e-16 



Seq. ID OJ000113_15.-9210.C2> 

Strand + 

End 14568 

Method AAT/GAP 

End 14568 

Score 1195 



(AC006836) putative integral 



membrane protein A3 [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 15. 0210. C2 



26998 
55978 
1 

OJ000113_15 . 0210 . C2 . ol . np 
1' ^: 
6498441 
1..143, 1159.. 2277- 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Or^za vs&ti.va] - v c ■ 



2351 . 
AAT/NAP 
2277 
348 



27053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.^ No. 
Gene No. 
Start 
Name . . 
Start 
. GI ■ 
Exons 

GI Descrip. 



26998 
55978 
1 

OJ000113_15.0210.C2.-ol.gs 
1591 ■ 
none 

1591. .1835, 2239. .2319, 



Seq. ID 

Strand- 
End 

Method 
End 
Score 
2330.. 2351 



OJ000113_15.0210.C2 
2351 

GENSCAN . 

2351' 

.44 



OJ000113 -15.0210.C2 



269,98 ■ ' • . Seq. ID 

55979 Strand ' - 

9069 End 9163 

OJ000113_15 . 0210 . C2 . ol . gp Method AAT/GAP 

9069 End 9163 

LIB3477-003-P1-K1-E9 Score 1 119 , 

9069.. 9163 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 'v.; ■ • 



Seq. No. 26998 

Gene No. 55980 

Start 14668 

Name , . ; OJ000113JL5 . 0210 . C2 . ol . tw 

Start 1296 

GI none 

Exons 1296.. 1622, 1377.. 1613 

Seq. No. 26998 
Gene No. 55980 
Start 14668 

Name OJ000113_15 . 0210 .C2 . ol . ts 

Start 11772 
GI none 

Exons 11772. .11858, 11773 .. 12018 , 

12607. .12711, 12608. .12778, 
13323. .13658, 13352 .. 13531, 
" ■ _1 35 9 6~. VI 37 3 6 , 1 3 9 95 .. 1 4 1 02 , 
'14031. .14180 



Seq. ID .OJ000113_15.0210.C2 

' Strand~ - 

End 24126 

Method ^TBLASTX : Wheat 

End 1622. 

Score 100 



Seq/ ID OJ000113_15.0210.C2 
Strand 

End 24126 

Method TBLASTX: Soybean 
^End 14180 

Score 311 
12109. .12273, 12111.. 12275, . 
13156. .13233, 13178 .. 13234 , 
13547. ,13729, 13583 .. 13651, 
14023.. 14178,. 14023. .14082, 



Seq. No. 

Gene No. 

Start-. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26998 
55980 
14668 

OJ000113_15..0210.C2.ol.tm 
11776 ■">-■■' . 



none 
11776. 
12109. 
12608. 



Seq. ID OJ000113_15.0210.C2 
Strand .- 
End ' 24126 
_ . Method TBLASTX : Mai ze 

■">-■■■ . ' ■ End 12659 

Score 371 

,12018, 11790. .11861, 11916 .. 11960, 11965 .. 12018, . 
,12273, 12111. .12275, 12595 12657 , 12606 .. 12659, 
,12658 



26998 Seq. ID 

55980 ' r Strand 

14668 End 

OJ000113_15 . 0210 . C2 . ol . tc Method 

11802 - End 

none Score 



OJ000113_15.0210.C2 
24126 

TBLASTX: Cress 

1264 9 

258 



11802. .11858, 11803. .11988, 11922 11957 , 12109 12273p 



27054 



12109. .12264V 12132. .12275, 12608.. 12649 



Seq. No. ■ 


26998 




Seq. ID 


OJ000113_15.0210 


.C2 


Gene No. 


55980 




Strand 






Start 


14668 




End 


24126 




Name - 


OJ000113 15. 0210. C2. 


o4.tm 


. Method 


TBLASTX: Maize 




Start 


13162 




End 


13607 




GI 


none 




Score 


69 




Exons 


13162. .13242, 13169. 


.13243, 


13350. .13607, -13352 13606 




064. NO. 


c. o y y o 




Seq. ID 


OJ000113_15.0210 


CO 


Gene No. 


55980 




Strand 






Start 


14668 




End 


24126 




Name 


- OJ000113 15. 0210. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


134'4«- . 




End : 


14223 - 




GI 


none 




Score 


302 




Exons 


13442. .13657, 13443. 


.13658, 


13547. .13699, 13593 .. 13694 , 






14023. .14223, 14031. 


.14177 








Seq. No. 


26998 




Seq. ID 


OJ000113_15.0210 


.C2 


Gene No. 






Strand 






Start 


14668 




End . , 


2412:6 ...... v 




Name 


OJ000113 15. 0210. C2. 


o4 .gs 


Method 


GENSCAN . 




Start 


14668; ■ . 




End 


23171 




GI'* 


none 




Score 


.46 




Exons 


14668. .14692, 15142. 


.15200, 


16455. .18201, 20640. .20716, 






20897. .20979,. 21300. 


.21392, 


21612. .21726, 21783 .. 218 95, 






22569.. .22627,. 23043. 


.23171 








O r\ /t VT/-\ 

oeq. vio • 






Seq. ID 


OJ000113_15.0210 


.C2 


Gene No. 


55980 




Strand 






Start . 


14668 




End 


24126 




Name 


OJ000113 15. 0210X2. 


o3.np 


Method 


AAT/NAP 




Start 


16432 




End 


18152 




GI 


6939229 




Score 


1061 ' r .- 




Exons 


16432. .18152 










GI Descrip. 


(AC020579) putative 


heat shock protein 


[Arabidopsis thaliana] 


Seq. No. 


26998 




Seq. ID 


OJ000113_15.0210 


.C2 


Gene No. 


55980 




Strand 






ouarr 






End 


24126 




Name - 


"OJ000113 15. 0210. C2. 


p2 . tm 


Method; 


TBLASTX: Maize . . 




Start 


16574 




End " 


17224 




GI * 


none 




Score 


"1*11 - 




Exons 


16574. .16636, 16635. 


.16664, 


16688. .16789, 167 94 .. 16850, 






16799. .17047, 16848. 


.16952, 


16862. .16954, 1694 6 .. 17020, 






.17024. .17059, 17031. 


.17063, 


17115. .17222, 17120. .17185, 






17120. .17224, 17149. 


.17220 








Seq. No. 


26998 




Seq. ID 


OJ000113_15.0210 


• C2 . 


Gene No. 


55980 




Strand- . 






Start 


14668 




"%nd 


'24126 -' . .- * 




Name 


OJ000113 15. 0210. C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17496 




End 


17763 




GI 


none 




Score 


118 




Exons 


17496. .17672, 17581. 


.17673, 


17676. .17762, 17677.. 17763 





27055 



Seq. So; 


■ 26998 




Seq. ID. 


OJ000113_15 . 0210 . 


C2 


Gene No. 


55980 - 




Strand 






Start 


14668 




End 


24126 ' 




Name 


OJ000113_15 . 0210 . C2 . 


o5. tm 


Method 


TBLASTX : Mai ze 




Start 


17974 . 




• End 


18129. 




GI 


.none 




Score .. 


v'221 




Exons 


17974. .18129, 17976. 


. 18128 








Seq., No. , 


26998 




Seq.. ID 


OJ000113 15.0210. 


C2 


, ■ ' Gene ;No . \ 


'559'8Q ■. *■- ' , V~ 


. ■ 


Strand" 






. Start * 


14668 ' 




End ' 


24126 • 




Name 


OJ000113 15. 0210. C2. 


o4.np 


Method 


AAT/NAP 




Start 


21187 




End 


24126 




GI 


3242980 




Score 


383 




Exons - * , . • 


21187. .21402, 21549. 


.21672, 


21817. .21872, 22543.-2262-7, 






23043. .23171, '23887. 


.24126 








GI Descrip. 


(AF069985) nitrilase 


! homolog 


f 1 [Mus musculus] 




Seq. No. 


26998 




Seq. ID 


OJ000113_15.0210. 


C2 


Gene No. 


55980 




' Strand 






•. start • 


14668- 




. End 


24126 , , . 




■ .• Name - ' 


OJ060ll3-15.02l6.C2. 


'62. ts 


... /Method 


TBLASTX : Soybean 




Start ' 


21316 




End 


23149 




• GI 


none 




Score 


82 > 




: Z Exons 


21316. ..-21387, 21316. 


.21402, 


21320. .21403, 2154 6 . .21641 , 






21547. .21657, 21774 . 


..21899, 


21778. .21900, 22550 .. 22627 , 




'■r's 


22558.-22626, 23042. 


. 23149, 


23043.. 23147 




;3 Seq. No. . 


26998 


- 


Seq. ID 


OJ000113_15.0210. 


C2 


: i Gene No. 


55980 




Strand 






Start 


14668 




End 


24126 




Name 


OJ000113 15. 0210. C2. 


06. tm 


Method 


TBLASTX: Maize 




LI Start 


21815 




End 


24044 




GI 


none 




Score 


100 




3 . Exons 


21815. .21898, 21816. 


. 21890, 


21816. .21899, 21817 21897 , 






22550. .22627, 22551. 


.22625, 


22558. .22626, 23020 23181, 






23042. .23182, 23043. 


.23183, 


23854. .24024, 23875 .. 24024 , 




-= 


23886. .24044, 23889. 


.24026 








3 Seq. No. 


26998 




Seq. ID 


OJ000113JL5.0210. 


C2 


5 s Gene No. 


55980 




Strand 






■Start 


14668 . ^ . , 




. End 


24126. 




Name 


OJ000ll3_l5 . 0210 .C2 . 


o3. ts 


Method 


TBLASTX ^Soybean 




Start 


23875 




End 


24044 




GI 


none 




Score 


126 




Exons 


23875. .24024, 23886. 


.24044 








Seq. No. 


26999 




Seq. ID 


OJ000113JL5.0210. 


C3 


Gene No. 


55981 




Strand 


+ 




Start 


1681 




End 


4307 




* y \ • Name . 


OJ000H3 15.0210.C3. 


o2.gs 


Method 


GENSCAN ' 




■ Start'"' ■ 


\l68"l 




End 


4257 • 




GI 


none 




Score 


.63 




Exons 


1681..1852, 1992..2124, 2228 


..2335, 28S4..2947, 3299. .3448 




4215. .4257 










.>-—Seq. Np^; 


■ 26999 c • ■ . ' ' 




, Seq.- ID^ 


"0 jjtfOMl 3^V5 : .02 1 0. . 


C : 3, 



27056 





* W 














fi£>ne No 


55981^ ." 








Strand 


+ 




Start - 


1681 








End 


4307 




Name 


OJ000113 15 


.0210. 


c3"':oi. 


hp 


Method 


AAT/NAP 




Start 


1985 








End 


4307 . 




GI 


4680206 








Score 


731 




Exdns v - > 


1985. .2124, 


2228. 


.2335, 


2854 


..2947, 3299. .3455, 


3494. .3577, 




4215. .4307 














GI Descrip. 


(AF114171) ! 


hypothetical 


protein [Sorghum bicolor] 


Seq. No . 


•26999 ' 








Seq. iD 


OJ000113 


_15.0210.C3 ; 


Gene No . 


55982 








Strand • 






Start 


586 








End 


882 




Name 


OJ000113 15 


.0210. 


C3.ol. 


gs 


Method 


GENS CAN 




Start 


586 








End- 


882 




GI - 


none ■ _ ■ 








Score 


.81 • 




Exons 


586. .882 














Seq. No. 


26999 








Seq. ID 


OJ000113 


_15.0210.C3 


Gene No . 


55983 








Strand 






Start • 


1786 








- End 


4298 




Name 


OJ000113 d-5. 


.0210. 


C3.ol. 


tm 


■ Method 


TBLASTX: 


Maize 


.Start / 


178 6 ; - M - 








End ~ 


2324 




GI 


none 








Score 


51 


^012. .2122, 


Exons 


1786. .1866, 


1790. 


.1894, 


1983 


...2117, 1995.. 2120/ 




2223. .2324,, 


.2228. 


.2323 










Seer. No. 


26999 








Seq. ID 


OJ000113 


15. 0210. C3 




55983 








Strandv ; , 






Start 


1786 








End 


4298 




Name 


OJ000113 15 


.0210. 


C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1979 








End 


2297 




GI 


none - 








Score 


188 




Exons 


1979. .2113, 


1984. 


.2124, 


1985 


..2122, 2223.. 2297, 


2225. .2296 


Seq. No.. 


26999 








Seq. ID 


OJ000113 


15. 0210. C3 


Gene No. 


55983 






7 


Strand 






Start 


1786 








End 


4298 




Name 


OJ000113 15 


.0210. 


C3.ol. 


tC v 


-. Method 


TBLASTX: 


Cre;ss 1 


Start 


1985 








End 


4298 




GI 


none 








Score 


192 




Exons 


1985. .2122, 


- 2006. 


.2116, 


2011 


..2124, 2223..234S, 


2225 .,.2344, 




2851. .2946, 


2852. 


.2944, 


3298 


. .3432, • 3299; . 3448, 


3300. .3458, 




3532. .3576, 


3533. 


.3577, 


3534 


1 . 3587, 4209.. '4298, 


4214 . . 42-97 


Seq. No. 


26999 








Seq. ID 


OJ000113 


_15.0210.C3 


Gene No . 


55983 








Strand 






Start 


1786 








End ' 


4298 




Name 


OJ000113 15 


.0210. 


C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3296 








End 


4298 




GI - 


none 








Score 


214 




Exons 


3296. .3448, 


3298. 


.3450, 


"3313 


. .3450, 3520. .3576, 


3521. .3577, 




• 3529V.3582,' 


4209. 


.4298, 


'4214 


;.4297 * 






Seq. No. 


27000 








Seq. ID 


OJ000113 


_15.0210.C4 


Gene No. 


55984 








Strand 






Start ^ ^ 


38 








\ End 


142 




Name ^ - ; ~* r . 


:OJ000113 15 


.02l6^C4.ol. 


gp 


\4Me.thod 


AAT/GAP 





27057 



Start 

-Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start - 

Name 

Start 

GI- 

Exons 



38 



End ' 
Score 



142 
138 



LIB3477-003-P1-K1-E9 
38. .142 • 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR - (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



27001 
55985 

256 ' ' 

OJ000113_15 . 0210 . C5 . o2 . tm 
254 
none 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ000113 15. 0210. C5 



254. 
633. 



.313, 256. 

r707 



4 627 - - 
TBLASTX: Maize 
707 
74 

315,. 409. .543, 410 . . 544 , . 4 11 . . 548 , 632. .706, 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI- : 
Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons - 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



27001 
55985 
256 

OJ000113_15 . 0210 .C5 . ol . gs 
.256 

•none : , - 



Seq. ID- OJ000113_15.0210.C5 
Strand 

End 4 627 

Method GENS CAN 
End 4 627 

Score .82 



256. .312, 409. .543, 878. .911, 1011. .1087, 1187. .1262, 
"1456. .1589, 2436. .2542, 3169. .3472, 3577. .3888, 4562. .4627 



27001 
55985 
256 

OJ000113_15.0210.C5.ol.tc 

259 

none 



Seq. ID OJ000113_15.0210.C5 
Strand 

End 4627 

Method TBLASTX: Cress 

End 2528 

Score 69 



259. .315, 409. .543, 410.. 490, 632.. 787, 636.. 782, 875.. 919, 
1004. .1087, 1010. .1087, 1182. .1262, 1184 .. 1261, 144 4 .. 1626, 
1455.. 1625, 21*7-. .2245, 2147.. 2248, 2433.. 2528 



27001 / • - 

55985 

256 

OJ000113_15.0210.C5.ol.np 
262 

5420276 



Seq. ID OJ000113_15.0210.C5 
Strand 

End ■ 4627 

Method AAT/NAP 

End 3831 

Score 8 60 ■ 



262. .312, 409.-.543,{/632.:.806, 1002.. 1087, 1187.. 1262, 
1456.. 1589, 2150.. "2242; 2436.. 2537^ 3167.. 3472, 3574.. 3831 
(AJ243452) cyclin A2 [Lycopersicon esculentum] , 



27001 
55985 
256 

OJ000113_15.0210.C5.ol.ts 

289 

none 



Seq. ID OJ000113_15.0210.C5 
Strand 

End 4 627 

Method TBLASTX : Soybean 

End 2543 

Score 110 



289.. 315, 409.. -543, 410. .54,4,' 410. . 544, 632 .. 787, 633. .758, 
884.. 919, 1004.. 1087, 1005.. 1088, 1009.. 1089, 1010.. 1090, 
1182.. 1262, 1184.. 1261, 1185.. 1262, 1438.. 1590, 1455.. 1592, 
1461. .1592, 2147. .2221, 2147. .2248, 2433.. 2543 



Seq. ■; No. > ^27.001 - 



Seq.;. ID OJ000113_15.02X0.C5 



27058 



Gene No . 


55985 








Strand 




Start 


256 








End . 


.4 627 


Name 


OJ000113 15 


.0210. 


CS.ol. 


tw ' 


Method 


TBLASTX: Wheat ' 


Start 


472 








End 


784 


GI 


none 








Score 


76 


Exons 


472.. 543, 473. .54 


4, 474 


. .548, 


624.. .779, 


"632. .784 


Seq. No. 


Z / UU 1 








Seq. ID 


OJ000113_15..0210.C5 


Gene No. 


o o y O D 








Strand 




Start 


Z 0 9 








■End 


4 627 


Name 


UJUUUHj 13 


. UZ 1U . 


C5.o3. 


tm 


Method 


TBLASTX: Maize ■ 


Start 


1U1U 








End 


3312 


GI 


none 








Score 


85 


Exons 


1010. .1093, 


1010. 


.1093, 


1180. 


.1260, 1190.. 1261, 1191,. 1262 




1192. .1263> 


1*4 38. 


.1590, 


1455. 


.1592, 1455.. 1-592, 21-43^:2250 




o-i/iT 99m 
Z 1 4 / . • Z Z D / , 


2148. 


.2249, 


2433. 


.2543, 2434. .2544, 3132. .3311 






3178. 


.3312 








Seq. No. 


o ^ n n i 
z / UU1 








Seq. ID 


OJ000113_15.0210.C5 


Gene No. 


CCQQC 








Strand 






o c ^ 

zbp 








End 


4627. . 


Name 


. UJUUUllO 10 


.0210. 


C5l*©2-. 


np- : . 


Method 


&AT/NAP , • 


Start 


1416 








End 


3831 


GI 


5420276 . 








Score 


379 


Exons 


1 / "1 1 CQQ 

141 u. . Ijo?/ 


2150. 


.2242, 


2436. 


.2537, 3167.. 3472, 3574.. 3831 


GI Descrip. 


/ 7\ TO /I "3/1 CO \ 

( A J z 4 o 4 0 z J 


cyclin A2 [Lycopersicon esculentum] 


Seq. No. 


o t n n i 
Z /UU1 








"Seq. ID 


OJ000113_15.0210.C5 


Gene No. 










Strand 




Start 


ZOO 








End 


4627 


Name 


OJ000113 15 


.0210. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3357 








End . 


3891 


GI 


none 








Score 


65 


Exons 


jjD t . . J4.54 , 


3564. 


.3881, 


3577. 


.3666, 3577.. 3891, 3599.. 3871 




o / / i • . oo yu 












Seq. No. 


z / uuz 








Seq. ID 


OJ000113_15.0210.C6 


Gene No . . 


' CCQQC " 

ooyoo 








Strand t 


+ 


Start 


z / o 








End' 


340 


Name 


. OJ000113 15 


.0210. 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


. 276 








End 


340 


GI 


none 








Score 


.88 


Exons 


z / b . . .34 U 












Seq. No. 


27003 








Seq. ID 


OJ000113_15.0210.G7 


Gene No. 


55987 








Strand 




otart 


i 








End 


654 


Name 


OJ000113 15 


.0210. 


C7.ol. 


np 


Method - 


AAT/NAP 


Start 


1 








End 


654 


GI 


4680205 








Score 


252 


Exons 


1..245, 344 


. :419, 


559. . 


654 






GI Descrip.' 


(AF114171) 


H beta' 58 homolog' 


[Sorghum bicolor] 


Seq. No. 


27003 








Seq. ID 


OJ000113_15.0210.C7 


Gene No. 


■55987 








Strand 




Start* 


1 








End 


654 


Name 


; : GJ000113_15'. 0210 .C7 .ol . 


tc 


Method 


TBLASTX: Cress . 



27059 





i 


Start 


43 


GI 


none 


Exons 


43. .183, ' 




346. .411 


Seq. No. 


27003 


Gene No. 


55987 


Start 


1 


Name 


OJ00011-3 : 


Start - 


' 43 ' 


GI 


none 


Exons 


43. .183, * 




345. .404, 


Seq. No. 


27003 


Gene No. 


55987 


Start 


1 


Name 


OJ000113 : 


Start 


70 



"End 
Score 



411 
124 



GI 

Exons 

GI .Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID OJ000113_15.0210:C7 
Strand 
End 654 
Method . TBLASTX: Maize 
'•■■End '411 
Score 156 



Seq . ;- I-D 0 JO 0011 3_1 5 . 0.2 1 0 . C 7 
Strand 
End 654 
Method AAT/GAP 
End.--- 230 - 
Score -2 66 



LIB3433-040-P1-K1-A12 
70. .230 

■4521193/dbj I AB013450. 1 | AB013450. 1.0e-99 Oryza sativa DNA, ' 
similar sequence to Pib gene' 



27003 
55987 
1 

OJ000113_15.0210.C7.ol.ts 

71' 
none 



Seq. ID OJ000113_15.0210.C7 
Strand 

"End 654 

Method TBLASTX: Soybean 

End 411 

Score 67 



71. .130, 72. .194, 73. .183, 185. .229, 185. .229, 345. .404, 
346. .411 



27003 

55987 ' c : 

1 

OJ000113_15.0210.C7.ol.gs 

7 4 - ~£ 
none 

74. .182 



Seq. ID OJ000113_15.0210.C7 



Strand 
End 

Method 

End 

Score 



654 

GENSCAN 

182- 

.69 



Seq.. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-Seq. ID , OJ000113_15 . 0210 . C9 
Strand ; ' + 
End ' 612 
Method; GENSCAN 
End 612 
Score .44 



27004. 
55988 
596 

OJ000113_15.0210.C9.ol.gs 
596 
none 

596. .612 

27005 
55989 ; 
6488 

OJ000113_15.0210.C12.o2.gs 
6488 
none 

6488.. 6810, 8489.. 8501, 9478 ... 9634 , 9728 ,.98 61 



Seq. ID OJ000113_15.0210.C12 

Strand + 

End 9861 

Method GENSCAN 

End 98 61 

Score . 91 



27060 




Seq. No. 


27005 ~ 


Seq. ID 


OJ000113_15.0210.C12 


Gene No. 


55990 


Strand 


+ 


Start 


13109 


End 


13847^ 


Name 


OJ000113 15.0210.C12.o2.np 


Method 


AAT/NAP 


Start 


13109 


End 


13847 


GI 


6730644 


Score 


286 


Exons 


13109. .13327, 13770.. 13847 






GI Descrip. 


(AC008262) F4N2.18 [Arabidopsis thaliana] 


Seq. No. 




Seq. ID 


OJ000113_15.0210.C12 


Gene No. 


55991 


Strand 


+ 


Start 


20882 


End 


22544 


Name 


OJ000113 IS 0210 C12 o4 nn 


Method 


AAT/NAP 


Start 




End 


22544 


.GI 


4LiUl ' J 


Sco're 


.204 


Exons 


90flfi9 ?1flfin 924S4 99S44 






GI Descrip. 




GSQUA1 [Gerbera hybrida] 


Seq. No. 




Seq. ID 


OJ000113_15.0210.C12 




* 55992 


Strand 




Start 


3470 


End 


5023 


Name 2 


OJ000113 15-0210. C12.ol/gs 


Method' 


. GEN SCAN 


Start 


3470 


End 


5023 . 


GI 


none 


Score 


.9 : '■ ' 


Exons 


3470.. 3961, 4561.. 4667, 4915. 


.5023 




Seq. No. 


27005 


Seq. ID 


OJ000113_15 . 0210 .C12 


Gene No. 


55992 


Strand 




Start 


3470"" 


End . 


. 5023 


Name 


OJ000113 15.0210.C12.ol.np 


Method 


AAT/NAP 


Start 


3473 


End 


5023 


GI 


1084415 


Score 


386 


Exons 


3473. .3508, 3542,. 3961, 4561. 


.4667, 4747. .4815, 4915. .5023 


GI Descrip. 


RNA-binding protein - Wood tobacco gi | 624 925 | dbj | BAA05170 | 




(D26182) RNA-binding glycine 


rich protein (RGP-2) [Nicotian; 




sylvestris] 






Seqi No. 


27005 / 


Seq. ID 


OJ0Q0113_15.0210.C12 


Gene No. 


55993 


Strand 




Start 


16215 


End 


22798 


Name 


OJ000X13 15.0210.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


• 3371 .. 


End 


/5P33-. 


GI 


none 


Score 


: ' *74 


Exons 


3371. .3397, 3464. .3541, 3548. 


.3715, 3626.. 3685, 3903.. 3959, 




4555. .4668, 4560'. .4673, 4562. 


.4669, 4733. .4816, 4745. .4831, 




4749.. 4817, 4910.. 5029, 4914. 


.5033, 4! 


314.. 5033 


Seq. No. 


27005 


Seq. ID 


OJ000113_15.0210.C12 


Gene No. 


55993 


Strand 




O LaL L 


16215 


End 


22798 


Name . 


OJ000113 15.0210.C12.o2.ts 


Method '. 


TBLASTX : Soybean 


Start 


4556 


End 


5029 


GI 


none 


Score 


97 • 


Exons 


4556. .4648, 4559. .4666, 4561. 


.4665, 4743. .4817, 4748. .4816, 




4910. .5029, 4914. .4952, 4988. 


.5029 




Seq. No. •** 


27005 ' 


Seq. ID 


OJ000113_15.0210.C12 



27061 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ; 
. Gene No. . 
Start . 
Name 
Start 
GI 

Exons 



55993 Strand 
16215 . End^ 
OJ000113_15.0210.C12.ol.tm . Method 
6592 End 
none Score 

6592.. 6720, 6593.-6724, 9473'. 

9479. .9640, 9606. .9641, 9722. 



22798 

TBLASTX : Maize " ^ 
9887 
174 

.9643,, 9475.. 9531, 9478.. 9684, 
.9868/ 9723.. 9887, 9724.. 9861 



27005 

■55993 ' 
16215 

OJ000113_15.0210.C12.ol.tw 

6593 

none 

6593.. 6724, "6595. . 6717, 9475. 
9722.. 9796, 9723.. 9800, 9724. 



Seq. ID OJ000113_15.0210.C12 

Strand - 

End 22798 

Method TBLASTX : Wheat 

End 9837 

Score 165 

.9537, 947-6. .963.4, 9476.-9634, 
.9801, 9798.. 9836, 9799.-9837 



27005 
55993 
16215 

OJ000113_15.0210.C12.o3.tm 

13062. 



End 

Method 
End 

none Score 
130^2. .13328, 13172., .13327, 13244 .. 13333, 137 61*... 13886, 
13768. .13893, 13768 .. 13884, 13770 13892, 13955 .. 14005, 
13977. .14018, 13977. .14018 



Seq. ID . OJ000113_15.0210.C12 
Strand 

22798 

TBLASTX: Maize 
14018 
226 



27005 Seq. ID 

55993 Strand 

16215 End 

OJ000113_15.0210.C12.o3.np Method 

16192 End 

5091603 Score 
16192. .16497, 16564.. 16769 

(AC007858) 10A19I.7 [Oryza sativa] 

27005 • . Seq. ID 

55993 ■*' ■■ ' y '. Strand 
16215 • " ' End 

OJ000113_15.0210.C12.o4.gs Method 

16215 End 

none - Score 



OJ000113_15.0210.C12 

22798 ; 
AAT/NAP 
16769 
739 



OJ000113_15.-0210.C12 

22798 
GENSCAN 
22784 
.49 



16215 .'. 16497, 16508 .. 16707, 16726 .. 16908 , 17823 .. 17917?" 
20649. .20705, 20941 .. 21092, 21780 21915, 22181 .. 22381, 
22730. .22784 



Seq. No. 27005 
Gene No. 55993 
Start 16215 

Name OJ000113_15 . 0210 .C12 . o2 . tw 

Start . 20896 t • 

GI none 

Exons ~ 20896. .21039, 20897.. 21058 

Seq. No. 27005 

Gene No. ■ 55993 

Starts ' ■ *■ ~* ¥16215 ■ : 



Seq. ID 

Strand 

End 

Method , 

End 

Score 



Seq. ID 

Strand 

End 



OJ000113_15.0210.C12 
22798 

TBLASTX: Wheat . 

21058 

186 



OJ000113 15.0210.C12 



22798 



27062 













Name 


OJ000113_15 . 0210 . C12 . o4 . tm 




Method"'' 


TBLASTX: Maize 


start 


2Uoyb 




T~l _1 

End 


2105o 


GI 


none 




Score 


208 


Exons 


2Uoy o . . 2iu jo, 2Uo y / . . 2 lUbo 








beq. wo. 


/UUo 




beq .ID 


A TAAA1 1 Q 1 C A01 A 1 O 

OJUUU1U lb.U21U.C12 


bene no. 


ooy yj 




Strand 




Start 


16215 




End 


22798 


Name ;" 


OJ000113_15.0210.C12.ol.tc. 




Method 


TBLASTX: Cress 


otart 


2 u o y /. 




End 


O 1 ACQ 


bl 


none 




Score 


2U / 


Exons 


zuyy / . . ziobo/ 2U9ii..2iu4o 








beq. no. . 


2 / UUO 




beq. ID 


/^TOnmiT 1 R A01 A /"'TO 

(JJUUUllo 10.U21U.C12 


Gene . No . 


CCQQO * " - 

' ooyyj 




Strand 




Start 


16215 




End 


22798 


Name 


OJ000113_15.0210.C12.ol.ts 




Method 


TBLASTX : Soybean 


otart 


zuoy / 




bna 


01 ACQ 

2 1UOO 


bl 


none 




Score 


o m 
2U / 


Exons 


2Uo9 / . . 21Uoo, 20911. .21045 








beq. No. 


2 /UUo 




§eq'. I'D - 


OJ000113_15 . 0210 -C12 


Gene No. 


ooyyo 




Strand 




Start 


16215 




End 


22798 


Name 


OJ000113 15.0210.C12.o5.np 




Method 


AAT/NAP 


Start 


21726 




End 


2279S 


bl 


6063557 




Score 


394 


Exons 


21726. .21888, 22137 22360, 


22781. .22798 . 


GI Descrip. 


(AP0006.15) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 


O _ _ XT _ 

Seq. No. 


27006 




Seq. ID 


OJ000113_15.0210.C13 


Gene No. 


55994 




Strand 


+ 


Start 


30 




End 


6843 


Name 


OJ000113 15.0210.C13.ol.gs 




Method 


GENSCAN 


Start 


30 




End 


6843 


bJ. 


none 




Score 


.54 


Exons 


30.. 399, 762.. 825, 2901.. 2985 


, 3130.. 3194, 3956.. 4055, 




5812.. 5832, 6287, . 6325, 6685 




.68.43 




Seq. No. 


27006 




Seq. ID. 


OJ000113 15.0210.C13 


Gene No . 


55994 




Strand 


+ . 


Start 


30 




End 


6843 


Name 


OJ000113 .15.0210. C13.ol.np 




Method 


AAT/NAP 


b tar u 


783 




End 


6569 


GI 


64 67974 




Score 


94 


Exons 


783. .825, 2868. .2984, 3135.. 


3194, 3956; 


.4098, 6287. .6332, 




6535. .6569 








GI Descrip. 


(AF198175) MADS box protein 


D0MADS2 [Dendrobium grex Madame 




Thong-IN] 








beq. no. 


27007 




Seq. ID K 


OJ000113_15. 0.210. C14 


Gene No . 


55995 




Strand 


'!+ 


Start 


529 




End 


708 


Name 


OJ000113 15.0210.C14.ol.gs 




Method 


GENSCAN 


Start 


529 




End 


708 


GI V 


none 




Score 


.46 


Eions ;." ' ■ 


529. .708 f& ■ " * • * " '■* *" 









27063 



Seq.. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55996 
747 

OJ000113_15.0210.C15.ol.gs 
■747 £ , - 
none 

747. .857 



Seq. ID 
-Strand 
End 

Method 

End 

Score 



OJ0p0113_15.0210.C15 
857 

GENS CAN 

857 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27009 ' Seq. ID 

55997 Strand 

24 End 

OJ000113_15 . 0210 . C16 . ol . np Method 

24 End 

6721543 -i. i \ * — - Score 

24. .260 

(AP001073) hypothetical protein [Oryza sativa] 



OJ000113_15.0210.C16 
+ 

260 

AAT/NAP 
260 
63 



27009 Seq. ID 

55998 ■ ' Strand 

273 End 

OJ000113_15. 0210. 016. o2.np . Method 

273 End 

5441880 .. \ ■ Score 

273. .1233, 2222. .2252 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] , ' 



OJ000113_15.0210.C16 
+ 

2252 

AAT/NAP . 

2252 

1661 



Seq. No. 27009 Seq. ID 

Gene No. 55998 Strand 

Start 273 End 

Name OJ000113_15 . 0210 . C16 . ol . gp Method 

Start 877 End 

GI 5701669 Score 

Exons 877. .1234 

GI Descrip. 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene . ; , Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000113_15 . 0210 .C16 
+ 

2252 
AAT/GAP 
1234 
679 



Seq. No. 
Gene No. 
Start.' 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27009 Seq. ID 

55999 Strand 
2306 End 
OJ000113_15.0210.C16.o2.gp Method 
2306 End 
LIB3431-045-P1-N1-A10 Score 
2306:. 2759 

'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone :P0437H03 (contig b) ' 



OJ000113_15.0210.C16, 

+ ' 

2759 

AAT/GAP 

2759 

864 



27009 
56000 
6150 

OJ000113_15.0210.C16.o4.np 

6034 

6730651 



Seq. ID OJ000113_15.0210.C16 



Strand 
End 

Method 

End 

Score 



+ 

9672 

AAT/NAP 

9669 

.2.85 



6034..6158, 6312.v6502, 6881/. 6944, 9379V/.9669 



27064 




GI Descripvv" (AC008262) 1 F4N2.5 [Arabidopsis thaliaria] 



Seq . No . 


27009 




Seq. iD 


OJ000113_15.0210 


.C16 


Gene No. 


56000 




Strand 


+ 




Start 


6150 




End 


9672 




Name 


OJ000113 15.0210.C16.o3 


. gs ~ 


Method 


GENS CAN 




Start 


6150 




End 


9672 




GI 


none ' 




Score 


. 63 




Exons 


6150., 6462, 6874. .6944, 


9379. 


.9672 






Seq. No. 


27009 




Seq. ID 


OJ000113_15.0210 


.C16 


Gene No . 


56001 




Strand 






Start 


2702 




End 


3121 




Name 


OJ000113 15.0210.C16.o3 


.gp • 


Method 


AAT/GAP 




Start - 


2702 




wEnd 


3107. 




GI 


7406 1.R1084 




Score 


660 




Exons 


2702. .3107 










GI Descrip. 


'1122315/6*0 |CAA63901| 


7.0e-10 (X94191) 


heat shock protein 




: [Pennisetum glaucum] 1 










Seq. No. 


27009 




Seq. ID 


OJ000113_15.0210 




Gene No. 


; 56001 




Strand 






Start 


2702 




End 


3121 




Name 


OJ000113 15.0210.C16.o3 


.np 


Method 


AAT/NAP ' . 




Start 


2993 




End 


3121 




GI 


6721543 




Score 


9i 




Exons 


2993. .3121 










GI Descrip. 


(AP001073) .hypothetical 


protein [Oryza' sativa] 




Seq. No. 


27009 




Seq. ID 


OJ000113_15.0210 


.C16 


Gene No. 


56002 




Strand 






Start 


4077 




End 


4762 




Name . 


OJ000113 15.0210.C16.o2 


. gs 


Method 


GENSCAN 




Start 


4077 




End 


4762 




GI 


none 




Score 


-.47 




Exons 


4077. .4283, 4332. .4441, 


4753. 


.4762 * 






Seq. No. 


27009 




Seq. ID 


OJ000113JL5.0210 


.CI 6 


Gene No. 


56003 




Strand 






Start 


10658 




End 


12065' 




Name 


OJ000113 15.0210.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


834 




End 


1232 . . . 




GI 


none 




Score 


87 ' ' 




Exons 


834. .962, 842. .940, 996 


. .1232 


, 1013. .1219 




Seq. No. 


27009 




Seq. ID 


OJ000113_15.0210 


.C16 


Gene No. 


56003 




Strand 






Start 


10658 




End 


12065 




Name 


OJ000113_15.0210.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


9397 




End 


9672 




GI 


none 




• Score 


167 




Exons 


9397. .9516,' 9402. .95i5, 


9555. 


.9668, 9556.. 9672 




Seq. No. 


27009 




Seq. ID 


OJ000113_15.0210 


.C16 


Gene No. 


56003 




Strand 






Start 


10658 




End 


12065 




Name 


OJ000113 -135. 021:0. C16.o4 


.gs" 


Method 


GENSCAN, 





27065 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No: 



10658 End 12065 

none Score .82 

10658. .10795, 11150. . 11364, 11563. . 11857, 11931 .. 12065 



27010 Seq. ID 

56004 * Strand' 

1 End 
OJ000113_15.0210.C17.ol^gp . Method 

1 .j, - < ■ End 

7406_l";fil084 ^ Score 
1..94 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ000113_15.0210.C1'7 

4- 

94 

AAT/GAP 
94 . 
143 



27010 • 

56005 

547 

OJ000113_15.0210.C17.ol.gs 

547 

none 



Seq. ID* OJ000113_15-.0210,C17 

Strand + 

End 4666 

Method GENSCAN 

End . • 4388 

Score . 47 ■ ' 



547. .1468, 1651. .1821, 1903. .2268, . 2448 .. 2759,. 2975 3172, 
3612. .3759,*.. 3823. .3870, 3875. .4077, 4228.. 4388 



27010 
56005 
547 

OJ000113_15.0210.C17.ol.np 

.1000 
5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1000. .2004, 2448.. 2479, 2738. .3052, 3612. .3759 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000113_15.0210.C17 
+ 

4666 
AAT/NAP 

3759 • ■■ - 
2343 



27010 \ - Seq. ID 

56005 " v ' ; Strand. 

547 End 
OJ000113_15 .0210 . C17 . o2 . gp Method . 
1603 End 
5701669 Score 
1603.". 2034 

5441880/dbj IBAA82378.il- 5. Oe-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000113_15.0210.C17 
+ 

4666 
AAT/GAP 
2034 
849 



27010 Seq. ID 

56005 - Strand 
547 End 
OJ000113_15.0210.C17.o3.gp Method 
4213 End 
LIB3431-045-P1-N1-A10 Score 
'4213. .4666 ' 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig b) 1 



OJ000113_15.0210.C17 
+ 

4666 
AAT/GAP 
4666 
860, 



27010 
56006 



.Seq. ID OJ0.00113_15.0210.C17 
Strand ' + 



27066 



Start' 


8200 






End 


11147 ' 




Name 


OJ000113 15 


.0210.C17.o3 


.np 


Method 


AAT/NAP 




Start 


8163 






End . 


11147 : 




GI 


6498423 






Score 


233 




Exons 


8163. .8526, 


8662. .8906, 


10932 


. .11147 






GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] _ ^ 




Seq. No. 


27010 






c pn t n 


OJ000113_15.0210 


.C17 










OUI dl LKJ. 


+ 




Start 


-;^8200 








11147 




Name , 


OJ000113 15 


.0210.C17.o3 


. gs 


Method 


GEN SCAN 




Start' 


8200 






End 


8671 




GI 


none 






Score 


.72 




Exons 


8200. .8327, 


8353. .8671 










Seq. No. 


27010 






Seq. ID 


OJ000113_15.0210 


.C17 


Gene No. 


56007 






Strand 






Start 


4021 






End 


4992 




Name 


.OJ000113 15 


.0210.C17.o2 


.rip 


Method 


AAT/NAP 




Start 


4021 






End 


4992 




GI 


6721543 






Score 


102 




Exons 


.4021. .-4138, 


4864. .'4992 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No.- 


27010 






Seq. ID 


OJ000113_15.0210 


.C17 




56008 






Strand 






Start 


5365 






End 


74.50. 




Name 


OJ000113 15 


.0210.C17.o2 


.gs 


Method 


GEN SCAN ' 




Start 


5365 






End 


7450 




GI' : 


■ none 






Score 


.86 




Exons 


5365. .6548, 


6614. .6959, 


7391. 


.7450 






Seq. No. 


27010 






Seq. ID 


OJ000113JL5.0210 


.C17 


OCilC LH\J • 


56009 






Strand 






Start 


10943 






End 


11431 - 




Name 


OJ000113 15 


.0210.C17.ol 


. tm 


Method 


TBLASTX: Maize 


- 


Start 


1722 






End 


2156 




GI 


none 






•Score 


272 




Exons 


1722. .2021, 


1739. ."i960, 


2085.' 


.2156 






Seq. No. 


27010 






Seq. ID 


OJ000113_15.021O 


.C17 


Gene No. 


56009. 






Strand 






Start 


10943 






End 


11431 




Name 


OJ000113 15 


.0210.C17.ol 


.tw 


Method 


TBLASTX: Wheat 




Start' 


1854 






End 


2234 




GI 


none 






Score 


208 




Exons 


1854. .2048, 


1863. .2060, 


2054. 


.2173, 2058.. 2234, 2058.. 2204 



Seq. No. 27010 

Gene No. . 56009 

Start 10943 

Name OJ000il3_15 .0210.C17 . o4 , 

Start 10943 

GI . none 

Exons 10943.. 11431 



gs 



Seq. ID OJ000113_15.0210.C17 
Strand 

End ' 11431 . 

Method GENSCAN 

End 11431 

Score .99 



Seq. : >No. 



27011 



Seq. ID OJ000113_15.0210.C18 



27067 













Gene No. 


56010 


Strand 


+ 




Start 


1 v., • 


End 


9037 




Name 


OJ000113 15. 0210.C18 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1523 




GI 


6967112 


Score 


372 




Exons 


1..33, 663. .1523 








GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 


Seq. No . - 


27011 


. Seq. ID 


QJ000113_ 


_15.0210.C18 


Gene No . 


56010 * 


Strand' 


+ 




Start 


1 


End 


9037 




Name 


OJ000113 15.0210.C18.ol.gs 


Method 


GENSCAN 




Start 


406 


End 


7406 




GI 


,none 


Score 


.56 




Exons 


406.. 729, 816. .1131 > 1201 .. 1416, 1617 . 


.1759, 1.912. .1984, ' 




2071.. 2235', 2407.. 2615, 3178 


..3300, 3817. .4445, 


4457. .4612, 




5352.. 5389, 5457.. 5734, 6009 


..6160, 6204. .6310, 


7003. .7406 


Seq. No. 


27011 


Seq. ID 


OJ000113_ 


_15.0210.C18 


Gene No. 


56010 


Strand 


"+* 




Start 


1 


End 


9037 




Name 


OJ000113 15.0210--C18.ol.gp 


Method 


AAT./GAP 




Start 


5355 


End 


5866 




GI 


uC-osflM202052c07bl 4'- • 


Score 


943 




Exons 


5355. .5866 








GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 1 


Seq. No. 


27011 - ' 


Seq. ID : 


OJ000113_ 


-15.0210.C18 


Gene No. 


56010 - 


Strand 


+ 




Start 


1 


End 


9037 




Name 


OJ000113 15.0210.C18.o2.np 


Method 


AAT/NAP 




Start 


5465 


End 


9037 




GI ' 


4234852 


Score 


2470 




Exons 


5465.. 5605, 5648.. 9037 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


27011 


Seq. ID 


OJ000113_ 


_15.0210.C18 


Gene, v -No. 


56010 


. Strand 


+ 




Start 


1 


End" 


9037 




Name 


OJ000113 15.0210.C18.o2.gp 


Method 


AAT/GAP 




Start 


6153 


End 


6670 




GI 


uC-osflcyp006al0bl 


Score 


704 r 




Exons 


6153.. 6310, 6419.. 66f£) 








GI Descrip. 


M234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] ? 


Seq. No. 


27011 


Seq. ID 


OJ000113_ 


_15.0210.C18 


Gene No. 


56011 


Strand 






Start 


8997 


End 


9572 




Name 


OJ000113 15.0210.C18.o2.gs 


Method 


GENSCAN 




Start 


8997:. ... 


End 


9572 




GI 


none 


Score 


.96 • 




Exons 


8997.. 9157, 9261.. 9392, 93'98 


..9572 






Seq. No. , 


27011 


Seq. ID 


OJ000113_ 


_15.0210.C18 


Gene No. 


56012. 


Strand 






Start 


10605 


End 


11793 




Name 


OJ000113 15.0210.Cll'.ol.tm 


Method 


■ TBLASTX: Maize 



27068 




Start • 


258 




End 


1007 


GI 


none . 




Score 


113 


Exons ' 


258. .299, -308. .565, 332. 


.63.4, 


333. .605 


, 333. .668, 334. .729, 




358. .714, 797. .1006, 798 


..1007 




Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210.C18 








Strand 




Start i 


'10605 




End 


11793 


Name- 


OJ000113 15.0210.C18.ol. 


ts 


Method - 


TBLASTX : Soybean 


Start 


700 




.End . 


1187 


GI 


- none 




Score 


49 


Exons 


700.. 729, 798. .1004, 993 


..1187, 1014.. 


1178 


Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210.C18 


bene * lno . 






..Strand 




Start 


10605 




End 


11793 


Name 


OJ000113 15.0210.C18.o2. 




Method 


TBLASTX: Wheat 


Start 


866 




End 


1274 


GI • 


none 




Score 


430 


Exons 


866. ".1126, 879.. 1274 








Seq. No. 


27011 




Seq. ID 


OJ000,113_15.0210.C18 








Strand 




Start 


10605 




'End 


11793 


Name 


OJ000113 15.0210.C18.o5. 


+-TT1 
Uill 


Method 


TBLASTX: Maize 


Start 


1013 




End 


1196 


GI 


none 




Score 


81 


Exons 


1013... 1153, 1014. .1196,,: 


;.1015-. 


.1086, 1016... 1144 


Seq. No. 


27011 




Seq. ID 


OJ000113_15 . 0210 . C18 


Gene No. 


56012 




Strand 




O Ldl U 






End 


11793 


Name 


OJ000113 15.0210.C18.o4. 




Method 


TBLASTX: Maize 


Start 


1200 




End 


1552 


GI • 


none 




Score 


177 


Exons 


1200.. 1343, 1202.. 1345, 


1212 . 


.1373, 1377. .1523, 137 9. .1552, 




1380.. 1529 








Seq. No. 


27011 - 




Seq. ID 


OJ000113_15.0210.C18 


Gene No. 


56012 




Strand 




jldl L 






End 


11793 


Name 


OJ000113 15.0210.C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5561 ' 




End 


6497 


GI 


none 




Score 


281 " 


Exons 


5561.. 5944, 5680.. 5940, 


5952. 


.6173, 5955.. 6137, 6211.. 6309, 




6414:. 6497, 6416.. 6496 








Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210.C18 


Gene No. 


56012 




Strand 




Start 


10605 




End 


11793 


Name 


OJ000113_15.0210.C18.-o2. 


ts 


. Method 


TBLASTX : Soybean 


Start 


7524 




End 


'7945 


GI 


5509260 




Score 


171 


Exons 


7524.. 7733, 7531.. 7557, 


7613. 


.7729, 7730.. 7945, 7735.-7884 


GI Descrip. 










Seq. No. 


27011 ^ " 




Seq. ID 


OJ000113_15.0210.C18 



27069 



• ..... . • 

' ' - -eg.*- - t • 



Gene No. 


56012 - - 




Strand 






..Start 


. ^ 10605..,-.- - ^ 




End 


11793 




^Name 1 "-' 


V OJ00PTT3 "]*§./0'210\:-C18".o6 


. tm- " 


: Met^Ljpd 


TBLASTX : Maize . . 




Start 


■ 7524 ' : ~ 




End ~ 


7831 




GI 


none 




Score 


184 




Exons 


7524.. 7733, 7574/. 7726, 


7730. 


.7831 






Seq. No. 


.27011 




Seq. ID 


OJ000113 15.0210. 


C18 


Gene. No. 


, 56012 




Strand 


- 




Start 


10605 




End 


11793 




Name 


OJ000113 15.0210.C18.o2 


.tc ■ 


Method 


TBLASTX: Cress 




Start 


7608 




End 


7870 




GI 


none 




Score 


145 




Exons 


7608. .7733, 7613. .7732, 


7730. 


.7870 






Seq. No. 


27011 




Seq. ID. 


OJ000113_15.0210. 


C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


11793 




Name 


OJ000113JL5.0210.C18.ol 


-tw 


Method 


TBLASTX: Wheat 




Start 


7652 




End 


8431 




GI 


none 




Score 


91 




Exons 


7652.. 7732, 7653.. 7733, 


7653. 


.7733, 7730.. 7945, 7751.. 7933, 




7804. .7953, 7917. .8006, 


7941. 


.8036, 7984.. 8178, 8068.. 8169, 




8178.. 8336, 8180.. 8341, 


8357. 


.8431 






Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210. 


C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


117 93 




Name 


OJ000113 15.0210.C18.o7 


. tm 


Method 


TBLASTX : Maize*.- - 




Start 


8232 




End 


8521 




GI 


none 




Score 


81 




Exons 


8232. .8336, 8348. .8521, 


8371. 


.8511 






Seq. No. 


27011 




Seq. ID 


- OJ000113_15.. 0210. 


C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


11793 




Name 


OJ000113 15.0210.C18.o5 


.ts 


Method . 


TBLASTX : Soybean 




Start 


8417 




End 


8977 




GI 


none 




Score 


78 




Exons 


8417. .8569, 8611. .8775, 


8792. 


.8977 






Seq. No. 


27011 




Seq.. ID 


OJ00011^_i5.021p. 


C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


11793 




Name 


OJ000113 15.0210.C18.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


8586 




End 


8986 




GI 


none 




Score" 


155 




Exons 


'8586. .8762, 8590. .8763, 


8771. 


.8986 






Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210. 


C18 


Gene No. 


"56012 -. 




Strand 






Start 


10605 ' 




End 


11793 




Name 


OJ000113 15.0210.C18.o3 


. gs 


Method 


GEN SCAN 




Start 


10605 




End 


11766 




GI 


none 




Score 


.61 




Exons 


10605. .10746, 10788. .10914, 11658.. 11766 





27070 



Seq. No. " 27011 " '" - - 

Gene No. - 56 t 012 

Start • : -* KJ605 ■ * ^ v . - ~ * 
Name OJ000113_15.0210.ci8.o3.gp 
Start 10638 



Seq. 'ID" OJ000113_15.0210.C18 
Strand • . . 

End : ' '11793 ■ ■ 
Method - AAT/GAP 
End 11793 



GI 


LIB3433-040-P1-K1-A12 


Score 


806- 


Exons 


10638. .10914, 11658.. 11793 








■45211-93/dbj | AB013450 . 1 1 AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 




Seq. No. 


9701 1 
Z / U J. X 


Seq. ID 


OJ000113_15.0210.C18 


Gene No. 


56012 


Strand 




Start 


10605 


End 


11793 


Name 




Method 


TBLASTX: Maize 


Start 


1 U / £. X~ - • 


End 


11754^ 


GI 


none 


Score 


47 


Exons 


xu /z i . . xu zfio , iu /z^ . . xu / oy , 


10722. .10916, 10736. .10915, 




1 1 AQ1 ^ 1 1 £ 9 7 117^9 

luoo x . . xu y x o, x x dz / . . x x / oz , 


11656. .11754 


Seq. No. 


97 ni i ' 

Z / UX X 


Seq. ID 


■OJ000113_15.0210.C18 


Gene No. 


56012 


Strand 




St art- - 


10605 


. End , 


11793 


Name 


n'Tfinni i ^ i ; fi9ifi no +-i»t 

Uu UUUil j 1j.UZ1U.L10 .Oj. tw 


Method . 


TBLASTX: Wheat 


Start 


10797 


End 


11744 


GI 


none - 


V :: Score 


161 


Exons 


inTon incuts i m *5 ^ i noi ^ 
xu /z / . . xuy xo, xu i od . . xu y id , 


11627. .11743, 11656. .11742, 




i i ceo i n / yi 
XX DjO . • XX / ft H 






Seq. No. 


nnni i 
Z/Ull 


Seq. ID 


OJ000113_15.0210.C18 


Gene No. 


DbUlz 


Strand 




Start 


10605 


End 


11793 


Name 


OJ000113 15.0210.C18.o3.np 


Method 


AAT/NAP 


Start 


10733 


End 


11793 


GI 


4469020 


Score 


,430 


Exons 


10733. .10914, 11658. .11793 






GI Descrip. 


(AL035602) putative protein 


(fragment) 


[Arabidopsis thaliana] 


Seq. No. 


27011 


Seq. ID 


OJ000113_15.0210.C18. 


Gene No. 


56012 


Strand 




Start 


10605 


End 


11793 


Name 


OJ000113 15.0210.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


10745 


End 


11793 


GI 


none 


Score 


87 


Exons 


10745. .10-915, 10745. -.10915, 


11655. .11714, 11656. .11793/0 




11657.. 11791 







Seq. No. 


' 27011' 




Seq. ID 


OJ000113_15.0210 


.C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


11793 




Name 


OJ000113 15.0210.C18 


.o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10745 




End 


10922 




GI 


none 




Score 


83 • 




Exons 


10745. .10891, 10745. 


.10921, 


10851. .10922 




Seq. No. 


27011 




Seq. ID 


OJ000113_15.0210 


.C18 


Gene No. 


56012 




Strand 






Start 


10605 




End 


11793 





27071 



Name . 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

-Start"* 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6J000113_15.0210.C18.o4.ta Method TBLA'STX : Soybean 

11655 . ; End. .-. . 11793 

none . ' * . Score. . : "67 

11655. .11714, 11656. .11793, 11657.. 11788 



Seq. ID OJQ00113_15.0210.C19 
Strand 

End 291 

Method GENSCAN 

End ' 291 

Score .75 



27012 v.:- . 
56013 
247 

OJ000113_15 . 0210 . CI 9 . ol . gs 
247 
none 

247. .291 
27013 

56014 • > ■ 
1 

OJ000113_15.0210.C21.ol.np 
1 

4680205 
1..155 

(AF114171) H beta 58 homolog [Sorghum bicolor] 



Seq. ID 
• Strand 
End 

Method 

End 

Score 



OJ000113_15.0210.C21 
155 

AAT/NAP 
155 

52 ■ 



27014 Seq. ID 

56015 Strand 
1 'End 
OJ000113_19 . 0218 . CI . ol . np Method 
1 End 
417154 Score ' 

1. .475 & 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S25541 heat shock protein 
82 - rice (strain Taichung Native One) gi I 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] ' 



OJ000113_19.0218.C1 

.+ • - 

1997 

AAT/NAP 

475 

765 



27014 *■-, Seq. ID 

56015 Strand^ 

1 End ■ 

OJ000113_19 . 0218 . CI . ol . gs Method 

125; . - ' End 

none ' " Score 
125. .469, 1305. .1416, 1507. .1997 

27014 Seq. ID 

56015 Strand 
1 . . End 
OJ000113_19.0218.Cl.o2.gp * Method 
1612 . End 
1632690 . Score 
1612. .1962 

27014 

56016 Strand 
2277 End 

0 JO 0 0 1 1 3_1 9 . 0 2 1 8 . C 1 . o3 . gp Me t hod 

2277 End 

57046_1.R1084 Score 
2277. .2867 



OJ000113_19.0218.C1 
+ 

1997 
GENSCAN 
199.7 
.44 



OJ000.113 
+ 

1997 
AAT/GAP 
1962 - 
653 



19. 0218. CI 



Seq. ID OJ000113_19.0218.C1 



2867 
AAT/GAP 
2867 
1096 



f 2541876/dbj IBAA22813I 1.0e-26 (D26015) CND41, chloroplast 



27072 



nucleoid DNA binding protein [Nicotiana tabacum] 1 



Seq., No.'.' 27014 ~- *""' . Seq. ID* 

Gene^No. 56017 Strand 

Start 2876 End 

Name OJ000113_19 . 0218 .CI . o4 . gp . Method 

Start 2876 End 

GI 50321_1.R108.4 Score 

Exons 2876.. 3263 

: GI Descrip . 1 254 1876/dbj | BAA22813 | 1.0e-08 (D26015). CND41- / '*chl6roplast 
nucleoid DNA binding protein [Nicotiana tabacum] 1 



0 JO 0 0 1 1 3_1 9 . 02 18 . CI 
+ 

3263 
AAT/GAP 
3263 
742 ' ' 



Seq. No. 
Gene No, 
Start • ' • 
Name 
Start 
GI 

Exons 



27014 Seq. ID 

56018 k ~ Strand 

'6675 " ' End 

OJ000113_19.0218.Cl.o3.gs Method ■ 

6675 End 

none Score 

6675. .'6746, 7994. .8218, 8618. . 9046 



OJ000113_19.0218.C1 
+ 

9046 ' . 
GENSCAN 
9046 
.54 



Seq. No. 27014 Seq. ID OJ000113_19 . 0218 . CI 

Gene No. 56018 Strand ** + 

Start "" 6675 End . 9046 

Name -OJ000113_19.0218.Cl.o6.gp Method" AAT/GAP 

Start ' 7977 End 9046 

GI 438_2.R1084 Score 1085 

Exons 7977.. 8218, 8618.. 9046 

GI Descrip. "5123910/emb | CAA67191 . 1 1 8.0e-l'5 (X9.8582) HSP80-2 [Triticum 
aestivum] 1 .. 



Seq. No. 27014 „ Seq. ID 

Gene No. 56018 Strand 

Start 6675 End 

Name OJ000113_19 . 0218 . CI . o3 . np Method 

Start 8093 End 

GI 417154 Score 

Exons 8093.. 8218, 8618.. 9040 

GI Descrip. HEAT SHOCK PROTEIN 82. gi | 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20'256 | emb | CAA77978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



OJ000113_19.0218.C1 
+ 

9046 
AAT/NAP 
9040 
853 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27014 Seq. ID OJ000113_19 . 0218. CI 

56019 Strand 

1 - End 821 

OJ000113_19 . 0218 .CI . ol . gp Method AAT/GAP 

1 End- 821 

269_1.R1084 Score 1621 

1. .821 

, 417154/sp|P33126|HS82_ORYSA 0.0e+00 HEAT SHOCK PROTEIN 82 

>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] ' 



Seq. No. 27014 Seq. ID 

Gene No. 56020 Strand 

Start „ 2444 End 

Name OJ000113 19.0218.Cl.ol.tm Method 



OJ000113_19.0218.C1 
9075 

TBLASTX: Maize 



27073 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



1 • End 9075 

none . . .. Score .641 

.1..369, 2. .487/2. .481, 8083. .8217, 8084.. 8218, 8092.;8220, 

8132. .8218, 8618. .9043, 8621. .8890, 8668. .9075 



27014 - 

56020 

2444 

OJ000113_19 . 0218 . CI . o2 . ts 
1 

none 



Seq. ID OJ000113_19.0218.C1 
Strand 

End 9075 

Method TBLASTX: Soybean 

End 9049 • 

Score 537 



1..363, 2..47S, 11. .391, 8101. .8190, 8117. .8191, 8132. .8191, 
8612. .8716, 8618. .8716, 8693. .9043, 8698. .9042, 8963. .9049 



Seq. No. 

Gene No! 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start" 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27014 
56020 . 
2444 

OJ000113_19 . 0218 . CI . ol . tc 
2 

none- 



Seq.- ID OJ000I13_19.-0218.Cl 

Strand / - 

End 9075 

Method TBLASTX: Cress 

End 904 9 

Score 587. 



2. .448, 2. .448, 8083. .8217, 8084. .8218, 8609. .8890, 8618. .9043 
8674; .9036, 8951. .9049 



27014 
56020 
2444 

OJ000113_19.0218.Cl.ol.tw 
2 

none 



Seq. -ID OJ000113_19.0218.C1 
Strand 

End 9075 

Method TBLASTX: Wheat 

End 310 

Score 384 



2. .283, 2. .268, 257. .310, 275. .310 



27014 
56020 
2444 

OJ000113_19.0218.Cl.o2.tc 
2423 
none 



Seq. ID OJ000113_19.0218.C1 
Strand 

9075 

TBLASTX: Cress 
3541 
68 



End 

Method 
. End 
Score 

2423.. 2566, 2618.. 2731, 3044.. 3241, 3072.. 3239, 3242.. 3541, 
3372.. 3494 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



27014 
56020 
2444 

OJ000113_19.0218.Cl.ol.ts 

2438 

none 



Seq. ID OJ000113_19.0218.C1 
Strand 

End 9075 
Method TBLASTX : Soybean 
End 3697 
Score 202 

2438. .2821, 2442. .2744, 2870. .2911, 2900. .3250, 3072. .3266, 
3257.. 3355, 3359.. 3529, 3372.. 3503, 3530. .3697 



Seq. No. 27014 

Gene No. 56020 
Start ' 2444 

Name OJ000113_19 . 0218 . CI . o2 . gs 

Start 2444 

GI none 

Exons . 2444.;3711, 4428.. 4617 



Seq. ID OJ000113JL9.0218.C1 

Strand - ,' : - 

End 9075 

Method GENSCAN 

End 4 617 

Score 1 



27074 



Seq. No. 27014 '". Seq. -ID OJ000113_19 . 0218 . CI 

Gene No. , 56020 ■ ' - Strand. - 

Start 2444 End 9075 

Name OJ000113_19. 0218 .CI . o2 .np Method AAT/NAP 

Start 2447 End 4611 

GI ■ 2541876 Score 918 

Exons 2447.. 3706, 4423.. 4611 

GI Descrip. (D26015) CND4 1, chloroplast nucleoid DNA binding protein 
[Nicotiana . tabacum] " 



Seq. No. 


27014 








Seq. ID 


OJ000113_19.0218.C1 


Gene No . 


56020 








Strand 




Start 


2444 








End 


9075 


Name 


OJ000113 19 


.0218 


,Cl.o3. 


tm 


Method 


TBLASTX: Maize 


-Start ■ 


2450 








End 


2693 • 


GI 


none 








Score 


141 


Exons 


2450. .2593, 


2454 


. .2591, 


2589. 


.2693, 2597.. 2692 


Seq. No. 


27014 








Seq. ID 


OJ000113_19.0218.C1 


Gene No. 


56020 








Strand 




Start 


2444 








End 


9075 


Name 


-OJ000113 19 


.0218 


.Cl.o2. 


tm . 


Method : 


TBLASTX rMaize 


Start . 


2870 








End 


3713 


GI>- 


none 








Score 


100 


Exons 


2870. .2911, 


2903 


. .3235, 


3051. 


.3236, 3251. .3508, 3372. .3506, 




3377. .3550, 


3627 


. .3713 









Seq . No . ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27014 ' ■ ' Seq. ID * OJ000113_19 . 0218 . CI 

56020 Strand 

2444 End 9075 

OJ000113_19.0218.Cl.o5.gp Method AAT/GAP 

3277 End 4694 

26292_1.R1084 Score 1348 

3277.. 3711, 4428.. 4694 

'2541876/dbj |BAA22813| 2.0e-25 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] ' - 



Seq. No. 27014 
Gene No. 56020 
Start 2444 

Name OJ000113_19. 0218 .CI .o2 . tw 

Start 8089 

GI ■ ' none 

Exons " . " 8089. .8217, 8090. .8218, -8132. 
8621. .8866 



OJ000113_19.0218.C1 
9075 

TBLASTX: Wheat ■ 

8866 

203 



Seq v> ID 
Strand 
End 

Method 
End 
Scorie 

.8218^.. 8618. .8860,. 8620. .8862, 



Seq. No. 27015 Seq. ID 

Gene No. 56021 Strand 

Start 1 End 

Name OJ000113_19.0218.C2.ol.np Method 

Start 1 End 

GI 417154 Score 

Exons 1..24, 248.. 1798 

GI Descrip. HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi 120256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



OJ000113_19.0218.C2 
+ 

4941 . 
AAT/NAP 
1798 . 
2554 



27075 



Seq.- No. 


.27015' 


Seq. ID 


OJ00011o_19 . 


0218 


. C2 


Gene .No. - 


56021 


Strand 


+ 






Start *■" 


1 


End 


-4941^-.. 






Name 


OJ000113_19. 0218 .C2 .ol.gs 


Method 


GENSCAN 






Start 


251 


End 


1801 






GI 


none 


Score 


.1 






Exons 


251 . . 1801 










Seq. No. 


27015 


Seq. ID 


OJ000H3_19 . 


0218 


. C2 


Gene No. 


56021 . 


Strand 


+ 






Start 


1 * 


End 


4 941 






Name 


OJ000113 19.0218.C2.o2.np 


Method 


AAT/NAP 






Start 


455 


End 


4935 






GI • 


3600032 


Score 


368 






Exons 


45S..484, 2626;. ^060, 3883.. 3962, 4008 


..4098, 417-1 


.4380, 




4705. .4935 










GI Descrip. 


(AF080119) contains similarity to tropomyosin (Pfam: 






Tropomyosin. hmm, score: 14.57) and ATP 


synthase (Pfam: 






ATP-synt_B.hmm, score: 10.89) 


[Arabidopsis thaliana] 




Seq. No. 


27015 


Seq. ID 


OJ000113_19. 


0218 


.C2 


Gene No. 


56021 


Strand 


+ 






Start 


1 , ' 


End- 


4941 






Name : 


OJ000113 19.0218\C2.o2.gp 


Method 


AAT/GAP 






Start 


1448 


End. 


2003 






GI 


2800361 


Score 


809 






Exons 


1448. .2003 










GI Descrip. 


829283/emb|CAA78738 | 2.0e-28 


(Z15018) * 


heat shock protein hsp8.2 




[Oryza sativa] 










Seq. No. 


27015 


Seq. ID 


OJ000113_19. 


0218 


.C2 


Gene No. 


56021 


Strand 


+ 






Start 


1 


End 


4941 






Name 


OJ000113 I9.0218.C2.o2.gs 


Method 


GENSCAN 






Start 


2500 


End 


4941 






GI 


none 


Score 


.92 






Exons 


2500.. 3060, 3883.. 4098, 4195. 


.4377, 4711. .4941 






Seq. No. 


27015 :V 


Seq. ID. 


OJ000113_19. 


0218' 


.C2 


Gene No. 


56022 


Strand 


+ 






Start 


6024 


End 


6947 






Name • 


OJ000113 19.0218.C2.o3.np 


Method 


AAT/NAP 






Start 


5968 


End 


6944 






GI 


2924776 


Score 


250 






Exons 


5968.. 6266, 6391.. 6427, 6517. 


.6638, 6885. .6944 






GI Descrip. 


(AC002334) unknown protein [Arabidopsis thaliana] 






Seq. No. 


27015 


Seq. ID 


OJ000113_19. 


0218 


.C2 


Gene No. 


56022 


Strand 


+ 






Start 


6024 


End 


6947 






Name 


OJ000113 19.0218.C2.o3.gs 


Method 


GENSCAN 






Start 


6024 


End 


6947 






GI 


none 


Score 


.86 






Exons . 


6024.. 6308, 6391.. 6427, 6517. 


.6638, 6885.. 6947 






Seq. No. 


27015 . 


Seq. ID 


OJOOOl^^ 


0218 


.C2 


6ene No. 


56023 


Strand ' 









27076 



Start 


248 


End'*;' 1890 : ' ■ . ■ 


Name. 


OJ000113 19.0218.C2.ol.tm 


Method TBLASTX-: Maize 


Start 


■242 ' 


End 1896'*- * 


GI 


none 


Score 79 


Exons 


242. .343, 243. .344, 247. .363, 


249. .374, 457. .690, 467. .694, 




467. .679, 468. .680, 478. .684, 


632. .895, 682. .1275, 683. .1804, 




684. .1010, 943. .1254, 1170. .1433, 1352. .1576, 1402. .1686, 




1616. .1801, 1822. .1890 


v : . ■ 


Seq. No. 


27015 " 


Seq. ID OJ000113_19.0218.C2 


Gene No. 


56023 


Strand 


Start 


248 


End 1890 


Name 


OJ000113 19.0218.C2.o2.tw 


Method TBLASTX : Wheat 


Start 


242 


End 697 


GI . • . ' .. : ■ 


none ■' 


Score 102 - . * 


Exons 


242. .340, 249. .371, 278. .334, 


467. .697, 478. .690' 


Seq. No. 


27015 


Seq. ID OJ000113_19.0218.C2 


Gene No. 


56023 


Strand 


Start 


248 


End 1890 


Name 


OJ000113 19., 02.18. C2.ol.gp 


Method AAT/GAP 


Start 


248 


End . 1356* 


GI 


Y38 1.R1084 


Score 2107 ' 


Exons 


248. .1356 - - 




GI Descrip. 


'417154/spl P33126|HS82 ORYSA 


1.0e-172 HEAT SHOCK PROTEIN 82 




>gi 100685 pir S25541 heat shock protein 82 - rice (strain 




Taichung Native One) >gi 20256_emb_CAA77 978_ (Z11920.) heat shock 




protein 82 (HSP82 ) [Oryza sativa] ' 


Seq. No. 


27015 


Seq. ID OJ000113_19.0218.C2 


Gene No. 


56023 


Strand. 


Start 


248 


End 1890 


Name 


OJ000113 19.0218.C2.ol,tc 


Method TBLASTX: Cress 


Start 


248 


End 1801 


GI 


none 


Score . 98 . 


Exons 


248.. 340, 249.. 371, 253.. 366, 


457. .1125, 467. .1771, 467. .895, 




876.. 1001, 943.. 1254, 1179.. 1265, 1335.. 1433, 1352.. 1771, 




1766. .1801 ' 




Seq. No. 


27015 


Seq. ID OJ000113_19.0218.C2 


Gene No. 


56023 


Strand 


Start 


248 


End 1890 


Name 


OJ0001I3 19.0218.C2.ol~.ts 


Method TBLASTX : Soybean 


Start 


255 


■End^ * 1801 


GI 


none 


Score 83 


Exons 


255.. 368, 27'8..331, 482.. 715, 


488. .691, 490. .714, 730. .798, 




734. .799, 806. .895, 808. .1125 


, 809. .1240, 876. .1001, 943. .1233, 




1220.. 1714, 1227.. 1262, 1335. 


.1415, 1402. .1686, 1760. .1801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27015 
56023 . 
248 

OJ000113_19.0218.C2.ol.tw 

776 

none 



Seq. ID OJ000113_19.0218.C2 
Strand 

End 1890 

Method * TBLASTX: Wheat 

End 1633 

Score 1281 



776. .1606, 776. .895, 876. .1013, 943. ,1254, 1167. .1265, 
1332.!l430, 1352. .1573, 1402. .1596, 1598..1633, 1600, .1632 



27077 



Seq. No. 27015 .. 

Gene No. 56024 

Start 4708 

Name OJ000113_19 . 0218 . C2 . o2 . tc 

Start 4708 

GI none 

Exons •'■ 4708.. 4929 

Seq. No. 27015 

Gene No. 56025 

Start 6216 

Name OJ000113_19 . 0218 . C2 . o2 . tm 

Start 6216 - ? 

GI . none . - 
Exons 



Seq. ID OJ00O113_19.0218.C2 

Strand ; 

End 4 929 

Method TBLASTX : Cress 

End - 4929 

Score 191 



OJ000113_19.'0^18.C2 
6932 

TBLASTX: Maize 
6932 
69 

621'6. .6266, 6384. .6428, 6449. .6658, 6453. .6638, 6548. . 6640/ 
6885.. 6932 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27016 

56026 -'^'V. 
254 

OJ000113_19 . 0218 . C4 . ol . gs 
254 ~ 



none 
254.. 366, 1241 



,1299 



27017 
56027 
672 

OJ000113_19.0218.C5.ol.gs 

672 

none 

672. .677 



Seq. ID OJ000113_19.0218.C4 

Strand - 

End 1299 

Method GEN SCAN 

End . 1299 

Score - ' . 75 



Seq. ID OJ000113_19.0218.C5 

Strand + 

End ■* 677 

Method GENSCAN 

End 677 

Score .61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



27018 
56028 
258 

OJ000113_19.0218.C6.o2.np 
258 

4510387 

258. .384, 964. .1074, 1275.-1326, 1939. .1973 
(AC007017) unknown protein [Arabidopsis .thaliana] 



Seq. ID OJ000113_19.0218.C6 

Strand + 

End 1973 

Method AAT/NAP 

End 1973 ' . 

Score 25 



Seq. ID OJ000113_19.0218.C6 
Strand 

End 1561 

Method AAT/NAP 

End 27 9 

Score 173 



27018 
56029 
1 

OJ000113_19.0218.C6.ol.np 
1 

417154 
1..279 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



27018 
56029 
1 



Seq. ID OJ000113_19.0218.C6 
Strand .* - , . ' 

End 1561'"' ; * 



27078 



Name :? . OJ000113_19. 0218 .C6.0I .gp Method AAT/GAP 

Start ' 150 . End' 393 

GI :: ' 43#^2.R1084 Score 362 

Exons 150.. 393 

GI Descrip. ' 5123910/emb | CAA67191 . 1 | 8.0e-15 (X98582) HSP80-2 [Triticum 
aestivum] 1 



Seq. No. 

Gene -No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



27018 
56029 
1 

OJ000113_19.0218.C6.ol.tm 

152 

none 



Seq. ID OJ000113_19.0218.C6 
Strand 

End. 1561 

Method TBLASTX : Maize 

End 393 

Score 150 



152. .280, 154.. 282, 155.. 283, 325. .393 



27018 
56029 
1 

OJ000113_19.0218.C6.ol.ts 
152 
none 

152. .271, 154. .273, 155. .271 

27018 
56029 
1 

OJ000113_19.0218.C6.ol.tw 

152 • 
none 

152..280, 154. .282, 155. .283 

27018 
56029 
1 

OJ000113_19.0218.C6.ol.gs 
154 
none 

154.. 306, 1291.. 1390, 1514.. 1561 



Seq. ID OJ000113_19.0218.C6 
Strand 

End 1561 

Method TBLASTX : Soybean 

End 273 

Score 155 



Seq. ID OJQ0011-3_19-.0218.C6 
Strand 

End 1561 

Method TBLASTX : Wheat 

End 283 

Score 177 



Seq. ID OJ000113_19.0218.C6 
Strand 

End 1561 

Method' GENSCAN 

End 1561 ■ • 

Score .47 



End 

. Method 
End 
Score 



27018 
56029 
1 

OJ000113_19.0218.C6.ol.tc 
154 
none 

154. .285,. 155. .271 

27019 
56030 
391 

OJ000113_19. 0218 .C7 . ol . gs 
391 
none 

391. .488, 1304. .1458, 1590. .1699, 3715 



Seq. ID OJ000113_19.0218.C6 
Strand 

1561 

TBLASTX: Cress 
285 
131 



Seq. ID^ OJ000113_19. 021.8. C7 
Strand " - 

5731 
GENSCAN 
3805 
.63 
.3805 



End 

Method 

End 

Score 



2701.9 
56030 



• Seq. ID OJ000113_19. 02:18. C7 
Strand 



.27079 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



391 - • - End 5731 

OJ000113_19.0218.C7.ol.np Method . AAT/NAP 

404 * - • End 5731 

458598*1 Score 790 

404. .'434, 719. .844, 1398. .1458, 1581. .1699, 1783. .1880, 

2175.. 2231, 2300.. 2404, 2511.. 2575, 3443'. .3545y 3715.. 3834, 

3980. .4259, 4353.-4559, 4631. .4860, 5593. .5731' 

(AC005287) similar to Na+/H+-exchanging proteins [Arabidopsis 

thaliana] , * 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



27019 
56030 
391 

OJ000113_19.0218.C7.o2..tm 

410 ' 

none 



Seq. ID OJ000113_19.0218.C7 
Strand 

End 5731 

Method TBLASTX : Maize 

End . * . 2704 

Score 86 



410. .517, 1372. .1464, 1400. .1459, 1587. .1700, 1587. .1700, 
1588. .1701, 1778. .1882, 1782. .1883, 2153. .2230, 2153. .2230, 
2299. .2409, 2510. .2575, 2512. .2574, 2651. .2704, 2653. .2703 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



1 Seq. No. 
1 Gene No. 

■ Start 
: h Name 
s ! ■■ Start ■ 
J., GI 

-Exons 



27019 
56030 
391 

OJ000113_19.0218,C7.ol.ts 

1805 

none 

1805.. 1882, 2153.. 2218, 2153. 
2510. .2575, 2512.. 2574, 2651. 
3713. .3823, 3714. .3812, 3994. 
4146.. 4253, 4148.. 4258, 4350. 

27019 
56030 
391 

OJ000113_19.0218.C7.ol.tm 

-3890 

none 

3890.. 3910, 3994.. 4074, 4007. 
4146.. 4253, 4147.. 4254, 4148. 
4351. .4437, 4536. .4586, 4539. 



Seq. ID OJ000113_19.0218.C7 
Strand 

End . 5731 

Method TBLASTX : Soybean 

End 4436 

Score 65 

.2215, 2299.. 2397, 2300.. 2398, 
.2710, 2653.. 2703, 3521.. 3553, 
.4074, 4010. .4072, 4010. .4078, 
.4436, 4351. .4434 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 19. 0218. C7 



5731 

TBLASTX: Maize 
4596 
35 

4072, 4007. .4078, 4137. 
4258, 4148. .4258,'' 4350. 
4595, 4540.. 4596 



,4253, 
4436, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27019 
56030 
391 

OJ000113_19.0218.C7.ol.tc 

3994 

none 



Seq. ID OJ000113_19.0218.C7 
Strand 

End 5731 

Method TBLASTX : Cress 

End 4856 

Score 70 



3994. .4074, 4000. .4077, 4010. .4078, 4146. .4259, 4148. . 4258, 
4348. .4434, 4350. .4436, 4539. .4562, 4645. .4704, 4809. .4856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



27019 
56030 
391 

OJ000113_19 . 0218 . C7 . ol . gp 
4158 

uC-osflM202053d07,bl 

4158.. 4259, 4351.'. 4436, 4539. 



Seq. ID "OJ000113_19.0218.C7*- 
Strand 

End 5731 

Method AAT/GAP 

End 5720 

Score _ 706 

.4563, 4643.. 4*702, 4809. .4860/ 



27080 




: -'-v. ■ ' * ■ • 5593^ .5720 - ■ • 

GI Descrip. r 4585981/gb I AAD25617 . 1 | AC005287_19 8 . Oe-17 (ACQ05287) similar to 
Na+/H+-exchanging proteins [Arabidopsis thaliana] ' 



Seq. No. 


27019 








Seq.. ' ID 


OJ000113_19.0218.C7 


Gene No. 


56030 








Strand 




Start 


391 








End 


5731 


Name 


OJ000113 19 


.0218 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4539 








End . 


5723 


GI 


none 








Score 


171 


Exons 


4539. .4562, 


4678 


. .4704, 


4808. 


.4867, 5588.. 5722, 5592.. 5723 


Seq. No. 


27019 








Seq. ID 


OJ000113_19.0218.C7 


Gene No. 


56030 








Strand 




Start 


391 : 








End 


'5731 


Name 


OJ000113 19 


.0218 


.C7 .o2. 


gs 


Method 


GENSCAN 


Start 


5458 








End 


5574 


GI 


none 








Score 


.7 


Exons 


5458. .5574 












Seq. No. 


27019 








Seq. ID 


OJ000113_19.0218.C7 


Gene. i; .No . 


56030 








Strand 




Start' " 


391 








End 


5731 


Name 


OJ000113 19 


.0218 


.C7.o2. 


tc 


Method 


TBLASTX : Cress. 


Start 


5588 








End 


5722 


GI 


none 








Score 


141 


Exons 


5588. .5722, 


5592 


. .5720 








Seq. No. 


27020 








Seq. ID ' 


OJ000113_19.0218.C8 


Gene No. 


56031 








Strand 


+ 


Start 


1743 








End 


4217 


Name 


OJ000113 19 


.0218 


.C8.0I. 


np 


Method 


AAT/NAP 


Start 


1743 








End 


4217 


GI 


4966347 








Score 


531 


Exons 


1743-1 .2293, 


2390 


. .2676, 


3365. 


.3445, 3607. ,4217 


GI Descrip.. 


(AC006341) ■ 


Similar to gb|AJ012423 wall 


-associated kinase 2 




Arabidopsis 


thaliana. 








Seq. No. 


27020 








Seq. ID 


OJ000113_19.0218.C8 


Gene No. 


56031 








Strand 


+ 


Start 


1743 








End 


4217 


Name 


OJ000113 19 


.0218 


.C8.0I. 


gs 


Method 


GENSCAN 


Start 


1800 








End 


4027 


GI 


none 








Score 


.93 


Exons 


1800. .2676, 


3365 


. .3451, 


3610. 


.3936, 3984. .4027 


Seq. No." 


27020 








Seq. ID 


OJ000113_19.0218.C8 


Gene No. 


56031 








Strand 


+ 


Start 


1743 








End 


4217 


Name 


OJ000113 19 


.0218 


.C8.0I. 


tc 


Method 


TBLASTX: Cress. 


Start ' 


1839 








End 


4217 


GI 


none 








Score 


8.0 


Exons 


1839. .1910, 


2613 


. .2675, 


3690. 


.3761, 3779. .4081, 3792. .4091, 




3890. .4081, 


4110 


. .4217 








Seq. Na> 


27020 








Seq. ID 


OJ000113_19.0218.C8 


Gene No. 


56031; 








Strand - 


+ " 



27081 



Starts 
Name 
Start 
GI 

Exons 



1743 ... End 

OJ000113_19.p218.C8.ol.ts Method 

3693 End 

none Score 



4217 

TBLASTX : Soybean - 

4214 

57 



3693.. 3761, 3792.. 3944, 3923.. 4087, 3933. ,4109, 4110.. 4214, 
4115.. 4213 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start' 



27020 
56031 
.1743 

OJ000113_19.0218.C8.ol.tm 

3699 

none 



Seq. ID OJ000113_19.0218.C8 

Strand + 

End 4217 

Method TBLASTX: Maize 

End 4217 

Score 53 



3699. .3761, 37.92 . . 4097, 3887 .. 4075, 4113. .4217, 4118. .4216 



27020 
56031 
1743 

OJ000113_19.0218.C8.ol.tw 

3748 

none 



Seq. ID OJ000113_19-.0218.C8 

. Strand + 

End 4217 

Method TBLASTX : Wheat 

End .4165 

Score 426 



3748.. 3918, 3777.. 4103, 3902.. 4075, 3940.. 4098, 4115.. 4165 



27021 . 

56032 

9240 

OJ000113_19. 0218. C10. o2.gs 
■none 

9240. .9602, 10071. .10103 



Seq. ID OJ000113_1.9. 0218. C10 

Strand + 

End 10103 

Method GENSCAN . 

End '*"■ 10103 

Score .56 



27021 
56033 
1574 

OJ000113_19. 0218. C10. ol.gs 
1574- 
none 



Seq. ID OJ000113_19. 0218. C10 
Strand 

13349 
GENSCAN 
7945 
.63 



End 

Method 
End 
Score 

1574.. 1746, 2509. .2619, 2842. .3719, 4312. .4557, 4679. .4782, 
4941. .5475, 6003. .6434, 7734. .7945 



27021 
56033 
1574 

OJ000113_19. 0218. C10. ol.np 

2816 

6721520 



Seq. ID OJ000113_19. 0218. C10 
Strand 

End 13349 

Method AAT/NAP 

End 13299 

Score 1534 



2816. .3719, 4312. .4554, 4679. .4782, 4941. .5475, 6003. .6168, 
6236. .6465, 13085 .. 13158 , 13192. .13299 

. (AP001072) EST AU029428 (E30359) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 

27021 Seq. ID OJ000113_19 . 0218 . C10 

56033 Strand 

1574 End 13349 

OJ000113_19. 0218. C10. ol.gp. .Method. AAT/GAP 

3461 End 4441 



27082 



GI 


5607470 " \" 


Score 


"758 




Exons , 


3461. .3719,, 4312^. 4441 








GI Descrip. 


1483177/dbj | BAA13135I 3.0e- 


24. (D86598) 


antifreeze-like protein' 




(af70) [Picea abies] 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56033 


Strand 


- 




Start 


1574 


End 


13349 




Name ' - 


OJ000113_19. 0218 .C10 .o2-.gp 


Method" 


AAT/GAP 




Start 


6354 


End 


8020 




GI 


5607469 


Score 


700 




Exons 


6354.. 6434, 7734.. 8020 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56033 " 


Strand 






Start 


1574 


End 


13349 




Name 


OJ000113 19. 0218 .C10 .o3.gp 


Method 


AAT/GAP 




Start 


10278 


End 


11839 




GI 


12582_1.R1084 


Score 


1052 




Exons 


10278 .. 10583, 10684 .. 10758/ 


10895. .10963, 11602 .. 11715, 






11786. . 11839 








GI Descrip. 


1 1483177/dbj | BAA13135 | 3. Oe 


-24 (D86598 


i antifreeze-like 


protein 




(af70) [Picea abies]*' 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56033 


Strand 






Start 


1574 


End 


13349 




Name 


OJ000113_19. 0218. C10. o3.gs 


Method 


GENSCAN • 




Start 


10494 


End 


13305 




GI 


none 


Score 


.83 




Exons 


10494. .10583, 10684. .10758, 


10895. .10963, 11602 .. 11715, 






12886. . 13305 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56033 


Strand 






Start 


1574 


End * 


13349 




Name 


OJ000113_19. 0218 .C10.o4 .gp 


Method 


AAT/GAP 




Start 


12900 


End - 


13349 




GI 


2800165 


Score 


747 




Exons 


12900. .13349 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56034 


Strand 






Start • 


13676 


End * 


14104 




Name 


OJ000113_19. 0218 .C10 .o5.gp 


Method 


AAT/GAP 




Start . 


13676 


End 


14104 




GI 


4715863 


Score 


831 




Exons 


13676. . 14104 








Seq. No. 


27021 


Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56035 


Strand' 






Start 


14063 >: 


End 


14733 




Name 


OJ000113 19.0218.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


2817 


End 


3307 




GI 


none 


Score 


136 - 





Exons;- , 2817. .2909, 2822. .2905, 2895 . ; 2 99-9, 2918 . ,3088>. 3095 .. 3X57 > • 
3096.. 3140, 3167.. 3307, 3278. .3295 ' 



27083 




Seq. No. . 


27021 








Seq. ID- 


OJ000113 


_19. 0218. C10 


.Gene No. 


56035 








Strand 






Start 


14063 








End 


14733 




Name 


OJ000113 19, 


0218. 


ClO.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start • 


2820 








End 


6421 




GI 


none 








Score 


75 




Exons 


2820. .2888, 


2822. 


.2893, 


2918. 


.3070, 2919.. 2999, 


3086. .3148, 


- 


3105. .3140, 


3173. 


.3433, 


3318., 


.3530, 3491.. 3529, 


3548. .3679, 




3549. .3674, 


4308. 


.4595, 


4 678. 


.4782, 4956.. 5087, 


4957. .5088, 




5058. .5243, 


5059. 


.5244, 


5244. 


.5396, 5329.. 5394, 


5451. .5477, 




5987. .6142, 


6006. 


.6143,' 


6230. 


.6421, 6231.. 6398 




Seq. No. 


27021 








Seq. ID 


OJ000113 


_19. 0218. C10 


Gene No. 


56035 








Strand 






Start 


14063 








End 


14733 




Name 


OJ000113 19. 


0218. 


ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2822 








End 


6400 




GI 


none 








Score 


110 




Exons 


- 2822. .2881, 


3200. 


.3355, 


3374. 


.3433, 3491.. 3541, 


3561. .3674, 




3563. .3673, 


4380. 


.4553, 


4926. 


.5144, 4963. .5133, 


5166. .5402, 




5332. .5415, 


5433. 


.5477, 


6002. 


.6142, 6003.. 6143, 


6263. .6400, 




6264. .63 : 32 . 

-. " 














Seq. No. 


.27021 








Seq. ID 


OJ000113 


_19. 0218. C10 


Gpnp No 


56035 

\j \j +j **J 








Strand 






Start 


14063 








End . 


14733 




Name 


OJ000113 19. 


0218. 


ClO.ol. 


tw " 


Method 


TBLASTX: 


Wheat 


Start 


2939 








End 


3307 




GI 


none 








Score 


95 




Exons 


2939. .3088, 


2939. 


.3088, 


3092. 


.3148, 3096.. 3140, 


3197. .3307, 




3207. .3254, 


3278. 


.3295 










Seo. No. 


27021 








Seq. ID 


OJ000113 


19. 0218. C10 


Gene No. 


56035 




- 




Strand 






Start 


14063 








End - 


14733 ' 




Name 


OJ000113 19. 


0218. 


C10.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3353 








End 


3671 




GI 


none 








Score 


71 




Exons 


3353. .3433, 


3396. 


.3518, 


3432. 


.3518, 3563.. 3670, 


3564. .3671 


Seq. No. 


27021 








Seq. ID 


OJ000113 


19. 0218. C10 


Gene No. 


56035 








Strand 






Start 


14063 








End 


14733 




Name 


OJ000113 19. 


0218. 


C10.O2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4950 








* End 


5249 




GI 


none 








Score 


124 




Exons 


4950. .5147, 


4963. 


.5148, 


5133. 


.5249, 5167. .5247 




Seq. No. 


27021 








Seq. ID 


OJ000113 


_19. 0218. C10 


Gene No. - 


56035 








Strand 






Start 


14063 








End 


14733 




Name 


OJ000113 19. 


0218. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


. 4951 








End 


5429 




GI 


"~ none 








Score 


357 . 




Exons . 


■ .4951. .5280, 


4953. 


.5429, 


5326. 


.5421 







27084 




Seq. No. 


• 27021 • 




Seq. ID 


OJ000113_19>. 0218 


.C10 


Gene No. 






btrana 






Start 


14063 




End 


14733 




Name 


OJ000113 19. 0218. CIO. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


6002 




End 


6418 




GI 


none 




Score 


115 




Exons 


6002. .6142, 6006. .614 


3, 6224 


. .6418 






Seq. No. 


27021 




Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 


56035 




Strand 






Start 


14063 




End 


14733 




Name 


OJUOOllo 19 . U<£lo . ClU . 


Oj . tm 


Method 


TBLASTX : Maize 




Start 


11587 




End 


12046 




GI ' 


none 




Score 


62 




Exons 


11587. .11640, 11587.. 


11646, 


H'601. .11654, 11645. .11716, 






11650. .11718, 11651. . 


11716, 


11780. .11893, 11785. .11895, 






11787. .11882, 11996.. 


12046, 


12005. .12046 




Seq. No. 


27021 




Seq. ID 


OJ000113_19.0218 


.C10 


Gene No. 






Strand 






Start 


14063 




End 


14733 




Name 


OJ000113 19. 0218. C10. 


o2.ts 


Method 


,. TBLASTX: Soybean 




Start 


12266 




End 


13122 




GI 


" none 




Score 


65 ' *: ■ 




Exons 


12266. .12316, 12268.. 


12315, 


12866. .13066, 12886.. 13122 




Seq. No. 


27021 




Seq. ID 


OJ000113_19.0218 


.C10 


Gene No 7 


C C f\ o c 




Strand 






Start 


14063 




End ■ 


14733 




Name 


OJ000113 19. 0218. C10. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


12866 




End 


13053 




GI 


none 




Score 


155 




Exons 


12866. .13045, 12886.. 


13047, 


12925. .13053 




Seq. . No. 


27021 




Seq. ID 


OJ000113_19.0218 


.C10 


Gene No . 






Strand 






Start 


14063 




End 


14733 




Name 


OJ000113 19. 0218. C10. 


o4 .gs 


Method 


GEN SCAN 




Start 


14063 . 


End 


14733 




GI 


none 




Score 


.97 




Exons 


14063. .14254, 14608.. 


14733 








Seq. No. 


27021 




Seq. ID 


OJ000113_19.0218 


.C10 


bene no . 






Strand 






Start 


14063 




End 


14733 




Name 


OJ00011-3 19. 0218. C10. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


14093 




End 


14258 




GI 


none 




Score 


176 




Exons 


14093. .14257, 14093.. 


14257, 


14094. .14258, 14094. .14258 




Seq. No. 


27022 




Seq. ID. 


OJ000113_19.0218 


.Cll 


Gene No. . 


56036 




Strand 


+ 




Start 


3688 




End 


4180 




Name 


OJ000113 19.0218.C11. 


o2 .gs 


Method 


GENSCAN 




Start 


3688 




End 


4180 • ' ' 




GI ; v*: 


none 




Score 


.99 




Exons 


.3688.. 3782, 3979.. 4014, 4075 


..4i8o 







27085 



• 



Seq. No. 


27022 




Seq. ID 


OJ000113_ 


19. 0218. Cll 


Gene No . 


56037 




Strand 


+ 




Start 


5585 




End 


9788 




Name 


OJ000113 19.0218.Cll.o3 


. gs 


Method 


GENS CAN -. 




Start 


5585 - r; \ 




End 


9788 & : 




GI 


none 




Score 


.71 




Exons 


5585. .5746, 6051. , .6188, 


6597 


..6665, 7373.-7443, 


8034 . . 8148, 




. 8238.. 8327, 8967.^.9041, 


9243 


. .9323, 9460. /9519, 


9612 . .9788 . 


Seq. .No. 


27022 




Seq. ID 


OJ000113__ 


19. 0218. Cll 


Gene No. 


56037 




Strand 


+ 




Start 


5585 




End 


9788 




Name 


OJ000113 19.0218.Cll.o3 


\9P. 


Method 


AAT/GAP 




Start 


5827 




End- 


9481 




GI 


18310 1.R1084 




Score 


1429 




Exons 


S827..5983, 6127.. 6188, 


6597 


. .6665, 6811. .6892, 


7373 . . 7443, 




8047. .8148, 8238.-8327, 


8967 


..9041, 9136. .9168, 


9243. . 9323, 




9460.. 9481 










GI Descrip. 


'2213583. 3.0e-51 (AC000348) 


T7N9 . 3 [Arabidopsis 


thaliana] 1 


Seq. No. 


27022 




Seq.' ID 


OJ000113_ 


19. 0218 -Cll 


Gene No. 


56037 




Strand 


+ 




Start 


5585 




• End 


9788 




Name 


OJ000113_19 . 0218 . Cll . Ol 


.np 


Method 


AAT/NAP 




Start 


6792 




End 


9755 




GI 


2947068 




Score 


160 




Exons 


6792.. 6890, 7377..7443> 


8047 


..8148, 8238.. 8327, 


8967. .9041, 




9210.. 9323, 9642.. 9755 










GI Descrip. 


(AC002521) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


27022 




Seq. ID 


OJ000113_ 


19. 0218. Cll 


Gene No. 


56038 




Strand 






Start 


198 




End 


304 




Name 


OJ000113 19. 0218. Cll. ol 


.gp 


Method 


AAT/GAP 




Start 


198 




End 


304 




GI 


LIB3477-003-P1-K1-E9 




Score 


125 ■ 




Exons 


198. . 304- 










GI Descrip. 


, 24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


- 


S 1 PRECURSOR (ORY SI)' 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 










Seq. No. 


27022 . . 




Seq. ID 


,OJ000113_ 


19. 0218. Cll 


Gene No. 


56039 




Strand 






Start 


726 




End 


2642 




Name 


OJ000113 19. 0218. Cll. o2 


• gp 


Method 


AAT/GAP 




Start . 


384 




End 


1532 




GI 


none 




Score 


827 




Exons ■ 


384. .765, 1418. .1532 










Seq. No. 


27022 




Seq. ID 


- OJ000113_ 


19. 0218. Cll 


Gene No. 


56039 




Strand 






Start 


726 




End 


2642 




Name 


OJ000113 19.0218.Cll.ol 


. gs 


Method 


GENS CAN 




Start 


726 




End 


2642 




GI 


. none 




Score 


.69 ., 




Exons 


726. .765, 1418. .1557, 2238.. 


2642 







27086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27022 Seq. ID 

56040 - Strand 
9610 End 
OJ000113_19 . 0218 . Cll . o4 . gp . Method 
9610 ■ ' End 
none Score 
9610.. 10091 

27022 

56041 Strand 
15623 End 
OJ000113_19 . 0218 . Cll . ol . tc Method 
541 - End 
none Score 
541. .747, 550. .753, 551. .760, 1411. .1569, 1412. .1570 



OJ000113_19. 0218. Cll 

10091 
AAT/GAP 
10091 
952 



Seq. ID OJ000113_19. 0218. Cll 



16172 

TBLASTX: Cress 

1570 

93 



27022 
56041 
15623 

OJ000113_19. 0218. Cll. o2.tm 
2367 . 
none " - 

2367V.2558, 2368.. 2565 



27022 
56041 
15623 

OJ000ri3_19. 
5919 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_19. 0218 .Cll 
16172 

TBLASTX: Maize 

2565 

180 



none 

5919. .5984, 
6591. .6665, 
73-66. .7443, 
8237. .8329, 
8966. .9043, 
9239. .9307, 
9721. .9792, 



0218. Cll. ol.tm 



5926.. 5988, 6113. 

6597. .6668, 6808. 

7372. .7443, 8044. 

8238.. 8330, 8238. 

9136. .9201, 9138. 

9574.-9666, 9610. 
9737. .9793 



Seq. ID OJ000113_19. 0218. Cll 
Strand 

End 16172 
Method TBLASTX : Maize 
.End. 9793 
Score 91 

.6184, 6120. .6188, 6121. .6189, 
.6894, 6808. .6891, 6810. .6893, 
.8148, 8046. .8150, 8046. .8147, 
.8330, 8964..9059, 8965. .9042, 
.9182, 9237.. 9323, 9239.. 9325, 
.9672, 9671. .9715, 9684. .9710, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons ' 



27022 
56041 
15623 

OJ000113JL9. 0218. Cll. ol.tw 

8964 , 

none 

8964.. 9059, 8965.. 9042, 8966. 
9137.. 9169, 9141.. 9173, 9237. 
9457.. 9519, 9592.. 9723, 9612. 

27022 
56041 
15623 

OJ000113_19. 0218. Cll. oS.gp 

15623 

none 

15623.. 16172 



Seq. ID OJ000113_19. 0218. Cll 
Strand 

End 16172 

Method TBLASTX : Wheat 

End 9723 . 

Score 107 

.9043, 8973.. 9053, 9137.. 9169, 
.9323, 9239. .9310, 9457. .9519, 
.9722 

Seq. ID OJ000113_19. 0218. Cll 
Strand 

End 16172 

Method AAT/GAP 

End 16172 

Score 1028 



27087 



Seq. No." 27023 ' " v 

Gene No. . 56042 

Start 1 

Name OJ000113_19. 0218 .C12.ol.gp 

Start 1 

GI none 

Exons 1. .488 

Seq. No. 27023 

Gene No. 56042 

Start 1 

Name OJ000113_19 . 0218 .C12.ol.gs 

Start 340 

GI none 

Exons 340 . . 547 



Seq;. ID 

Strand. 

End 

Method 

End 

Score 



Seq. ID 
Strand * 
End 

Method 

End 

Score 



OJ000113_i9 . 0218 : ; C12 
547 

AAT/GAP 

488 

878 



OJ000113_19.0218.C12 
547 

GENS CAN 

547 

.9 



Seq. No. 27024 Seq. ID 

Gene No. 56043 Strand 

Start 34 - End 

Name OJ000113_19.0218.C13.ol.gs Method 

Start 34 End 

GI none Score 

Exons 34 . . 174 " 



OJ000113_19.0218.C13 
174 

GEN SCAN 
174 
. 93 



Seq. No. 
Gene No. 
Start 
Name 

Start ; -„ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_17.0225.C1 



27025 
56044 
1 

6J000113_17.0225.Cl.ol.np 
1 

6815099 
1. .208 

(AP001081) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

208 

AAT/NAP 

208 

81 



27026 Seq. ID 

56045 Strand 

1704 End ■ 

OJ000113_17 . 0225 . C2 . ol . tm ~ Method 

1701 - End 

none Score 



OJ000113_17.0225.C2 
6932 - 

TBLASTX: Maize 

4895 

131 



1701. .1847, 1705.. 1851, 1708. .1803, 3299. .3415, 3303. .3431, 

3304. .3432, 3304. .3447, 4217. .4381, 4227. .4331, 4228. .4335, 

4418. .4507, 4418. .4510, 4422. .4511, 4440. .4523, 4784. .4834, 

4790. .4894, 4803. .4895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27026 Seq. ID 

56045 Strand 

1704 End 

OJ000113_17.0225.C2.ol.gs Method 

1704 End 

none Score 



OJ000113_17.0225.C2 

6932 
GENSCAN 
6824 
.89 



1704. .1847, 3304. .3447, 4219. . 4335, 4418 . .4546, 4787. .4938, 
6490.. 6578, 6739.. 6824 



Seq. No. 
Gene No. 
Start 
Name 



27026 Seq. ID 

56045 Strand 

1704 End' 

OJ000113_17.0225.C2.ol.np Method 



OJ000113_17.0225.C2 

6932 . 
AAT/NAP 



27088 



Start' 

GI, 

Exons 

GI Descrip. 

Seq. No/ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17-0.7'* ' v End 6932 7 

6714363 Score 816 

1707. .1847, 3304. . ,3447, 4219. .4335, 4418.. 4530, 4783.. 4938, 
6490.. 6578, 6739.-6932 

(AC012562) unknown protein [Arabidopsis thaliana] 



27026 
56045 
1704 - 

OJ000113_17 . 0225 . C2 . ol . tc 
1773 



Seq. ID OJ000113_17.0225.C2 
Strand 

6932 

TBLASTX: Cress 
4314 
105 



End 

Method 
End 

none Score 
1773. .1847, 3296. .3415, 3304 . .3447, -3322 .. 3450, 3389. .3448, 
4217.. 4312, 4219.. 4314 



27026 
56045 
1704 

OJ000113_17 . 0225 . C2 . ol . ts 

3299 

none 



Seq. ID OJ000113_17.0225.C2 
Strand 

End . 6932 

Method TBLASTX: Soybean 

End 67 95 

Score 114 



3299. .3415, 3304. .3447, 4211. .4393, 4219. .4335, 4418. .4507, 
4418. .4516, 4419. .4517, .4787. .4939, 6458. .6580, 6491. .6580, 
: 6504. .6581, 6736.. 6795, 6741. .6794 



Seq. No. 27026 

Gene No. 56045 

Start 1704 

Name OJ000113_17 . 0225 . C2 . ol . gp 

Start 4830 

GI uC-osroM202041gllbl 

Exons 4830.. 4938, 6490.. 6860 

GI Descrip. '3786011 1.0e-14 (AC005499) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_17.0225.C2 

6932 
AAT/GAP 
6860 
927 



putative elongation factor 



Seq. No. 


27027 








Seq. ID 


OJ000113 


Gene No. 


56046 








Strand 


+ 


Start 


1 








■ End . 


■ 718 


Name 


OJ000113 17 


.0225 


.C5 


. ol . np 


Method 


AAT/NAP 


Start 


1 - 








End 


718 


GI : 


5852093 








Score 


58 


Exons 


1..43, 612. 


.718 










GI Descrip. 


(AL117264) 


zwhl6 


.1 


[Oryza 


sativa] 




Seq. No. 


27028 








Seq. ID 


OJ000113 


Gene No. 


56047 








Strand 




Start 


412 








End 


.439 


Name 


OJ000113 17 


.0225 


.C7 


.ol.gs 


Method 


GEN SCAN 


Start 


412 








End 


439 


GI 


none 








Score 


.46 


Exons 


- 412. .439 












Seq. No. 


27029 








Seq. ID 


OJ000113 


Gene No. 


56048 








Strand 




Start 


2154 








End 


5814 


"Name 


OJ000113 17 


.0225 


.C8 


.ol .gs 


Method 


GENSCAN 


Start 


2154 








End 


5321 , 



27089 



GI 


hone : 




Score 


.41 






Exons 


. 2154. .2302, 


4274.. 4381, 4530. 


.4740, 4993.. 5059, 


5148.. 5321 


Seq. No. 


27029 




Seq. ID 


OJ000113_ 


11 


.0225.C8 


Gene No. 


56048 




Strand 








Start' 


2154 




End 


5814 - 






Name 


OJQOQllo 17 


. QZZb . Co . ol . np 


Method 


AAT/NAP 






Start . 


3602 




End 


5814 






GI 


6652882 




Score 


172 






Exons 


3602. .3622, 


4965.. 5443, 577.9. 


.5814 








GI Descrip. 


(AF123392) 


26S proteasome AAA 


-ATPase subunit RPT3 


[AraDiaopsis 




thaliana] 












Seq... No. 


27030 




Seq. ID 


OJ000113_ 


11 


. u zz o » ^ :? 


Gene No. 


56049 




Strand 


+ • 






Start 


218 




End 


2549 






Name 


OJ000113 17 


.0225.C9.ol.gs 


Method 


GENS CAN 






Start 


218 




End 


2549 






GI 


none 




Score 


.63^ 






Exons 


218.. -413, 825.. 1035, 2275.. 2549 






$ - 


Seq. No. 


27030 „ 




Seq. ID 


OJ000113_ 


11 


. U Z i v) • L _? 


Gene No. 


56050 




Strand 


- 






Start 


3782 




End 


'5754' ' 






Name 


/->. t A A A 1 "1 ~} 1*7 

OJ000113 17 


. 0225 . C9 . o2 . gs 


Method 


GENSCAN 






Start 


3782 




End 


5754 






GI 


none 




Score 


.47 . 






Exons 


3782 . . 313b, 


4ooo. t .48Jy, oo9/. 


.'5754 








Seq. No. 


27031 




Seq. ID 


OJ000113_ 


11 




Gene No. 






Strand 


+ ■ 






Start 


9391 




End 


11512 






Name 


OJ000113 17 


.0225.G10.o3.gs 


Method 


GENSCAN 






Start 


9391 




End 


11512 






GI 


none 




Score 


.7 






Exons 


9391,. 9573, 


11012, .11512 










Seq. No. 


27031 




Seq. ID. 


OJ000113_ 


11 


099 c; pi 0 


Gene No. 


56052 




Strand 








Start 


1563 




End 


4339 






Name 


OJ000113 17 


.0225. C10. ol.gs 


Method 


GENSCAN 






Start 


1563 




End 


4339 






GI 


none 




Score 


.47 






Exons 


. 1563. .1693, 


2524.. 2641, 4096. 


.4208, 4252. .4339 






Seq. No. 


27031 




Seq. ID 


OJ000113_ 


11 


099R PI n 
* UZz-O . LIU 


Gene No. 


56053 




Strand 








Start 


7504 




End 


8520 






Name 


OJ000113 17 


.0225. C10. o2.gs 


Method 


GENSCAN 






Start 


7504 




End 


8520 






GI 


none 




Score 


.51 






Exons 


7504. .7541, 


8484. .8520 










Seq. No. 


27032 




Seq. ID 


OJ000113_ 


17 


.0225. Cll 


Gene No. 


56054 




Strand 


+ ■ 






Start 


■ 107 




End- 


5116 






Name 


OJ000113 17 


. 0225. Cll. ol.gs 


Method 


• GENSCAN 







27090 



Start 


107 


End 


GI • 


none 


. Score 


Exohs 


107. .129, 2904.. '3039, 3604.. 


3770, 3941 


Seq. ;'No. 


27032 


Seq. ID 


Gene ;; ' : No; • 


56054 - 


Strand 


OLdl L 


107 


End 


Name 


OJ000113 17.0225.Cll.ol.np 


Method 


Start 


3543 


End 


GI 


6539588 


Score 


Exons 


3543.. 3830, 5074.. 5116 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


Seq. No. 


27033 


Seq. ID 


Gene No . 


56055 


Strand 


Start 


201 


End * 


Name 


OJ000113 17.0225.C13.ol.gs 


Method 


Start 


201 


End 


GI 


none 


Score 


Exons 


201. .240, 1328.. 1443, 2528.. 


2701, 3089 


Seq. No. 


27033 


Seq. ID 


Gene No. 


56055 . 


, Strand 




201 


End 


Name 


OJ000113 17.0225.C13.ol.np 


Method 


Start 


3228 


End 


GI 


1184100 


Score 


Exons 


'.:3228.'.3468 




GI Descrip. 


(U45958) pistil extensin-like protein 


Seq. No. 


27034 


Seq. ID 


Gene No . 


56056 


Strand 


Start 


144 


End 


Name 


OJ000113 17.0225.C14.ol.gs 


Method 


Start 


144 


End 


GI" 


none 


Score 


Exons 


144. .458 




Seq. No. 


27034 


Seq. ID 


Gene No. 


56057 


Strand 


Of a v-4- 


512 


End 


Name 


OJ000113 17.0225.C14.ol.tm 


Method 


Start 


512- 


End " 


GI 


none 


Score 


Exons 


512. .748, 537. .644, 545. .733 


, 711. .749, 




818. .853, 827. .886 




Seq. No. 


27035 


Seq. ID 


Gene No. 


56058 


Strand 


C +■ -a vf 
OLdlt 


739 


End 


Name 


OJ000113 17.0225.C19.ol.gs 


Method 


Start 


739 


End 


GI 


none 


Score 


Exons 


739. .784, 1840. .2031, 2157.. 


2221, 3428 




4655.. 4809, 6757.. 6897, 7251 


. .7311 


Seq. No. 


27035 


Seq. ID 



5083 
.58 



+ 

5116 
AAT/NAP 
5116 
197 



3468 
GENS CAN 
3379 
.58 



+ 

34 68 . 
AAT/NAP 
3468 
47 



+ 

458 

GENSCAN 

458 

.41 



-886 

TBLASTX: Maize 

886 

139 



+ 

7311 
GENSCAN 
7311 
.55 



Seq. ID OJ000113_17.0225.C19 



27091 




Gene No. 


56058 ^ . 


Strand 


+ 






Start 


739 - 


End 


7311 






Name 


ujuuuxij i / . uzzj . bi y . oi . gp 


Metinoa - 


7\ A T 1 /CIS. D 






bcarr 


1 1 A Q 

114 y 


LnQ 


1 DUO 






C T 


41 y Dooyo 


Score 


7 9 £ 
/ZD 






Exons . 


i i a q i £pm 
1 1*1 y . . l duo 










beq. no. 


o i n q c 


beq. iu 


UJ UUUllj 1/ 


H99 ^ 
. UZZ J . 


PI Q 

bi y 


Gene No . 


c; c n r o 


oirana 


-T 






Start 


739 . 


End 


7311 






Name 


OJ000113 17.0225.C19.ol.np * 


Method 


AAT/NAP. ' 






btarr 


1781 


End 


j4 DU 






bl 


6539588 


Score 








Exons 


1781. .2095, 3417. .3460 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


• 

sativa] 






beq. no. 


27035 


Seq. ID 


UJ UUUllO 1/ 


099^ 


PI Q 
u l. y 


Gene No . 


56058 


Strand 


T 






Start 


739 


End 


7311 






Name 


OJ000113 17.0225.C19.o2.np 


Method 


AAT/NAP 






OLalt 


3773 


End , 








bl 


6539588 


Score 


Z Z u 






Exons 


3773.. 4083 










GI Descrip. 


(AP000837) hypothetical protein- [Oryza 


SdllVdfr- 






Seq. No. 


27035 


Seq. ID 


c\ Tfi n n i i *5 17 
UJ UUU1 1j 1 / 


. UZZO . 


PI Q 

bi y 


Gene No . 


56059 


Strand 


+ 








20317 


End-- 


20396 






Name 


OJ000113 17.0225..C19.o2.gp 


Method 


AAT/GAP 






Start 


20317 


End 


20396 






bl 


38012 1.R1084 


Score 


100 






Exons 


20317. .20396 










GI Descrip. 


1 4097947/gb | U72255 | OSU72255 . 2 


. Oe-23 Oryza sativa 


■ 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 




beq. no . 


27035 . 


Seq. ID 


OJ000113_17 


. UZZO . 


PI Q 

bi y 


Gene No. 


56060 


Strand 


+ 






Start 


23548 


End 


23874 






Name 


OJ000113 17.0225.C19.o5.gs 


Method 


GENSCAN 






Start 


23548 


End 


23874 






pt 
bl 


none 


Score 


.66 






Exons 


,23548. .23874 










beq. No. . 


27035 , ^ 


Seq. ID 


OJ000113_17 


. uzzo . 


PI Q 

biy . 


Gene No . 


56061 


Strand 








Start 


9028 


End 


11947' 






Name 


OJ000113 17.0225.C19.o2.gs 


Method 


GENSCAN 






CM > v»+- 

btart 


9028 


End 


11947 






bl 


none 


Score 


.55 






Exons 


9028.. 9122, 9257.. .9402, 9661. 


.9894, 10356. .10487, 


1 1 1 QQ 

1 1 1 o y . 


1 1 A £ A 




11660. .11805, 11822.. 11947 










Seq. No. 


27035 


Seq. ID 


OJ000113JL7 


.0225. 


C19 


Gene No. 


56062 


Strand 








Start 


21709 


End 


28046 






Name 


OJ000I13 17.0225.C19.o3.np 


Method 


AAT/NAP 






Start 


21709 


End 


28046 







27092 




GI - r " 4587513 Score 443 

Exons 21709. .21769, .26946. .28046 

GI Descrip. (AC007060) Contains eukaryotic protein kinase domain PF| 00069. 
[Arabidopsis thaliana] 



Seq. No. 


27035 




Seq. ID 


OJ000113_17.0225. 


C19 


Gene No. 


56062 




Strand 


- 




Start 


21709 




End 


28046 




Name 


OJ000113_17.0225.C19. 


o6.gs. 


Method. 


GENS CAN ~ . 




Start . 


26891 




End 


27986 




GI 


none ^ 




Score 


.58 




Exons 


26891. .27986 










Seq. No. 


27035 




Seq. ID 


OJ000113_17.0225. 


C19 


Gene No * 


56062 




Strand 






Start 


21709 




End 


28046 




Name • ' 


OJ000113_17.0225.C19. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


27047 




End 


27907 




GI 


none 




Score 


125 




Exons 


27043?;-. .27184, 27281. . 


27634, 


2?626..27769, 27779. .27907 - 




Seq. No. 


27035 




Seq. ID 


OJ000113_17.,0225. 


C19 


Gene No. 


56062 




Strand 






Start 


21709 




End 


28046 




Name 


OJ000113 17.0225.C19. 


ol . tm 


Method 


TBLASTX: Maize " 




Start 


27053 




End 


27904 




GI 


none 




Score 


107 




Exons^ 


27053. .-27190, 27245".. 


27604, 


27629. .27754, 27776.. 27904 




Seq. No. 


27035 




Seq : . -ID 


OJ000113_17.0225. 


C19 


Gene No . 


56062 




Strand 






Start 


21709 




End 


28046 




Name 


OJ000113 17.0225. C19. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


27065 




. End 


27904 




GI 


none 




Score 


.67 




Exons 


27065. .27190, 27236.. 


27613, 


'27237. .27455, 27626; . 2-7754, 






27776. .27904 










Seq. No. 


27035 




Seq. ID 


OJ000113_17.022'5. 


C19 


Gene No . 


56062 - 




Strand 






Start 


21709 




End 


28046 




Name 


OJ000113 17.0225.C19. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


27273 




End 


27628 




GI 


none 




Score 


59 




Exons 


27273. .27455, 27281. . 


27604, 


27281. .27628 




Seq. No. 


27036 




Seq. ID 


OJ000113JL7.0225-. 


C20 


Gene No. 


56063 




Strand 


+ 




Start 


1505 




End 


1592 




Name 


OJ000113 17.0225.C20. 


o2.gp 


Method 


AAT / GAP . 




Start 


1505 ' 




End 


1592 




GI 


uC-osflcypl04cl2al 




Score 


152 




Exons 


1505. .1592 










GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 3.0e- 


29 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


27036 




Seq. ID 


OJ000113_17.0225. 


C20 



27093 



j*** ^Ty"V 

ijene 55,0 . „ ■ 


jr'--' 

D D VJ D ft r -;f> ; 






Start 


39 ' 


End 


384 


Name 


OJ000113 17.0225.C20.ol.gs 


Method 


GENS CAN 


Start 


39 * 


End 


384 


GI 


none 


Score 


.88 


Exons 


. 39. .384 - 






Seq. No. 


27036 


Seq. ID 


OJ000113_17.0225.C20 


Gene No. 


■56065^ 


Strand 




Start 


1032 


End : 


.1127 


Name 


OJ000113 17.0225.C20.ol.gp 


Method 


AAT/GAP 


Start 


1032 


End 


1127 


GI 


uC-osflcyp022c06b2 


Score 


147 


Exons 


1032.. 1127 






GI Descrip. 


•5042437/gb|AC007789.1|-AC007789. 8.0e-25 Oryza sativa. BAC T49B20 




genomic sequence, complete ; 


sequence 11 




Seq. No. 


27037 


Seq. ID 


OJ000113 12. 0223. CI 


v^ene jno. 


56066 


Strand 


- 


Start 


260 


End 


556- 


Name 


OJ000113 12.0223.Cl.ol.gs 


Method 


GENSCAN 


Start 


.260 • 


End 


556 


GI - 


none 


Score 


.86 


Exons 


260. . 556 "* 






Seq. No. 


27038 


Seq. ID 


OJ000113_12.0223.C2 


Gene No . 


56067 


Strand 


+ 


Start- 


195 


End 


1566 


Name , 


OJ000113 12.0223. C2.ol.gs-- 


Method 


GENSCAN 


Start ■■" 


195 


End 


1566 


GI 


none 


Score 


.95 


Exons 


195. .273, 1529. .1566 






Seq. No. 


27039 


Seq. ID 


OJ000113_12.0223.C3 ^ .' 


oene lno • 


56068 


Strand 




Start . 


46 


End 


323 


Name 


OJ000113 12.0223.C3.ol.gs 


Method 


GENSCAN 


Start 


4 6 


End . 


323 


GI 


none 


Score 


.64 


Exons 


46. .323 






Seq. No. 


27040 


Seq. ID 


OJ000113_12 . 0223 .C4 


Gene No. 


56069 


Strand 




Start " 


1 


. End 


768 


Name 


OJ000113 12.0223. C4.ol.np. 


Method 


AAT/NAP 


o car t. 


1 


End 


768 


GI 


114534 


Score 


289 


Exons 


1..41, 442. .768 






GI Descrip. 


ATP SYNTHASE ALPHA CHAIN gi | 67828 | pir I | PWWTA H+-transporting ATP 


synthase (EC 3.6.1.34) alpha chain - wheat chloroplast gi I 552 97 6 




(M168'42) ATP synthase alpha 


subunit [Triticum aestivum] 


Seq. No. 


27040 


Seq. ID 


OJ000113_12.0223.C4 


Gene No. 


56069 


Strand 




Start 


1 


End 


768' 


Name 


OJ000113 12.0223.C4 .ol.ts 


Method * 


TBLASTX: Soybean 


Start 


445 


End 


691 



27094 



GI 

Exons 



none* " Score ' 166 

445. .657, 450. .659,. 453. .659, 454. .660, 664. .690, 668.'. 691 



Seq. No. 
Gene No. . 
Start • 
Name 
Start 
GI 

Exons 

-GI Descrip. 



27040 Seq. ID OJ000113_12 . 0223 . C4 

56069 Strand 

1 End -7 68 

OJ000113_12 . 0223 . C4 . ol . gp Method AAT/GAP 

446 End 592 

LIB3431-040-P1-K2-C1 ' ' Score '238 

446.-592 

! 114521/sp|P12084|ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197.9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPasealpha [Oryza sativa]' 



Seq. No. 


27040 






Seq. ID 


OJ000113_12.0223 


.C4 


Gene No. 


56069 






Strand 






Start 


1 






End 


768 




Name 


OJ000113 


12. 0223. C4 


ol. tc 


Method' ■ - 


TBLASTX: Cress 




Start 


450 






End 


648 




GI 


none 






Score 


99 




Exons 


450. .647, 


453. .644, 


454 . .-648, 


454 . .64.8 






Seq. No. 


27040 






Seq. ID 


OJ000113_12.0223 


.C4 


Gene No. 


56069 






Strand 






Start 


1 






End 


768 




Name 


OJ000113 


12.0223.C4 


.ol . gs 


Method. 


GENSCAN 




Start 


534 






End 


752 




GI 


none 






Score 


.61 




Exons 


534. .752 












Seq. No. 


27041 






Seq. ID 


OJ000113_12.0223 


.C5 


Gene No. 


56070 






.Strand 






Start 


1 






End 


771 




Name 


OJ000113 


12. 0223. C5 


pl.np 


Method 


AAT/NAP 




Start 


1 






End 


771 




GI 


4586056 






Score 


278 





Exons 1..180, 660. .771 

GI Descrip. (AC007020) unknown protein [Arabidopsis thaliana] 



Seq. No. 


27041 










Seq. ID 


OJ000113_12.0223. 


C5 


Gene No. 


56070 










Strand 






Start. 


1 










End 


771 




Name 


OJ000113 


12. 


0223. 


C5.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


21 - 










End 


769 




GI . 


none 










Score 


90 




Exons 


21. .182, 


51. 


.158, 


55. . 


180, 


659. .769 






Seq. No. 


27041 










Seq. ID 


OJ000113_12.0223. 


C5 


Gene . No. 


56070 










Strand 






Start 


1 










End 


771 




Name 


OJ000113 


_12. 


0223. 


C5.ol 


.tc 


Method 


TBLASTX: Cress ' 




Start 


51 










End 


770 




GI 


none 










Score 


105 . _ 




Exons 


51. .182, 


58. 


-183, 


659. 


.769, 


660. .770 







27095 




Seq. No. 


27042 ; ' • 




Seq. ID 


OJ0'00113_12.0223 


-C7 


Gene No. 


56071 




Strand 






Start 


165 




End 


364 




Name 


OJ000113 12. 0223. C7 . 


ol .gs 


Method 


GENSCAN 




Start. 


165 




End . 


364 




GI 


none 




Score 


.79' 




Exons 


165. .176, 224. .364 










Seq. No. 


27043- 




Seq ; ID 


OJ0001i3_12.0223 


.C8 


Gene No. 


56072 




Strand 


+ 




btart 


1 




End 


781 ' 




Name 


OJ000113 12. 0223. C8. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


781 




GI 


4680179 




Score 


923 




Exons 


. 1. .781 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


27043 




Seq. ID 


OJ000113JL2.0223 


.C8 


Gene No. 


56072 




Strand 


+ 




Start 


1 




End ■ 


781 




Name 


OJ000113 12. 0223. C8. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


7 




End 


174 




GI. 


none 




Score 


224 




Exons 


. 7. .174, 22. .171 










Seq. No. 


27043 




Seq. ID 


OJ000113_12.0223 


.C8 


Gene No. 


56072 




Strand 


+ 




Start 


" 1 




End 


781 




Name 


OJ000113 12. 0223. C8. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


13 




End 


177 




GI. 


none 




Score 


251 




Exons 


13. .177, 19. .159, 24 


. .176 








Seq. No. 






ofciq. ±u 


n.Tnnnii^ 19 099** 


.C8 


Gene No. 


56072 




Strand 


+ ' ~ 




Start 


1 . 




End 


•781 




Name 


OJ000113 12. 0223. C8. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


213 




End,. 


740 




GI 


none 




Score ■ 


595 




Exons 


213. .740, 290. .736 










Seq. No. 


27043 




Seq. ID 


OJ000113_12.0223 


-C8 


Gene No. 


56072. 




Strand 


+ 




Start 






End 


781 




Name 


OJ000113 12.0223.C8. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


387 




End 


779 




GI 


none 




Score 


356 




Exons 


387. .779, 426. .620, 


500. .778 








Seq. No. 


27043 




Seq. ID . 


. OJ000113_12.0223 


.C8 


Gene No. 


56072 




Strand 


+ 




Start 


1 




End 


781 




Name 


OJ000113 12. 0223. C8. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


447 




End 


764 




GI 


none 




Score 


101 




Exons 


447. . 620,. 468. .566, 


621. .764, 


623. .748 







27096 



Seq. No. 


27043 


*.. ' • - 


Seq. v ID 


Oj000ri-3_12.0223.C8 


Gene No. 


OOU / £ 




Strand 


+ 


Start 


1 




End 


781 


Name 


OJ000113 


_12.0223.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


533 




End 


781 


GI 


. none 




. Score 


287 v 


Exons 


533. .781, 


540.. 779 






Seq. . No. 


27044 




Seq. ID 


OJ000113_12.0223.C11 


Gene No. 






otiranu 




Start 


276 




End 


344 


Name 


OJ000113 


_12.0223.Cll.ol.gs 


Method 


GEN SCAN 


Start 


276 




End 


344 


GI 


none 




Score 


.82 


Exons • 


• 276. .344 


.... 






Seq. No. 


27045 




Seq. ID 


OJ000113_12.0223.C12 


Gene No. 


56074 




Strand 




o tar l 


1 




End 


/ DO 


Name 


OJ000113 


_12.0223.C12.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


768 


GI 


3805962 




Score 


660 


Exons 


1..129, 234. .478> 623. .768 






GI. Descrip. 


(Y13772) 


laccase [Populus balsamif era 


subsp. trichocarpa]' 


Seq. No. 


27045 




Seq. ID 


OJ000113_12.0223.C12 


Gene No. 


56074 




Strand 




Start 


1 




End 


768 


Name 


OJ000113 


12.0223.C12.ol.gs V 


Method 


GENSCAN 


Start 


38 




End 


711 


GI 


none 




Score 


.87 


Exons 


38. .180, 


234. .478, 623. .711 






Seq. No. 


27045 




Seq. ID 


OJ000113_12.0223.C12 


Gene No. 


56074 




Strand 




btart 


1 




End 


n a q 

/ DO 


Name 


OJ000113 


12.0223.C12.ol.ts 


Method 


TBIjASTX: Soybean 


Start 


39 




End 


766 


GI 


none 




Score 


55 


Exons 


39. .110, 


40. .102, 104. .130, 


105. .131, 


229. .477, 233. .478, 




619. .765, 


623. .766 






Seq. No. 


27045 




Seq. ID 


OJ000113_12.0223.C12 


Gene No. 


56074 




Strand 




Start 


1 




End 


768 


Name 


OJ000113 


12.0223.C12.ol. tc 


Method 


TBLASTX: Cress 


Start 


229 




End 


696 


GI 


none 




Score 


182 


Exons 


229. .477, 


233. .478, 619. .696 






Seq.' No. 


27045 




Seq. ID 


OJ000113_12.0223.C12 


Gene No. 


56074 




Strand 




Start 


' 1 




End 


768 


Name 


OJ000113 


12.0223.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


229 




End 


478 


GI 


none 




Score 


235 


Exons 


229. .477, 


233. .475, 245. .478 







27097 



Seq, No, 


27045 


Sea ID 


OJ000113 12 0223 C12 


Gene No. 


56074 


Strand 




Start 


1 


End 


768 


Name 


OJ000113 12.0223.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


235 


End 


699 


GI 


none 


Score 


299 


Exons 


235. .477, 236. .478, 619. .699, 


623. .694 




Seq. No. 


27046 


Seq. ID 


OJ000113_12.0223..C14 


Gene No. 


56075 


Strand 




Start 


1 


End 


2298 


Name 


OJ000113 12.0223.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2099 


GI 


4680206 : 


Score 


595 


Exons 


1..42, 507. .590, 629. .785, 1137. .1230, 


1749. .1856, 1960. .2099 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


27046 


Seq. ID 


OJ000113_12.0223.C14 


Gene No. 


56075 • 


Strand 




Start 


1 


End 


2298 


Name 


OJ000113 12.0223.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


497 


End 


2099 


GI 


none ; ' 


Score. 


'38 


Exons 


497.. 550, 507.. 551, 508.. 552, 


626.'. 784, 


636. .785, 652. .786, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



1137. .1226, 1138. .1233, 1140. .1232, 1739. .1861, 1740. .1859, 
I960.. 2073, 1962.. 2099, 1968.. 2078 



27046 
56075 
1 

OJ000113_12 . 0223 . C14 . o2 . tm 

502 

none 



Seq. ID OJ000113_12.0223.C14 
Strand 

End 2298 

Method TBLASTX : Maize 

End 788 

Score 55 



502. .555, 506. .556, 507. .563, 508. .564, 634. .786, 634. .771, 
636. .788 ' " • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



27046 
56075 
1 

OJ000113_12.0223.C14.ol.gs 

507 

none 



Seq. ID OJ000113_12.0223.C14 
Strand 

End" 2298 

Method GENSCAN 

End 2092 

Score .74 



507...785, 11-37. .1230, . 1749. .1856, I960. . 2092 



27046 
56075 
1 

OJ000113_12.0223.C14.ol.tm 

1760 

none 



Seq. ID OJ000113_12.0223.C14 
Strand 

End 2298 

Method TBLASTX: Maize 

End 2298 

Score 78 

1760. .1861, 1761. .1856, 1962. .2072, 1964. .2089, 1967. .2101, 
2190.. 2294, 2218.. 2298 



27046 
56075 
1 



Seq. ID OJ000113_12.0223.C14 

Strand " 

End 2298 



27098 




Name 


OJ000113 12 


.0223.C14.ol 


.ts 


' Method 


TBLASTX: Soybean 


Start 


1787 






End 


2105 


GI 


none 






Score 


78 


Exons 


1787. .1861, 


1788. .1859, 


1960 


..2100, 1962.. 2099, 1971.. 2105 


Seq. No. 


-27047 






-Seq. ID 


OJ000113_12.0223.C15 


Gene No. 


56076 






Strand 


+ 


Start 


393 






End " 


1885 


Name 


OJ000113 12 


.0223.C15.ol 


.tm . 


Method 


. TBLASTX: Maize 


Start 


387 






End 


1882. 


GI 


none 






Score 


231 


Exons 


387. .545, 405. .542, 407 


. .577 


, 407. .556, 1249. .1389, 1250. .13 




1251. .1412, 


1262. .1390, 


1805 


..1882, 1806. .1874, 1807. .1881 


Seq. No. 


27047 . 






Seq. ID 


OJ000113_12.0223.C15. 


Gene No. 


56076 






Strand 


+ 


Start . 


393 






End 


1885 


Name 


OJ000113 12 


.0223.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


387 






End 


1342 


GI 


none 






■ Score . 


200 


Exons 


387. .545, 407. .556, 1249. .1305, 1250.. 


1342 


Seq. No. 


27047 






Seq. ID 


OJ000113 12.0223.C15 


Gene No; 


56076 






Strand 


+ ■ • > ' 


Start 


393 






End 


1885 


Name 


OJ000113 12 


.0223.C15.ol 


. np 


Method 


AAT/NAP 


Start 


393 






End 


1885 


GI 


6754856 






Score 


128- 


Exons 


393.-544, 1261. .1389, 1805.. 


1885 




GI Descrip. 


nitrilase 1 


gi 13228668 


(AF069988) nitrilase 1 [Mus musculus] 


Seq. No. 


27047 






Seq. ID 


OJ000113_12.0223.C15 


Gene No. 


56076 






Strand 


+ 


Start 


393 






End 


1885 


Name 


OJO.0'0113 12 


.0223.C15.ol 


.gs 


Method 


GEN SCAN 


Start 


.1261 






End 


1863 


GI 


none 






Score 


.83 


Exons . 


1261. .1389, 


1805. .1863 








Seq. No. 


27048 






Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56077 






Strand. 


+ 


Start 


1 






End 


532 


Name 


OJ000113 12 


.0223.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 * 






End' . 


532 


GI 


5031947 






Score 


194 


Exons 


1..170, 317 


. .532 








GI Descrip. , 


nitrilase 1 


gij3228666 


(AF069987) nitrilase 1 [Homo sapiens] 




gi| 3242978 


(AF069984) nitrilase homolog 1 [Homo sapiens] 


Seq. No. 


27048' 






Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56078 






Strand 


+ " 


Start 


3567 






End 


5287 


Name 


OJ000113 12 


.0223.C16.o2 


.np 


Method 


AAT/NAP 


Start 


3567 






End 


5287 


GI 


6939229 






Score 


1059 


Exons 


3567. .5287 











GI Descrip. (AC020579) putative heat shock protein [Arabidopsis thaliana] 



27099 





1 \J *i O 








c^rr TV) 




Gene No.. 


56079 








Strand 




Start 


7151 








End * 


11553 ■' 


Name 


OJ000113 12 


.0223. 


C16.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


3590 








End 


3745 


GI 


none 








Score 


249 


Exons 


3590. .3745, 


3591. 


.3743 










- 9704ft 

Z. / \J *± o 








Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJ000113 12 


.0223. 


C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3956 








End 


4223 


-GI - . ' ' 


none 








Score 


12 X, - ; * 


Exons 


3956. .4042, 


3957. 


.4043, 


4046 


..4138, 4047. ".4223 


Seq. No. 


27048 








Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56079 - 








Strand 






71 M 








. End 


11553 


Name 


OJ000113 12 


.0223. 


C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4495 








End 


.5145 


GI 


none 








Score 


67 


Exons 


4495. .4599, 


4497. 


.4604. 


4499 


. .4570, 4534. .4599, 4 656. .4 688, 




4656. .4700, 


4660. 


.4 695, 


4672 


..4920, 4699... 4773, 4765. .4857, 




4767. .4871, 


4869. 


.4925, 


4930 


..5031, 5055. .5084, 5083. .5145 


Seq. No. 


27048 








Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJ000113 12 


.0223. 


C16.ol 


.gp 


Method 


AAT/GAP 


Start 


7151 








End 


8095 


GI 


54434 1.R1084 






Score 


1195 


Exons 


7151. .7693, 


7992. 


.8095 









GI Descrip. f 4406756/gb I AAD20067 | 3. 0e-16 (AC006836) .putative integral 
- membrane protein A3 [Arabidopsis thaliarfa] 1 . 



Seq. No. 27048 Seq. ID 

Gene No. 56079 Strand 

Start 7151 End 

Name OJ000113_12 . 0223.C16.o2 .gs Method 

Start 7385 " End 

GI none Score 
Exons 



OJ000113_12.0223.C16 

11553 
GEN SCAN 
9994 
.54 



738S..7466, 7555.. 7751, 7992... 8366, 8488.. 8597, 8707.. 8750, 
8942. .9142, 9444. .9586, 9701. .9994 



Seq. No. 27048 

Gene No. 56079 

Start 7151 

Name OJ000113_12 . 0223.C16.o2.tc 

Start 7496 

GI none 

Exons 7496.-7696, 
8062. .8277 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_12.0223.C16 
11553 

TBLASTX: Cress 

8277 

114 



7S42..7688, 8020. . 8172," 8025 . . 8126, 8061. .8276, 



Seq. No. 
Gene No. 



27048 
56079 



Seq. ID 
Strand 



OJ000113 12.0223.C16 



27100 



Start 


7151 








End 


11553 


Name 


OJ000113_12 


.0223. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


7539 








End 


9947 


GI 


none 








Score 


162 


Exons 


7539. .7688, 


7541. 


.7696, 


7617. 


.7724, 7637. .7696, 7983. .8123, 




7990. .8172, 


8061. 


.8396, 


8068. ; 


.\8136, 8188.. 8367, 8485. .8541, 




8486. .8563, 


8941. 


.9111, 


9008. 


.9112, 944 


4. .9608, 9446. .9610, 




9701. .9946, 


9861. 


.9947 








Seq. No. 


27048 








Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJOOOllJ L£. 


.0223. 


C16.o3 


.np 


Method 


AAT/NAP 


Start 


7544- 








End 


9937 


GI :* 


4406756.. - 








Score 


1361 • 


Exons • 


7544. .7693, 


7992. 


.8366, 


8488. 


.8619, 8965. .9110, 9448.. 9586, 




9701. .9937 












GI Descrip. 


(AC006836) 


unknown protein [Arabidopsis 


thaliana] 


Seq. No*. 


27048 








Seq. ID 


OJ00011'3_12 . 0223 .C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJ000113 12 


.0223. 


C16.o4 


. tm 


Method . 


TBLASTX: Maize 


Start 


8112 








End 


8557 


GI 


none 








Score 


208 


Exons 


8112. .8369, 


8113. 


.8367, 


8476. 


.8550, 8477. .8557 


Seq. No. 


27048 








Seq. ID 


OJ000113_12 . 0223 .C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJ000113 12 


.0223. 


C16.o2 


.gp 


Method 


AAT/GAP 


Start 


9057 








End 


11553 


GI 


44809 2.R1084 






Score 


1036 


Exons 


.9057. .9110, 


9448. 


.9586, 


9701. 


.9994, 11485.. 11553 


GI Descrip. 


■4406756/gb|AAD20067| 2 


.Oe-60 


(AC006836) putative integral 




membrane protein A3 [Arabidopsis thaliana] 1 


Seq. No. 


27048 








Seq. ID 


OJ000113_12 . 0223. C16 


Gene No. 


56079 








Strand 




Start 


7151 








End 


11553 


Name 


OJ000113 12 


.0223. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


9060 








End 


9943 


GI 


none 








Score 


74 


Exons 


9060. .9113, 


9061. 


.9111, 


9062. 


.9124, 9444. .9608, 9446. .9610, 




9701. .9754, 


9701. 


.9943, 


9759. 


.9803, 9858. .9929 


Seq. No. 


27048 








Seq. ID 


OJ000113_12.0223.C16 


Gene No. 


56079 








Strand 




Start 


7151 








End ' 


11553 


Name 


OJ000113 12 


.0223. 


C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


9070 . 








End 


9917 


GI 


none 








Score 


145 


Exons 


9070. .9111, 


9444. 


.9587, 


9446. 


.9610, 9455.. 9610, 9701.. 9751, 




9731. .9916, 


9762. 


.9797, 


9861. 


.9917 




Seq. No. 


27049 








Seq. ID 


OJ000113_12.0223.C17 


Gene No. 


56080' 








Strand' 


+ 



27101 




Start 


1713 


End 


3482 




Name 


OJ000113 12.0223.C17.ol.np 


Method 


AAT/NAP 




Start 


1713 


End 


3482 




GI 


6539588 


Score 


119 




Exons 


1713. .1908, 3416. .3482 








GI - Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27049 


Seq. ID 


OJ.000113_12.0223. 


C17 




56081 


Strand 


+ 




Start 


4620 


End 


5812 




Name 


OJ000113 12.0223.C17.o2.gs 


Method 


GENSCAN 




Start 


4620 


End 


5380 




GI 


none 


Score 


.45 




Exons 


4620. .4641, 4652. .4732, 5136. .5380.. 


- 




Seq. No. 


/. 1 yjH j 


Seq. ID 


OJ000113_12.0223. 


C17 




D DUO -L 


Strand 


+ 




Start 


a con 

H D £. U 


End 


5812 




Name 


U(J UUU J.1 J 1Z . U^^ J • ^1 / . U Z . LW 


■ Method 


TBLASTX: Wheat 




Start 


4 /UZ 


End 


5040 




GI 


none 


Score 


176 




Exons 


4702. .5040, 4824. .4928 








Seq. No. 


9*7 A A Q . " 
Z / U fi y 


Seq. ID 


OJ00.0113_12.0223. 


C17 


Gene No. 




Strand 


+ 




Start 


4 con 


End 


5812 




Name 


mnnni 1 ^ 19 n99*} pi *7 <^9 nn 


Method 


AAT/NAP 




Ofarf 

O Lai t_ ■ 


*± / iy 


End 


5812 




GI 


6498441 


Score 


34 6 .v, . 




Exons 


4719.. 5812 








GI Descrip. 


^rvTUUUO lO J LOl L / 6 / OO ^LZZ JO 


) corresponds to a region of 


the 




preuiCLea gene. , oimiiai to 


Sorghum bicolor Gypsy-Ty3 type 




rstrotransposon Rctruooi x • 


(AF098806) 


[Oryza sativa] 




Seq. No. 




Seqf^ED 


OJ000113__12.0223. 


C17 


ucilc INU • 


0 DUO J. 


. Strand 


' + 




Start 


4 620 


End 


5812 




Name 


..OJ000113 12 . 0223 .C17 . 01 . tw 


Method 


TBLASTX: Wheat 




Start 


*'%349 


End 


5675 




GI 


none 


Score 


231 




Exons 


5349. .5675, 5358.-5594 








Seq. No. 


27050 


Seq. ID 


OJ000113_12.0223. 


C18 




56082 ' ■ s 


' Strand 






Start 


491 


End 


2514 




Name 


OJ000113 12.0223.C18;ol.gs 


Method 


GENSCAN 




Start 


491 


End 


2514 




GI 


none 


Score 


.54 




Exons 


491.. 507, 2439.. 2514 








Seq. No. 


27050 


Seq. ID 


OJ000113_12.0223. 


C18 


Gene No. 


56082 


Strand 






Start 


491 


End 


2514 




Name 


OJ000113 12.0223.C18."ol.gp 


Method 


AAT/GAP 




Start 


1877 • 


End 


2300 




GI 


LIB3477-003-P1-K1-E9 


Score 


123 




Exons 


1877. .1955, 2280. .2300 









27102 



GI Descrip. 1 24 9.8586/sp | Q40638 I MP01_0RYSA 2.6e-24 MAJOR 'POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


27051 








Seq. ID 


OJ000113 


12.0223.C19 


Gene No. 


56083 








Strand 


+ 




Start 


1140 








End 


1541 




Name 


OJ000113 12 


.0223. 


C19.ol 


. OP 


Method 


AAT/GAP 




Start 


1140- ; 






End 


1541 * 




GI 


none ' 








Score 


752 




Exons 


1140. .1541 














Seq. No. 


27051 








Seq. ID 


OJ000113 


12.0223.C19 


Gene. No . 


56084 








Strand 


+ 




Start 


2291 








■ End ' r- . ^ • 


2764 




Name 


OJ000113 12 


.0223. 


C19.o2 


. as 


Method 


GENSCAN 




Start 


2291 








End 


2764 




GI 


none 








Score 


. 99 




Exons 


2291. .2764 














Seq. No. 


• 27051 








Seq. ID 


OJ000113 


12 .0223 .C19 


Gene No . 


56085 








. Strand 






Start 


1344 








End 


6039 




Name 


OJ000113 12 


.0223. 


C19.ol 


.as 


Method 


GENSCAN 




Start 


1344 








End 


1720 




GI 


none 








Score 


.98 




Exons 


1344. .1606, 


1645. 


.1720 










Seq. No. 


r- .'- 

27051 








Seq. ID 


OJ000113_ 


12.0223.C19 


Gene No. 


56085 








Strand 






Start 


1344 








End 


6039 




Name 


OJ000113 12 


.0223. 


C19.ol 


.np 


Method 


AAT/NAP 




Start . 


1457 








End 


4735 




GI 


4335748 








Score 


1079 v 




Exons 


1457. .1606, 


2300. 


.2674, 


3221. 


.3370, 3726.-3877, 


4002. .4140, 



GI Descrip. 



4538. .4735 
(AC006284) 
thaliana] 



putative integral membrane, protein [Arabidopsis 



Seq. No. 


27051 








Seq. ID. 


OJ00.0113_12 . 0223 . C19 


Gene No. 


56085 








Strand 




Start 


1344 








End 


6039 


Name 


OJ000113 12 


.0223. 


C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1460 








End 


2585 


GI . 


none 








Score 


174 


Exons 


1460. .1612, 


2295. 


.2372, 


2343. 


.2585, 2357.. 2584 


Seq. No. 


27051 








Seq. ID 


OJ000113_12.0223.C19 


Gene No. 


56085 








Strand 




Start 


1344 








End 


6039 


Name 


OJ000113 12 


.0223. 


C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1460 








End 


4796 


GI 


none 








Score 


248 


Exons 


1460. .1612, 


2295. 


.2372, 


2301. 


.2675, 2357. .2680, 3218. .3277, 




3711. .3890, 


3739. 


.3879, 


3755. 


.3880, 3997. .4167, 3998. .4141, 




4533.-4796, 


4538. 


.4786 









27103 



OJ000113_12. 0223.C19 
6039 

TBLAStX: Maize 

3274 

230 



OJ000113_12.0223.C19 

6039 
AAT/GAP 
3810 
916 

Exons 2449.. 2674, 3221.. 3342, 3414. ,3457, 3703. -.3810 

GI Descrip. 1 24 98098 /sp | Q41706 I A3_VIGUN 3.0e-34 A3 PROTEIN 

>gi_2129909_pir S58310 gene A3 protein - cowpea 

>gi_938300_emb_CAA62086_ (X90487) unknown [Vigna unguiculata] 



Seq. No. " 


'27051 ' 




Seq. ID 


OJ000113_12.0223.C19 


Gene No. 


56085 




Strand 




Start . 


1344 




End 


6039 


Name 


OJ000113 12.-0223. C19.o3 


. gs 


Method 


GENSCAN 


Start & ..*. • ■ 


2952 




End 


4-774 . ■ - " • 


GI 


none 




Score 


.8 


Exons 


2952. .2993, 3221.. 3342, 


3668. 


.3877, 4002. .4146, 4538.-4774 


Seq. No. 


27051 




Seq. ID 


OJ000113_12.0223.C19 


Gene No . 


56085 




Strand 




Start 


1344 




End 


6039 


Name 


OJ000113 12.0223.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3727 




End 


4143 


GI 


none 




Score 


193 


Exons 


3727. .3879, . 3732: .3878, 


3738. 


.3881, 3997. .4143, 3998. .4138. 


Seq. No. 


27051 




Seq. ID 


OJ000113_12.0223.C19 


Gene No. 


56085 




Strand 




Start 


1344 . . 




End 


6039 


Name 


OJ000113 12.0223.C19.o3 


.tc 


Method 


TBLASTX: Cress 


Starf 


3837 




End 


4167 


GI 


none 




Score 


42 


Exons 


3837.. 3890, 3838.. 3879, 


3997. 


.4167, 3998. .4141 


Seq. No. 


27051 




Seq. ID 


OJ000113_12.0223.C19 


Gene No . 


56085 




Strand 




Start 


1344 




End 


6039 • 


Name 


OJ000113 12.0223.C19.o3 


. gp 


Method 


AAT/GAP 


Start 


4121 




End 


6039 


GI 


uC-osroM202035b06bl 




Score 


866 


Exons 


' 4121. '.'4146, 453a.,.4817, 


5883, 


.6039 / : 




GI Descrip. 


, 4335747/gb|AAD17424 | 4 


.0e-24 


(AC006284) putative A3 protein" 




[Vigna unguiculata] (integral membrane 


protein) [Arabidopsis 




thaliana] 1 








Seq. No. 


27051 




Seq\ ID 


OJ000113_12.0223.C19 


Gene No. 


56085 




Strand 




Start 


1344 




End 


6039 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27051 Seq. ID 

56085 Strand 

1344 . End 
OJ000113_12 . 0223 . C19 . o2 . tm Method 

2420 End 

none Score 

2420.. 2680, .2442.. 2675, 3218.. 3274 



Seq. No. 27051 * Seq. ID 

Gene No. 56085 Strand 

Start 1344 End 

Name OJ000113_12 . 0223 .CI 9 . o2 .gp Method 

Start 2449 End 

GI uC-osflM202047el2bl ' Score 



27104 



Name 

Start 

GI 

Exons 



OJ000113_12.0223.C19.o3.tm Method TBLASTX : Maize 
4511 End 4798 

none Score 45 < . . 

45.11.. 4567, 4542.. 4568, 4575.. 4775, 4583.-4798 



Seq. No. ■ 27051 Seq. ID 

Gene No. 56085 Strand 

Start 1344 End 

Name . OJ000113_12 . 0223.C19.o2 . tc Method 

Start 4533 End 

GI none Score 

Exons 4533.. 4775, 4535.. 4774 

Seq. No. 27052 Seq. ID 

Gene No. 56086 Strand" 

Start 915 . End 

Name OJ000113_12. 0223 . C20 . ol . gs Method 

Start 915 End 

GI none v Score. 

Exons 915.. 993, 1499.. 1524^ 



OJ000113_12.0223.C19 
6039 

TBLASTX: Cress 

4775 

154 



OJ000113_12.0223.C20 

+ " 

1524 

GENSCAN 

1524 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27053 Seq. ID 

56087 Strand 
269 • • ' End 

OJ000113_12.0223.C21.ol.-gs Method 
269 End 
none Score 
269.. 336, 1538.. 1585, 1795.. 2031, 2124.. 2389, 4179.. 4292, 
4455.-4628, 5185.. 6669, 6687. .6874, 7079. .7179, 7289. .7379, 
7508. .7618, 7710. .7775, 8586. .8645, 8724. .9299, 9664. .9789, 
9872.. 9991, 10079.. 10144 



OJ000113_12.0223.C21 
+ 

10144 ; ' 
GENSCAN 
10144 
.84 



OJ000113_12.0223.C21 

+ ■ 



27053 Seq. ID 

56087 \ Strand 

269 End 10144 

OJ000113_12 . 0223 . C21 . ol . np Method AAT/NAP 
5761 End 10003 

6143897 Score 1386 

5761. .6982, 7079. .7179, 7289. .7379, 7508. .7618, 
8586.-8645, 8724 .. 9299, 9664 .. 9803, 9889. .10003 
(AC010718) putative translation initiation factor IF- 2 
[Arabidopsis thaliana] 



7710. .7775, 



27053 Seq. ID 

56088 Strand 

10393 End 
OJ000113_12 . 0223 . C21 . o5 . tm Method 

6480 End 

none . Score 

6480. .6650,- 6495. .6701, 6506.. 6658 



Seq. No. 27053 Seq. ID 

Gene No. 56088 Strand 

Start 10393 End 

Name OJ000113_12. 0223 . C21 . ol . ts Method 

Start 6716 End 

GI none Score 



OJ000113_12.0223.C21 
12451 

TBLASTX: Maize ■ 

6701 

234 



OJ000113_12.0223.C21 
12451 

TBLASTX : Soybean 

8783 

87 



27105 




Exohs - 


61 £6 . . 6775, 


6776~. 


. 6988, 


6778. 


.6978, 6779.. 6982, 7076.. 7177, 




7084. .7179, 


7287 . 


.7406, 


7287. 


.7352, 7505. .7618, 7507. .7617, 




7704 ...7775, 


7709. 


.7774, 


8580. 


.8645, 8706. .8783 


Seq. No. 


27053 








Seq. ID 


OJ000113_12.0223.C21 


Gene No. 


56088 








Strand 




Start 


10393 








End 


12451 


Name 


OJ000113 12. 


0223. 


C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


- 6784 • 








End 


9991 - 


GI 


none 








Score 


228 


Exons 


6784 . . 6978, 


6785. 


. 6988, 


6785. 


.6991, 7076.. 7177, 7079.. 7177, 




7286. .7324 r 


7287 . 


.7406, 


7340. 


.7375, 7466.. 7618, 7477.. 7617, 




7704 . .7775, 


8580. 


.8645, 


8585. 


.8641, 8712.. ,8783, 8713.. 8745, 




8777 . . 9259, 


8781. 


. 9266, 


8850. 


.9302, 8870.. 9316, 9869.. 9991 


- 

Seq. No. 


27053 








Seq. ID 


*OJ000113_12.0223.C21 


Gene No. 


56088 








Strand 




Start 


10393 








End 


12.451 


Name 


OJ000113_12. 


0223. 


C21.ol 


.tw 


Method 


TBLASTX: Wheat. ' 


Start 


6793 








End 


7585 


GI 


none 








Score 


210 


Exons 


6793. . 6978, 


6794 . 


.698.8, 


7076. 


.7177, 7079.. 7177, 7081.. 7179, 




7286. . 7375, 


7287 . 


.7406, 


7466. 


.7585, 7.4.77. .7581 


Seq. No. 


27053 








Seq. ID 


OJ000113_12.0223.C21 


Gene No. 


56088 








Strand 




Start 


10393 








End 


12451 


Name 


OJ000113 12. 


0223. 


C21.o3 


. tc 


Method 


TBLASTX: Cress * 


Start 


6802 








End - 


7177 


GI 


none 








Score 


171 


Exons 


6802. .6975, 


6803. 


.6988, 


7070. 


.7138, 7073.. 7177 


Seq. No. 


27053 








Seq. ' ID 


OJ000113_12.0223.C21 


Gene No. 


: 56088 








Strand 




Start 


10393 








End 


12451 


Name 


, OJ000113_12. 


0223. 


C2 1 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


8946 








End 


9266 


GI 


none 








Score 


198 


Exons 


8946. . 9134, 


8 948 . 


. 5127, 


8952 . 


.9134, 9137. .9259, 9138.. 9266 


Seq. No. 


27053 








Seq. ID 


OJ000113_12.0223.C21 


Gene No . 


56088 








Strand 




Start 


10393 








End 


12451 


Name 


OJ000113 12. 


0223. 


C21.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


9044 








End 


9293 


GI 


none 








Score 


195 


Exons 


9044 . . 9259, 


9045. 


. 9266, 


9045. 


.9293 




Seq. No. 


27053 








Seq. ID 


OJ000113_12.0223.C21 


Gene No. 


56088. 








Strand 




Start 


10393" 








End 


12451 


Name 


OJ000113 12. 


0223. 


C21.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


10386 








End 


10933 


GI 


none 








Score 


121 


Exons 


10386. .10541 


, 10387. .10545, 10409. . 10546, 10647 .. 10760, 



10648. .10761/.. 10654. .10761, 10682 10930, 10718.. 10933 



27106 



Seq. No.*" 


270§3 




Gene No. 


56088 




Start . 


10393 




Name 


OJ000113 12.0223.C21 


.o2.ts 


Start 


10386 




GI 


none /'. 




Exons 


10386. .10541, 10387. 


. 10539, 




10648. .10773, 10650. 


. 10832, 




11119. .11184, 11462. 


.11605, 




11694. .11837, 12200. 


. 12451, 


Seq. No. 


27053 




Gene No. 


56088 




Start 


10393 




-Name 


•OJ000113 12.0223.C21 


. o2 ..np 


Start 


10389 




GI 


4335747 




Exons 


10389. .10538, 10649. 


. 11023, 




11698. .11836, 12205. 


. 12402 


GI Descrip. 


(AC006284) putative 


Integra 




thaliana] 




Seq. No. 


27053 




Gene No. 


56088 . 




Start 


10393 




Name 


OJ000113 12.0223.C21 


.o2.gs 


Start 


10393 




GI 


none 




Exons 


10393. .10521, 10549. 


.10632, 




11386. .11604, 11698. 


. 11836, 


Seq. No. 


27053 




Gene No . 


56088 




Start 


10393 




Name 


OJ000113 12.0223.C21 


.o4 .tm 


Start . 


10769 




GI 


none 




Exons 


10769. .11023, 10769. 


. 11026, 


Seq. No. 


27053 




Gene No. 


56088 




Start 


10393 




Name 


OJ000113_12.0223.C21 


. o2 . tm 


Start • 


11441 




GI 


none 




Exons 


11441. .11605, 11466. 


.11606, 




11694. .11834 




Seq. No. 


27053 




Gene No. 


5.6088. 




Start 


10393 




Name 


OJ000113 12.0223.C21 


. o4 . tc 


Start 


11564 




GI 


none 




Exons 


11564.. 11605, 11565. 


.11606, 



Seq. ID OJ000113_12V0223.C21 
Strand 

End 12451 

Method TBLASTX : Soybean 

End 12451 

Score 145 



Seq. ID OJ000113_12.0223.C21 
Strand 

End 12451 

Method AAT/NAP . 

End 12402 

Score 1184 



Seq. ID OJ000113_12.0223.C21 
Strand 

End 12451 

Method GEN SCAN 

End 12441 

Score .69 



Seq. ID OJ000113_12.0223.C21 
Strand 

End 12451 

Method TBLASTX : Mai ze 

End 11175 

Score 144 



Seq. ID OJ000113_12.0223.C21 
Strand 

End 12451 

Method TBLASTX: Maize 

End 1-18 60 

Score 140 



Seq. ID OJ000113_12.0223.C21 
.Strand 

End . 12451 

Method TBLASTX: Cress 

End 11839 

Score 37 



Seq. No. 



27053 



Seq. ID OJ000113_12.0223.C21 



27107 



Gene No. 

Start 

Name 

Start 

GI - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



56088 

10393 . 
OJ000113_12.0223.C21.ol.tc 
12194 
. none. . 

:; ^2i-94 . .12436, 12202. .12441 

27053 
56088 
10393 

OJ000113_12.0223.C21.o3.tm 

12205 

none 



12451 

TBLASTX: Cress 

12441 

141 



Strand 
End , 
Method 
.End 
Score 

Seq. ID OJ000113_12.0223.C21 
Strand 

End 12451 
Method ^ TBLASTX: Maize 
End 12442 
Score 105 



12205. .12372, 12205 .. 1244 1, 12218.. 12442 



27054 
56089 
967 

OJ000113JL2.0223.C23.ol.gs 

967 

none 

'967. .1075, 1544. .1566 

27054 
56090 
1777 

OJ000113_12 . 0223 . C23 . o2 . gs 

1777 

none 

1777. .1887, 2278. .2319 



Seq. ID OJ000113_12.0223.C23 

Strand + 

End 1566 

Method GENSCAN 

End 1566 

Score .52 



Seq. ID &J000113_12.0223.C23. 
Strand 

End 2319 

Method GENSCAN 

End 2319 

Score . 63 



Seq. No. 

Gene No. 

Start 

Niame 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_12.0223.C24 
Strand + 

5031 
AAT/GAP 
5031 
744 



27055 
56091 
4508 

OJ000113_12.0223.C24.ol.gp 
4508 

LIB3434-038-P1-K1-F1 
> 4508; .5031 

•5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



End 

Method 

End 

Score 



27055 
56092 
926 

OJ000113_12.0223.C24.ol.gs 

926 

none 



Seq. :{ID OJ000113_12.0223.C24 
Strand 

End 5570 
Method . GENSCAN 
End 5570 
Score . 62 



926. .1045, 2234..2482, 2490. .2653, 2926.. 3022, 4328.. 4411, 
5525. .5570 



Seq. No. 27056 

Gene No. 56093 

Start 1169 

Name 0 J000113_12 . 0223 . C25,. ol . np 

Start 1169 

GI 6907090 

Exons 1169.. 1561, 1629.. 1656 



Seq. ID OJ000113_12.0223.C25 

Strand + 

End 1656 

Method AAT/NAP 

End 1656 

Score 142 



27108 



GI Desc¥Sp'. 



Seq. No. 
Gene No. 
Start. / 
Name 
Start 
GI > 
Exons 

Seq. No. 
Gene No. 
Start 
Name - . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



(AP001129) Similar to Oryza sativa root-specific- RCc3 mRNA. 
(L27208) - ' 1 



Seq. ID OJ000113_12.0223.C25 
Strand 

End. ... 1439 
Method GENS CAN 
End 1439 
Score .61 



27056 
56094 

1158 • • 
OJ000113_i2.0223."C25.ol.gs 
1158 

none ' 
1158. .1439 

27057 
56095 
1722 

OJ000113_12.0223.C26.ol.np ■■ 
1722 
4432837 
1722.. 2056, 3161.. 3222 

(AC006283) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_12.0223.C26 

3222 
AAT/NAP 
3222 
95 



27058 Seq. ID 

56096 ■ Strand 
1138 End 
OJ000113_12 . 0223 . C27 . ol ."np Method 
1138 End 
4388818 Score 
1138.. 2733 

(AC006528) putative- retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000113_12.0223.C27 
+ 

2733 
-AAT/NAP 
2733 
719 



Seq. No. 27058 
Gene No. 56096 
Start 1138 

Name . OJ000113_12 .0223.C27.ol.tw 
Start 1456 
GI none 
Exons 1456. .1599, 

1645. .1860 



Seq. ID OJ000113_12.0223.C27 

Strand + 

End 2733 

Method TBLASTX : Wheat 

End 1860 

Score 120 
1478. .1600, 1479. .1616, 1585. .1758, 1602. .1718, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method ' AAT/NAP 

End , \ 234 6 

Score 1845 



putative retroelement pol polyprotein [Arabidopsis 



27059 
56097 
1 

OJ000113_12 . 0223 . C28 . ol . np 

1 ;; - ' ■ - 
4388818 
1. .2346 
(AC006528) 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27059 Seq. ID 

56097 Strand 
1 ;r End 

OJ000113_12.0223.C28.o3.tw Method 
1 End 
none - Score 

1..234, 3. .233, 253. .324, 343. .447 



OJ000113_12.0223.C28. 
+ 

2427 

TBLASTX: Wheat 

447 

185 



27109 



Seq. No. 27059 . v 

.Gene No. 56097 

Start 1 

Name 0 J000113_12 . 0223 . C28 . o3 . tm 

Start 1 ^. 

GI . - none -. ; V 

Exons 1..324, 3.. 146, 340.. 405 

Seq. No. 27059 ' 

Gene No. 56097 

Start 1 • 

Name OJ000113_12 . 0223 . C28 . o2 . ts 
Start "16 

GI . none 

Exons 16. .345, -'.45.-. 15.5, 174 .\ 344, 

Seq. No. 27059 

Gene No. 56097 

Start 1 

Name O JO 00 1 1 3_12 . 02 2 3 . C2 8 . ol . t c 

Start 4 9 

GI none. 

Exons 49.. 327, 343.. 510, 345.. 512 

Seq. No. 27059 

Gene No. 56097 

Start 1 

Name ' OJ000113_12.0223.C28.o2.tw 

Start 717 

GI none 

Exons 717.. 977, 727.. 978 

Seq. No. 27059 

Gene No. 56097 

Start 1 

Name OJ000113JL2 . 0223 . C28 . o2 . tc 

Start 985 

GI none 

Exons : 985.. 1191, 990.. 1157 

Seq. No. 27059 

Gene No. 56097 

.Start 1 

Name OJ000113_12 . 0223 . C2#. o2 . tm 

Start 987 

GI none 

Exons 987.. 1280, 991.. 1422 

Seq. No. 27059 

Gene No. 56097 

Start 1 

Name OJ000113_12 . 0223 . C28 . ol . tw 

Start 988 

GI none 

Exons 988. .1317, 990. .1301, 1333iV : l 



. Seq.' ID OJ000113_12.0223.%28 
Strand + 
End 2427 
Method TBLASTX: Maize • 
End 405 . 

Score - 297 * *' ' " - * 



Seq." ID . OJ000113_12.0223.'C28 

Strand. - + 
- End 2427 

Method TBLASTX : Soybean 

End 4 68 

Score 262 

330.. 467, 331.. 468 

Seq. ID OJ000113_12. 0223.C28 
Strand + 
End 2427 

Method TBLASTX: Cress " 
End 512 
Score 172 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method TBLASTX : Wheat 

End 978 

Score 283 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method TBLASTX: Cress 

End 1191 

Score 185 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method TBLASTX: Maize 

End 1422 

Score 314 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End ' 2427 

Method TBLASTX : Wheat 

End 17 66 

Score 324 



Seq. No. 



27059 



1659, 1674. .1766 

Seq. ID OJ000113_12.0223.C28 



27110 



Gene No. 

-Start 

Name 

Start 

GI 

Exons - 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56097 ' Strand 

1 End 
OJ000113_12 . 0223 .C28 . ol . ts Method 
1009 End 
none Score 
1009v^L398>, 1020.-, 1301, .1030. .1350, 



• + 

2427 

TBLASTX : Soybean 

1398 

384 



27059 
56097 
1 

OJ000113_12.0223.C28.o4.tm 

1453 

none 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method TBLASTX : Mai ze 

End 18 64 

Score 93 



1453. .1578, 1540. .1656, 1554. .1664, 1667. .1846, 1668... 1856, 
4^670. .1864 



27059 
56097 
1 

OJ000113_12.0223.C28.o3.ts 

1728 

none 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method TBLASTX: Soybean 

.End 2287 

Score 103 



1728. .1841, 1909. .1989, 1996. .2118, 2018. .2095, 2114. .228.7, 
2173.'. 2217. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_12.0223.C28 
Strand + 
■End. 



27059 
56097 

1 .^End 2427 

OJ000113_12.0223.C28.ol.tm 'Method TBLASTX: Maize 
1915 End 2340 

none Score 101 

1915.. 1989, 1916.. 1984, 1994.. 2284, 1996.. 2307, 2005.. 2040, 

2018.. 2287, 2068.. 2289, 2286.-2336, 2287.. 2340, 2287.. 2334, 
2298.. 2339 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



27059 
56097 
1 

OJ000113_12 . 0223 . C28 . o4 . tw 

1921 

none 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End ;Jr427 

Method • 1 TBLASTX: Wheat 

End 2289 

Score 52 



1921. .1983, 1945. .2013, 2018. .2095, 2113. .2289, 2114. .2287 



27059 
56097 
1 

OJ000113_12 . 0223 .C28 . ol . gp 
2120 

LIB3434-028-P1-K1-F5 
2120.. 2427 . [ , ; . 

'320569/pirl IE60767 1.0e-17 transposon TNT1 - Arabidopsis 
thaliana (fragment) 1 



Seq. ID OJ000113_12.0223.C28 

Strand + 

End 2427 

Method AAT/GAP 

End 2427 

Score 506 



27060 
56098 
1683 

OJ000113_12.0223.C29.ol.gs 



Seq. ID OJ000113_12.0223.C29 

Strand + 

End 2157 

Method GENSCAN 



27111 



Start 1683 " - End 2157 

GI none Score .83 

Exons 1683.. 1783, 2067.. 2157 



Seq. No. 27060 Seq. ID 

Gene No; 56099- * Strand.. 

Start 3056 End '* 

Name OJ000113_12 . 0223.C29.o2 .gs Method 

Start - 3056 End 

GI none , Score 
Exons 



OJ000113_12.0223.C29 

674 6 • 
GEN SCAN 
6746 . 
.65 



3056. .3075, 3331. .3501/ 3913. .4054, 4140. .4334, 4432. .4641, 
4885. .5081, 5145. .5513, 5783. .6038, 6130. .6391, 6496. .6746 



Seq. No. 27060 Seq. ID OJ000113_12 . 0223 . C29 

Gene No. -56100 Strand * - ■ ~ * r?<r 

Start " 6777 End 8261 

Name OJ000113_12 . 0223 .C29. ol .np Method AAT/NAP 

Start 6777 End 7793 

GI 5441880 Score 1151 

Exons 6777. .7793 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No.. 


27060 




Seq. ID 


OJ000113_12.0223 


.C29 


Gene No. 


56100 




Strand 






Start 


6777 




End 


8261 




Name 


OJ000113 12.0223.C29. 


o3.gs 


^Method 


GENSCAN 




Start 


7671 




End 


8261 




GI 


none 




Score 


.49 




Exons 


7671.. 8261 










Seq. No. 


27060 




Seq. ID 


OJ000113_12.0223 


.C29 


Gene No. 


56101 




Strand 






Start 


8998 




End 


9585 




Name 


OJ000113 12.0223..C29-. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


760 




End 


1191 




GI 


none 




Score 


65 




Exons 


760. .801, 875. .1102, 


1120. . 


1191 







Seq. No. 27060 Seq. ID 

Gene No. 56101 Strand 

-Start 8998 End 

Name OJ000113_12.0223.C29.ol.tm Method 

Start 6751 End 

GI none ' Score 
Exons 



OJ000113_12.0223.C29 
9585 

-TBLASTX: Maize 

7228 

57 



6751.. 6861, 6762.. 6860, 6864.. 7070, 6866.. 7228, 7110.. 7223 



Seq. No. 


27060 




Seq. "ID 


OJ000113_ 


12. 


0223 


.C29 


Gene No. 


56101 




Strand 










Start • ' 


8998 




End 


9585 — 








Name 


OJ000113 12 


. 0223.C29.o4 .gs 


Method 


GENSCAN 








Start 


8998 




End 


9585 








GI 


none 




Score 


.69 








Exons 


8998. .9243, 


9434. .9585 












Seq. No. 


27061 




Seq. ID 


OJ000113_ 


12. 


0223 


.C30 



27112 




bene ino . 






Strand * 


+ 


Start 


2312 




End 


4287 


Name 


OJ000113 12.0223.C30.ol. 


gs 


Method * 


GEN SCAN 


Start 


2312 




End 


4287 


GI 


none 




Score 


.42 


Exons 


.2312.. 2403, 2744.. 2921, 


3678. 


.3848, 4127. .4287 ' - ... ^ 


Seq. No. 


27062 




Seq. ID 


OJ000113_12:0223.C31 


Gene No. 


56103 




Strand 




Start 


1 . 




End 


134 


Naitie 




9P 


Method 


AAT/GAP 


Start: 


1 




End 


134 


GI 


jC-osleLIB3474037gllal 




Score 


268 


Exons 


1. .134 








GI Descrip. 


'5852182/emb|CAB55420.1 I 


9.0e 


-13 (AL117265) zhbfl012.1 [Oryz 




sativa] 1 








Seq. No. 


27063 




Seq. ID 


OJ000113_12 . 0223 .C33 


Gene No. 


56104 




Strand 


+ 


qf art- 


1 - . - 




End 


505 


Name 


OJ000113 12.0223.C33.ol. 


np 


Method 


AAT/NAP 


Start 


1 




. End ' 


505 


GI 


6686396 




Score 


360 


Exons 


1..505 • 








GI Descrip. 


(AC007234) F1E22.10 [Arabidopsis thaliana] 


Seq. No. 


27063 




Seq. ID 


OJ000113_12.0223.C33 


Gene No. 


56104 




* Strand 


+ 


Start 


1 




End 


505 


Name 


OJ000113 12.0223.C33.ol. 


gs 


Method 


GENS CAN 


Start 


40 




End 


494 


GI 


none 




Score 


.68 


Exons 


40. .494 








Seq. No. 


27063 




Seq. ID 


OJ000113_12.0223.C33 


bene, lno . 


56104 




Strand 


+ 


Start 


1 




End 


505 


Name 


OJ000113 12.0223.C33.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


40 




End 


4 92 


GI 


none 




Score 


59 


Exons 


40.. .105, 150. .284, 154.. 


492, 


372. .491 




Seq. No. 


27063 




Seq.' ID 


OJ000113_12.0223.C33 


Cl. a n o NT r\ 
belle INU.. 


56104 




Strand 


+ ■ 


Start 


1 




End 


505 


Name 


OJ000113 12.0223.C33.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


124 




End 


504 


GI 


none 




Score 


137 


Exons 


124. .294, 352. .504, 354. 


.503 






Seq. No. 


27064 




Seq. ID 


OJ000113_12.0223.C35 


Gene No. 


56105 




Strand 


+ 


Start 


373 




End 


604 


Name 


OJ000113 12.0223.C35.ol. 


gs * 


Method 


GENSCAN 


Start 


373 




End ' 


604 


GI 


none 




Score 


.55. 


Exons 


373.. 461, 492.. 604 









27113 



Seq. No. 
Gene No. 
Start 
Name 

Start . - 
GI 

Exons 

GI Descrip. 



27065 Seq. ID OJ000113_12 . 0223.C38 

56106 Strand 

621 End 1131 

0 J000113_12 . 0223 . C38 . ol . gp Method AAT/GAP 

621 ■ . End 1131 * 

38782_1.R1084 Score- 772 

621.. 1131 

, 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

S.eq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27066 Seq. ID 

56107 Strand 

1 End 

OJ000113_12.0223.C40.ol.np Method . 

1 End 

48877-56 Score 
1..34, 422. .628 

(AC006533) putative protein kinase [Arabidopsis thaliana] 



OJ000113_12.0223.C40 
+ . 
628 

AAT/NAP 
628 
75 



27066 Seq. ID 

56107 ~ * Strand 

1 End 
OJ000113_12 .'0223 . C40 . ol . gs Method 

82 End 

none Score 
82.. 99, 382.. 600 



OJ000113_12.0223.C4 0 
+ 

628 

GENSCAN 

600 

.55 



27067 
56108 
5476 

OJ000113_12.0223.C42.ol.np 

547 6 

1084415 



Seq. ID OJ000113_12.0223.C42 
Strand + 
End 7250 
Method AAT/NAP 
End 7026 
Score 386 

5476.. 5584, 5684, .5752, 5832.. 5938, 6538.. 6957, 6991.. 7026 
RNA-binding protein - Wood tobacco gi | 624925 |dbj | BAA05170 | . 
(D26182) RNA-binding glycine rich protein (RGP-2) [Nicotiana 
sylvestris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name ^ 

Start 

GI 

Exons 

GI Descrip. 



27067 Seq. ID 

56108 Strand 

5476 End 
OJ000113_12 . 0223 . C42 . o2 . gs Method 

5476 : ' End. 

none Score 

5476.. 5584, 5832.. 5938, 6538.. 7029 



27067 
56108 
5476 

: OJ000113_12 . 0223 VC42 . ol . gp 
5498 

59184 1.R1084 



OJ000113_12.0223.C42 
+ 

7250 
GENSCAN 
7029 
.93 



12.0223.C42 



Seq. ID OJ000113_ 
Strand + 
End 7250 
Method AAT/GAP 
End 6702 
Score 759 
5498.. 5584, 5684.-5752, 5832.. 5938, 6538.. 6702 

1 1084415/pir | IS46286 5.0e-28 RNA-binding protein - Wood tobacco 
r>gi_624925_dbj_BAA05170_ (D26182) RNA-binding glycine rich 
protein (RGP-2) [Nicotiana sylvestris] 1 



27114 



Seq. No. 27067 

Gene No. 56108 

Start 5476 

Name OJ000113_12 . 0223 . C42 . o2 . gp 

Start 6815,. - 

GI uC-osflcypl76c02bl 

Exons 6815.. 7250 

GI Descrip. 1 619085/emb | Z47172 | CSPAG13 

. . (clone AG13) ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 
+ 

7250 
AAT/GAP 
7250 ... 
8 64 



12.0223.C42 



3.0e-ll Calothrix D253 genomic DNA 



Seq. No. 27067 

Gene No. 56109 

Start 635 

Name OJ000113_12 . 0223 .C42 . oi . gs 

Start 635 

GI none 
Exons 



Seq. ID OJ000113_12.0223.C42 
Strand 

End 4008 

Method GENS CAN 

End 4008 

Score .91 



635..768, 862. .1018, 1995. .2007, 3686. .4008 



Seq. No. . 27067 " Seq. ID 

Gene No. 56110 Strand 

Start 8005 End 
Name ' OJ000113_12 . 0223 . C42 .ol . tm Method 

Start 609 End 

GI none Score 
Exons 



OJ000113_12.0223.C42 
8031 

TBLASTX: Maize 

3904 

202 - 



609. .773, 628. .774, 635. .772, 812. .1018, 853. .1023, 855. .890, 
856. .1017, 965. .1021, 3772. .3903, 3776. .3904 



Seq. No. 27067 V 

Gene No. 56110 

Start 8005 

Name OJ000113_12 . 0223 . C42 . ol . tw 

Start 659 

GI none 

Exons 659.. 697, 660.. 698, 695.. 772, 



Seq. ID OJ000113_12.0223.C42 
Strand 
End 

Method 
End 
Score 
696. .773, 



862. .1020, 959. .1021, 3772. .3903, 3779 



8031 

TBLASTX: Wheat 
3903 
57 

700. .774, 862. .1020, 
.3901 



Seq. No. 27067 

Gene No. 56110 

Start 8005 

Name OJ000113_12 . 0223 . C42 . o2 . tm 

Start 5466 

GI none 

Exons 5466.. 5585, 5466.. 5585, 5470. 

5683.. 5766, 5826.. 5939, 5830. 



Seq. ID OJ000113_12.0223.C42 
Strand 

End 8031 

Method TBLASTX : Mai ze. 

End 7128 

Score 109 

.5589, 5668.. 5754, 5682.. 5750, 
.5937, 5831.. 5944, 6540.. 6596, 



6541.. 6585, 6784.. 6951, 6814. .6873, 6958.. 7035, 7102.. 7128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27067 
56110 
8005 

OJ000113_12 . 0223 . C42 . ol'. ts 

5470 

none 



Seq. ID OJ000113_12.0223.C42 
Strand 

End 8031 

Method .TBLASTX: Soybean 

End 5943 

Score 84 



5470. .5589, 5470. .5511, 5547. .5585, 5682. .5744, 5682. .5756, 
5683.. 5751, 5833.. 5940, 5834.. 5938, 5851.. 5943 



Seq. No. 



27067 



Se£. ID OJ000113_12.0223.C42 



27115 



bene no - 


JDllU 














Start 


8005 










End' 


8031 


Name 


OJ000113 12 


0223 


.C42 


.o3 


.gs 


Method 


GENSCAN 


Start 


8005 










End 


8031 


GI 


none 










Score 


..58 


Exons 


• ' 8005. .8031. , 














Seq. No. 


27068 










Seq. ID 


OJ000113 


Gene No. 


5.6111 










Strand 




Start 


2087 










End 


5722 


Name 


OJ000113 12. 


0223 


.C44 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1797 










End 


2055 


GI 


2311865 










Score 


482 


Exons 


1797. .2055 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



27068 
56111 
2087_ 

OJ060113_12 . 0223 . C4 4 . o2 . tm 
2085 
none. 

2085.. 2144, 2087 
2242.. 2379, 2441 



OJ000113 12.0223.C44 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2146, 2240.. 2374, 2241.. 2375, 2241 
2536, 2462.. 2536, 2463.. 2537, 2464 



5722 

TBLASTX: Maize 

2538 

74 



.2375, 
.2538 



27068 
56111 
2087 

OJ000113_12 . 0223 . C44 . ol . gs 

2087 

none 



Seq. ID OJ000113_12.0223.C44 
Strand 

End 5722 

Method GENSCAN 

End 5713 

Score . 9 



2087. .2143, 2240. .2374, 2709. .2742, 2842. .2918, 3018. .3093, 
3287. .3420, 4267. .4373, 5000. .5303, 5408. .5713 



A- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27068 
56111 
2087 

OJ000113_12.0223.C44.ol.tc 

2090 

none 



Seq. ID OJ000113_12.0223.C44 
Strand 

End 5722 

Method TBLASTX : Cress 

End 4359 

Score 69 



2090.. 2146, 2240.. 2374, 2241.. 2321, 2463.. 2618, 2467.. 2613, 
2706.. 2750, 2835.. 2918, 2841.. 2918, 3013.. 3093, 3015.. 3092, 
3275. .3457, 3286. .3456, 3978. .4076, 3978. .4079, 4264. .4359 



Se<j. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27068 ' .. 

56111 

2087 

OJ000113_12.0223.C44.ol.np 

2093 

5420276 



Seq.- ID OJ000113_12.0223.C44 
Strand 

End 5722 

Method AAT/NAP 

End 5662 

Score 8 61 



2093. .2143, 2240. .2374, 2463. .2637, 2833. .2918, 3018. .3093, 
3287. .3420, -3981. .4073, 4267. .4368, 4998. .5303, 5405. .5662 



GI Descrip. (AJ243452) cyclin A2 [Lycopersicon esculentum] 



Seq. No. 27068 Seq. ID 

Gene No. 56111 Strand 

Start: 2087 End 

Name OJ000113 12 . 0223.C44 .ol . ts Method . 



OJ000113_12.0223.C44 
5722 

TBLASTX: Soybean 



27116 



Start 


2120 








End 


4374 




GI 


none 








Score 


110 




Exons 


2120. .2146, 


2240 


. .2374, 


2241. 


.2375, -2241. ,2375, 


2462. .2545, 




2463. .2618, 


2464 


. .2589, 


2567. 


.2641, 2715. .2750, 


2835. .2918, 


- 


2836. .2919, 


2840 


. .2920, 


2841. 


.2921, 3012. ,3092, 


3013. .3093, 




3014. .3091, 


3015 


. .3.092, 


.3269. 


.3421, 32 i 


36. .3423, 


3292.,. 3423:, 




3978. .4052, 


3978 


. .4079, 


3979. 


.4068, -4264. ".4374* 




Seq. No. 


27068 








Seq. ID 


OJ000113 


_12.0223.C44 


Gene No. 


* 56111 








Strand 
















End 


5722 




Name 


OJ000113 12 


.0223 


,C44.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2303 








End 


2615 




GI 


none 








Score.. 


67 




Exons 


2303. .2374, 


2304 


.".2375, 


2304. 


.2375, 2305.. 2379, 


■2455. .2610, 




2456. .2614, 


2463 


. .2615 










Seq. No. 


27068 








Seq. ID 


OJ000113 


_12.0223.C44 


Gene No. 


56111 








Strand 






Start 


2087 






- 


End 


5722 




Name 


OJ000113 .12 


.0223 


.C44.03 


. tm 


Method 


TBL&STX: 


Maize 


Start 


2840 








End 


5143 






none 








Score 


85 




Exons 


2840. .2920, 


2841 


. .2924, 


2841. 


.2924, 2985. .3092, 


3011. .3091, 




3021V. 3092, 


3022 


. .3093, 


3023. 


.3094, 3269.. 3421, 


3282. .3422, 




3286. .3423, 


3286 


. .3423, 


3974. 


.4081, 3978. .4076, 


3978. .4088, 




3979. .4080, 


4264 


. .4374, 


4265. 


.4375, 4963. .5142, 


4998. .5138, 




5009. .5143 














Seq. No. 


27068 :; ; 








Seq. ID 


OJ000113 


_12.0223.C44 


Gene No. 


56111 








Strand 
















End 


5722 




Name 


OJ000113 12 


.0223 


.C44.o2 


.np 


Method 


AAT/NAP 




Start 


3247 








End 


5662 




GI 


5420276 








Score 


380 




Exons 


3247. .3420, 


3981 


. .4073,; 


4267. 


.4368, 4998. .5303, 


5405. .5662. 


GI Descrip. 


(AJ243452) " 


cyclin A2 [Lycopersicon esculentum] 




Seq. No. 


27068 








Seq. ID 


OJ000113 


_12.0223.C44 


Gene No. 


56111 








Strand 








9HQ7 








End 


5722 




Name 


OJ000113 12 


.0223 


.C44.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5188 








End 


5722 




GI 


none 








'Score 


73 ' . 




Exons 


5188. .5265, 


5395 


. .5712, 


5408. 


.5497, 5408.. 5722, 


5430. .5702, 




5602. .5721 














Seq. No. 


27069 








Seq. ID 


OJ000113 


_12.0223.C45 


Gene No . 










Strand 


+ 




Start 


367 








End 


431 




Name 


OJ000113 12 


.0-223 


.C45.61 


. gs 


Method .* 


GENS CAN 




Start 


367 








End 


431 




GI 


none 








Score 


.83 




Exons 


367. .431 














Seq. No. 


27069 








Seq. ID 


OJ000113 


_12.0223.C45 


Gene No. 


56113 








Strand 







27117 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .. 



# 



End 

Method 
End 
Score 



2'64 

AAT/NAP 
264 
69 



OJ000113_12.0223.C45.ol.np 
1 

5668598 
1. .264 

(AF106062) Wiskott-Aldrich syndrome protein interacting protein 
[Homo sapiens] 



27070 Seq. ID 

56114 Strand 

213 End 

OJ000203_01 . 0222 . CI . ol . gs Method 

213 End 

none Score 

.213.. 394 - " 



OJ000203_01.0222.C1 
394 

GENSCAN 
394 ■ 
.48 



Seq. No. 27071 Seq. ID 

Gene No. 56115 Strand 

Start 103 End 

Name OJ000203_01.0222.C3.ol.np Method • 

Start 103 End 

GI 6907042 - Score 

Exons. 103.. 144, 3171.. 3456 
GI Descrip." (AF193556) sacsin [Homo sapiens] 



OJ000203_01.0222.C3 
+ 

3456 
AAT/NAP 
3456 
138 



Seq. No. 


27071 




Seq. ID 


OJ000203_01.0222.C3 


Gene No.. 


56115 




Strand 


+ 


Start 


103 




End ' 


3456*^:' - 


Name 


OJ000203 01.0222.C3.ol. 


gs 


Method 


GENSCAN 


Start 


210 




End 


516 


GI 


none 




Score 


.77 


Exons 


210. .390, 409. .516 








Seq. No. 


27072 




Seq. ID 


OJ000203_01.0222.C4 


Gene No . 


56116 




Strand 




Start 


305 




End 


469 


Name 


OJ000203 01.0222.C4.ol. 


gs 


Method 


GENSCAN 


Start 


305 




End 


469 


GI 


none 




Score 


.53 


Exons 


305. .469 








Seq. No. 


27073 




Seq. ID 


OJ000203_01.0222.C5 


Gene No. 


56117 




Strand' 


+ 


Start 


116 




End 


266 


Name 


OJ000203 01.0222.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


116 




End 


266 


GI 


94783 1.R1084 




Score 


302 


Exons 


116. .266 








GI Descrip. 


'4176420/dbj|BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


27074 




Seq. ID 


OJ000203_01.0222.Ci: 


Gene No. 


56118 




Strand 




Start 


1 




End 


341 


Name 


OJ000203 6l.0222.C13.ol 


.np 


Method 


AAT/NAP 


Start 


'* 1 




End 


321 


GI 


4835766 




Score 


163 



27118 




Exons 1..39, 146.. 321 

GI Descrip. (AC007202) Contains similarity to gb|AB017693 transfactor 

(WERBP-1) from Nicotiana tabacum. ESTs gb|H39299, gb|T41875, 





gb|H38232 and gb|N38325 


come 


from this 


gene . [ Arabidopsis 




thaliana] 








Seq. No. 


27074 




Seq. ID 


OJ000203_01 . 0222 .C13 


Gene No. - 


56118 




Strand 


— 


Start 


1 




. End 


341 


Name 


OJ000203_01. 0222 .C13.ol 


. tc 


' Method 


TBLASTX: Cress 


Start Q 


141 




End 


285 


GI 


none 




Score 


93 


Exons 


141. .260, 145.. 285, 147 


. .260 






Seq. No. 


27074 




Seq. ID 


OJ000203_01.0222.C13 


Gene No. 


56118 




Strand . 




Start 


1 




End 


341 


Name 


OJ000203 01.0222.C13.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


145 




•End - 


270 


GI 


none 




Score 


191 


Exons 


145. .270, 147. .269 








Seq.. No. 


_ 27074 




Seq". ID 


OJ000203_01 . 0222 . C13 


.Gene No. 


J "'56il8 




Strand 




Start 


1 




End 


341 


Name 


OJ000203 01.0222.C13.ol 


gs 


Method 


GENSCAN 


Start 


146 




End 


341 


GI 


none 




Score 


.78 


Exons 


146. .341 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.27075 
56119 
1 

OJ000203_01.0222.C15.ol.tm 
1 

none * - . 
1..231, 1..234 

27076 
56120 * 
17 

OJ000203_01 . 0222 . C17 . ol . gs - 
I 7 

none 

17. .63, 238. .295 



Seq. ID OJ000203_01.0222.C15 

Strand 

End 234 

Method TBLASTX: Maize . 

End 234 

Score - 87 



Seq. ID OJ000203_01.0222.C17 

Strand + 

End 295 

Method GENSCAN 

End, 295 

Score .96 



OJ000203 01.0222.C20 



27077 Seq. ID 

56121 Strand 
1 - End 550 

OJ000203_01.0222.C20.ol.np Method AAT/NAP 
1 End 550 

4760370. Score 107 

1..27, 209. .550 

(AF082565) ATP dependent copper transporter [Arabidopsis 
thaliana]. gi | 4760380 | gb | AAD29115 . 1 | (AF091112) ATP dependent 
copper transporter [Arabidopsis thaliana] 

gi|6850337|gb|AAC79141.2| (AC002342) ATP dependent copper 



27119 




transporter (RANI) [Arabidolpsis thalia'na] 



Seq. No. 


27077 


Seq. ID 


OJ000203_01.0222 


.C20 


Gene No. 


56121 


Strand 


- 




Start 


1 


End 


550 




Name 


OJ000203 01.0222.C20.ol.gs 


.Method 


GENSCAN 




Start 


236 


End 


538 




GI 


none 


Score 


.98 




Exons 


236.. 538 








Seq. No. 


27078 


Seq. ID 


OJ000203_01.0222 


.C21 


Gene No. 


56122 


Strand 


+ 




Start 


1 


End 


117 




Name 


OJ000203 01.0222.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 • 


End 


117 




GI 


1270 1.R1084 


Score 


230 




Exons 


1. .117 








GI Descrip. 


•1362147/pirl IS5669.0 2.0e-17 


hypothetical protein (clone AFD1 




wild oat. (fragment) >gi 726471 (U19996) putative ORF1 [Avena 




fatua] ' 








Seq. No. 


27078 


Seq. ID 


OJ000203_01.0222 


.C21 


Gene No. 


56123 


Strand 






Start 


1 


End 


310 " 




Name 


OJ000203 01.0222.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


310 




GI 


2660676 


Score 


312 




Exons 


1..310 








GI Descrip. 


(AC002342) Dreg-2 like protein [Arabidopsis thaliana] 




Seq. No. 


27078 


Seq. ID 


OJ000203_01.0222 


. C21 


Gene No. 


56123 


Strand 






Start 


1 


End 


310 




Name 


OJ000203 01.0222.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


275 




GI 


none 


Score 


371 




Exons 


1..264,. 3. .275, 3. .272 








Seq. No. 


27078 


Seq. ID 


OJ000203_01.0222 


.C21 


Gene No. 


56123 


Strand 






Start 


1 


End 


310 




Name 


OJ000203 01.0222. C21.ol.gs 


Method 


GENSCAN 




Start 


15 ■■ 


End 


266 




GI 


none 


Score 


1 av. 




Exons 


15:. 266 








Seq. No. 


27079 


Seq. ID 


OJ000203_01.0222 


.C23 


Gene No . 


56124 


Strand 


+ 




Start 


1803 


End 


2970 




Name 


OJ000203 01.0222.C23.ol.np 


Method 


AAT/NAP 




Start 


1803 


End- 


2970 




GI 


6907106 


Score . 


413 




Exons 


1803.. 2047, 2347.. 2970 








GI Descrip. 


(AP001129) EST AU06829KC12960) corresponds to a region 


of th« 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


27079 


Seq. ID 


OJ000203_01.0222 


.C23 



27120 



ucllc 1NO • • 






+ 


Start 


1803 


End 


2970 


Name 


OJ000203 01.0222.C23.ol.gp 


Method 


AAT/GAP 


Start 


1846 


End 


2281 


GI 


2428128 


Score 


752 


Exons 


1846.. 2281 






Seq. No. 


27079 


Seq. ID 


OJ000203_01. 0222.C23 


Gene- No. 


56125 


Strand 


+ 


Start 


2874 


End 


3310 


Name 


OJ000203 01 0222 C23 o2 od 


Method 


AAT/GAP 


Start 


2874 


End 


3310 


GI 


6547 4.R1084 


Score 


800 


Exons 


2874. .3310 






GI Descrip. 


, 3402817/emb|CAA07704 | l.Oe- 


18 (AJ007829) lacZ lf [Cloning vector 


pGreen] ' 






Seq. No. 


27079 


Seq. ID 


OJ000203_01.0222.C23 


Gene No. 


56126 


Strand 


+ ■ 


Start 


8364! 


. >£nd 


1054 6 . 


Name 


OJ000203 01.0222.C23.o3.gp 


Method 


AAT/GAP 


Start 


8364 


End 


9185 


GI. 


3548954 


Score 


654 


Exons 


8364. .8536, 9001. .9185 






GI Descrip. 


4406761/gb|AAD20072 | 7.0e-17 


(AC006836) 


■ putative ubiquinone 




biosynthesis protein [Arabidopsis thaliana] 


Seq. No. " 


27079 


: Seq^ ID 


OJ000203_01.0222.C23 


Gene No. 


56126 


Strand 


+ - 


Start 


8364 


End 


10546 


Name 


OJ000203 01.0222.C23.o3.np 


Method 


AAT/NAP 


Start 


8999 


End 


10230 


GI 


4406761 


Score 


924 


Exons 


8999.. 9184, 9739.. 10230 






GI Descrip.. 


(AC006836) putative ubiquinone biosynthesis protein [Arabidopsis 




thaliana] 






Seq. No. 


27079 " 


Seq. . ID 


OJ000203_01.0222.C23 


Gene No. 


56126 


Strand 


+ . 


Start 


8364 


End 


10546 


Name 


OJ000203 01.0222.C23.o4.gp 


Method 


AAT/GAP 


Start 


9823 


End 


10546 


GI 


32010 1.R1084 


Score 


1423. 


Exons 


9823. .10546 







GI Descrip. ' 4406761/gb | AAD20072 | 2.0e-42 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] 1 



Seq. No. 27079 
Gene No. 56127 

Start * 5604 

Name ■ OJ000203_01 . 0222 . C23 . o2 . gs 
Start 5604 
GI none 
Exons 5604.. 5663, 

8385. .8474 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000203_01.0222.C23 
8474 

GENSCAN , . . 

8474 

.59 



5753. .5869, 7135. .7222, 7398. .7447, 7620. .8072, 



Seq. No. 



27079 



Seq. ID OJ000203_01.0222.C23 



27121 




Gene No. ' - 56127 :c , • Strand 

Start 5604 End 8474 

Name OJ000203_01 . 0222 . C23 . o2 . np Method AAT/NAP 

Start 6283 End 7062 

GI 6069646 Score 253 

Exons 6283. .6748, 6989. .7062 

Gl Descripl (AP000616) similar to putative reverse transcriptase ' (AC005315 ) 
[Oryza,sativa] gi I 6907112 | dbj IBAA90639.il (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


27079 








Seq. ID 


OJ000203_01.0222.C23 


Gene No. 


56128 








Strand 




Start 


9853- • 








End 


11653- ■ 


Name 


OJ000203 01. 


.0222 


.C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6385 








End 


6693 


GI 


none 








Score 


51 


Exons 


6385. .6510, 


6385 


. .6519, 


6493. 


.6552, 6565. .6693 


Seq. No. 


27079 








' Seq. ID 


OJ000203_01.0222.C23 


Gene No. 


56128 








Strand 




Start 


9853 








End 


11653 


Name *-. 


OJ000203 01, 


,0222 


.C23*.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6385 








End 


6739 


GI 


none 








Score 


46 


Exons 


6385. .6498, 


6385 


. .6501, 


6517. 


.6735, 6523.. 6738, 6524.. 6739 


Seq. No. 


27079 








Seq. ID 


OJ000203_01.0222.C23 


Gene No . 


56128 








Strand 




Start 


9853 








End 


11653 


Name 


OJ000203 01, 


.0222 


.C23.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


7824 








End 


7967 


GI 


none 








Score 


190 


Exons 


7824. .7967 












Seq. No. 


- 27079 








Seq. ID 


OJ000203_01 . 0222 . C23 


Gene No. 


56128 








Strand,. 




Start 


9853 








End 


11-653 


Name 


OJ000203 01, 


.0222 


.C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8924 








End 


9187 


GI 


none 








Score 


257 


Exons 


8924. .9187,. 


9013 


. .9186 








Seq. No. 


27079 








Seq. ID 


OJ000203_01 . 0222 . C23 


Gene No. 


56128 








Strand 




Start 


9853 








End 


11653 


Name 


OJ000203 01. 


.0222 


.C23.o3 .'tm 


Method 


TBLASTX: Maize 


Start 


8996 








End 


9819 


GI 


none 








Score 


288 


Exons 


8996. .9184, 


8998 


. .9186, 


9736. 


.9819, 9737.. 9814, 9738.. 9818 


Seq. No. 


27079 








Seq. ID 


■ OJ000203_01.0222.C23 


Gene No. 


56128 








Strand 




Start 


9853 








End 


11653 


Name 


OJ000203 01. 


.0222 


.C23.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


9002 








End 


9828 



27122 




GI - 


none 




Score 


236 




Exons 


9002. .9184, 


9025.. 9186, 9028.. 9183, 9775.-9828 




Seq." No. 


27079 




Sea ID 


OJ000203 01.0222 


.C23 


oene jno. 


Rfil 9ft 




Cf rand 
i_> L. X, oilU 






Start 


9853 




Fnd 


11653 




Name 


OJ000203 01. 


D999 P9^ n<? 


Mpi~ hriH 

l iC L11UU 


GENS CAN 




Start 


9853 




End 


11653 




GI 


none 




Score 


.5 




Exons 


9853... 9969, 


10451. .10488, : 


10699. .10803, 


11209. .11653 




Seq. No. 


27079 




Seq. ID 


OJ000203 01 . 0222 


.C23 


bene jno . 












Start 


9853 




End 


11653 




Name - 


OJ000203 01. 






TBLASTX • Cress- 




Start 


9856 




End 


10221 




GI 


none 




Score 


403 




Exons 


9856. .10218, 


9940. .10221, 


9951. .10217 






Seq. No. 


27079 




•J C a d. U 


OJ000203 01 0222 


.C23 


bene wo . 






Oil CLilU 






Start 


9853 




Fnd 


11653 




Name 


OJ000203 ^01. 


0999 T9^ ol t-m 


Meat" h oH 


X LJ XJ.fi. kJ X Z\ ■ 1 iCI _L C 




Start 


9901 




Fnd 


10241 




GI 


none 






397 




Exons 


9901. .10239, 


9906. .10238, 


9936. .10241 






Seq. No. 


27079 






OJ000203 01 0222 


.C23 


Gene No . 






O L.X ClllU 






Start . 


9853 




FnH 


1 1 fi 1 ^ 

1IUJ J 




Name 


OJ000203 01. 


0999 C?^ ol t <z 


Mai* hr>H 

1IC UlULi 


X DJJniJ X /v . <J \J y Cull 




Start 


9984 




FnH 


10218 




GI 


none 




Score 


306 




Exons 


9984. .10217, 


9985. .10218 








Seq. No. 


27079" 




Seq. ID 


OJ000203_01.0222 


.C23 


Gene No. 


56128 




^t" rand 






Cfarf 
O L. Cl X. L. 


9853 




End 


11653 




Name 


OJ000203 01.' 


0222.C23.o4.np 


Mp**t~nnH 

1 JC L. 1 l\J\JL 


AAT/NAP 




Start 


10072 




End 


11652 




GI 


6224712 




Score 


80 




Exons 


10072. .10108, 11241.. 11652 








GI Descrip. 


(AF180390) non-phototropic 


hypocotyl 3 


[Arabidopsis thaliana] 


Seq. No. 


27080 




Seq. ID 


OJ000203JD1.0222 


.C24 


bene jno . 


56129 




O U -L Glim. 


+ 




Start 


2 




FnH 


408 




Name 


. OJ000203 01. 


0222.C24.ol.gs 


1 JC I— 1 1UU 


GENSCAN 




Start 


2 




End 


408 




GI 


none 




Score 


.92 




Exons 


2.. 23, 236.. 


408 








Seq. No. 


27080 




Seq. ID 


OJ000203_01.0222 


.C24 


Gene No. 


56130 




Strand 






Start 


1374 




End 


3194 




Name 


OJ000203 01. 


0222.C24.p2.gs 


Method 


GENSCAN 




Start 


1374 




End 


3194 





27123 



# • 



GI 


none 






Score 


.88 




Exons 


. 1374. .1499/ 


1869. .3041, 


3132. . 


,3194 






Seq. No. 


27080 






Seq. ID 


OJ000203JU.0222 


.C24 


Gene No. 


56130 






Strand 






Start. 


1374 






End 


3194 




Name 


OJ000203 01 


.0222.C24.ol. 


np 


Method 


AAT/NAP 




Start 


1790 






End 


3002 




GI . " 


5734789 






Score 


763 




Exons . 


1790. .3002 












GI Descrip. 


' (AC007980) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


27080 






Seq. ID 


OJ000203_01.0222 


.C24 


Gene No. 


56130 






Strand 






Start 


1374 ■ 






End 


319-4 . ■ 




Name 


OJ000203 01 


.0222.C24.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2388 






End 


2940 




GI 


none 






Score 


66 




Exons 


2388. .2495, 


2422. .2538, 


2625. . 


,2939, 2641. .2940 




Seq. No. 


27080 






Seq. ID 


OJ000203_01.0222 


.C24 


Gene No. 


56130 






Strand 






Start 


1374 _ . 






End 


3194 . 




Name - 


OJ0002 V 63 0* 


Vp222.C24.ol. 


tm 


Method • 


TBLASTX: Maize 




Start 


2425 






End 


2778 




GI 


none 






Score 


123 




Exons 


2425. .2538, 


2427. .2537, 


2526. . 


.2624, 2530. .2625, 2619.. 2777, 




2638. .2778 












Seq. No. 


27080 






Seq. ID 


OJ000203_01.0222 


.C24 


Gene No. 


56130 






Strand 






Start 


1374 






End 


3194 




Name 


OJ000203 01 


.0222.C24.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2763 






End 


2984 - 




GI 


none 






Score 


109 




Exons 


2763. .2984, 


"2764. .2949 










Seq. No. 


27081. 






Seq. ID 


OJ000203_01.0222 


.C25 


Gene No. 


56131 






Strand 


+ 




Start 


1 






End 


2646 




Name 


OJ000203 01 


.0222.C25.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2086 




GI 


3252825 






Score 


210 




Exons 


l.;135, 1580.. 1649, 1729 


i. .1880, " 1979. . 


2086 




GI Descrip. 


(AC004382) 


Unknown gene product [Homo 


sapiens] 




Seq. No. 


27081 






Seq. ID 


OJ000203_01.0222 


.C25 


Gene No. 


56131 






Strand 


+ 




Start 


1 






End 


2646 




Name 


OJ000203 01 


.0222.C25.ol. 


gs 


Method 


GENSCAN 




Start 


305 






End . 


2587 




GI 


none 






Score 


.74 




Exons 


305.. 440, 1090.. 1244, 1325. .1420, 1550 


..1658, 1744. .1880, 




2546. .2587 












Seq. No. 


f 27081 






Seq. .ID 


OJ000203_01.0222 


.C25 


Gene No. 


56131 






Strand 


4- 





27124 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



1 End 2646 

OJ000203_01.0222.C25.ol.gp Method AAT/GAP 

388 End 2646 

20816_1.R1084 Score 1616 

388. .440, 1090. .1244, 1325.. 1420, 1499.. 1658, 1744,. 1880, 

1979. .2053, 2155.. 2336, 2522.. 2646 

'2293332 4.0e-28 (AF011338) unknown [Dictyostelium discoideum] ' 



27081 
56132 
3562 

OJ000203_01.0222.C25.ol.tm 

314 

none 



Seq. ID OJ000203_01.0222.C25 
Strand 

End .4601 

Method TBLASTX : Mai ze 

End 2195 

Score 153 



314.. 433, 341.. 442, 1025.. 1225, 1089.. 1226, 1319.. 1417, 
1324.. 1428, 1335.. 1418, 1363.. 1419, 1451.. 1657, 1497.. 1661, 
1742. .1879, 1743. .1889, 1744. .1881, 1979. .2065, 1981. .2055, 
2160.. 2195, 2166.. 2195 



Seq. No. 27081 

Gene No. 56132 

Start 3562 

Name OJ000203_01.0222.C25.ol.ts 

Start 1095 ' 

GI none 
Exons 



Seq. ID OJ000203_01.0222.C25 
Strand 

End 4601 

Method TBLASTX: Soybean 

End 2193 

Score 78 



1095.. 1229, 1498.. 1569, 1499.. 1579, 1563.. 1664, 1574.. 1660, 
1737. .1889, 1739. .1879, 1741. .1881, 1979. .2065, 1981. .2055, 
2152. .2193, 2157. .2192 



Seq. No. 


27081 




Seq. ID 


OJ000203_ 


_01. 


0222 


.C25 


Gene No. 


56132 




Strand 










Start 


3562 




End 


4601 








Name 


OJ000203 01.0222.C25.o2 


. gs 


Method 


GENSCAN 








Start 


3562 




End 


4601 








GI 


none 




Score 


.53 








Exons 


3562.. 3685, 4270.. 4601 














Seq. No. 


27082 




Seq. ID 


OJ000203_ 


_01. 


0222 


.C26 


Gene No. 


56133 




Strand 










Start 


1008 




End 


1144 








Name 


OJ000203 01.0222.C26.ol 


.gs 


Method 


GENSCAN 








Start 


1008 




End 


1144 








GI 


none 




Score 


.44 








Exons 


1008. .1144 














Seq. No. 


27083 




Seq. ID 


OJ000203_ 


_01. 


0222 


.C28 


Gene No. 


56134 




Strand 










Start 


98 




End 


2071 








Name 


OJ000203 01.0222.C28.ol 


.gs 


Method 


GENSCAN 








Start 


■ 98 




End 


2071 








GI 


none 




Score 


.9 








Exons 


98.. 366, 1954.. 2071 














Seq. No. 


27083 




Seq. ID 


OJ000203_ 


_01. 


0222 


.C28 


Gene No. - 


56135 




Strand 










Start 


. 3704 




End 


7300 








Name 


OJ000203 01.0222.C28.o2 


.gs 


Method 


GENSCAN 









27125 



Start 
GI 

Exons 



3704 
none 

3704 . .4819, .4891. 
6781. .7300 



End 7300 
Score . 65 
.5080, 5327.. 5461, 5568.. 5665, 5786.. 5949, 



Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



? Seq. No. 

I Gene No. 

I Start 

ii Name 

: Start 

; GI 

P Exons 

| Seq. No. 

Gene No. 
} Start 
^ Name 
I?- " Start r 

GI 

1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



27083 
56135 
3704 

OJ000203_01.0222. 

3716 . 

6686396 

3716. .4819, 4891. 
6781. .7165 
(AC007234) F1E22, 

27083 
56136 
8090 

OJ000203_01.0222, 

3708 

none 

3708.. 3842, 3725. 
4443. .4619, 4724. 

27083 
56136 
8090 

OJ000203_01.0222, 

3717 

none 

3717. .4133, 3725. 

27083 
56136 
8090 

OJ000203_01.0222. 

3725 

none 

3725.. 4009, 3735. 
4167. .4352, 4413. 

27083 
56136 
8090 

OJ000203_01.0222. 

3764 

none 

3764. .4063, 3816. 
4191. .4352, 4376. 

27083 
56136 
8090 

OJ000203_01.0222. 

4724- 

none 

4724. .4834, 4880. 



Seq. ID OJ000.203_01.0222.C28 
Strand 

End 7300 

.C28.bl.np Method AAT/NAP 

End 7165 

Score 2340 
,.5080, 5327. .5461, 5568. .5665, 5786. .5949, 

,10 [Arabidopsis thaliana] 

Seq. ID OJ000203_01.0222.C28 
• Strand 

End 9866 
.C28.ol.tm Method TBLASTX: Maize 

End 4 941 

Score 130 
..3871, 3725. .4441, 3735. .4352, 4442. .4663, 
..4834, 4749. .4820, 4888. .4941 

Seq. ID OJ000203_01.0222.C28 
Strand 

End 9866 

.C28.ol.tw -Method TBLASTX: Wheat 

End 4138 
Score 



329 



.4138 



Seq. ID OJ000203_01.0222.C28 
Strand 

End .-. 9866 

.C28.o2.ts Method TBLASTX: Soybean 

End 4663 

• Score 253 
..4010, 4020. .4163, 4022. .4165, 4166. .4663, 
. .4619 

Seq. ID OJ000203_01.0222.C28 
Strand 

End * 9866 

.C28.o2.tc Method TBLASTX: Cress 

End 4 54 9 

Score 166 
..4064, 4056. .4184, 4058. .4183, 4187. .4390, 
..4549, 4413. .4538 

Seq. ID OJ000203_01.0222.C28 
Strand 

End 9866 

.C28.o5.tc Method TBLASTX : Cress 

End 5019 

Score 91 
..5002, 4888. .5007, 4888. .5019 



27126 



Seq. No. 27083 Seq. ID 

Gene No. 56136 Strand 

Start 8090 End 

Name OJ000203_01 . 0222 .C28 . o4 . ts Method 

Start 4743 ■ End ' 

GI none Score 
Exons 



OJ000203_01.0222.C28 
9866 

TBLASTX : Soybean 

7058 

52 



4743. .4820, 4751. .4822, 4888.-4977, 4898 4975, 5813. . 5875, 
5814. .5963, 5894. .5953, 6779.-6853, 6780. .6851, 6866. .7054, 
6867.. 7058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No.. 
Start 
Name' : • 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27083 
56136 
8090 

OJ000203_01 . 0222 . C28 . o5 . tm 

4942 

none 

4942.. 5055, 4942.. 5082, 4943. 
5567.. 5683, 5571.. 5663, 5759. 

27083 
56136 
8090 

OJ000203_0l. 0222 . C28 . o3 . ts 

4982 

none 

4982. .5083, 
5567. .5674, 



4984.. 5082, 5260. 
5571. .5675/ 5589. 



27083 
56136 
8090 

OJ000203_01.0222.C28.o4 .tc 

5567 

none 

5567.. 5674, 5567.. 5674, 5571. 
5891.. 5953, 5892.. 5987, 6779. 
6867. .6947 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000203 01.0222.C28 



9866 

TBLASTX: Maize ' 
5893 
81 

5083, 5309.. 5458, 5311.. 5463, 
5893, 5760. .5876 



OJ000203_01.0222.C28 
98.66 

TBLASTX: Soybean 

5812 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5457, 5311.. 5463, 5312.. 5458, 
.5675, 5780. .5812- 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000203 01.0222.C28 



9866 

TBLASTX: Cress 
6947 
60 

5675, 5780. .5872, 5787. 
6853, 6780.. 6851, 6863. 



,5870, 
,6946, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

S£q. No. 
Gene No. 



27083 
56136 
8090 

OJ000203_01 . 0222 . C28 . 06 . tm 

5897 

none 

5897.. 5953, 6779.. 6853, 6780. 

27083 
56136 
8090 

OJ000203_01 . 0222 .C28 . o3 . gs 

8090 

none 

8090.. 9565, 9652.. 9852 

27083 
56136 



Seq. ID OJ000203_01.0222.C28 
Strand 

End 9866 

Method TBLASTX : Mai ze 

End 7061 

Score 85 

.6851, 6866.. 7060, 6867.. 7061 

Seq. ID OJ000203_01.0222.C28 

Strand . . - 

End 98 66 

Method GENS CAN 

End 9852 

Score .95 



Seq. ID OJ000203_01 .02-22. C28 
Strand 



27127 



Start 
Name 
Start 
GI 

Exons 

Seq. No, 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8090 

OJ000203_01.0222.C28.o5.ts 

8123 

none 

8123.. 8257, 8133.. 8249, 8294. 

27083 
56136 /. 
8090 ' 

OJ000203_01.0222.C28.o4.tm 

8129 

none 

8129. .8197, 8130. .8207, 8207. 
8513.. 8665, 8529.-8666 

27083 
56136 
8090 

OJ000203_01.0222.C28.o2.np 
8132 
1903034 

8132.. 9565, 9652.. 9852 
(X94 625) amp-binding protein- 

27083 
56136 
8090 

OJ000203_01.0222.C28.ol.tc 
8135 
none 

8135.. 8203, 8139.. 8213, 8297. 
8522.. 9205, 8529.. 9218 

27083 
56136 
8090 - 

OJ000203_01.0222.C28.ol.ts 
8369 
none 

8369.. 8515, 8370.. 8516, 8522. 
9417.. 9566, 9685. .9828 

27083 
56136 '¥ 
8090 

OJ000203_01.0222.C28.o3.tw 

8675 

none 

8675.-8884, 8681.. 8803, 8682. 

27083 
56136 
8090 

OJ000203_01 . 0222 . C28 . o3 . tm 

8741 

none 

8741. .8884, 8742. .8885, 8898., 



End -fS66 
Method TBLASTX : Soybean 
End 8368 
Score 110 
.8368, 8301.. 8333 

Seq. ID OJ000203_01.0222.C28 
Strand 

End'. 9866 

Method TBLASTX : Maize 

End 8666 

Score 59 

.8251, 8297.-8563, 8298.-8525, 



Seq. ID OJ000203_01.0222.C28 
Strand 

End 9866 

Method AAT/NAP 

End 9852 

Score . 1662 

[Brassica napus] 

Seq. ID OJ000203_01.0222.C28 
Strand 

End ' 9866 

. Method TBLASTX: Cress 
End " . 9218 
Score 70 

.8356, 8328. .8516, 8357. .8515, 



Seq. ID OJ000203_01.0222.C28 
Strand 

End 98 66 

Method TBLASTX : Soybean 

End 9828 

Score 133 . 

.9307, 8529.-9248, 9413. .9574, 



Seq. ID OJ000203_01.0222.C28 
Strand 

9866 . 

TBLASTX: Wheat 
8885 
93 



End 

Method 
End 
Score 
8885 



Seq. ID OJ000203_01.0222.C28 
Strand . - 
End 9866 
Method TBLASTX: Maize 
End 9289 
Score 66 . ' 
.9260, 8900.. 9289 



27128 




beq. no. 










oeq • j.u 




Gene No. 


56136 








Strand 




Start 


8090 








End 


9866 


Name 


OJ000203 01 


.0222 


.C28.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9032 








End 


9203 


GI 


none' 








Score 


247 


Exons 


9032. .9202, 


9033 


. .9203, 


9132. 


.9203 




Seq. No. 


27083 








Seq. ID 


OJ000203_01.0222.C28 


bene no. 


001 jO 








Strand 




Start 


8090 








End 


9866 


Name 


OJ000203 01 


.0222 


.C28.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9401 








End 


9866 


GI 


none 








Score . 


223 • 


Exons 


9401. .9604, 


9413 






.9678, 9650.. 9712, 9679.'. 9852, 




9680. .9853, 


9819 


. .9866 








Seq. No. 


27083 








Seq. ID 


OJ000203_01.0222.C28 


bene no • 


J DUO 








Strand 




Start 


~8090 








End 


9866 


Name 


OJ000203 01 


.0222 


.C28.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


9410 








End 


985% v ; ■ 


<GI 


none 








Score 


62 : 


Exons 


9410. .9538, 


9413 


. .9565, 


9423. 


.9566, 9643.. 9681, 9676. .9852, 




9680. .9823 












beq. no. 










Seq.. ID 


OJ000203_01.0222.C29 


Gene No . 


56137 








Strand 


+ 


Start 


5794 








End 


6538 


Name 


OJ000203 01 


.0222 


.C29.o2 


. gs 


Method 


GENS CAN 


Start 


5794 








End 


6538 


GI 


none 








Score 


.85 


Exons 


5794. .5849, 


6237 


. .6276, 


6323. 


.6538 




Seq. No. 


27084 








S.eqi ID 


OJ000203_01.0222.C29 


bene no . 


JOiJO 








Strand 




Start 


1073 








End 


5280 


Name 


OJ000203 01 


.0222 


.C29.ol 


.gs 


Method 


GENSCAN * 


Start 


1073 








End 


5280 


GI 


none 








Score 


.85 


Exons 


1073. .1371, 


1454 


. .1996, 


2450. 


.2834, 3518. .3718, -3807. .4019, 




4278.-4739, 


5203 


. .5280 








Seq. No. 


27084 








Seq. ID 


OJ000203_01 . 0222 . C29 


Gene No. 


56138 








Strand 




OtdlL 


107^ 
J-VJ / o 








End 


5280 


Name 


OJ000203 01 


.0222 


.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1076 








End - 


4487 


GI 


4972236 








Score 


1413 


Exons 


1076. .1371, 


1421 


. .1996, 


2450. 


.2834, 3518. .3718,. 3807. .4019, 




4278. .4487 












GI Descrip. 


(AJ006349) 


endo-beta-1, 


4-glucanase [Fragaria x ananassa] 


Seq. No. 


27084 








Seq. ID 


OJ000203_01 . 0222 . C29 


Gene No. 


56139 








Strand 




Start 


8011 








End 


8226 



27129 




Name 


OJ000203 01 


.0222. 


C2 9 . o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1064 








End 


2822 


GI 


none 








Score 


89 


Exons 


1064. .1204, 


1065. 


.1205, 


1202. 


.1375, 1521. .2000, 1528. .1674, 




1726. .2001, 


2448. 


.2573, 


2568. 


.2822, 2575.. 2670 


Seq. No. 


27084 










OJ000203 01 0222 C29 


Gene No . 


56139 








Strand 




Start 


8011 








End 


8226 


Name 


OJ000203 01 


.0222. 


C29.o3 


.tc 


Method 


TBLASTX : Cress 


Start 


1085 








End 


1369 


GI 


none 








Score 


129 


Exons 


1085. .1204, 


1211. 


.1369 








Seq. No. 


27084 








Seq. ID 


OJ000203_01.0222.C29 


Gene No. 


56139 








Strand 




Start 


8011 








End 


8226 


Name 


OJ000203 01 


.0222. 


C29.o2 


.tm 


Method 


" TBLASTX: Maize 


Start 


1512 








End 


2627 


GI . 


none 








Score 


87 


Exons 


1512. .4682, 


1522. 


.1671, 


1702. 


.1860, 1731. .1859, 1911. .1964, 




2577. .2627 












Seq. No. . 


27084 








Seq. ID 


OJ00Q203_01.0222.C29 


Gene No . 


56139 








Strand 




Start 


8011 








End 


8226 


Name 


OJ000203 01 


.0222. 


C29.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1521 








End 


1769 


GI 


none 








Score 


212 


Exons 


1521. .1769, 


1521. 


.1631 








Seq. No. 


27084 








Seq. ID 


OJ000203_01.0222.C29 


Gene No . 


56139 








Strand 




Start , 


8011 








End 


8226 


Name 


OJ000203 01 


.0222. 


C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1554 








End 


1964 


GI 


none 








Score 


76 


Exons 


. 1554. .1685, 


• 1555. 


.1668, 


1731. 


.1859, 1732.. 1863, 1911.. 1964 


Seq. No. 


27084 








Seq. ID 


OJ000203_01.0222.C29 


Gene No. 


. 56139 








Strand 




Start 


8011 








End 


8226 


Name 


OJ000203 01 


.0222. 


C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1774 








End 


4020 . 


GI 


none 








Score 


156 


Exons 


1774. .2001, 


1803. 


.2000, 


2448. 


.2573, 2568.. 2651, 2575.. 2652, 




2703.. 2822, 


3515. 


.3697, 


3570. 


.3719, 3804. .4019, 3835. .3876, 




3913. .4020 












Seq. No. 


27084 








Seq. ID 


OJ000203_01 . 0222 . C29 


Gene No. 


56139 








Strand 




Start 


8011 








End 


8226' 


Name 


OJ000203 01 


.0222. 


C29.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2628 








End 


2849 


GI 


none 








Score - 


68 


Exons 


2628. .2705/ 


2628. 


^2822, 


2629. 


.2838, 2796. .2849 



27130 




Seq. No» . 


27084 








Seq. ID 


OJ000203_01.0222 


.C29 


Gene No . 










Strand 






Start 


8011 








End 


8226 




Name 


OJ000203 01. 


0222. 


C29.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3515 








End 


4022 




GI 


none 








. Score 


117 




Exoris 


3515. .3697, 


3516. 


.3719, 


3804. 


.4022, 3805.. 4020 




Seq. Nov 


• 27084 








Seq. ID 


OJ000203_01.0222 


.C29 


Gene NO. 


56139 








Strand 






otart 


ou ll 








End 


8226 




Name 


OJ000203 01. 


0222. 


C29.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3566 








End 


4403 




GI 


none 








Score 


125 




Exons* 


3566. .3697, 


3567. 


.3722, 


3617. 


.3730, 3693.'. 3716, 3804.. 4019, 




3832. .4020, 


4275. 


.4403, 


4291. 


.4374 






Seq. No. 


27084 








Seq. ID 


OJ000203_01.0222 


.C29 


Gene No . 










Strand 






Start 


8011 








.hnct 


poof; 




Name 


OJ000203 01. 


0222. 


C29.o3. 


gs 


Method 


GENSCAN 




Start 


8011 








End 


8226 




GI 


none 








Score 


.97 




Exons 


8011. .8226 








» 






Seq. No. 


27085 








Seq. ID 


OJ000203_01.0222 


.C30 


Gene no. 


OOl4U 








Strand 






Start 


38 














Name 


OJ000203 01. 


0222. 


C30.ol. 


gs 


Method 


GENSCAN 




Start 


38 








End 


377 




GI 


none 








Score 


.98 




Exons 


38..212, 334 


. .377 










Seq. No. 


27086 








Seq. .ID 


OJ000203_01.0222 


.C31 


Gene No . 










Strand 


+ 




Start 


3786 








End 


4710 




Name 


OJ000203 01. 


0222. 


C31.o2. 


gs 


Method 


GENSCAN 




Start 


3786 








End 


4710 




GI 


none 








Score 


.78 




Exons 


3786. .3881, 


3947. 


.4076, 


4523. 


.4710 






Seq. No. 


27086 








Seq. ID 


OJ000203_01.0222 


.C31 


\jQTLQ NO • 


A 9 
ODlfl^ 








Strand 


+ 




Start 


5265 








End 


5567 




Name 


OJ000203 01. 


0222. 


C31.o3. 


gs 


Method 


GENSCAN 




Start 


5265 








End 


5567 




GI 


none 








Score 


1 




Exons 


5265. .5567 














Seq. No. 


27086 








Seq. ID 


OJ000203_01.0222 


.C31 


Gene No. 


56143 








Strand 


+ 




Start 


6091 








End 


9867 




Name 


OJ000203 01. 


0222. 


C31.ol. 


gp 


Method 


AAT/GAP 




Start 


5995 








End 


6588 




GI 


30154 1.R1084 






Score 


933 




Exohs 


5995. .6447, 


6552. 


.6588 










GI Descrip. 


'5689236/dbj 


IBAA82873.il 


2.0e 


-34 (AB024291) ZmRR2 [Zea mays; 



27131 





- >gi_60a9897_dbj_BAA85113 I .^_ 


(AB031012) 


response regulator 2 




mays] 1 




V. . ■■ 




Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


.C31 


Gene No . 


56143 


Strand 


+ 




Start 


6091 


End 


9867 




Name 


OJ000203 01.0222.C31.o4.gs 


Method 


GEN SCAN 




Start 


6091 . . 


End 


9867 




GI 


none 


Score J;;- 


' .84 




Exons 


6091.. 6447, 6552.. 6662, 9445 


..9660, 9814.. 9867 r 




Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


.C31 


Gene No. 


56143 


Strand 


+ 




Start 


6091 


End 


9867 




Name 


OJ000203 01 . 0222 . C31 .'ol . np 


Method 


AAT/NAP 




Start 


6130 


End 


6704 




GI 


5689236 


Score 


539 




Exons 


6130.. 6447, 6552.. 6704 








GI Descrip. 


(AB024291) ZmRR2 [Zea mays] 


gil 6009897 


Idbj IBAA85113.il 






(AB031012) response regulator 2 [Zea mays] 




Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


.C31 


Gene No. 


56144 


Strand 






Start 


178 


End 


2648 




Name 


OJ000203 01.0222.C31.ol.gs 


Method 


GENS CAN 




Start ■ 


178 


End 


2648 




GI 


none 


Score 


.51 




Exons 


178. .414, 672. .738, 1105. .1142, 1699.. 


1841, 2129.. 2288, 






2625.-2648 








Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


-C31 


Gene No. 


56145 


Strand 






Start 


11031 


End 


13283 




Name 


OJ000203 01.0222.C31.o5.gs 


Method 


GENSCAN 




Start 


11031 


End 


13283 




GI 


none 


Score. 1 


. 63 




Exons 


11031. .11143, 11791. .11910, 


11942. .11973, 12667. .12796, 






12977. .13075, 13199.. 13283 








Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


.C31 


Gene No. 


56146 


Strand 






Start 


13861 


End 


14956 




Name 


OJ000203 01.0222.C31.ol.tc 


Method 


TBLASTX: Cress 




Start* 


6226 


End 


6689 




GI 


none 


Score 


120 




Exons 


6226.. 6363, 6243.. 6362, 6369 


..6449, 6370. .6447, 6546. .6689, 




655 i 1.6676 








Seq. No. 


27086 


Seq. ID 


OJ000203_01.0222 


.C31 


Gene No. 


56146 


Strand 






Start 


13861 


.End 


; .14956 




Name 


OJ000203 01.0222.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


6234 


End 


6749 




GI 


none 


Score 


327 




Exons 


6234.. 6449, 6235.. 6447, 6546 


..6749, 6551. .6715 





Seq. No. 



27086 



Seq. ID OJ000203_01.0222.C31 

27132 




Gene No . 






Strand 




Start 


13861 




End 


14956 


Name 


OJ000203 01. 


0222.C31.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6378 




End 


6689 


GI 


none 




Score 


101 


Exons 


6378. .-6449, 


6379.-6447, 6546 


..6689, 6551.. 6676 


Seq. No. 


27086- 


> 


. Seq. ID 


OJ000203_01.0222 


Gene No. 


' 5614 6 




Strand 




Start 


13861 




End 


14956 . 


Name 


OJ000203 01. 


0222.C31.o2.np 


Method 


AAT/NAP 


Start 


13861 




End 


14956 


GI 


1654005 




Score 


225 


Exons 


13861. .13927 


, 14612. .14695, 


14821. .14956 



GI Descr.ip. (X89398) uracil-DNA-glycosylase, UNG2 [Homo sapiens] 

gi| 1850821 | emb | CAA70211 | (Y09008) uracil-DNA glycosylase [Homo 
sapiens] 



Seq. No. 


27087 








Seq. ID 


OJ000203JD1 . 0222 .C33 


Gene No. 


56147 








Strand 


+ 


Start 


1027 








End 


3866 


Name; 


OJ000203 01. 


0222. 


C33.ol 


.gs 


Method 


GENSCAN 


Start. . 


1027 








End 


37 0.5 


GI 


> none 








Score 


. 52 ■ ' v 


Exons 


1027. .1171, 


2528. 


.3705 








Seq. No. 


27087 








Seq. ID 


OJ000203_01.0222.C33 


Gene No. 


56147 








Strand 


+ 


Start 


1027 








End 


3866 


Name 


OJ000203 01. 


0222. 


C33.ol 


.gp 


Method 


AAT/GAP 


Start 


3384 








End 


3866 


GI 


none 








Score 


934 


Exons 


3384. .3866 












Seq. No. 


27087 








Seq. ID 


OJ000203_01.0222.C33 


Gene No. 


56148 








Strand ; 


- +■ ■ : - ' : ' . *" 


Start 


5978 








End 


7590 " 


Name 


OJ000203 01. 


0222. 


C33.o3 


.gs 


Method 


GENSCAN 


Start 


5978 








End 


6779 


GI 


none 








Score 


.87 


Exons 


5978. .6173, 


6433. 


.6779 








Seq. No. 


27087 








Seq. ID 


OJ000203_01.0222.C33 


Gene No. 


56148 








Strand ■ 


+ 


Start 


• 5978 








End 


7590 


Name 


OJ000203 01. 


0222. 


C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5981 








End 


6631 


GI 


none 








Score 


74 


Exons 


5981. .6172, 


6054. 


.6122, 


6062. 


.6172, 6401.. 6631, 6435.. 6629 


Seq. No. 


2708?' f 








Seq. ID 


OJ000203_01 . 0222 . C33 


Gene No. 


56148 








Strand 


+ 


Start 


5978 








End 


7590 


Name 


OJ000203 01. 


0222. 


C33.ol 


.np 


Method 


AAT/NAP 


Start 


5990 








. End 


7590 


GI 


4514716 








Score 


348 


Exons 


5990. .6173, 


6433. 


.6644, 


7489. 


.7590 





27133 




GI Descrip. 


(AB017533) EPc [Nicotiana tabacum] 




Seq. No. 


27087 


Seq. ID 


OJ000203_01.0222.C33 


Qene No . 


56148 


Strand 


+ 


Start 


5978 


End 


7590 


Name 


OJ000203 01 0222 C33 ol 


tw Method ■ 


TBLASTX: Wheat 


Start 


6014 ~ 


End 


6625 


GI 


none 


Score * 


62 


Exons 


6014 6172 6057 6119 


6062.. 6172, 6434.. 6625, 6435.. 6623 


Seq. No. , 


27087 


Seq. ID 


OJ000203_01 . 0222 . C33 


Gene No. 


56148 


Strand 


+ 


Start 


5978 


End 


7590 


Name 


OJ000203 01.0222.C33.o2. 


gp Method 


AAT/GAP 


Start ■ - 


6023 _ 


End 


6746 


GI 


95234 1 R1084 


Score 


736 


Exons 


6023 ~ 6173. 6433 6746 






GI Descrip. 


' 4514716/dbi 1 BAA754 95 11 


1.0e-16 (AB017533) EPc [Nicotiana 




L. QU CI UU.U J 






Seq. No. 


27088 


Seq. ID 


OJ000203_01.0222.C34 


Gene No. 


56149 


Strand 




Start 


113 


■ End 


455 


Name . 


OJ000203 01.0222.C34.ol. 


gp Method 


AAT/GAP 


Start 


113 


End 


455 


GI 


uC-osroM202035e08bl 


Score 


389 



Exons 113. .238, 363.. 455 

GI Descrip. 1 5103809/gb |#AD39639. 1 1 AC007591_4 7.0e-45 (AC007591) Similar to 



gb_AF099053 phosphatidylserine synthase-2 from Mus musculus . 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] 1 



Seq. No. 


27088 




Seq. ID 


OJ000203_01.0222 


.C34 


Gene No. 


56149 




Strand 






Start 


113 




End' 


455 




Name 


OJ000203 


01.0222.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


- 141" .;. 




End 


'454 ■ . ■ - 




GI " - 


• none 




Score 


98 




Exons 


141. .239, 


141. .236, 142. .279, 


142. .243 


, 361. .453, 362.. 


454 


Seq. No. 


27089 




Seq. ID 


OJ000150__31.0124 


.CI 


Gene No. 


56150 




Strand 






Start 


660 




End 


1226 




Name 


OJ000150 


31.0124.Cl.ol.gs 


Method 


. GENSCAN 




Start 


660 




End 


1226 




GI 


none 




Score 


.68 




Exons 


660. .690, 


1192. .1226 








Seq. No. 


27090 




Seq. ID 


OJ000150_31.0124 


.C2 


Gene No. 


56151' 




Strand 


+ 




Start 


803 




End 


1270 




Name 


OJ000150 


31.0124.C2.ol.gs 


Method 


GENSCAN 




Start 


803 




End ' 


1270 




GI 


none 




Score 


.63 




Exons 


803. .930, 


1063. .1270 








Seq'. No.- 


27091 




Seq. ID 


OJ000150_31.0124 


.C7 


Gene No. 


56152 




Strand 







27134 



Start 217 . 

Name OJ000150_3i . 0124 . C7 . ol . gs 

Start 217 

GI none 

Exons 217.. 295, 546.. 601 

Seq. No. 27092 

Gene No. - 56153 ..... 

Start '370 

Name OJ000150_31 . 0124 . C8 . ol . gs 

Start 370 

GI none 

Exons 370.. 440 



End 

Method 

End 

Score 



601 

GENS CAN 

601 

.81 



Seq. ID OJ000150_31.0124.C8 

Strand +' 

End 440 

Method GEN SCAN 

End 440 

Score .96 



Seq. No. 27093- . Seq. ID 

Gene No. 56154 Strand 

Start 78 End 

Name OJ000150_31 . 0124 . Cll . ol . gs Method 

Start 78 End 

GI none Score 

Exons 78.. 453 



OJ000150_31. 0124 .Cll 
453 

GENS CAN 

453 

.99 



Seq. No. 

Gene ".No - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ..- 

Exons 

GI Descrip. 



-Seq. No.; 
Gene . No . * 
Start 
Name 
Start 
GI 

Exons s 



27093 
56154 
78 

OJ000150_31. 0124. Cll. ol.tw 
91 

none 

91. .300, 167. .298, 314. .445, 

27094 
56155 
42 

OJ000150_31 . 0124 . C13 .'ol . gs 
42 

none 

42.. 247, 931.. 949 



Seq. ID 
Strand 
End 

Method 
End 
Score 
340. .414, 359. .445 



OJ000150_31. 0124. Cll 
453 

TBLASTX: Wheat 
445 

80 V. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_31.0124.C13 
+ 

949 

GENSCAN 
949 

.62 



OJ000150 
+ 

6451 
AAT/NAP 
6451 
204 



31.0124.C13 



27094 : ■ Seq. ID 

56156 Strand 
3028 End 
0 JO 0 0 1 5 0_3 1 . 0 1 2 4 . C 1 3 . o 1 . np Method 
3028 End 
6630696 Score 
3028.. 3261, 6419.. 6451 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



27094 
56157 
3381 

OJ000150_31.0124.C13.o3.gs 

3381 

none 

3381.. 3488, 4895.. 4932, 5160. 
6545.. 6658, 7407.. 7434, 9838, 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 



.OJ000150 31.0124.C13 



11756 
GENSCAN 
11756 
.68 

5406, 5846.. 5933, 6299.. 6351, 
10017, 10584. .10916, 10991 .. 11032, 



27135 



11704. .11756 



Seq. No. 27094 Seq. ID 

Gene No. 56158 Strand 

Start 12552 " End 

Name O J000150_31 . 0124 . C13 . o4 . gs Method 

Start 12552 End 

GI none Score 

Exons 12552. .12980 - 



OJ000150_31.0124.C13 

12980 
GENSCAN 
12980 
.85 



Seq. No. 27095 Seq.- ID OJ000I50_31 . 0124 .€14 

Gene No. 56159 Strand + 

Start 4 3 End 4 97 

Name OJ000150_31 . 0124 . C14 . ol . gp Method AAT/GAP 

Start 43 End 4 97 

GI 69953_1.R1084 Score 124 

Exons - 43.. 135, 465.. 497 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone: P0681F10, complete sequence' 



Seq. No. 


27095 






Seq. ID 


OJ000150. 


Gene No. 


56160 






Strand 


+ 


Start 


1945 






End 


2789 


Name 


OJ000150 31.0124 


-Cl^ol. 


.gs 


"Method 


GENSCAN 


Start 


1945 




End 


2789 


GI 


none 






Score 


.95 


Exons 


1945. .2028, 2715 


. .2789 








Seq. Nov *. 


27095 






Seq. ID 


OJ000150; 


Gene No. 


56161 






Strand 


+ 


Start 


15929 






End 


17545 


Name 


OJ000150 31.0124 


.C14.o3, 


.gs 


Method 


GENSCAN 


Start , 


15929 




End 


17545 


GI 


none 






Score 


.95 


Exons 


15929. .17545 











Seq. No. 


27095 


Seq. ID 


OJ000150_31.0124 


.C14 


Gene No. 


56162 


Strand 






Start 


10308 


End 


11321 




Name 


OJ000150 31.0124.C14.o2.gs 


Method 


GENSCAN 




Start 


10308 


End 


11321 




GI 


none 


Score 


.9 




Exons 


10308. .10540, .11270. .11321 








Seiq. No. 


27096 


Seq. ID 


OJ000150_31.0124 


.C16 


Gene No. 


56163 


Strand 


+ 




Start 


2769 


End 


7873 




Name 


OJ000150 31.0124.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1102 


End 


1456 




GI . 


none 


Score 


80 




Exohs- 


.1102. .1311, 1178. ,1309/, 1325. 


.1456,' 1351. .1425- ; ; : 




Seq. No. 


27096 


Seq-. ID 


OJ000150_31.0124 


-C16 


Gene No. 


56163 


Strand 


+ 




Start 


2769 


End 


7873 




Name 


OJ000150 31.0124.C16lo2.np 


Method 


AAT/NAP 




Start 


2769 


End 


6268 





27136 




GI ' 


2967837 


Score 


153"-" ■ 




Exons 


2769. .3074, 3434. .3944, 6240. .6268 






GI Descrip. 


(AF0.52641) cyst nematode resistance gene candidate 


[Triticum 




aesti vuiiij 








Seq. No. 


27096 


Seq. ID 


OJ000150_31. 


0124 .C16 


Clan a Mr* 


56163 .J 


Strand 


'+ 




Start . 


',2769 • . ' ''?V • 


, -End .. 


■7873 - . ' • 




Name 


OJ000150 31.0124.C16.o2.gs 


Method 


GENS CAN 




Start 


5098 


End 


7805 




GI 


none 


Score 


.69 




Exons 


5098. .5205, 7458. .7805 








Seq. No. 


/ \j v \j 


Seq. ID 


OJ000150 31 . 


0124 .C16 


Gene No. 


56163 * 


Strand 




V 


Start 


2769 


End 


7873 




Name 


OJ000150 31.0124.C16.ol.gp 


Method 


AAT/GAP 




Start 


7532 


End 


7873 




GI 


18284 1.R1084 


Score 


449 




Exons 


7532.. 7873 








GI Descrip. 


, 416316/gb|U03445|PRS405 4. 


0e-20 Yeast 


integrative . 


vector pRS- 




with LEU2 marker, complete 


sequence ' 






Seq. No. 


27097 ' 


Seq. ID 


OJ000150_31. 


0124. CI 7 


Gene No. 


. 56164 . 


Strand 


+ 




Start 


1 


End 


234 




Vi CUUC 


OJ000150 31.0124.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


234 




GI 


2315 5.R1084 


Score 


241 




Exons 


1. .45, 123. .234 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 ' 






Seq. No. 


27097 


. Seq. ID 


OJ000150_31. 


0124. C17 




56165 


Strand 






Start 


7 


End 


230 




Name 


OJ000150 31.0124.C17.ol.gs 


Method 


GENS CAN 




Start 


7 


End 


230- 




GI 


none 


Score 


.76 




Exons 


7. .230 








Seq. No. 


27097 


Seq. ID 


OJ000150_31. 


0124. C17 


Gene No. 


56166 


Strand 






Start 


2047 • 


End ' 


2106 




Name 


OJ000150 31.0124.C17.o2.gp 


Method 


AAT/GAP 




Start 


2047 


End 


2106 




GI 


2315 6.R1084 


Score 


73 




Exons 


2047. .2106 








GI Descrip. 


'6016845/dbj IAP000570.il AP000570 4 . Oe- 


38 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


27097 


Seq. ID 


OJ000150_31. 


0124. C17 


Gene No. 


56167. 


Strand 






Start 


3469 


End 


3731 




Name 


OJ000150 31.0124.C17.o3.gp 


Method 


AAT/GAP 




Start 


3469 


End 


3731 




GI 


2315 5.R1084 


Score 


358 \ 





27137 




Exons 3469. .3731 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 f 



Seq. No. 


27097 


Seq. ID 


OJ000150_31. 


0124 


.C17 


Gene No. 


56168 


Strand 


- 






Start - . 


3970 


End . - 


4389 






Name . • 


OJ000150 •31.6i24.C17.o2.gs . 


Method 


GEN SCAN . - 






■Start 


3970 


End 


4 38 9 








none 


Score 








Exons 


3970. .3996, 4294. .4389 










Seq. No. 


27098 


Seq. ID 


OJ000150_31. 


0124 


.C18 


Gene No. 


56169 


Strand 


+ 






Start 


187 ■ ■ ' , - 


End 


2671 






Name ■ 


OJ000150 31.0124.C18.ol.gs 


Method' 


GENSCAN 






Start 


187 


End 


2671 






HT 
K3± 


none 


Score 








Exons . 


187. .246, 464. .569, 2604. .2671 








Seq. No. 


27098 


Seq. ID 


OJ000150_31. 


0124 


.C18 


Gene No. 


56170 


Strand 


- 






Start 


3956 , 


End 


43,33 






Name 


OJ000150 31.0124.C18.o2.gs 


Method 


GIENSCAN * 




- 


Start 


3956 


End 


4933 








none 


Score 








Exons 


3956. .4026, 4318.. 4933 










Seq. No.. 


27098 


Seq. ID 


OJ000150_31. 


0124 


.C18 


Gene No. . 


56171 


Strand 


- 






Start 


6201 


End 


6621 






Name 


OJ000150 31.0124.C18.o3.gs 


Method 


GENSCAN 






Start 


6201 


.End 


6621 






GI 


none 


Score 


.78 






Exons 


6201. .6621 










Seq. No. 


27099 


"Seq. ID 


-OJ000150_31. 


0124 


;ci9 


Gene No. 


56172 


Strand 


+ 






Start 


6339 


End 


6533 






Name 


OJ000150 31.0124.C19.o4.np 


Method 


AAT/NAP 






Start 


6339 


End 


6533 






GI 


4680186 


Score 


102 






Exons 


6339.-6533 












(AF111709) unknown [Oryza /sativa subsp. 


, indica] 






Seq. No. 


27099 


Seq. ID 


OJ000150_31. 


0124 


-C19 


Gene No. 


56173 


Strand 








Start 


1 


End 


4219 






Name 


OJ000150 31.0124.C19.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4219 






GI 


4680179 . - 


Score 


673 






Exons 


1..41, 3413. .4219 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 






Seq.- No. 


27099 


Seq. ID 


OJ000150_31. 


0124 


.C19 


Gene No. 


56173 


Strand . 








Start 


1 


End 


4219 







27138 



Name 


OJ000150 31. 


0124. 


C19.ol 


.gs 


Method , 


. GENS CAN - * ' 




Start 


75 








End 


371 




GI 


none 








Score 


.98 • 




Exons 


75. .371 














Seq. No. 


27099 








Seq. ID 


OJ000150_31.0124 


.C19 




Jul ' J 














Start 


1 








End 


>;4219 




Name 


•GJ000150 31. 


0124. 


C19.ol 


.tw 


Methods- 


TBLASSX: Wheat 




Start 


3422 








End 


3728 " ! " 




GI 


none 








Score 


112 




Exons 


3422. .3724, 


3531. 


.3728 










Seq. No. 


27099 








Seq. ID 


OJ000150_31.0124 


.C19 


uCilC LNL? • - ..• 


^61 7 ^ 

JOJ. 1 J 








q't- rand" 

Oil ClllVwl 






Start 


1' 








End 


4219 




Name 


OJ000150 31. 


0124. 


C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


. 3434 








End 


3724 




GI 


none 








Score 


68 




Exons 


3434. .3724, 


3594. 


.3707 










Seq. No. 


27099 








Seq. ID 


OJ000150_31.0124 


.C19 












OLL Cll L\JL 






S W Start 


1 ' 








'"End 


.4219 




! f Name 


OJ000150 31. 


0124. 


C19.o2 


.tw 


Method 


TBLASTX: Wheat 




=3 Start 


3747 








End 


3958 




;ri gi 


none 








Score 


113 




'\\ Exons 


3747. .3947, 


3749. 


.3958 










Seq. No. 


27100 








Seq. ID 


OJ000150_31.0124 


.C20 


: ts? ana KI/*n 
ucllc LNO . 










OIL cLilU. 






=5 Start 


1797 








End 


2044 




If Name 


OJ000150 31. 


0124. 


C20.O2 


.gs 


Method 


GEN SCAN 




Start 


1797 








End 


2044 




GI 


none 








Score 


.53 




Exons 


1797. ,2044 














=: - = Seq. No. 


27101 




.» 




Seq. ID 


OJ000150_31.0124 


.C24 


.3 Gene No. 


56175 








Strands- 






Start 


1 








End 


841 




Name 


OJ000150 31. 


0124. 


C24.ol 


.np 


Method 


AAT/NAP 




as? Start 


1 








End 


841 




GI 


4680179 








Score 


662 




. Exons 


1. .841 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


27101 








Seq. ID 


OJ000150_31.0124 


.C24 




56175 








ij LL allU 






Start 


1 








End 


841 




Name 


OJ000150 31. 


0124. 


C24.ol 


.tw 


Method 


TBLASTX: Wheat 




. Start 


44 








End • 


350,, 




GI 


none 








Score 


112- • 




Exons 


44. .346, 153 


. .350 










•Seq. No. 


27101 








Seq. ID 


OJ000150_31.0124 


.C24 


Gene No. 


56175 








Strand 






Start 


1 








End 


841 





27139 



N^me / 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 

. ? ..Name 
ri Start 
GI 

Exons 



OJ000150_31 . 0124 . C24,.ol . tm : Method 

56 End 

none Score 
56.-346, 216. .329 

27101 Seq. ID 
56175 ' Strand 

1 - . End . . 

OJ000150_31.0124.C24.o2.tw Method . 

369 End 

none Score 
369. .569, 371. .580 



TBLASTX: Maize 

346 

68 



OJ000150_31.0124.C24 
841 

..TBLASTX: Wheat W ' 
'580 
113 



Seq. No. 27102 Seq. ID 

Gene No. 56176- Strand 

Start 96 End 

Name 0 J000150_31 . 0124 . C25 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96. . 165 



OJ000150_31.0124.C25 
+ 

165 

GEN SCAN 

165 

.94 



Seq. No.- 27103 Seq. ID 

Gene No. 56177 Strand 

Start 38- End 

Name OJ000150_31.0124.C26.ol.gs Method 

Start 38 End 

GI none Score 

Exons' r38. .511 



OJ000150_31.0124.C26 
511 

GENS CAN 

511 

.77 



Seq. No. 27104 • Seq. ID 

Gene No. 56178 Strand 

Start ' 268 End 

Name OJ000150_31 . 0124 . C29 . ol . gs Method 

Start 268 End 

GI none Score 

Exons 268.. 384 



OJ000150_31.0124.C29 
+ 

384 

GENSCAN 

384 

.43 



Seq. No. 27105. Seq. ID 

Gene No'. 56179 Strand 

Start 185 End 

Name OJ000150_31 . 0124 .C30. ol .gs Method 

Start 185 End 

GI , none Score 

Exons 185.. 526 



OJ000150_31.0124.C30 
526 

GENSCAN 

526 

.73 



Seq. No. 27106 Seq. ID. 

Gene No. 56180 Strand 

Start 120 End 

Name OJ000150_31 . 0124 . C31 . ol . gs Method 

Start 120 End 

GI . none ' Score. 

Exons 120.. 227 

Seq. No. 27107 Seq. ID 

Gene No. 56181 * Strand 

Start ,795 End 

Name OJ000150_31 . 0124 . C34 . ol . gs Method 



OJ000150_31.0124.C31 
227 

GENSCAN 

227 

.6 



OJ000150_31.0124.C34 

1027 
GENSCAN 



27140 




Start 


795' : 


End' 


1027 




GI 


none 


Score 


.93 




Exons 


795.. 1027 








Seq. No. 


27108 


Seq. ID 


OJ000150_31. 


0124 .C41 


Gene No 


56182 


Strand 


+ 




Start 


543 


End 


1002 




f Name ; . 


OJ000150 31.0124.C41.ol-. : gs 


Method - 


, GEN SCAN 




Start' ' 


543 


End 


,1002 




GI 


none 


Score . 


1 




Exons 


543.. 1002 








Seq. No. 


27109 


Seq. ID 


OJ000150_31. 


0124 .C44 


Gpnp No - 


56183 


Strand 






Start 


78 1 


End 


213 




Name 


OJ000150 31.0124.C44.ol.gs 


Method 


GEN SCAN 




Start 


78 


End 


213 




GI 


none 


Score 


. 43 




Exons 


78. .213 








Seq. No. 


27110 


Seq. ID 


OJ000150J31. 


0124. C47 


Gphp No 


56184 


Strand 


+ 




Start ' 


89 


End 


848 




Name 


OJ000150 31.0124.C47.ol.gs' 


Method 


GENSCAN 




Start *" 


89 


End 


837 




GI 


none 


Score 


.43 




Exons . 


89.-655, 733. .837 








Seq. No. 


27110 


Seq. ID 


OJ000150_31. 


0124.C47 


Gene No. 


56184 


Strand 


+ 




Start 


89 


End 


848 




Name 


OJ000150 31.0124.C47.ol.gp 


Method 


AAT/GAP 




Start 


577 


End 


848 




GI 


2315 5.R1084 


Score 


304 




Exons 


577. .655, 733. .848 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 1 AP000570 1 . Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone: P07liE10 f 






Seq. No. 


27111 


Seq. ID 


OJ000150_31. 


012.4. C48 


Gene No . 


56185 


Strand 


+ 




Start 


819 


End 


836 ^ 




Name 


OJ000150 31.0124.C48.ol.gs 


Method 


GENSCAN 




Start 


819 


End 


836 




GI 


none 


Score 


.47 




Exons 


819. .836 








Seq. No. 


27112 


Seq. ID 


OJ000150_31. 


0124. C49 


Gene No - 


56186 


Strand 


+ 




Start 


13 


End 


285 




Name 


OJ000150 31.0124.C49.ol.gs 


Method 


GENSCAN 




Start 


13 


- End 


285 




GI 


none 


Score 


.'68 




Exons 


13. .89, 95.-285 








Seq. No. 


27113 


Seq. ID 


■OJ000150_31. 


0124. C56 


Gene No. 


56187 


. Strand 






Start 


1 


End 


699 





27141 



Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_31.0124.C56.ol.np 'Method AAT/NAP 
1 End 699 

2967837 ' Score 99 

1..248, 608. .699 

(AF052641) cyst nematode resistance gene candidate [Triticum 
aestivum] 



2.7114 , . . Seq. ID 

56188 Strand 
407 . End 

OJ000150_31 . 0124 . C57 . ol . np Method 
407 End 
6630696 Score 
407. .678, 943. .1028 

(AP000969) ESTs^D22114 (C10364) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



GJ000150_31.0124.C57 

+ ~" 

1028 

AAT/NAP 

1028 

202 



Seq. No. 


27114 










Seq. ID 


OJ000150_ 


_31. 


0124 


.C57 


Gene No\ 


56189 










Strand 


- 








Start 


797 










End 


904 








Name 


OJ000150 


_31. 


0124. C57 


.ol 


. gs 


Method 


GEN SCAN 








Start 


797 










End 


904 








GI ; 


none 










Score 


.9 








Exons 


797. .904 




















Seq. No. 


27115 










Seq. ID 


OJ000150_ 


_31. 


0124 


.C58 


Gene No. 


56190 










Strand 


— 








Start 


17 










End 


171 








Name 


OJ000150 


_31. 


0124. C58 


.ol 


. gs 


Method 


GENSCAN 








Start 


17 










End 


171 








GI 


none 










Score 


.48 








Exons 


17. .171 




















Seq . No . 


27116 










Seq. ID 


OJ000150 


_31. 


0124 


.C59 


Gene No. 


■•■-.56191 










Strand 










Start 


204 










" End 


255 








Name 


OJ000150 


_31. 


0124. C59 


.ol 


.gs 


Method 


GENSCAN 








Start. 


204 










End 


"255 








GI 


none 










Score 


.58 








Exons 


204. .255 




















Seq. No. 


27117 










> Seq. ID 


OJ000150_ 


_31. 


0124 


.C60 


Gene No. 


56192 










Strand 










Start 


305 










End 


372 








Name 


OJ000150 


_31. 


0124. C60 


.ol 


.gs 


Method 


GENSCAN 








Start 


305 










End 


372 








GI 


none 










Score 


.64 








Exons 


305. .372 




















Seq. No. 


27118 










\ Seq./ ID". 


OJ000150; 


_31. 


0-124 


.C62 


Gene No. 


56193 








' . 


Strand "x 










Start 


34 










End 


272 " 








Name 


OJ000150 


_31. 


0124. C62 


.ol 


. gs 


Method 


GENSCAN 








Start 


34 










End 


272 








GI 


none 










Score ' 


.64 








Exons 


34. .101, 


200 


. .272 

















27142 




oeq. wo. 


071 1 Q 


oeq. ±u 


n Tfinm ro ?i 


01 9 4 Pfi^ 


Gene No. 


56194 


Strand 






Start 


86 


End 


339 




Name 


OJ000150 31.0124.C63.ol.gs 


Method 


GENSCAN 




Start 


86 


End 


339 




GI 


none 


Score 


.99 




Exons 


86.. 339 








oeq. no. 


O *7 1 O O 




n toooi 


oi 9 4 pfifi 

UJ.Z4 .^DO 


Gene No. 


56195 


.Strand 






Start 


107 


End 


190 




Name 


OJ000150 31.0124.C66.ol.gs 


Method 


GENSCAN 




Start 


107 


End 


190 




GI 


none 


Score 


.91 " 




Exons 


107. .190 








Seq. No. 


27121 


, v Seq. ID 


OJ000150_31. 


0124. C68 


Gene No. 


56196 


Strand 


+ 




beam 


1 


End 


722 




Name 


OJ000150 31.0124.C68.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


722 




GI 


2967837 


Score 


80 




Exons 


1. .63, 282. .547, 682. .722 








GI Descrip. 


(AF052641) cyst nematode resistance gene candidate 


[Triticum 




aestivum] 








Seq.. No. 


27122 


Seq. ID 


OJ00015"0_31. 




Gene No. 


56197 


Strand 


+ 




Start 


112 


End 


225 




Name 


OJ000150 31.0124.C69.ol.gs 


Method 


GENSCAN 




Start 


112 


End 


225 




GI 


none 


Score 


.63 




Exons 


112.. 225 








Seq . No . 


27123 


Seq. ID 


OJ000150_31. 


01 94 P70 


Gene No. 


56198 


Strand 


+ 




Start 


71 


End 


298 




Name 


OJ000150 31.0124.C70.ol.gs . 


Method 


GENSCAN 




Start 


71 


End 


298 




GI 


none 


Score 


.62 




Exons 


71. .298 








Seq. No. 


< 

27124 


Seq. ID 


OJ000150_31. 


0124.C74 


Gene No. 


56199 


Strand 


+ 




o tart 


232 . 


End 


843 




Name 


OJ000150 31.0124.C74.ol.gp 


Method 


AAT/GAP 




Start 


232 


End 


843 




GI 


2315 5.R1084 


Score 


355 




Exons 


232. .494, 799. .843 








GI Descrip. 


f 6016845/dbj I AP000570 . 1 1 AP00.0570 1 . Oe- 


14 Oryza sativa genomi 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


27125 


Seq. ID 


OJ000150_31. 


0124. C75 


Gene No. 


56200 


Strand 






Start 


855 . 


End 


1060 




Name 


OJ000150 31.0124.C75.ol.gs 


Method 


GENSCAN 





27143 




Start 


;855 








End 


1060. 


GI 


none 








Score 


.41 


Exons 


855. .1060 












Seq. No. 


27126 








Seq. ID 


OJ000150_31.0124.C76 


Gene No. 


56201 








Strand 




Start 


oolz 








End 


7620 


Name 


OJ0Q0150 31 


.0124 


.C76.o2 


.gs 


Method- 


GENSCAN 


Start 


3512 








End 


7620 


GI 


none 








Score 


.79 


Exons 


3512. .3782, 


4015 


. .4207, 


5695. 


.6073, 6499.. 6601, 6820.. 6924, 




7478. .7620 












Seq. No. 


27126 








Seq. ID 


OJ000150_31.0124.C76 


Gene No. 


56201 








Strand 




Start 


3512 








End 


7620 


Name 


OJUUUloU 31 


.0124 


.C76.ol 


.np 


Method 


AAT/NAP 


Start 


5720 








End 


6102 


GI 


3928543 








Score 


299 


Exons 


5720. .6102 












GI Descrip. 


(AB016819) 


UDP-glucose 


glucosyltransf erase [Arabidopsis 




thaliana] 












Seq. No. 


27126 








Seq. ID 


OJ000150_31.0124.C76 


Gene No . 


C C O A 1 

56201 








Strand 




Start 


3512 








End 


7620 


Name 


OJ000150 31 


.0124 


.C7 6.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5723 








End. 


6106 


GI 


none 








Score 


340 


Exons 


5723. .6106, 


5730 


. .6086, 


5972. 


.6106 




Seq. No. 


27126 








Seq. ID 


OJ000150__31.0124.C76 


Gene No . 


56201 








Strand 




Start 


3512 








End 


7620 


Name 


OJ000150 31 


.0124 


.C76.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5732 








End 


6104 . 


GI 


none 








Score 


211 


Exons 


5732. .6100, 


5733 


• . 6104 








Seq. No. 


27126 








Seq. ID 


OJ000150_31.0124.C76 


Gene No . 


ODZUl 








Strand 




Start 


3512 








End 


7620 


Name 


OJ000150 31 


.0124 


.C76.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5783 








End " 


6088 


GI 


none 








Score 


257 


Exons 


5783. .6088, 


5808 


. .6083 








Seq. No. 


27127 








Seq. ID 


OJ000150_31.0124.C77 


Gene No . 


C CO A O 








Strand 




Start 


116 








End 


167 


Name 


OJ000150 31 


.0124 


.C77.0.1 


.gs 


Method 


GENSCAN 


Start 


116 








End 


■ 167 ■ ' - 


GI 


none 








Score 


.58 


Exons 


116. .167 












Seq. No. 


27128 








Seq. ID 


OJ000150_31.0124.C78 


Gene No. 


56203 








Strand 





27144 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1022 End ' 2277 

OJ000150_31.0124.C78.ol.gs Method GEN SCAN 
1022 End 2277 

none Score .54 

1022. .1070, 1324. .1469, 1907. .1933, 1996. .2085, 2170. .2277 



27128 Seq. ID 

56204 Strand 
3414 - .... End 

OJ000150_31 . 0124 . C78 . o2 . gs Method 

3414 End 

none Score 
3414.. 4937 

27128 Seq. ID 

56204 Strand 

3414 End 

OJ000150_31.0124.C78.ol,np Method 

3453 End 

3928543 Score 
3453. .4925 

(AB016819) UDP-glucose glucosyltransferase [Arabidopsis 
thaliana] 



OJ000150_31.0124.C78 

4943 
GENSCAN 
4937 
.56 



OJ000150_31.0124.C78 

4943 
AAT/NAP 
4925 
1256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27128 
56204 
3414 

OJ000150_31 . 0124 . C78 . o2 . tm 

3456 

none 

3456.-3884, 
3982. .4026 



Seq.' ID 

Strand 

End 

Method 

End 

Score 



OJ000150_31.0124.C78 
4943 

TBLASTX: Maize 

4049 

416 



3463. .3867, 3627. .3884, 3885. .3974, 3885. .4049, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



27128 
56204 
3414 

OJ000150_31 . 0124 .C78 . ol . tc 

3514 

none 

3514. .3867, 3516. .3884, 3885. 
4213. .4326, 4362. .4571, 4462. 
4698.-4925, 4714.. 4899 

27128 
56204 
3414 

OJ000150_31.0124 .C78.ol.ts 

3528 

none 

3S28..3629, 3636.. 3884, 3637. 
4119.. 4160, 4158. ,4331, 4362. 
4698.. 4901, 4783. .4902 . 

27128 
56204 
3414 

OJ000150 31.0124.C78.ol.tw 



Seq. ID OJ000150_31.0124.C78 
Strand 

End 4 943 

Method TBLASTX: Cress 
End 4925 
Score 254 

.4160, 3898. .4083, 4158. .4331, 
.4572, 4590. .4682, 4614. .4682, 



Seq. ID OJ000150_31.0124.C78 
Strand 

End 4943 

Method TBLASTX : Soybean 

End 4 902 

Score 188 

.3867, 3891. .4094, 3898. .4101, 
.4580, 4465. .4572, 4587. .4682, 



Seq. ID OJ000150_31.0124.C78 
Strand 

End - 4 94 3 

Method TBLASTX : Wheat 



27145 




Start 


3646 








End 


- 4043 




GI 


■ hone 








Score 


174 




Exons 


3646. .3867, 


3648 


. .3869, 


. 3897. 


.4043 






Seq. No. 


27128 








Seq. ID 


OJ000150 


_31.0124 .C78 


Gene No. 


56204 








Strand 






Start 


3414 








End 


4943 




Name ' ■ 


OJ000150 31 


. 0124 


.C78 .ol- 


. tm 


Method. 


TBLASTX : 


Slaize . 


"Start 


4065 - ~~~ 








End v " 


4 907. v.*. 




GI 


none 








Score 


61 




Exons 


4065. .4181, 


4066 


. .4143, 


4128. 


.4193, 4158. .4331, 


4213. . 4326, 




4362. .4583, 


4363 


. .4404, 


4456. 


.4599, 4581. .4682, 


4623. .4676, 




4683. .4907, 


4714 


. .4905 










Seq.' No. ■ 


27128 








Seq. ID 


OJ000150 


_31.0124 .C78 




> 56204 








Strand 






Start 


3414 








End 


4943 




Name 


OJ000150 31 


.0124 


.C78.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4614 








End 


4943 




GI 


none ■ 








Score 


45 




Exons 


4614. .4682, 


4615 


. .4647, 


4695. 


.4943, 4714. .4911 




Seq. No. 


27129 








Q Prr T n 


OJ000150 


__31.0124.C81 




56205 














Start 


16 








Hi 1 l\JL 


8 6 




Name 


OJ000150 31 


.0124 


.C81.ol 


.gs 




O ill LN O 




Start 


16 








End 


86 




GI 


none 








Score 


.94 




Exons 


16. .86 














Seq. No. 


27129 








Seq. ID 


OJ000150 


_31.0124 .C81 


f^fanp No 


56206 
■*j \j *~ \j \j 








Strand 






Start 


376 








End 


529 




Name 


OJ000150 31 


.0124 


.C81.ol 


.gp 


Method 


AAT/GAP 




Start 


376 








End 


^ 529 




GI 


none 








Score 


. 165 




Exons 


376.. 529 














Seq. No. 


27130 








Seq. ID 


OJ000150 


_31.0124 .C82 


Gene No . 


56207 








Strand 


+ 




Start 


157 








End 


237 




Name 


OJ000150 31 


.0124 


.C82.ol 


. gs 


Method 


GENSCAN 




Start 


157 , 








End 


' 237 




GI 


none 








Score 


.63 * 




Exons 


157. .237 














Seq. No. 


27130 








Seq. ID 


OJ000150 


_31.0124.C82 


Gene No. 


56208 








Strand 






Start 


169 








End 


248 




Name 


OJ000150 31 


.0124 


.C82.ol 


.np 


Method 


AAT/NAP 




Start 1 


169 








End 


248 




GI ' ■ ■ . 


5777623 . 








, Score 


64 




Exons 


169. .248 














GI Descrip. 


(AJ245900) 


CAA303711.1 ] 


protein [Oryza 


sativa] 




Seq. No. 


27131 








Seq. ID 


OJ000150 


_31.0124.C89 


Gene No. 


56209 








Strand 


+ 





27146 



Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



315 

AAT/NAP 

315 

379 



i ' • ■ m 

OJ000150_31.0124.C89.ol.np 
1 

6069646 
1..315 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome l£ BAG F9013 genomic -s.equence,- 
putative hon-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 27132 Seq. ID 

Gene No. 56210 Strand 

Start 228 End 

Name OJ000150_31 . 0124 .C90 . ol . gs Method 

Start 228 End 

GI none Score 

Exons 228.. 305 



OJ000150_31.0124.C90 
305 

GENSCAN 

305 

.92 



:Seq. No. 27133 Seq. ID OJ000150_31 . 0124 .C91 

Gene No. 56211 Strand 

Start 1 End 628 

Name OJ000150_31. 0124. C91.ol. rip Method AAT/NAP 

Start * 1 End 628 

GI 4971998 Score 139 

Exons 1..80, 497.. 628 

GI Descrip. (Y14 685) polynucleotide phosphorylase [Arabidopsis thaliana] 

git 4972000 | emb | CAB43865.il (Y14686) polynucleotide phosphorylase 





[Arabidopsis thaliana] 










Seq. No. 


27134 




Seq. ID 


OJ000150_31.0124 


.C94 


Gene No. 


56212 




Strand 






Start 


216 




End 


267 




Name 


OJ000150 31.0124.C94.ol 


.gs 


Method 


GENSCAN 




Start 


. 216 




End 


267 




GI 


none 




Score 


.91 




Exons 


216.. 267 










Seq. No. 


27135 




Seq. ID 


OJ00dl50_31.0124 


.C95 


Gene No. 


56213 




Strand 






Start 


367 




End 


384 




Name 


OJ000150 31.0124.C95.ol 


.gs 


Method 


GENSCAN 




Start 


367 




End 


384 




GI 


none 




Score 


.42 




Exons 


367. .384 










Seq. No. 


27136 




Seq. ID 


OJ000150_31.0124 


.C96 


Gene No. 


56214 




Strand 


+ 




Start 


514 




End 


712 




Name 


OJ000150 31.0124.C96.ol 


tm 


Method 


TBLASTX: Maize 




Start 


504 




End 


711 




GI 


none 




Score 


224 




Exons 


504. .662, 529. .711, 610 


.708 








Seq. No. 


27136 




Seq. ID 


OJ000150_31.0124 


.C96 


Gene No. 


-56214 




Strand 


+ 




Start 


514 




End 


712 





27147 



Name 


S^OJ000150 


31.0124.C96.ol. 


tw 


Method 


TBLASTX: Wheat' 




Start 


505 






End 


711 




GI 


none 






Score 


198 




Exons 


505. .711, 


537. .662 










Seq. No. 


27136 






Seq. ID 


OJ000150_31.0124 


.C96 


Gene No. 


56214 






Strand 


+ 




Start 


514 






End 


712 . . , 




Name 


OJ000150 


31.0124.C96.ol. 


np 


Hethod 


AAT/NAP-'~' ' ' 




Start 


514 






End 


- 712 




GI 


6587848 






Score 


168 




Exons 


514. .712 












GI Descrip. 


(AC006551) Putative UDP- 


glucose glucosyltransf erase [Arabido] 




thaliana] 












Seq. No. 


27136 






Seq. ID 


OJ000150_31.0124 


.C96 


bene no. 


56214 






Strand 


+ 




Start 


514 






End 


712 




Name 


OJ000150 


31.0124.C96.ol. 


gs 


Method 


GENSCAN 




Start 


523 






End 


636 




GI 


none 






Score 


.4 




Exons 


523. .636 












Seq. No. 


27136 






Seq. ID 


OJ000150_31.0124 


.C96 


Gene No. 


56214 






Strand 


+ 




Start 


514 






End 


712 




Name 


OJ000150 


31.0124.C96.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


532 - 






End 


711 




GI 


none 






Score 


190 




Exons 


532. .711, 


546. . 653 










Seq. No. 


27136 






Seq. ID 


OJ000150_31.0124 


.C96 


Gene No. 


56214 






Strand 


+ 




Start 


514 






End 


712 




Name 


OJ000150 


31.0124.C96.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


540 






End 


711 




GI 


none 






Score 


203 




Exons 


540. . 662, 


541. .711 










Seq. No. 


27137 






Seq. ID 


OJ000150_31.0124 


.C98 


bene no. 


56215 






Strand 






Start 


437 






End 


531 




Name 


OJ000150 


31.0124.C98.oI. 


gs 


' Method 


GENSCAN 




Start 


437 






End 


531 




GI 


none 






Score 


.98 




Exons 


437. .531 












Seq. No. 


27138 






Seq. ID 


OJ000150_31.0124 


.C101 


bene no. 


56216 






Strand 






Start 


522 






End 


650 




Name 


OJ000150 


31.0124.C101.ol 


. .gs 


Method 


GENSCAN 




Start 


522 - - 






End - 


650 




GI 


none 






Score 


.65 




Exons 


522. .650 












Seq. No. 


27139 






Seq. ID 


OJ000150_31.0124 


.C102 


Gene No. 


56217 






Strand 


+ 





27148 



Start 


365 












-652 




Name 


n.Tnnni ^n 


^1 
ji ( 


m 94 


n n9 


ol . qs 


Mof V* o^H 


\j Ci LN O V^rtlN 




Of -a r*-h 


juj 












£S9 




PT 


none 










Score 


£1 
. OX 






ore fi^o 
















• IN O • 


9*71 4 n 










Corr T n 
J64 > x u 


n.Tnnni ^n ^i m 94 


pins 


Gene No. 


56218 *, 










Strand 






Start 


444 










'End 


617 ' ' X ■ 




Name 


n.Tnnni Rn 


*^i 
0 x • 


ni oa 


pin^ 


0 1 • qs 


Maf hoH 






Of a v-+- 

0 Lax t 


AAA 










Hi 1 


61 7 
OX/ 






none 










Score 


ft R 




Exons 


fi fi f£ . . OX / 
















oeq. IN O . 


9 71 A 1 










OC4 . X Lf 


n/m nni^n ?i n 1 9 4 


pi nfi 


Gene No. 


56219 










Strand 


+ 




Start 


420 










End 


487 




Name 


n Tnnni ^n 


°.1 
ox. 


m oa 


pi nfi 


ol . qs 




rrMCP 7\KT 
vj Hi IN O ^riLN 






/on 
4 Z U 












A ft 7 
4 0/ 




UX 


none 










Score 


Q7 




Exons 


4 90 4 R7 
















oeq. in 0 . 


97149 










O c q • ■ iU 


• nTnnm^n ^1 ni94 


pi nft 


Gene No. 


56220 










Strand 






Start 


270 










End 


466 




Name 


n Tnnni ^n 

UU u u u x 0 u 


°.1 
ox • 


ni oa 


pi no 


0 1 . qs 








Of a r-f 

otai.t 


97n 
z / u 












4 

4 00 




PT 

bx 


none 










Score 


Q1 
. OX 




Exons 


£ 1 U • . 4DD 
















oeq. wo. 


971/0 










oeq. xiJ 


nTnnm^n ^9 ni9 4 


p*3 


uene iNO . 


R6991 










Qf ranH 

0 ux ana 






ij Lai l 


1 










End • 


754 




Name 


OJ000150 


32. 


0124, 


C3.ol 


.np 


Method 


AAT/NAP 




Start 


1 










End 


754 




P,T 


45.44372 










Score 


542 




Exons 


1. .754 
















ox uescrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 
















Can W/-\ 

oeq. LN O . 


27143 










Seq. ID 


OJ000150_32.0124 


.C3 


Gene No. 


56221 










Strand 






Start 


1 










End / 


754 




Name 


OJ000150 


32. 


0124. 


C3.ol 


. tm 


Method 


TBLASTX : Mai ze " 




O Lai L 


56 










End 


400 




PT 


none 










Score 


160 




Exons 


56. .400, 


57. 


.251, 


119. 


.400 








oeq. wo. 


27143 










Seq. ID 


OJ000150_32.0124 


.C3 


Gene No. 


56221 










Strand 






Start 


1 










End 


754 




Name 


OJ000150 


32. 


0124. 


C3.ol 


•ts ; 


Method 


TBLASTX : Soybean 




Start 


95 










End 


325 




GI 


none 










Score 


87 




Exons 


95. .325, 


123 


. .242 












Seq. No. 


27143 










Seq. ID 


OJ000150_32.0124 


.C3 



27149 



UCUC ViKJ • 


56221 *" 






Strand 






Start 


1 






End 


754 




Name 


OJ000150 


32. 012 4. C3 


.ol.gs 


Method 


GENSCAN 




Start 


122 






End 


724 




GI . 


none 






Score 


.85 




Exons 


122. .297, 


475. .724 










Seq. No.' 


- 27143 






Seq. ID 


OJ000150_32.0124 


,C3 










Strand 






Start 


1 






End 


754 




Name 


OJ000150 


32 .0124. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


269 






End 


673 




GI 


none 






Score 


179 




Exons 


269. .622, 


272. .613, 


312. .614, 


532. .624, 


617. .673, 627. . 


6.68 


Seq. No. 


27143 






Seq. ID 


OJ000150_32.0124 


.C3 


Vjcrllcr IN (J . 








Strand 






Start 


1 






End 


754 




Name 


OJ000150 


32. 0124. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


401 






End 


619 




GI 


none 






Score 


183 




Exons 


401. .619, 


402. .614 










Seq. No. 


27144 






Seq. ID 


OJ000150_32. 012-4 


.C4 










Strand 


+ 




Start 


74 






End 


135 




Name 


OJ000150 


32. 0124. C4 


.ol.gs 


Method 


GENSCAN 




Start 


74 






End 


135 




GI 


none 






Score 


.67 




Exons 


74. .135 












Seq. No. 


27145 






Seq. ID 


OJ000150_32. 0124 


.C5 










Strand 


+ 




Start 


762 






End 


921 




Name 


OJ000150 


32. 0124. C5 


.ol.gs 


Method 


GENSCAN 




Start - 


762 






End 


921 




GI 


none 






Score 


.91 




Exons 


762. .921 












Seq. No. 


27146* 






Seq. ID 


OJ000150_32.0124 


.C6 


Gene No. 


56224 






Strand 


+ 






82 






End 


928 




Name 


OJ000150 


32. 0124. C6 


.ol.np . 


Method 


AAT/NAP 




Start 


82 






End 


928 




GI ■ 


1839188 






Score 


301 




Exons 


82. .206, 


345. .607, 


729. .928 








GI Descrip. 


(U86081) 


root hair 


defective 


3 [Arabidopsis thaliana] 




Seq. No. 


27146 






Seq. ID 


OJ000150_32.0124 


-C6 


Gene No. 


56224 






Strand 


+ 




Start 


82 






End 


928 




.Name 


OJ000150 


32: 0124. C6 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


144 






End 


827 




GI 


none 






Score 


66 




Exons 


144. .206, 


144. .206, 


148. .207, 


336. .608, 


344. .607, 718.. 


822 




726. .821, 


729. .827 











27150 



Seq-.. No. 


27146 










Seq^ID 


OJ000150 


Gene no. 


c c O 0 A 










otrana 


+ 


Start . 


82 










' End 


928 


Name 


OJ000150 32 


.0124 


.C6. 


ol 


.gs 


Method 


GENSCAN 


Start 


472 










End 


607 


GI 


none 










Score 


.84 


Exons 


472. .607 














Seq. No. 


2-7147 * . 










- Seq. ID 


OJ000150 


Gene No. 


56225 










Strand 




Start 


1 










End 


437 


Name 


OJ000150 32 


.0124 


.C7. 


ol 


,np 


Method 


AAT/NAP 


Start 


1 










End 


437 


GI 


5852179 










Score 


215 


Exons 


1...142, 217 


. .437 













GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 

Seq. No. 27147 Seq. ID 

Gene No.- 56225 Strand 

Start 1 • End 

Name OJ000150_32 . 0124 . C7 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 47 . . 351 



OJ000150_32.0124.C7 
437 

GENSCAN 

351 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27148 Seq. ID OJ000150_32 . 0124 .C8 

56226 Strand + 
100 End 999 
OJ000150_32.0124.C8.ol.np . Method AAT/NAP 
100 " End 999 
5852178 Score 444 
100. .417, 449. .537, 889.-999 

(AL117265) zhb0008.1 [Oryza sativa] 

27148 Seq. ID OJ0.00150_32 . 0124 .C8 

56227 Strand + 
1134 End 1568 
OJ000150_32..0124.C8.ol*.gp Method AAT/GAP 
1134 End 1568 
2428185 Score 628 
1134. .1568 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 


27148 








Seq. ID 


OJ000150 


Gene No. 


56228 








Strand 




Start 


160 








End 


526 


Name 


OJ000150 


32. 0124. C8 


.ol 


.gs 


Method 


GENSCAN 


Start 


160 








End 


526 


GI 


none 








Score 


.87 


Exons 


,.160. .402, 


443. .526 










Seq. No. 


27149 








Seq. ID 


OJ000150 


Gene No. 


56229 








Strand 


+ 


Start 


51 








End 


437 


Name 


OJ000150 


32. 0124. C9 


.ol 


.gs 


' Method 


GENSCAN 


Start 


51 








End 


■437 



27151 



GI 


none 




Score 


.-6 


Exons 


51 . . 437 








Seq. No. 


27150 




Seq. ID 


OJ000150 32.0124.C11 


Gene No . 


56230 




Strand 




Start 


1 




End 


492 ■ 


Name 


OJ000150 32.0124 


.Cll.ol.np 


- Method 


AAT/NAP 


Start .,_v. 


1 




End 


4,92 . 


GI . 


1839188 




Score 


162 ' 


Exons 


1..22, 134.. 199, 


284. .347, 


4.67.. 492 




GI Descrip. 


• (U86081) root hair defective 3 [Arabidopsis thaliana] 


Seq. No. 


27151 




Seq. ID 


OJ000150 32.0124.C12 


Gene No. 


56231 




Strand 




Start 


374 


- 


" End 


828 


Name 


OJ000150 32.0124 


C12 ol as 


Method 


GENSCAN 


Start 


374 ~ 




End 


828 


GI 


none 




Score 


. 5 


Exons 


374. .828 








Seq. No. 


27152 




Seq. ID 


OJ000150_32.0124.C15 


Gene No. 


56232 




Strand 




Start 


210 




End 


426. -v: 


Name 


OJ000150 32 0124 


.C15 . ol . gs 


Method 


GENSCAN 


Start 


210 ~ 




End 


426 


GI 


none 




Score 


.52 


Exons 


210. .426 








Seq. No. 


27153 




Seq. ID 


OJ000150_32.0124.C16 


Gene No. 


56233 




Strand 




Start 


1 




End 


654 


Name 


OJ000150 32.0124 


. CI 6. ol . gp 


Method 


AAT/GAP 


Start 


1 




End 


654 


GI 


28932 1.R1084 




Score 


655 


Exons 


1..260, 557. .654 








GI Descrip. 


'1839188. 2.0e-39 


(U86081) root hair defective 3 [Arabidopsis 




thaliana] 1 








Seq. No. 


27153 




Seq. ID 


OJ000150_32.0124.C16 


Gene No. 


56233 




Strand 




Start 


1 




End 


654 


Name 


OJ000150 32.0124 


.C16.ol.gs 


Method 


GENSCAN 


Start 


126 




End 


653 


GI 


■ none 




Score 


..42 



Exons 



126.. 260, 557.. 653 



Seq. No. 27154 

Gene No. 56234- 

Start 1 

Name OJ000150_32 . 0124 . C21 . ol . gp 

Start 1 

GI 840_1.R1084 

Exons 1. .1009 

GI Descrip. M105681 1.0e-141 (AF049348) unknown [Oryza sativa] ? 



Seq. ID OJ000150_32.0124.C2r 

Strand + 

End ' 1009 

Method AAT/GAP 

End 1009 

Score 1925 



Seq. No. 
Gene No. 



27154 
56234 



Seq. ID OJ000150_32.0124.C21 
Strand + 



27152 




Start 


1 ' 




End 


1009 




Name 


OJ000150 32.0124.C21.ol. 


gs 


Method 


GEN SCAN 




Start 


19 




End 


995 




GI 


none 




Score 


.57 




Exons 


19. .78, 130. .995 










Seq. No. 


27154 




Seq. ID 


OJ000150_32 . 0124 


.C21 


Gene No. 


56234 




Strand 


+ 




Start 






End 


1009 




Name 


OJ000150 32.0124.C21.ol. 


np 


Method 


AAT/NAP 




Start 


19 




End 


1009 




GI 


4105681 




Score 


1841 




Exons 


19. .1009 










GI Descrip. 


(AF04 9348) unknown [Oryza sativa] 






Seq. No. 


27154 




Seq. ID 


OJ0001.50_32.0124 


.C21 


Gene No. 


56234 




Strand 


+ 




Start 


1 




End 


1009 




Name 


OJ000150 32 0124 C21 ol 


tm , 


Method 


TBLASTX: Maize 




Start 


■ us — 




End 


1008 




GI 


none 




Score 


77 




Exons 


118 174 307 351. 313 


.363, 


319. .363, 


348. .500, 352. . 


465, 




394 585 402 479 403 


. 474, 


403. .510, 


421. .483, 421.. 


513, 




429. .485, 445. .585, 472. 


.585, 


486. .572, 


' ts l . .585, ■ 523. . 


585, 




538... 588, 541. .591, 562. 


.687, 


640. .729, 


646.. 738, 655.. 


738, 




655 720, 658 738, 673. 


.738, 


778. .864, 


781. .864, 781.. 


846, 




781 813 784 864. 787 


.864, 


. 799. .852, 


916. .993, 916.. 


993, 




930 997 931 1008 931 


. .1008, 931. .957, 942. .992, 94 9 


. .10 


Seq. No. 


27155 




Seq. ID 


OJ000150_32.0124 


.C22 


Gpne No . 


56235 




Strand 


+ 




Start 


8 




End 


138 




Name 


OJ000150 32.0124.C22.ol. 


gs 


Method 


GEN SCAN 




Start 


8 




End 


138 




GI 


none 




Score 


.54 




Exons 


8 . . 138 










Seq. No. 


27156 




Seq. ID 


OJ000150_32.0124 


.C23 


Gene No • 


56236 




. Strand 


+ 




Start 


9763 




End 


11540 




Name 


OJ000150 32.0124.C23.o3. 


gs 


Method 


GEN SCAN 




Start 


9763 




End 


11540 




GI 


none 




Score 


.95 




Exons . 


9763.-9844, 10376.. 10448 


, 10625. .10754, 


10911. .11540 




Seq. No. 


27156 




Seq. ID 


OJ000150_32.0124 


.C23 


Gene No. 


56237 




Strand 






Start 


8218 




End 


12031 




Name 


OJ000150 32.0124.C23.ol. 


np 


Method 


AAT/NAP 




Start 


8218 




End 


12031 




GI 


6815052 




Score 


223 




Exons 


8218. .8394, 8664. .8730, 


8812. 


.8929, .11984. .12031 




GI Descrip. 


( APO 0 1080) hypothet ical 


protein [Oryza 


sativa] 




Seq. No. 


27156 




Seq. ID 


OJ000150_32.0124 


.C23 


Gene No.- 


56237 




Strand 






Start 


8218 




End 


12031 





27153 



Name ' OJ000150_32 . 0124 . C23 .dl^gp - Method AAT/GAP 

Start 9018 ' End 9190 

GI LIB3433-026-P1-K1-C1 Score 258 

Exons 9018. .9190 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4 ) -genomic DNA, chromosome 4, BAC clone : tl7804 1 



Sfefcf. No. 


27156 


Seq. ID 


OJ000150 


_32 . 0124 


. C23 


Gene No. 


56237 Strand 








Start 


8218 


End 


12031 ■ 






Name 


OJ000150 32.0124.C23.o2.np 


- Method 


AAT/NAP 






Start 


10302 


End 


11193 






GI ■ 


5852178 


Score 


427 






Exons 


10302. .10397, 10761. .10864, 


10896. .11193 






GI Descrip. 


(AL117265) zhb0008.1 [Qryza 


sativa] 








Seq. No. 


27156 


Seq. ID 


OJ000150 


_32.0124 


.C23 


Gene No. 


56238 


Strand 








Start 


13143 


End 


15855 






Name 


OJ000150 32.0124.C23.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


5396' 


End 


5746 






GI 


none 


Score 


48 






Exons 


5396. .5449, 5406.. 5450, 5456 


..5680, 5463. .5573, 


5503. -.5670, 




5601. .5661, -5654. -.5746 










Seq. No. 


27156 


Seq. ID 


OJ000150 


_32.0124 


.C23 


Gene No. 


56238 


Strand 








Start 


13143 


End 


15855 






Name 


OJ000150 32.0124.C23.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5970 


End 


6236 






GI 


none 


Score 


39 






Exons 


5970.. 5996, 5972.. 5995, 5978 


..6235, 5979.. 6236 






S^g. No. 


27156 


Seq. ID 


OJ000150 


_32.0124 


.C23 


Gene No. 


56238 


Strand 








Start 


13143 


End 


15855 . 






Name 


OJ000150 32.0124.C23.o4.gs 


.- Method 


GEN SCAN ' 






Start 


13143 


End 


15787 






GI 


none 


Score 


.59 






Exons 


13143. .13349, 13726. . 13826, 


15433. .15787 






Seq. No. 


27156 


Seq. ID 


OJ000150 


_32.0124 


.C23 


Gene No. 


56238 


Strand 








Start 


13143 


End 


15855 






Name 


OJ000150 32.0124.C23.o2.gp 


Method 


AAT/GAP 






Start 


13413 


End 


13504 






GI 


LIB3477-003-P1-K1-E9 


Score 


103 






Exons 


13413. .13504 











GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 27156 

Gene No. 56238 

Start 13143 

Name OJ000150_32 . 0124 . C23 . o3 . gp 

Start 14247 



Seq. ID OJ000150__32.0124.C23 
Strand 

End 15855 

Method AAT/GAP 

End 15855 



27154 



•GI* ' 


450 1.R1084- . 


Score 


■1513 






Exons 


14247. .14636, 14793 .. 14837, 


15433. .15855 






GI Descrip. 


'283006/pir||S28608 9.0e-37 


osc6 protein - rice' 






Seq. No. 


27156 


oeq. lu 


KJO UUU1 JU 


32.0124 


.C23 


Gene No. 


56238 


btrano 












Lno 








Name 


OJ000150 32.0124.C23.o3.np 


Metnou 








Start 


■ 14787 


tjnQ 


ID / o / 






GI ■ 


283006 


Score 


DDU 






Exons 


14787. .14837, 15433.. 15787 










GI Descrip. 


osc6 protein - rice 










Seq. No. 


27157 


Seq. ID 


OJ000150_ 


32.0124 


.C24 


Gene No. 


56239 


Strand. 


+ 






o tarr 




End 


1045 






Name 


OJ000150 32.0124.C24.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


1045 






GI 


840 1.R1084 


Score 


2031 






Exons 


1..1045 










GI Descrip. 


. '4105681 1.0e-141 (AF049348) 


unknown [Oryza sativa] 1 




Seq. No. 


27157 ' 


Seq. ID- 


UJ UUUlOU 


. U 1 Z * 


.C24 


Gene No. 


56239 ;j " ' 


Strand 


+ 






OLdlL 


1 


End 


1045 






Name 


OJ000150 32.0124.C24.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


596 






GI 


4105681 


Score 


1078 






Exons 


1..596 










GI Descrip. 


(AF049348) unknown [Oryza sativa] 








Seq. No. 


27157 


Seq. ID 


OJ000150_ 


32.0124 


.C24 


Gene No. 


56240 


Strand 


+ 






Q4- o 


14417 . 


End 


14878 






Name 


OJ000150 32.0124.C24.o3.np 


Method 


AAT/NAP 






Start 


14185 


End 


14845 






GI 


6006381 


Score 


242 






Exons 


14185. .14449, 14661. .14845 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27157 


Seq. ID 


OJ000150_ 


32.0124 


.C24 


Gene No. 


56240 


Strand 


+ 






Start 


14417 • . 4-. 


End 


14878 






Name 


OJ000150 32.0124.C24.o4.gs 


Method 


GEN SCAN 






Start 


14417 


End 


14878 






GI 


none 


Score 


.89 






Exons 


14417. .14878 










Seq. No. 


27157 


Seq. ID 


OJ000150_ 


32.0124 


.C24 


Gene No. 


56241 


Strand 








Start 


2097 


End 


9459 






Name ' 


OJ000150 32.0124.C24.o4.tm 


Method 


TBLASTX: Maize 




Start 


38 


End 


559 






GI 


none 


Score 


84 






Exons 


38. .127, 44. .85, 44.-136,. 53 


..136, 53.. 


118, 56.. 


136, 71 


. .136, 




176. .262, 179. .262, 179. .244 


, 179. .211, 


182. .262 


, 185. . 


262, 




197. .250, 314. .391, 314. .391 


, 328. .390, 


329. .409 


, 329.. 


412, 



27155 



329. .355, 340. .390, 340. .390, 347. .412, 473. .547, 473. .559, 
473..S47, 476. .544, 484. .525, 484.-522, 484. .522 



Seq. ID OJ000150_32.0124.C24 
Strand 

End 9459 
Method GENSCAN 
End 9414 
Score .83 

2168, 2795.. 3010, 3300.. 3396, 3522.. 3616, 3937.. 4041, 
4286, 4376.-4472, 4594.. 4729, 5030.. 5119, 5547.. 5712, 
6163, 6531.. 6622, 6701. .6769, 6903.. 7061, 7209.. 7265, 
7401, 7482.-7529, 7791 .. 7854 , 7 974 .. 8126, 8949. .9015, 
9414 



Seq. No. 27157 
Gene No. 56241 
Start 2097 

Name OJ000150_32 . 0124 . C24 . o2 . gs 

Start . 2097 
GI none 
Exons 2097. 

4125. 

6085. 

7339. 

9315. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27157 



Seq. ID OJ000150_32.0124.C24 



56241 Strand 
2097 End 9459 

OJ000150_32 . 0124 . C24 . o2 . gp Method AAT/GAP 
2707 End 4211 

28932_1.R1084 Score 1265 

2707.. 3010, 3300.. 3396, 3522.. 3616, 3937.. 4041, 
'1839188 2.0e-39 (U86081) root hair defective 3 
thaliana] ' 



4125. .4211 
[Arabidopsis 



Seq. No. 27157 
Gene No. 56241 
Start . 2097 

Name OJ000150_32 . 0124 . C24 . o2 . np 

Start 2762 
GI 1839188 

Exons 2762.. 2920, 2953.. 3010, 3300 

4125. .4286, 4376.. 4472, 4594 
6085.. 6163, 6531.. 6622, 6701 
7339.. 7401, 7482.. 7529, 7641 
8701.. 8803, 8949.. 9015, 9315 

GI Descrip. (U86081) root hair defective 

Seq. No. 27157 

Gene No. 56241 

Start 2097 

Name OJ000150_32 . 0124 . C24 . o2 . ts 

Start 4215 

GI none 

Exons 4215.. 4286, 
4594.. 4677 



Seq. ID OJ000150_32.0124.C24 
Strand 

End 9459 
Method AAT/NAP 
End 9459 
Score 1686 

.3396, 3522. .3616, 3937. .4041, 
.4856, 4995. .5119, 5547. .5712, 
.6769, 6903.. 7061, 7209.. 7265, 
.7706, 7791. .7854, 7974. .8044, 
.9459 

3 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 

Score *:•>■- 



OJ000150_32.0124.C24 
9459 

TBLASTX: Soybean 

4679 

52 



4219. .4278, 4347. .4475, 4361. .4483, 4593. .4679, 



Seq. No. 27157 

Gene No. 56241 

Start 2097 

Name 0 JO 0 0 1 5 0_3 2 . 0 1 2 4 . C 2 4 . o 1 . t m 

Start 4374 

GI none 
Exons 



Seq. ID OJ000150_32.0124.C24 
Strand 

End 9459 

Method TBLASTX :Maize 

End 5706 

Score 104 



4374. .4472, 4379. .4483, 4380. .4475, 4593. .4865, 4594.-4857, 

4995. .5066, 4995. .5057, 5058. .5111, 5541. .5636, 5541. .5636, 

5551. .5640, 5555. .5641, 5643. .5678, 5643 .. 5702, 5644 5700, 
5647.. 5706 



27156 



Seq. No r 

Gene No"; 

Start 

Name 

Start 

GI 

Exons 



27157 
56241 
2097 

OJ000150 
5019 
none 
5019 
6513 
6901 



32.0124.C24.ol.ts 



5123, 
6623, 
7068, 



5560. 
6530. 
7179. 



.5730, 5561. 
.6625, : 6701. 
.7265, 7336. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5728, 
.6769, 
.7383 



OJ000150_32.0124.C24 
9459 

TBLASTX : Soybean 
7383 
87 

6076. .6165, 6098. .6184, 
6702.'.67'67, 6891. .7064, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene NO. 

Start 

Name 

Start 

GI 

Exons 



27157 
56241 
2097 

OJ000150_32.0124.C24.ol.tc 

5563 

none 

5563.. 5721, 6082.. 6207, 6507, 
6711.. 6767, 6891.. 7064, 6892, 
7315. .7404, 7336.. 7404, 7470, 
7788.. 7844, 7789. .7845 

27157 
56241 ■ 
2097 

OJ000150_32.0124.C24.o3.tm 

6699 

none 

6699.. 6767, 6701.. 6772, 6701, 



Seq. ID OJ000150_32.0124.C24 
Strand 

End 9459 
Method TBLASTX : Cress 
End 7845 
Score 74 

.6620, 6530. .6625, 6701. .6769, 
.7068, 7206. .7265, 7207. .7266, 
.7565, 7641. .7688, 7645. .7713, 



OJ000150_32.0124.C24 
9459 

TBLASTX: Maize 
7010 
80 



Seq. ID 
Strand 
End 

.Method 
End 
Score 

.6769, 6891.. 7010, 6892.. 7008 



Seq. No. 27157 Seq. ID 

Gene No. 56241 Strand 

Start 2097 End 

Name O J000150_32 . 0124 . C24 . o2 . tm Method 

Start 7476 End 

GI none Score 
Exons 



OJ000150_32.0124.C24 
9459 

TBLASTX: Maize 

9354 

66 



7476. .7532, 764 1 .. 7688, 7642 .. 7707 , 7788. .7853, 7789. .7857, 
7971. .8045, 7973. .8047, 7980. .8045, 8701. .8811, 8704. .8805, 
8948.. 9016, 8949.. 9017, 9301.. 9354 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI • . 

Exons . 

GI Descrip. 



Seq. ID OJ000150_32.0124.C25 



27158 

56242 Strand + 

969- ' End 2371 

&J000150_32 . 0124 . C25 . ol . np Method AAT/NAP 

969 End 2371 

4651204 Score 119 

969.. 1000, 2176.. 2371 

(AB026262) ring finger protein [Cicer arietinum] 



27158 Seq. ID 

56243 Strand 
8112 - End 
OJ000150_32.0124.C25.ol.gp Method 
8112 f End 
uC-osf Icypl69c05al .Score 

"8112.-/8550 ■ K : - " . " ' 
•3892058/gb|AAC78271.1|AAC78271 3.0e-17 (AC002330) putative 



OJ000150_32.0124.C25 
+ 

8550 
AAT/GAP 
8550 
831 - 



27157 



glutamate-/aspartate-bindlng peptide [Arabidopsis thaliana] 



Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124.C25 


Gene No. 


56244 


Strand 


+ 


Start 


17564 


End 


20239 


Name 


OJ000150 32.0124.C25.o3.gs 


Method 


GENSCAN 


Start 


.17564 


End, 


20239 


GI 


none 


Score 


.53 


Exons 


17564. .17628, 19151 .. 19218, 


20172.. 20239 


beq. No. 


Oil CO 


Seq. ID 


OJ000150_32.0124 .C25 


Gene No. 


56245 


Strand 


+ 


Start • 


38931 


End 


42824 


Name 


OJ000150 32.0124.C25.o6.gs 


Method 


GENSCAN 


Start 


38931 ■ 


End 


42824 


GI 


none 


Score 


.61 


Exons 


38931. .39000, 39689.-39833, 


40051. .41077, 41189. .41398, 




41509. .41817, 42102. .42206, 


42282. .42824 


beq. no. 


OT1 CO 
£ 1 lOO 


Seq. ID 


OJ000150_32 . 0124 . C25 


Gene No. 


56246 


Strand 




Start 


7364 


End 


12100 ... 


Name 


OJ000150 32.0124.C25.o2.gs 


Method 


GENSCAN " 


Start 


7364 


End 


12100 


GI 


none 


Score' 


.72 


Exons 


7364. .7618, 7830. .7937, 8382 


:..8534, 8627. .8784, 9186. .9228, 




11399. .12100 






Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124.C25 


Gene No . 


56246 


Strand 




Start 


7364 


End 


12100 


Name 


OJ000150 32.0124.C25.o2.np 


Method 


AAT/NAP 


Start 


8331 


End 


11959 


GI 


3892058 


Score 


468 


Exons 


8331. .8534, 8627. .8806, 11495 .. 11586, 


11694. .11959 


GI Descrip. 


(AC002330) putative glutamate-/aspartate-binding peptide 




[Arabidopsis thaliana] 






Seq. No. 


27158 


Seq. -ID 


OJ000150_32.0124.C25 


Gene No. 


56247 


Strand 




Start 


25140 


End 


27870 


Name 


OJ000150 32.0124.C25.o4.gs 


Method 


GENSCAN 


Start 


25140 


-End 


27564 


GI 


none 


Score 


. 64 " 


Exons 


25140. .25308, 25355.-25553, 


27462. .27564 


Seq. No. 


27158 


Seq. ID 


OJ000150_32 . 0124 . C25 


Gene No. 


56247 


Strand 




Start 


25140 


End 


27870 


Name 


OJ000150 32.0124.C25.o3.gp 


Method 


AAT/GAP 


Start 


25458 


End 


27870 


GI 


none 


Score 


966 


Exons 


25458. .25553, 27462.. 27870 






Seq. No. 


27158 


- Seq. ID 


OJ000150_32 . 0124 . C25 


Gene No/ 


" 56248 " 


Strand 




Start 


34900 


End 


-37111 



27158 



Name 


OJOO.aiSO 32.0124.C25.o5.gs 


Method 


GENSCAN 




Start 


34900 


End 


37111 




GI 


none 


Score 


.6 




Exons 


34900. .35100, 36348 36568, 


37003. .37111 




Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124 


.C25 


Gene No. 


56249 


Strand 






C+- -i y*+- 

O Lai L 


A "34 9 4 


End 


49897 




Name - 


OJ000150 32.0124.C25.o5.ts . 


Method 


" TBLASTX : Soybean 




Start 


8352 


End 


11878 




GI 


none 


Score 


93 




Exons 


8352.. 8564, 8368.. 8532, 8621 


..8800, 8624.. 8722, 8670.. 8807, 




11516. .11584, 11752. .11844, 


11843. .11878 




Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124 


-C25 


Gene No. 


56249 


Strand 








4^4 94 

4 3 H c. fl 


End 


49897 




Name 


OJ000150 32.0124.C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


8355 


End 


11587 




GI 


none 


Score 


91 




Exons 


8355.. 8537, 8371.. 8535, 8624 


..8800, 8649. .8789, 11492*.. 


1158' 




11505.. 11558 








Seq. No. 


27158' 


Seq. ID 


OJ000150_32. 0124 


.C25 


Gene No. 


56249 


Strand 






O Ldl U 


4^494 


End 


49897 




Name 


OJ000150 32.0124.C25.o3.np 


Method 


AAT/NAP 




Start 


43322 


End 


46352 




GI 


5902445 


Score. 


1343 




Exons 


. 43322. .46352 








GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] . 




Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124 


.C25 


oene lno • 


c (TO A Q 


Strand 






Start 


43424 


End 


4 9897 




Name 


OJ000150 32.0124.C25.o7.ts 


Method 


TBLASTX: Soybean 




Start 


43328 . 


End 


43561 




GI 


none 


Score 


107 




Exons 


43328. .43561, 43398. .43559 








Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124 


-C25 




R 694 Q 


Strand 






Start 


43424 


End 


49897 




Name 


OJ000150 32.0124.C25.o3.tw 


Method 


TBLASTX: Wheat 




Start 


43337 


End 


43744 




GI 


none 


Score 


105 




Exons 


43337. .43744, 43371.. 43736 








Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124 


.C25 


Gene No. 


56249 


Strand 






Start 


43424 


End 


49897 




Name 


OJ000150 32.0124.C25.o7.gs 


- Method 


GENSCAN - * 




Start 


43424 


End 


49897 




GI 


none 


Score 


.5 




Exons 


43424. .44000, 44043 .. 44595, 


4.4616. .45069, 4.51-66. . 45531,, 





45564. .45829, 4 6007 46617, 46733 .. 47898, ' 48137 .. 49249"/ 
49307. .49897 



27159 



bSC[. JNO . 


£. 1 XDO 




oeq. ±u 


nTonm^n "39 r^oa 

UUUUUIjU OZ.U-LZft 




Gene No. 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


OJ000150 32.0124.C25 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


44105 




End 


44386 




GI 


none 




Score 


227 




Exons . 


44105. .44386 


■ : M\ 








oeq. ino . 


9*71 
Z / Ijo 




Qen-r T H 

* oeq. 1U 






Gene No. 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


OJ000150 32.0124.C25 


. o4 ,tm 


Method 


TBLASTX: Maize 




Start 


44135 




End 


44464 




GI 


none 




Score ,., 


203- ; 




Exons 


44135.. 44464 










oeq. no. 


9*71 






riTfinni^n "^9 ni9 4 


CO R 
• *C/Z D 


Gene No. 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


■ OJ000150 32.0124.C25 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


44701 




End 


45120 




GI 


none 




Score 


81 




Exons 


44701. .44991, 45031. 


.45120 








Seq. No. 


27158 




Seq. ID 


OJ000150_32.0124 


.C25 


Gene No. 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


OJ000150 32.0124.C25 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


44755 




End 


45165 




GI 


none 




Score 


75 




Exons 


44755. .45006, 45028. 


.45165, 


45032. .45163 





Seq. No. 


27158 




Seq. ID 


OJ000150_32.0124 


.C25 


Gene No. 


56249 




Strand 






Start 


43424. 




End 


49897. 




Name 


OJ000150 32.0124.C25 


.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


45316 




End 


45785 






- none 




Score 


79 




Exons 


45316. .45465, 45329. 


.45460, 


45504. .45785, 45655.. 45747 




Seq. No. 


27158 




Seq. ID 


OJ000150_32.0124 


.C25 


Gene - No . , 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


OJ000150 32.0124.C25 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


45474 




End 


45932 




GI 


none 




Score 


225 




Exons 


45474. .45932, 45475. 


.45783, 


45546. .45932 




Seq. No. 


27158 




Seq. ID 


OJ000150_32.0124 


.C25 


Gene No. 


56249 




Strand 






Start 


43424 




End 


49897 




Name 


OJ000150 32.0124.C25 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


45480 




End 


45783 




GI 


none 




Score 


109 




Exons 


'45480; .45782, 45520. 


.45783 









27160 



Seq. No. 

Gene No, 

Start 

Name' 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



27158 
56249 
43424 

OJ000150_32.0124.C25.ol.tw 

45801 

none 

45801. .46154, 45804 .. 46145, 
46149. .46205, 46159. .46200 

27158 

56249 . 
43424 

OJ000150_32 . 0124 .C25.o3. tm 
45933 

none . ' , - 

45933. .46151, 45934.. 46146 



•Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000150_32.0124.C25 
49897 

TBLASTX: Wheat 

46205 

179 



45844. .46146, 46064 46156, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150__32.0124.C25 
49897 

TBLASTX: Maize 
46151 

.18^3 



UCl^< IN D » 


£. f X *J O 


Seq. ID 


OJ000150 32 . 0124 .C25 


Gene No. 


56249 


Strand 




Start 


43424 


End 


49897 


Name 


OJ000150 32.0124.C25.o4.ts 


Method 


TBLASTX: Soybean 


Start 


46002 


End 


46367 


GI 


none 


Score 


138 . 


Exons 


•46002. .46136, 46143. .46367 






Seq. No. 


27158 


Seq. ID 


OJ000150_32.0124.C25 


Gene No. 


56249 . . 


Strand 




Start 


43424 


End 


49897 


Name 


OJ000150 32.0124.C25.o6.ts 


Method 


TBLASTX : Soybean 


Start 


46777 


End 


47115 


GI 


none 


Score 


202 


Exons 


46777. .47115 






Seq.- No. 


27159 


Seq. ID 


OJ000150_32 . 0124 . C26 


Gene No. 


56250 


Strand 




Start 


627 


End 


1209 


Name 


OJ000150 32.0124.C26.ol.gs 


Method 


GENSCAN 


Start 


627 


End 


1209 


GI 


none 


Score 


.89 


Exons 


627. .665, 933. .966, 1058.. 


1209 




Seq. No. 


27160 


Seq. ID 


OJ000150_32.0124,C27 , 


Gene No. 


56251 


Strand 


+ 


Start 


1 


End 


328 


Name 


OJ000150 32.0124.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


328 


GI 


6063554 


Score 


116 


Exons 


1. .328 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E0464 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


27160 


Seq. ID 


OJ000'i"50_32 . 0124 . C27 


Gene No. 


56252 


Strand 


+ 


Start 


■11137 


End 


15065. 


Name * 


•OJ000150 32.0124-.C27.o4.gs 


Method 


GENSCAN 


Start 


11137 


End 


15065 



27161 




GI 


none ^ ■ ;'^> 




Score 


.6 






Exons 


■ 11137. .11323, 11713. 


.12125, 


12343. .12402, 12668. 


.12760, 






13384. .13479, 13696. 


.13783, 


14346. .14413, 14556. 


.15065 




Seq. No. 


27160 




Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


56253 




Strand 


+ 






Start 


16292 




End . 


18618 






Name 


-jlDJOOOlSO 32.0124.C27 


. o3 . np 


Method 


• AAT/NAP 






Start • - 


16292 '-■ ' • 




■ 'End ;; 


18618 ' 






GI 


2665536 




Score 


306 






Exons 


16292. .16404, 17329. 


.17498,. 


17858. .17917, 17987. 


.18104, 






18388. .18618 












GI Descrip. 


(AF027808) HCF106 precursor 


protein [Zea mays] 






Seq.- No. 


27160 . - 




Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


56254 ' 




Strand 








Start 


59 




End 


1979 






Name 


OJ000150 32.0124.C27 


. ol . gs 


Method 


GENSCAN 






Start 


59 




End 


1979 






GI ' 


none 




Score 


.68 






Exons 


59. .183, 1374. .1564, 


1938. . 


1979 








Seq. No,. 


27160 




Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


- 56255 




Strand 








Start 


16134 




End 


16796 






Name 


OJ000150 32.0124.C27 


.o5.gs 


Method 


GENSCAN 






Start 


16134 




End 


16796 






GI 


none 




Score 


.78 






Exons 


16134. .16199, 16431. 


. 16650, 


16681. ,16796 






Seq. No. 


27160 




Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


56256 




Strand 








Start 


17525 




End 


18415 






Name 


OJ000150_32 . 0124 . C27 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12348 




End 


13779 






GI 


none 




Score 


96 




* . 


Exons 


12348. .12413, 12349. 


. 12414 , 


12539. .12592, 12540. 


.12593, 






12542 .. lzo9o , Izddo. 


1 O H C C\ 

. 1Z 1 ol), 


12667. .12771, 12668. 


.12760, 






12756. .12821, 13363. 


.13479, 


13383. .13481, 13383. 


.13478, 






13701. .13754, 13702. 


.13779 










Seq. No. 


27160 




Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


56256 




Strand 








Start 


17525 ' - 




- End 


18415 






Name 


OJ000150 32.0124.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17385 




End 


18103 






GI 


none 




Score 


153 






Exons 


17385. .17501, 17411. 


.17500, 


17855. .17917, 17856. 


.17918, 






17857. .17919, 17857. 


.17919, 


17984. .18103, 17987. 


.18103 . 




Seq. No. 


27160 




• Seq. ID 


OJ000150_ 


32.0124 


.C27 


Gene No. 


56256 




Strand 








Start 


17525 




End 


18415 






Name - 


OJ000150 32.0124.C27 


.ol.gp 


Method 


AAT/GAP 






Start 


17525 . 




End 


18415 






GI 


none 




Score " 


579 






Exons 


17525. .17599, 18120. 


.18415 











27162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27161 
56257 
208 

OJ000150_32.0124 .C30.ol.gp 
208 

LIB3433-026-P1-K1-C1 
,208. . 380. . 

, 5852170/emb|M J l'17265.1|OST17804 1 . Oe-44 ' Oryza sativa''' 
indica(GLA4) genomic . DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ000150_32.0124.C30 
Strand 

End 380 

Method AAT/GAP 

End 380 

Score 258 



27162 
56258 
185 

OJ000150_32 . 0124 ,C34 . ol . gs 

185 

none 

185. .299 



Seq. ID OJ000150_32.0124.C34 
Strand 

End 2 99 

Method GEN SCAN 

End 2 99~ 

Score .52 



Seq. No. 27163 
Gene No. 56259 
Start 1 

Name OJ000150_32 . 0124 .C38.ol.gp 

Start * ■ ' *• 

GI LIB3477-003-P1-K1-E9 
Exons 1..43, 199.. 284 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000150_32.0124.C38 
Strand + 

284 

AAT/GAP 
284 
151 



End 

Method 

End 

Score 



Seq. No. 27164 

Gene No. 56260 

Start 700 

Name OJ000150_32. 0124 .C39.ol.gs 

Start 700 

GI none 

Exons 700. .797, 852. .858 



Seq. ID OJ000150_32.0124.C39 

Strand * - 

End 858 

Method GEN SCAN 

End 858 

Score . ..81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



27165 
56261 
366 

OJ000150_32..0124.C40.ol.gs 

366 

none 

366. .466, 888. .921 

27166 
56262 
229 

OJ000150_32.0124.C43.ol.gs 

229 

none 



Seq. ID OJ000150_32.0124.C40 

Strand + 

End 921 

Method GEN SCAN 

End 921 

Score .56 



*Seq. ID OJ000150_32.0124.C43 
Strand 

End 1409 

Method GENSCAN 

End 1409 

Score . .59 



229. .344, 467. .620, 881. .948, 1077. .1130, 1352. .1409 



27167 
56263 
441 



Seq. ID OJ000150_32.0124.C44 
Strand - 
End 523 



27163 



Name 

Start 

GI 

Exoris 



0 J000150_32 . 0124 . C4 4 . ol . gs Method GEN SCAN 

441 End 523 

none Score .45 
441. .523 



Seq. No. 
Gene No. 
Start ■ 
Name -.- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



27168 
56264 

47 .... ■ . 

0 JO 0 01 5 0_3 2 \ 0 1 24 . C4 6 ; o 1 . gs - 
47 

none 
47. .75 



Seq. ID OJ000150_32.0124.C46 

Strand + 

End •.. 75 

Method GENSCAN* 

End 75 

Score .49 



Seq. ID OJ000150_32.0124.C4 9 
Strand + v \ ■ 

725 

AAT/NAP 
725 
433 



27169 
56265 
1 

OJ000150_32.0124.C4 9.ol.np 
1 

4544372 
'1. 1725 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



27169 
56265 
1 

OJ000150_32.0124.C4 9.ol.tw 
11 

none 

11.. 265, 12.. 308, 18.. 305 

27169 
56265 
1 

OJ000150_32.0124.C4 9.o2.tm 
11 

none 

11. .175, 12. .176 

27169 
56265 
1 

OJ000150_32,.0124.C4 9.ol.tm 

177 

none 

177.. 635, 177.. 563, 326.. 634 

27169 
56265 
1 

OJ000150_32 . 0124 . C4 9 . ol . ts 

324 

none 

324. .605, 362.. 454 

27169 
56265 



Seq. ID OJ000150_32.0124;.C4 9 

Strand - + 

End 725 

Method TBLASTX : Wheat 

End ^08 

Score 338 



Seq. ID OJ000150_32.0124 .C49 

Strand + 

End 725 

Method TBLASTX : Mai ze 

End .17 6 

Score 183 



Seq. ID OJ000150_32.0124 .C49 

Strand " + 

End . 725 

Method- TBLASTX: Maize 

End 635 

Score 534 



Seq. ID OJ000150_32.0124.C49 

Strand + 

End 725 

Method TBLASTX : Soybean 

End 605 

Score 216 



Seq. ID OJ000150_32.0124.C49 
Strand + 



27164 



# • 



Start ' 


' i *r 




End 


725 


Name 


OJ000150 32.0124.C49.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


326 




End 


629 


GI 


none 




Score 


207 


Exons 


326.. 589, 327.. 629 








Seq. No. 


27170 




Seq. ID 


OJ000150_32 . 0124 . C50 


Gene No. 


56266 




Strand 


+ 


OLdi L. 


i • * 




End' : **' 


580 


Name 


OJ000150 32.0124.C50.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


580 


GI 


5903085 




Score 


268 


Exons 


1..199, 321. .412', 501.. 


580 






GI Descrip. 


(AC008017) Putative GTP-binding protein [Arabidopsis thaliana] 


Seq. No. 


Z 1 1 1 U 




oeq. iu 




bene wo . 


oozoo 




Strand 


+ 


Start 


1 




End 


580 


Name 


OJ000150_32.0124.C50.ol 


.tm 


Method 


TBLASTX :Mai-ze 


Start 


o 
z 






4iy 


GI 


none 




Score 


ZOl 


Exons 


o inn o o n n o inn 
z. .199, o..zuU, O..ZUU, 


J1U . . 


A"\ A 1 1 O 

4 1 4 •, olo. 


>i 1 o ooi yiiQ 

. 4 1 o , ozi . . 4 1 y 


Seq. No. 


Z 1 1 /U 




oeq. iu 


UJUUU10U oZ.UlZ4.bOU 


bene wo. 


O OZ 0 0 




btrana 


+ 


Start 


1 




End 


580 


Name 


OJ000150_32.0124.C50.ol 


.gs 


Method 


GENSCAN 


Start 


o4 




bna 


£ c o 
30Z 


GI 


none 




Score 


C 1 

. bl 


Exons 


^ >i 1 a n ooi ceo 
b 4 . .199, o Z 1 . . b 0 Z 








Seq. No. 


Z / 1 / U 




beq. iu 


UJUUUlOU oZ.UlZ4.bOU 


/f\ XT /-v 

uene INO. 






o Tirana 


+ 


Start 


1 




End 


580 


Name 


OJ000150_32.0124.C50.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


114 




tna 


Off 


GI 


none 




Score 


9o 


Exons 


114. .200, 116. .199, 310 


. .432, 


318. .446 


, 500. .577, 502. .573 


Seq. No. 


27171 




Seq. ID 


OJ000150_32.0124.C52 


bene ino . 


56267 




Strand 


+ 


Start 


439 




End 


493 


Name 


OJ000150 32.0124.C52.ol 


.gs 


Method 


GENSCAN 


Start 


439 




End 


493 


GI 


none 




Score 


.74 


Exons 


439. .493 








Seq. No. 


27172 




Seq. ID 


OJ000150_32.0124.C53 


Gene No . 


56268 




Strand 


+ 


Start 


84 




End 


289 


Name 


OJ000150 32.0124.C53.ol 


.gs 


Method 


GENSCAN 


Start 


84 




End 


289 


GI 


none 




Score 


.95 


Exons 


84. .289 








Seq. No. 


27173 




Seq. ID 


OJ000150_32.0124.C55 


Gene No. 


56269 




Strand 





27165 




Start 


1 


End 


475 


Name 


OJ000150 32.0124.C55.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


475 


GI 


5903085 


Score 


150 


Exons 


1..207, 346. .475 






GI Descrip. 


(AC008017) Putative GTP-binding protein [Arabidopsis thaliana] 


Seq. No. 


27173 


Seq. ID 


OJ000150 32.0124.C55 




56269 • 


Strand 




Start 


1 


End 


475 


Name 


OJ000150 32.0124.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


67 


End 


462 


GI 


none 


Score 


151 


Exons 


67 216 68 208 345 404 


346 417. 


346 408, 409. 462 


Seq. No. 


27173 


Seq. ID 


OJ000150 32.0124.C55 


fipnp No 


56269 


Strand 




Start 


1 


End 


475 


Name 


OJ000150 32.0124.C55.ol.gs 


Method 


GEN SCAN 


Start 


274 


End 


470 


GI 


none 


Score 


m 4 


Exons 


274. .470 






Seq. No. 


27174 


Seq. ID 


OJ000150 32 0124 C56 


Gene No. 


56270 


Strand 




Start 


1 


End 


628 

\j c. o 


Name 


OJ000150 32.0124.C56.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


566 


GI 


4105681 


Score 


1003 


Exons 


1. .566 






GI Descrip. 


(AF049348) unknown [Oryza sativa] 




Seq. No. 


27174 


Seq. ID 


OJ000150 32 0124 C56 


Gene No. 


56270 


Strand 




Start 


1 


End 


628 


Name 


OJ000150 32.0124.C56.ol.gp 


Method 


AAT /GAP 


Start 


44 


End 


628 


GI 


840 1.R1084 


Score 


1144 


Exons • 


44. .628 






GI Descrip. 


'4105681 1.0e-141 (AF049348) 


unknown 


[ vi. y tiCl ua LI V CI J 


Seq. No. 


27174 


Seq. ID 


OJ000150 32 0124 C56 


Gene No . 


56270 


Strand 




Start . 


1 


End 


628 


Name 


OJ000150 32.0124.C56.ol.gs 


Method 


GEN SCAN 


Start 


52 


End 


566 


GI 


none 


Score 


.83 


Exons 


52. .566 






Seq. No. 


27175 


Seq. ID 


OJ000150_32.0124 .C57 


Gene No. 


56271 


Strand 


+ 


Start 


1 


End 


654 


Name 


OJ000150 32.0124.C57.ol.np 


Method 


AAT/NAP 


Start 


1 


End. 


654 


GI 


4587571 


Score 


267 


Exons 


1...436, 529. .654 






GI Descrip. 


(AC006550) Belongs to the PF 


101027 Uncharacterized protein 



27166 




family UPF0005 with 7 transmembrane domains. [Arabidopsis 
thaliana] 



Seq/ No. 


27175 


Seq. ID 


OJ000150_32 


.0124. C57 


Gene No. 


56271 


Strand 


+ 




Start 


1 


End 


654 




Name 


OJ000150 32.0124.C57.ol.gs 


Method 


GENSCAN 




Start 


279 


End 


647 




GI 


none 


Score 


.83 




Exons 


2/y..4oo, o^y..647 








Seq. No. 


27175 


Seq. ID 


OJ000150_32 


.0124.C57 


Gene No. 


56272 


Strand 






Start 


513 


End 


654 




Name 


OJ000150 32.0124.C53,ol.tm . 


Method 


TBLASTX: Maize' . 


Start 


263 


End 


654 




GI 


none 


Score 


157 




Exons 


263. .439, 274. .414, 278. .415, 


526. .654, 526. .651 




beq. no.- 


27175 


Seq. ID 


OJ000150_32 


.0124.C57 


Gene No. 


56272 


Strand 






Start 


513 


End 


654 




Name 


OJ000150 32.0124.C57.ol.gp 


Method 


AAT/GAP 




Start- 


•513 


End 


■654 . 




GI 


uC-osflcypl69c05al 


Score 


237 




Exons 


513. .654 








GI Descrip. 


f 3892058/gb IAAC78271.il AAC78271 3.0e- 


17 (AC002330) 


putative 




- glutamate-/aspartate-binding peptide 


[Arabidopsis 


thaliana] 


Seq. No. 


27176 


Seq. ID 


OJ000150_32 


.0124. C59 


Gene No. 


56273 


Strand 






Start. 


1 


End 


335 - 




Name 


OJ000150 32.0124.C59.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


335 




GI 


840 1.R1084 


Score 


670 




Exons 


1..335 








GI Descrip. 


'4105681 1.0e-141 (AF049348) 


unknown 


[Oryza sativa] 1 


Seq. No. 


27176 


Seq. ID 


OJ000150_32 


.0124. C59 


Gene No. 


56273 


Strand 






Start 


1 


End 


335 




Name 


OJ000150 32.0124.C59.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


335 




GI 


4105681 


Score 


678 




Exons 


1..335 








GI Descrip. 


(AF04 9348) unknown [Oryza sativa] 






Seq. No. 


27176 


Seq. ID 


OJ000150_32 


.0124. C59 


Gene No. 


56273 


Strand 






Start 


1 


End 


335 




Name 


OJ000150 32.0124.C59.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


250 ' 




GI 


none 


Score 


.66 




Exons 


27. .250 








Seq. No. 


27177 


Seq. ID 


OJ000150_25 


.0124*.C1 


Gene No. 


56274 


Strand 







27167 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



192 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End' 
Method 
End 
Score 



452 

AAT/GAP 
452 
427 



OJ000150_25 . 0124 . CI . ol ,gp 
192 . 

2653_1.R1084 
192.. 452 

, 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 
>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] 1 



OJ000150_25;0124.C2 
+ 

801 

AAT/GAP 

801 

907 



27178 Seq. ID 

56275 Strand 
332 ^ End 
OJ000150_25 . 0124 . C2 . ol . gp Method 
332 End 
uC-osflcyp097b05bl Score 
332. .801 

' 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI I NT RON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa]' >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



27178 
56276 
1447 

OJ000150_25.0124.C2.o4.ts 
1 

none 



Seq. ID OJ000150_25.0124.C2" . 
Strand 

End 2856 

Method TBLASTX : Soybean 

End 336. 

Score 34 



1..21, 13. .114, 21. .116, 22. .114, 104. .169, 107. .169, 120. .173, 
251.. 286, 252.. 287, 290.. 334, 292.. 336, 297.. 335 



27178 
56276 
1447 

OJ000150_25.0124.C2.o5.tc 
21 

none 



Seq. ID OJ000150_25.0124.C2 
Strand 

End 2856 

Method TBLASTX : Cress 

End 369 

Score 129 



21. .116, 23. .115, 104. .190, 120. .191, 220. .273, 222.'. 269, 
243. .284, 245. .289, 275. .304, 282. .368, 284. .367, 292. .369 



27178 
56276 
1447 

OJ000150_25.0124 .C2.ol.tm 
24 

none 



Seq. ID OJ000150_25.0124.C2 
Strand 

End 2856 

Method TBLASTX: Maize 

End 535 

Score 301 



24. .215, 24. .215, 26. .220, 208. .288, 222. .284, 225. .305, 
234.. 533, 263.. 535, 263.. 535 



27178 
56276 
1447 

OJ000150_25 . 0124 . C2 . o3 . ts 

747 

none 



Seq. ID OJ000150_25:0124.C2 
Strand 

End 2856 

Method TBLASTX : Soybean 

End 991 

Score 199 



747. .878, 747. .884, 748. .879, 868. .924, 869. .922, 931. .990, 



27168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



931.. 990, 932.. 991, 932.. 991 

27178 
56276 
1447 

OJ000150_25.0124.C2.ol.tc 

1010 

none 

1010. .1039, 1038. .1127,. 1040. 
1105.. 1398, 1126.. 1395, 1131. 
1394. .1567, 1394. .1567 

27178 
56276 
1447 

OJ000150_25 . 0124 . C2 . ol . tw 

1140 

none 

1140. .1220, 2485. .2589, 2501. 
2684. .2707, 2684. .2707, 2685. 
2697. .2852 



Seq. ID OJ000150_25.0124.C2 
Strand 

End 2856 
Method TBLASTX : Cress 
End 1567 
Score 80 

.1129, 1041.. 1130, 1074.. 1397, 
.1397, 1386. .1565, 1393. .1566, 



Seq. ID OJ000150_25.0124.C2 
Strand 

End 2856 
Method TBLASTX : Wheat 
End 2854 
Score 143 

.2590, 2501.. 2590, 2502.. 2591, 
.2708, 2692.. 2853, 2693.. 2854, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27178 
56276 
1447 

OJ000150_25.0124.C2.ol.ts 
1330 
none 

1330. .1590, 
1576. .1698, 



OJ000150 25. 0124. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1332. .1574, 1566. .1694, 1569. .1703, 1573 
1619. .1699, 1688. .1894, 1689. .1880, 1696 



2856 

TBLASTX : Soybean 
1966 
367 



,1719, 
,1884, 



1836. .1964, 1879. .1965, 1880. .1966, 1880. .1966 



27178 
56276 
1447 

OJ000150_25.0124.C2.o2.gp 
1447 

688_1.R1084 
1447. .2388 

'226661/prf | I1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 25. 0124. C2 



2856 
AAT/GAP 
2388 
1842 



Seq,. No. 27178 

Gene No. 56276 

Start 1447 

Name OJ000150_25 . 0124 . C2 . o2 . tc 

Start 1580 

GI " none 

Exons 1580.. 1693, 1582. 

1691. .1894, 1879. 



Seq. ID 
: Strand 
End 

Method 

End 

Score 



,1692, 1619.. 1693, 1689 
,1953, 1880.. 1954 



OJ000150 25. 0124. C2 



2856 

TBLASTX: Cress 

1954 

155 

1883, 1690.. 1884, 



Seq. No. 27178 Seq. ID 

Gene No. 56276 Strand 

Start 1447 End 

Name OJ000150_25 . 0124 .C2 . o3 . tc Method* 

Start -2065 End 

GI none Score 



OJ000150_25.0124.C2 
2856 

TBLASTX: Cress 

2426 

40 • 



27169 



Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' ' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.2104, 2076.. 2189, 2088.. 2198, 
.2215, 2162. .2299, 2218. .2298, 
.2426, 2301.. 2426 



Seq. ID 
Strand 
End 

Method 
End- 
Score 



2065.. 2100, 2071.. 2100, 2072. 

2101.. 2199, 2101.. 2214, 2114. 

2250.. 2306, 2258.. 2299, 2301. 

27178 
56276 
1447 . 

OJ000150_25.0124.C2.o2..ts 

2218' . - . • ; - 
none 

2218.. 2334, 2219 .. 2299, 2250 . 

2338.. 2391, 2339.. 2392, 2381. 

2474.. 2527, 2475.. 2525, 2476. 

2563.. 2592, 2684.. 2740, 2685. 

2751..2855, 2755.. 2856 

27178 
56276 
1447 

OJ000150_25.0124.C2.o2.tm 
2426 
none 

2426. .2590, 2437 2589, 2438 .. 2590, 2439. .2591 



OJ000150 25. 0124. C2 



2856 

TBLASTX : Soybean 
2856-' 
133 

2306, 2313.. 2342, 2325.. 2378, 
2473, 2384. .2461, 2389. .2463, 
2538, 2476.. 2526, 2538.. 2588, 
2741, 2686.-2742, 2747. .2854, 



Seq. ID 
Strand. 
End 

Method 

End 

Score 



OJ000150_25.0124.C2 
2856 

" TBLASTX : Maize 
2591 
267 



27178 
56276 
1447 

OJ000150_25.0124.C2.o4.tc 
2435 
none 

2435.. 2560, 2439.. 2561, 2440.. 2562, 2444.. 2563, 2493 
2563.-2589, 2564.. 2590, 2685.. 2717, 2686.. 2721, 2692 
2693.. 2845, 2693.-2845, 2697.. 2852, 2706.. 2852 



Seq. ID OJ000150_25.0124.C2 
Strand 

End 2856 

Method TBLASTX : Cress 

End 2852 

Score 191 



.2591, 
.2844, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27179 



Seq. ID OJ000150_25.0124.C3 



56277 Strand + 

2427 End 2861 

OJ000150_25.0124.C3.ol.gp Method . AAT/GAP 

2427 '* End 2861 

5886JL.R1084 Score 840 
2427.. 2861 

'11957/emb 1X15901 1 CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 . 



OJ000150_25.0124.C3 
+ 

16072 
AAT/GAP 
16072 
695 



Seq. No. 27179 Seq. ID 

Gene No. 56278 Strand 

Start 15700 End 

Name OJ000150_25 . 0124 . C3 . o4 . gp Method 

Start 15700 End 

GI LIB3431-005-P1-N1-A5 Score 

Exons 15700. .16072 

GI Descrip. ' 131251/sp | P12094 | PSBAJDRYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 
sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 



27170 



>gi' 226406_prf 15' 



OJ000150 25. 0124. C3 



Seq. No. 27179 Seq. ID _ 

Gene No. 56279 Strand 

Start 3008 End 344 9 

Name OJ000150_25 . 0124 . C3 . o2 . gp Method AAT/GAP 

Start 3008 , End 3449 

GL LIB3431-005-P1-N1-A5 Score 869 

Exons- 3008.. 3449- 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503.143A psbA gene [Oryza sativa] 

>gi_226406_prf 15* 



Seq. No. 


27179 


Seq. ID 


OJ000150_25.0124.C3 


Gene No. 


56280 


Strand 




Start 


13547 


End 


13749 


Name 


OJ000150 25.0124.C3.o3.gp 


Method 


AAT/GAP 


Start 


13547 


End 


13749 


GI . 


6012822 


Score ^ 


337 


Exons 


13547. .13749 






GI Descrip. 


11957/emb 1X15901 | CHOSXX 1 . Oe- 


52 Rice complete chloroplast genome 


Seq. No. 


27179 


Seq. ID 


OJ000150_25.0124.C3 


Gene No. 


56281 


Strand 




Start 


16219 


End 


16290 


Name 


OJ000150 2*5. 0124. C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


51 


End 


341 


GI 


none 


Score 


134 


Exons 


51. .128, 52. .129, 116. .325, 126. .332, 


126. .341, 127. .336 


Seq. No. 


27179 


Seq. ID 


OJ000150_25.0124.C3 


Gene No. 


56281 


Strand 




Start 


16219 


End 


16290 


Name . 


OJ000150 25.0124.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


111 


End 


330 


GI 


none 


Score 


353 


Exons 


111.. 329, 111.. 329, 112.. 330 






Seq. No. 


27179 


Seq. ID 


OJ000150_25.0124.C3 


Gene No. 


56281 


Strand 




Start 


16219 


End 


16290 


Name 


OJ000150 25.0124.C3.o9.tc 


Method 


TBLASTX: Cress 


Start 


278 


End 


783* 


GI 


none 


Score 


55 


Exons 


278. .325, 278. .316, 373. .480, 


377. .454 


, 388. .480, 437. .631, 




455. .634, 456. .632, 667. .717, 


668. .718, 706. .780, 727. .783 


Seq. No. 


27179 


Seq. ID 


OJ000150_25.0124.C3 


Gene No. 


56281 


Strand 




Start 


16219 


End 


16290 


Name 


OJ000150 25.0124.C3.ol4.ts 


Method 


TBLASTX : Soybean 


Start 


715 


End 


1038 


GI 


none 


Score 


82 



27171 



Exons 



715. .765, 717. .767, 862. .951, 865. .951, 866. .952, 955. .1038, 
956.. 1036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27179 
56281 
16219 

OJ000150_25.0124.C3.63.tm 
744 
none ' 



Seq. ID OJ000150_25.0124.C3 
Strand 

16290 

TBLASTX: Maize 
1024 
367 



End 

Method 
End 

Score' 

744.. 971, 744.. 953, 746.-982, 746.. 970, 927. .1022, 949.. 1023, 
950.. 1024, 952.. 1023 



27179 
56281 
16219 

OJ000150_25.0124.C3.o5.tm 

2477 

none 



Seq. ID OJ000150_25.0124.C3 
Strand 

End 1629Q 

Method TBLASTX : Mai ze 

End 2747 

Score 256 



2477. .2698, 2477. .2590, 2478. .2699, 2596. .2646, 2599. .2646, 
2688. .2747, 2688. .2747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27179 
56281 
16219 

OJ000150_25.0124.C3.ol.ts 

2818 

none 



Seq. ID OJ000150_25.0124.C3 
-Strand . - 

End 16290 ' 

Method TBLASTX: Soybean 
End 16262 
Score 168 



2818.. 3054, 2830.. 3060, 283?. . 3061, 2876.. 3061, 3193.. 3366, 
3199. .3366, 3200. .3373, 3221. .3376, 14219 .. 14602, 14221 14550, 
14292. .14597, 14598 14705, 14608 .. 14703, 14 609 .. 15880, 
14637. .15881, 15363 .. 15887, 16018 .. 16200, 16019 .. 16243, 
16020. .16250, 16026.. 16262 



27179 
56281 
16219 

OJ000150_25.0124.C3.o7.tm 

2958 

none 



Seq. ID OJ000150_25.0124.C3 
Strand- 
End 16290 
Method TBLASTX: Maize 
End 16122 
Score • 175 



2958. .3068, 2958. .3074, 2959. .3069, 2996. .3088, 3080. .3145, 
3085. .3150, 3102. .3167, 3121. .3159, 3162. .3188, 3163. .3189, 
3185. .3241, 3196. .3240, 3200. .3241, 15838 .. 15879, 15839 15895, 
15839. .15880, 15891 .. 15917, 15892 .. 15918, 15913 15978 , 
15921. .15959, 15930 . .15995, 15935 .. 16000, 15984 .. 16121, 
15992. .16084, 16006 .. 16122, 16012.. 16122 



Seq. No. 


27179 




Seq. ID 


OJ000150_25.0124 


.C3 


Gene No. 


56281 




Strand 






Start 


16219 




End 


16290 




Name 


OJ000150 25 


.0124 .C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


4175 




End 


4666 




GI 


none 




Score 


455 




Exons 


4175. .4666, 


4176. .4592, 4336. 


.4662 






Seq. No. 


-27179 




Seq. ID 


OJ000150_25.0124 


.C3 


, Gene No. 


56281 




Strand 






Start 


16219 




End 


16290 





27172 



Name 


OJ000150 25. 


0124 


.C3.o9. 


ts 


Method 


TBLASTX : Soybean 




Start 


4262 








End 


4504 




GI • 


none 








Score 


315 




Exons 


4262. .4504, 


4263 


. .4502, 


4328. 


.4504 . 






Seq. No. 


27179 








Seq. ID 


OJ000150_25.0124 


.C3 


bene lnu • 


O OiO J. 








otiana 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


.C3.o8. 


tc 


Method 


TBLASTX: Cress 




Start 


4686 








End 


5138 




GI 


none 








Score 


465 




Exons 


4686. .5138, 


4745 


. .5023, 


5063. 


.5137 






Seq. No. 


27179 








. Seq. ID 


OJ000150_25.0124 


.C3 


bene jno . 










Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


.C3.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


4757 








End 


9465 




GI 


none 








Score 


425 




Exons 


4757. .4897, 


8964 


. .9464, 


8964. 


.9464, 9040. .9465 




Seq. .No. 


27179 








Seq. ID 


OJ000150_25.0124 


.C3 


bene- inq. 










Strand 






Start 


16219 ~ 








End 


16290 




Name 


OJ000150 25. 


0124 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4772 








End 


9512 




GI 


none 








Score 


65 




Exons 


4772. .4882, 


9069 


. .9224, 


9070. 


.9210, 9318.. 9512, 9319. .9456 


Seq. No. 


27179 








Seq. ID 


OJ000150_25.0124 


.C3 


Gene No . 










Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


. C3.o6. 


ts 


Method 


TBLASTX: Soybean 




Start 


4899 








End 


5256 




GI 


none 








Score 


426 




Exons 


4899. .5255, 


4915 


. .5256, 


4949. 


.5254 






Seq. No. 


27179 








Seq. ID 


OJ000150_25.0124 


.C3 


bene jno . 


D Xjc.0 JL 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


-C3.O10 


.tc 


Method 


TBLASTX: Cress 




Start 


5313 








End 


5641 




GI 


none 








Score 


278 




Exons 


■ 5313. .5627, 


5327 


: .5626, 


5576.' 


.5641 






Seq. No. 


27179 








Seq. ID 


OJ000150_25.0124 


.C3 


bene no . 


3 OZ O X 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


.C3.o8. 


ts 


Method 


TBLASTX: Soybean 




Start 


5334 








End 


5620 




GI 


none 








Score 


269 




Exons 


5334. .5618, 


5334 


♦ .5615, 


5336. 


.5620 






Seq. No. 


. 27179 








Seq. ID 


OJ000150_25.0124 


.C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 


0124 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 





27173 




Start 


7213 








End- 


8167 




GI 


none 








Score 


72 




Exons 


7213. . 7302, 


7214 


. .7249, 


7300. 


.7500, 7307.. 7501; 


' 7310. .7504, 




7499. .7663, 


7504 


. .7683, 


7541. 


.7741, 7543.. 7707, 


7784 . . 8050, 




7792. .8i66, 


7796 


. .8167, 


8084 . 


.8167 






Seq. No . 


27179 








Seq. ID 


OJ000150 


25.0124 .C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


■16290 




Name 


OJ000150 25 


.0124 


.C3.o6. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7532 








End 


8169 




GI 


none 








Score 


116 


• 


Exons 


' 7532. .7663, 


7534 


. .7710, 


7541. 


.7738, 7543. .7710, 


7809. .7898, 




7823. .7900, 


7837 


. .7923, 


7939. 


.8169, 7940.. 8167, 


7987. .8169 


Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 .C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25 


. 0124 


,C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8313 








>End 


8764 




GI 


none 








Score 


585 




Exons 


8313. .8762, 


8340 


. .8762, 


8342. 


.8764, 8609. .8764 




Seq.r No. 


27179" 








Seq. ID > 


OJ000150 


_25.0124'.C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25 


.0124 


. C3 . o5 . 


tc 


Method 


TBLASTX: 


Cress 


Start - 


8385 ~ 








End 


8843 




GI 


none 








Score 


349 ■* 




Exons- 


8385. . 8843, 


8488 


. .8841 










Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124.C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25 


. 0124 


.C3.ol0 


. ts 


Method 


TBLASTX: 


Soybean 


Start . 


8430 ~~ 








End 


8684 




GI 


none 








Score 


219 




Exons 


8430. .8666, 


8433 


. .8684, 


8438. 


.8668, 8494.. 8682 




Seq. No. 


27179 








Seq. ID 


OJ000150 


25. 0124. C3 


Gene No. 


56281 








Strand 






Start 


16219 _ 








End 


16290 




Name 


OJ000150 25 


.0124 


.C3.o4 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


8895 








End 


9434 




GI 


none 








Score 


345 




Exons 


8895. . 9338, 


8896 


. . 9345, 


8940. 


.9353, 8962.. 9342, 


9059. . 9349, 




9324 . . 9434 














Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124.C3 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25 


.0124 


.C3.ol2 


. tc 


Method 


TBLASTX: 


Cresso.v' 


Start"'- 


9435 








End 


9716 




GI 


none 








Score 


206 




Exons 


9435. .9596, 


9436 


. .9594, 


9595, 


.9708, 9596.. 9709, 


9596. .9709, 



9642. .9716 



27174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27179 

56281 Strand 

16219 End 
OJ000150_25.0124.C3.ol2.ts Method 

9466 End 

none Score 

9466. .9741, 9467. .9562, 9498. .9734 



Seq. ID OJ000150_25. 0.124. C3„ 



16290 

TBLASTX : Soybean 

9741 

291 



27179 ■ . Seq. ID 

56281 Strand 
16219 ' End 
OJ000150_25 . 0124 .C3 . o5 . ts Method 
9742 End 
none Score 
9742. .9885, 9748.-9882, 9759. .9884, 9884. .9925, 9885. .9929, 
9967.. 10245, 9977.. 10258, 9978/. 10280, 10318 .. 10371, 
10321. .10365, 10398. .10433, 10690 .. 11031, 10691 .. 11032, 
10809. .11042, 11172.. 11243 



OJ000150_25.0124.C3 
16290 

TBLASTX: Soybean 

11243 

106 



27179 
56281 
16219 

OJ000150_25.0124.C3.o7.tc 

.9742 

none 



Seq. ID OJ000150_25.0124.C3 



Strand 
End 

Method 

End 

Score 



16290 

TBLASTX: Cress 
10259 V 
158 



9742. .9885, 9744. .9884, 9885. .9902, 9972. .10061, 9983. .10060, 
10055. .1025.8, 10056. .10259, 10056 .\ 10259 



27179 - 

56281 

16219 

OJ000150_25.0124.C3.ol.tm 

10049 

none 

10049. .10108, 10078. .10494, 
12287. .12340 

27179 
56281 
16219 

OJ000150_25.0124.C3.o2.tw 

10266 

none 

10266. .10310, 
10314. .10364, 
10447. .10500, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_25.0124.C3 
16290 

TBLASTX: Maize 

12340 

615 



10079. .10495, 10080. .10496,- 



10266. .10310, 
10320. .10367, 
10451. .10501, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10309. .10362, 
10366. .10455, 



OJ000150 25. 0124. C3 



16290 

TBLASTX: Wheat 
10502 
65 

10310. .10363,' 
10376. .10447, 



10451. .10501, 10455. .10502 



27179 
56281 
16219 

OJ000150_25. 0124 .C3. oil. tc 
10708 
none 

10708. .11031, 10708. .10743, 10709 .. 11032, 10803 11033, 
10809.. 11033 ^ . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 25. 0124. C3 



16290 

TBLASTX: Cress 

11033 

309 



Seq. No. 



27179 



Seq. ID OJ000150_25.0124.C3 



27175 



Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 0124. C3. 


ol3.tc 


Method 


TBLASTX : 


Cress 


Start 


11178 








End 


11403 




GI 


none 








Score 


187 




Exons 


11178. 


.11402, 


11199. 


.11402, 


11206. .11403 




Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 0124. C3. 


oll.ts 


Method 


TBLASTX: 


Soybean 


Start 


11351 








End 


11612 




GI 


none 








Score 


81 




Exons 


11351. 


.11512, 


11352. 


.11513, 


11352. .11534, 11353 


. .11520, 




11517. 


.11612, 


115-18. 


.11610 








Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 0124. C3. 


o7. ts 


Method 


TBLASTX: 


Soybean 


Start 


12071 








End 


12321 ' 




GI 


none 








Score 


128 




Exons 


.12071. 


.12196, 


12071. 


.12196, 


12073. .12204, 12082 


. .12204, 




12195. 


.12320, 


12196. 


.12321", 


12197.. 12319 




Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 


Gene No. 


56281 








Strand 






Start - 


16219 








End 


16290 




Name - 


OJ000150 25. 0124. C3. 


ol3.ts 


Method 


TBLASTX: 


Soybean 


Start 


12323 








End 


12518 




GI 


none 








Score 


196 




Exons 


12323. 


.12511, 


12324. 


.12512, 


12324. .12518 




Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 0124. C3. 


ol.tc 


Method . 


TBLASTX: 


Cress 


Start 


12423 








End 


14827 




GI 


none 








. Score 


137 




Exons 


12423. 


.12551, 


12423. 


.12542, 


12425. .12598, 12616 


. .12816, 




12619. 


.12810, 


12654. 


.12851, 


12803. .13021, 12808 


. .13146, 




12809. 


.13153, 


12810. 


.13148, 


12810. .13154, 13076 


. .13156, 




14124. 


.14348, 


14143. 


.14550, 


14144. .14602, 14604 


. .14705, 




14606. 


.14827, 


14606. 


.14827 








Seq. No. 


27179 








Seq. ID 


OJ000150 


_25.0124 


Gene No. 


56281 








Strand 






Start 


16219 








End 


16290 




Name 


OJ000150 25. 0124. C3. 


o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


12611 








End 


14141 




GI 


none 








Score 


306 




Exons 


12611. 


.13033, 


12613. 


.13155, 


12613. .13233, 12636 


. .13247, 




12654. 


.13253, 


13189. 


.13248, 


13328. .13363, 13364 


. .13399, 




13415. 


.13453, 


13611. 


.13694, 


13617. .13691, 13624 


. .13692, 




13773. 


.13835, 


13786. 


.13854, 


13788. .13820, 13886 


. .13918, 




13888. 


.13923, 


13971. 


.14033, 


13972. .14010, 14018 


. .14068, 



14019. .14141 



27176 



Seq. ID OJ000150_25.0124.C3 
Strand 

End 16290 

Method TBLASTX : Cress 

End 15394 

Score 138 

14939. .15094, 14942 .. 15319, 14946. . 15320, 15330 ... 15392, * . 
15332.'. 15394 



Seq. No. 27179 

Gene No. 56281 

Start 16219 

Name OJ000150_25 . 0124 . C3 . o3 . tc 

Start 14939 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_25.0124.C3 
Strand 

End 16290 

Method AAT/GAP 



27179 
56281 
16219 

OJ000150_25.0124.C3.o5.gp . 

16219, ' ^ r End 16290 

5886_1.R1084 Score 144 

16219. .16290 

1 11957/emb | X15901 | CHOSXX 0.0e+00 Rice complete chloroplast 
genome 1 



Seq. No. 27180 

Gene No. 56282 

.Start 69 

Name '': OJ000150_25 . 0i24 . C4 . ol . tc 

Start 69 

GI none 
Exons 



Seq. ID OJ000150_25.0124.C4 
Strand 

"End 680 

Method TBLASTX: Cress 

End 677 

Score 235 

69. .293, 88. .495, 89. .547, 549. .650, 551. .676, 553. .648, 
630.. 677 



Seq. No. 27180 

Gene No. 56282 

Start 69 

Name 0 J000150_25 . 0124 . C4 . ol . ts 

Start 164 

GI none 
Exons 



Seq. ID OJ000150_25.0124.C4 

Strand 

End 680 

Method TBLASTX : Soybean 

End 680 

Score 405 



164. .547, 166. .495, 237. .542, 543. .650, 553 .. 648, 554 679, 
582. .680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27181 
56283 
3 

OJ000150_25 . 0124 . C5 . o2 . tm 

3 ' 
none 



Seq. ID OJ000150_25.0124.C5 
Strand 

590 

TBLASTX: Maize • 
402 
57 



End 

Method 
End 
Score 

3. .68, 7. .69, 9. .71, 101. .178, 105. .176, 106. .177, 182. .244, 
185. .247, 187. .252, 224. .265, 259. .351, 263. .319, 324. .380, 
326. .379, 331. .384, 331. .402 



Seq. No. 27181 

Gene No. 56283 

Start 3 

Name OJ000150_25 . 0124 . C5 . ol . tw 

Start 176 

GI none 
Exons 



Seq. ID OJ000150_25.0124.C5 
Strand 

End 590 

Method TBLASTX: Wheat 

End 577 

Score . 148 



176. .301, 179. .322, 201. .347, 341. .556, 34 1 . . 544 , -503 . . 577 , 
525. .575, 526. .576 



27177 



I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



27181 
56283 
3 

OJ000150_25.0124.C5.ol.tm 

438 

none 



Seq. ID OJ000150_25.0124.C5 

Strand 

End 590 

Method TBLASTX : Maize 

End 590 

Score 79 



438. .479, 438. .482, 439. .486, 482. .535, 482. .535, 483. .542, 
521. .589, 537. .590, 543. .590 



27182 
56284 
1 

OJ000150_25.0124 .C6.ol.tm 
1 

none 



Seq. ID OJ000150_25.0124.C6 

Strand 

End 4 61 

Method TBLASTX : Maize 

End 4 61 

Score 156 



1..117, 6. .116, 112. .144, 117. .146, 140. .232, 140. .235, 
141. .239, 315. .362, 322. .420, 323. .418, 411. .461, 416. .460, 
417. .461 



Seq. No. 
Gene No. 
Start- 
Name 
Start 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



27182 - - 

56284 

1 

OJ000150_25.0124 .C6.ol.tw 
1 

none 



Seq. ID OJ000150_25.0124.C6 

Strand 

End 4 61 

Method TBLASTX : Wheat 

End' : 247 

Score 135 



1..180, 3. .116, 115. .156, 176. .247, 179. .244 



Seq. ID OJ000150_25.0124.C8 

Strand + 

End 386 

Method AAT/GAP 

End 386 

Score 739 



27183 
56285 
1 

OJ000150_25.0124.C8.ol.gp 
1 

7528_1.R1084 
1..386 

■131205/sp|P1218 6|PSAI_ORYSA 9.0e-13 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT VIII (PSI-I) >gi_72677_pir A1RZI photosystem I 

protein psal - rice chloroplast >gi_11996_emb_CAA33957_ (X15901) 
ORF36 [Oryza sativa] >gi_226617_prf_^l 60335 6AP photosystem I 
small peptide [Oryza sativa]' 



Seq. ID OJ000150_25.0124.C8 
Strand + 
•: ; End . . 386 
^.^ethod/" -TBLASTX: Maize • • " - 



27183 
56285 
1 

OJ000150_25 . 0124 . C8 . ol . tm 

5 : -End '' 331 

none Score 111 

5..79, '5. .79, 6. .80, 83. .181, 83. .181, 170. .247, 170. .250, 
183. .269, 217. .315, 239. .316, 242. .331, 246. .317 



27183 
56286 
413 

OJ000150_25.0124 .C8.ol.tc 

413 

none 



Seq. ID OJ000150_25.0124.C8 

Strand 

End 585 

Method TBLASTX : Cress 

End 585 

Score 166 



413. .583, 414. .584, 414. .584, 415. .585 



27178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name''-" 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
. Start . 
. Name ' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons _.■ 
Seq. No. 



27184 
56287 
1 

OJ000150_25. 0124. Cll.ol. tin 
1 

none 



Seq. ID OJ000150_25.0124.C11 
Strand 

End 442 

Method TBLASTX : Mai ze 

End 360 

Score 562 



1..330, 3. .329, 5. .331, 301. .360 

27184 Seq. ID 

56287 ' Strand 

1 End * 

OJ000150_25.0124.Cll.ol.ts Method 
38 End 
none Score 

38. .91,. 44. .88, 129. .431; 151 432, 164 .. 442 



OJ000150_25.0124.C11 
442 

TBLASTX : Soybean 
442 
56 



Seq. ID OJ000150_25.0124.C11 
. Strand 

End 4 42 

Method TBLASTX: Cress 

End 425 

Score 449 



27184 
56287 
1 

OJ000150_25.0124.Cll.ol.tc 
150 
none 

150. .425.^151. .420 

27185 
56288 
5 

OJ000150_25.0124.C12.ol.tc 
5 

none 

5. .199, 37.. 237, 43. .234, 255. .428, 302. .430, 311. .430 



Seq. ID OJ000150_25.0124.C12 
Strand 

End 430 

Method - TBLASTX: Cress 

End 430 

Score 225 



27185 
56288 
5 

OJ000150_25.0124.C12.o3.ts 
10 

none 

10. .240, 10. .240 

27185 
56289 

339. ' 

OJ00015C_25 .0124 . C12 A o2 . ts : • 

339 

none 

339. .530, 341. .532, 342. .530 

27185 
56290 
533 

OJ000150_25.0124.C12.ol.ts 

533 

none 



Seq. ID OJ000150_25.0124.C12 
Strand 

End 430 

Method TBLASTX : Soybean 

End 240 

Score 235 



Seq. ID OJ000150_25.0124.C12 
Strand 

End -532 

- Method' * "'■ TBLASTX : Soybean- " ■: 
End 532 
Score 280 



Seq. ID OJ000150_25.0124.C12 
Strand 

End 782 

Method TBLASTX : Soybean 

End -782 

Score 204 



533. .658, 534. .656, 64 9 . . 771,. 64 9 . . 780 , 657. .782, 657. .782 
27186 Seq. ID OJ000150_25 . 0124 . C13 



27179 



Gene No. 


56291 




Strand 






Start 


772 




End 


957 




Name 


OJ000150 25.0124.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


84 




End 


325 




GI 


• none 




Score 


62 




Exons 


84. .128, 85.'. 129, 87. .128, 130. .324, 131. .325, 133. .324 




Seq. No. 


27186 




Seq. ID 


/"\tAAATCA AC a i o yl 

OJ00015Q_25 . 0124 


.C13 


Gene No. 


56291 




Strand . 






Start 


772 




End 


ACT 

957 




Name 


OJ000150 25.0124.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


262 




End 


957 




GI 


none 




Score 


b J 




Exons 


i-\ s- r\ A 1 C A A A 1 C A C A 

262.. 315, 262.. 315, 359. 


.433, 


367 . .438, 


1 /"O VI O vlAA 

3oo . . 4 Jo, 4 90.. 


528, 




jl A 1 AITC VI A A A /" >l A A 

491. .955, 492. .956, 493. 


. 957, 


r- n A A C *7 

580 . . 957 






Seq. No. 


27186 




Seq. ID 


r\ t A AA1CA OC A 1 A >l 

OJ000150 25.0124 


.C13 


Gene No. 


56291 




Strand 






Start 


772 




End 


957 




Name 


OJ000150_25.0124.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


399 




End 


957 




GI 


none 




Score 


47 




Exons 


. 399.. 434, 406.. 435, 464. 


. 955, 


465 . . 956, 


475. . 957, 577 . . 


957 


Seq. No. 


27186 




Seq. ID 


OJ000150_25 . 0124 


.C13 


Gene No. 


56291 




Strand 






Start 


772 




End 


957 




Name 


/-v -rr\ r\ r\ i cr a a r~ a i a vi i a _ i 

OJ000150 25 . 0124 . C13 . ol . 


tm 


Method 


TBLASTX : Mai ze 




Start 


491 




End 


956 




GI 


none 




Score 


449 




Exons 


491. .955, 492. .956 










Seq. No. 


27186 




Seq. ID 


y*\ T A AA'ICA AC A T A VI 

OJ000150_25 .0124 


.C13 


Gene No. 


56291 




Strand 






Start 


772 




End 


957 




Name 


OJ000150 25.0124.C13.ol. 


gp 


Method 


AAT/GAP 




Start 


772 




End 


957 




GI 


uC-osflcypOllbOlbl 




Score 


3£0 • 




Exons 


772. .957 








*- 


GI Descrip.. 


. '343210 5.0e-78 (M35995) 


apocytochrome 


b6 (alt.) [Oryza 


sativa] 




>gi_2267 62_prf 1604469A cytochrome b6 


[Oryza sativa] ' 




Seq. No. . 


27187 v... 




Seq. ID . 


OJ000150_25.0124 


.C14 . 


Gene No. 


56292 \ ' ' ' • ■ *" ' 




Strand 






Start 


858 




End 


1476 




Name 


OJ000150 25.0124.C14.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


431 




GI 


none 




Score 


111 




Exons 


1..81, 3. .77, 113. .235, 


142. . 


234, 234.. 


314, 234. .314, 346. .426, 




347. .427, 348. .431, 351. 


.428 








Seq. No. 


27187 




Seq. ID 


OJ000150_25.0124 


.C14 


Gene No. 


56292 




Strand 






Start 


858 




End 


1476 




Name 


OJ000150 25.0124.C14.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


516 




End 


924 




GI 


none 




Score 


424 





27180 



Exons 


516.. 923, 516.. 923, 736.. 924 








Seq. No. 


27187 


Seq. ID 


OJ000150_25.0124. 


C14 


npnp NO 


56292 


Strand 






Start 


858 


End 


1476 




Name 


OJ000150_25.0124.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


805 


End 


1119 




GI 


none 


Score 


513 




Exons 


805. .1119, 807. -.1118 








Seq. No. 


27187 


Seq. ID 


OJ000150_25.0124. 


C14 


fjorp Mo 


56292 


Strand 






Start 


858 


End 


1476 




Name 


OJ000150 25.0124.C14.ol.ts 


Method 


TBLASTX: Soybean 




Start 


815 - 


End 


1259 




GI 


none 


Score 


106 




Exons 


815. .916, 815. .1258, 819. .1259, 820.. 


1257, 953.. 1258 




Seq. No. 


27187 


Seq. ID 


OJ000150_25.0124. 


C14 


Gene No. 


56292 


Strand 






Start 


858 


End 


1476 




Name 


OJ000150 25.0124.C14.ol.gp 


Method 


AAT/GAP 




Start 


858 


End 


1410 




GI 


2896 1.R1084 " ^ 


Score 


1023 




Exons 


858. .1410 








GI Descrip. 


'131271/sp|P12157|PSBB ORYSA 


2.0e-88 


PHOTOSYSTEM II P680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



27187 Seq. ID 

56292 Strand 

858 End 

OJ000150_25.0124.C14.ol.tc Method 

926 End 

none Score 



OJ000150_25.0124.C14 
1476 - 

TBLASTX: Cress 

1476 

472 



926.. 1141, 930.. 1331, 934. .1290, 953.. 1333, 1308.. 1475, 
1329. .1469, 1330. .1476 



27187 Seq. ID 

56292 ; - Strand 

'858 - V' ■ V ' ' . End 

OJ000150_25.0124.C14.or.tw Method 

938 End " 

none Score 



OJ000150_25.0124.C14 
1476 

TBLASTX: Wheat 

1368 

652 



938. .1141, 939. .1367, 939. .1367, 1324. .1368 



Seq. No. 27187 Seq. ID 

Gene No. 56292 Strand 

Start 85'8 End 

Name OJ000150_25 . 0124 .C14 . o2 . tm Method 

Start .1122 End 

GI * . 'none Score 

Exons 1122.. 1187, 1191.. 1331, 1193.. 1330 



OJ000150_25.0124.C14 

1476 ,. 
TBLASTX: Maize 
1331 

82 * ; 



27181 



Seq. No." 27188 - : ' Seq. ID OJ000150_25 . 0124 .CIS 

Gene No. 56293 Strand + 

Start 45 End 624 

Name OJ000150_25 . 0124 . C15 . ol . gp Method AAT/GAP 

Start 45 End 582 

GI 2653_1.R1084 Score 1032 

Exons 45.-582 

GI Descrip. ' 11998/emb | CAA33959 | 5 . Oe-35 - (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF85A [Oryza sativa] ' 



Seq. No. 


27188 








-Seq. ID 


OJ000150_25.0124 


.C15 


Gene No. 


C C 1 d o 








Strand 


+ 




Start 


45 








End 


624 




Name 


OJ000150 


25.0124.C15 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


265 - 








End 


624 




GI 


none 








Score- 


39 




Exons 


265. .297, 


273. .293, 


288. 


.335, 


289. .336, 


290. .334, 333. . 


356, 




441. .578, 


442. .624, 


442. 


.576, 


444. .581 






Seq. No. 


27189 








Seq. ID 


OJ000150_25.0124 


.C17 


Gene No. 


56294 








Strand 






Start 


724 








End . 


966 




Name 


OJ000150 


25.0124.C17 


.o2. 


tm 


■Method 


TBLASTX: Maize 




Start ■ 


3 








End 


326 




GI ' 


none 








Score 


80 




Exons 


3. .62, 4. 


.69, 4. .66, 


23. 


.73, 


46. .171, 59. .175, 62. .169, 


99. 




171. .326, 


171. .323 












Seq. No. 


27189 








Seq. 1 ID 


OJ000150_25.0124 




Gene No. 


56294 








Strand 






Start 


724 








End 


966 




Name 


OJ000150 


25.0124.C17 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


120 








End 


453 




GI 


none 








Score 


51 v." 




Exons 


120. .158, 


125. .163, 


146. 


.217, 


147. .221, 


177^ .221, 270. . 


335, 




279. .332, 


280. .333, 


307. 


.444, 


311. .451, 


322. .453, 323.. 


451 


Seq. No. 


27189 








Seq. ID 


OJ000150_25. 012.4 


.C17 


Gene No. 


56294 








Strand 






Start 


724 








End 


966 




Name 


&T000150 


25.0124.C17 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


,344 








End 


502 




GI . A . - 


: *none 








Score 


242 




Exons ' 


344. .502; 


347. .502 












Seq. No. 


27189 








Seq. ID 


OJ000150_25. 0124 


.C17 


Gene No. 


56294 








Strand 






Start 


724 








End 


966 




Name 


OJ000150 


25.0124.C17 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


381 








End 


966 




GI 


none 








Score 


158 




Exons 


381. .527, 


388. .528, 


395. 


.532, 


415. .531, 


572. .652, 572.. 


652, 




574. .654, 


635. .706, 


648. 


.701, 


649. .705, 


690. .770, * 703, . 


807, 




704. .793, 


785. .835, 


785. 


.832, 


848. .877, 


849. .878, 873.. 


965, 




879. .965, 


880/ . 966, 


880. 


.966 








Seq. No. 


27189 








Seq. ID 


OJ000150_25.0124 


.C17 



27182 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56294 Strand - . 

724 End 966 

OJ000150_25.0124.C17.ol.gp Method AAT/GAP 

724 End 966 

uC-osflM202088b07al Score 464 
724. .966 

f 11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast 
genome ' 



27190 
56295 
3 

OJ000150_25.0124.C18.ol.tm 
3 

"none " 



Seq. ID OJ000150_25.0124.C18 
Strand 

End 64 3 

Method TBLASTX: Maize 

End 643 

Score 281 



3. .200, 3. .209, 4. .210, 206. .241, 209. .328, 210. .239, 233. .325, 
234. .332, 244. .336, 408. .455, 415. .513, 416. .514, 509. .586, 
509. .586, 510. .587, 523. .591, 584. .643, 585. .638, 586. .642 



Seq.. ID OJ000150_25.0124.C18 
Strand 

End 643 

Method TBLASTX: Soybean . 

End 328 

Score 165 

61. .210, 83. .244, 100. .210, 200. .250, 206. .328, 207. .323, 
232.. 324 



27190 
56295 
3 

OJ000150_25.0124.C18.ol.ts 
61 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_25.0124.C18 
Strand 

End 643 

Method TBLASTX : Wheat 

End - 347 

Score - 176 

85. .273, 92. .202, 93. .209, 189. . 242, " 208 .. 249, 261. .347, 
273,. 347 



27190 
56295 
3 

OJ000150_25.0124.C18.ol.tw 
85 

none 



Seq. ID OJ000150_25.0124.C19 

Strand + 

End 522 

Method AAT/GAP 

End 522 

Score ,452 



27191 
56296 
261 

OJ000150_25.0124.C19.o2.gp 
261 

LIB3432-015-P1-K1-H8 
261. .522 - 
1 11957/emb | X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome ' 



Seq. ID OJ000150_25.0124.C19 
Strand 

End 178 

Method AAT/GAP 

End 178 

Score 271 



27191 
56297 
1 

OJ000150_25.0124.C19.ol.gp 
1 

2291_1.R1084 
1..178 

, 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 



27183 




S3.- [Ory-za. sativa] >gi 226646 prf , 1603356BW ribosomal protein S3 
[Oryza sativa] ' 



beq. no. 






beq. ID 


UJUUUlOU ^D.UJ.^4 


r 1 1 q 
. L, 1 y 


Gene No. 


56298 




Strand 






Start 


123 




End 


718 




Name 


OJ000150 25.0124.C19.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


123 




End 


528 




GI 


none 




Score 


47 




Exons 


123. .155, 124. .156, 203. 


.283, 


210. .272 


, 268.. '315, 314.. 


337, 




316. .339, 323. .448, 353. 


.457, 


358. .483 


, 358.-453, 453.. 


527, 




A C A COQ 










Seq. No. 


27191 




Seq. ID 


OJ000150 25.0124 


.C19 


Gene No. 


56298 




Strand 






Start 


123 




End 


718 




Name 


OJ000150 25.0124.C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


.378 




End 


711 




GI 


none 




Score 


387 




Exons 


378. .674, 387. .608, 512. 


.673, 


647. .709 


, 658. -.711, 659.. 


709 


Seq. No. 


* 27191 




Seq. ID 


OJ000150_25.0124 


.C19 


Gene No. 


56298 \ . 




Strand 






Start 


123 




End 


718 




Name 


OJ000150 25.0124.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


469 




End 


718 




GI 


none 




Score. 


232 




Exons 


469. .660, 471. .674, 475. 


.654, 


512. .673 


, 646. .717, 647.. 


718, 




C. C f\ *"7 T O 

650 . . 718 










Seq. No. 


27191 




Seq. ID 


OJ000150_25.0124 


.C19 


Gene No. 


56298 




Strand 






Start 


123 




End 


718 




Name 


OJ000150 25.0124.C19.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


471 




End 


718 




GI 


none 




Score 


288 




Exons 


AT\ CIA ATI CKQ CI C 

4/1. .0/4, 4//. .boy, DlO. 


. O 1 Of 


a a a Ti i 
b4 O . . / 1 / 


d AH "7 1 Q CCA 


/ lo 


Seq. No. 


27191 




Seq. ID 


OJ000150_25.0124 


.C19 


Gene No. 


56298 




Strand 






Start 


123; 




End 


718 




Name 


OJ000150 25.0124.C19.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


560 




End 


718 




GI 


none 




Score 


169 




Exons 


560. .673, 561. .674, • 646. 


.717, 


647. .718 


, 650. .718 




oeq. jno . 


971 Q9 




oeq. ID 


OJ000150_25.0124 


.C20 


Gene No. 


56299 




Strand 


+ 




Start 


1563 




End 


1764 




Name 


OJ000150 25.0124.C20.o3. 


gp 


Method 


AAT/GAP 




Start 


1563 




End 


1764 




GI 


LIB3432-015-P1-K1-H8 




Score 


368 




Exons 


1563. .1764 










GI Descrip. 


■11957/emb 1X15901 ICHOSXX 


l.Oe- 


-129 Rice 


complete chloroplast 




genome 1 










Seq. No. 


27192 




Seq. ID 


OJ000150_25.0124 


.C20 



27184 



Gene No. 56300 .--.•..,..■/ Strand 

Start 48 End 361 

Name OJ000150_25 . 0124 .C20.ol.gp Method AAT/GAP 

Start 48 End 361 

GI 3073_1.R1084 Score 598 

Exons 48 . . 361 

GI Descrip. 1 133936/sp | P12146 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

^ . .chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sat'iva] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 


27192 


Seq. ID 


OJ000150_25.0124 


.C20 


Gene No . 


56301 


Strand 






Start 


37 6 W:. 


End 


14'80 




Name 


OJ000150 25.0124.C20.o3.tw 


Method 


TBLASTX: Wheat 




Start 


48 


End 


153 




GI 


none 


Score 


59 




Exons 


48.-83, 48.. 152, 49.. 153, 53. 


.145, 54.. 


104 




Seq. No. 


27192 


Seq. ID 


OJ000150_25.0124 


.C20 


Gene No . 


56301 


Strand 






Start- 


376 


End 


.1480 




Name 


OJ000150 25.0124.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


53 


End 


634 




GI 


. none 


Score 


874 




Exons 


53. ,625, 53. .160, 55. .603, 212. .610, 405. .623, 602. .634 




Seq. No. 


27192 


Seq. ID 


OJ000150_25.0124 


.C20 


Gene No. 


56301 


Strand 






Start 


376 


End 


1480 




Name 


OJ000150 25.0124.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


56 


End 


547 




GI 


none 


Score 


78 




Exons 


56. .163, 167. .547, 178. .546, 


236. .547 






Seq. No. 


27192 


Seq. ID 


OJ000150_25.0124 


.C20 


Gene No. 


56301 


Strand 






Start 


376 


• End 


1480 




Name 


OJ000150 25.0124.C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


188 


End 


1422 




GI 


none 


Score 


455, . . , 




Exons 


188. .562, £0.5. .561, 233. . 604, 


369. .611, 


; 6.84..;*; : i3i/V70lJ; 


7 A 2, 



853. .915, 894. .956, 1024. .1068, 1054. .1092, 1064. .1090/ 
1211. .1303, 1218. .1307, 1300. .1362, 1300. .1344, 1381. .1422, 
1394. .1414 



Seq. No. 27192 Seq. ID OJ000150_25 . 0124 . C20^ 

Gene No. 56301 Strand 

Start 376 . End 1480 

Name OJ000150_25.0124.C20.o2.gp Method AAT/GAP 

Start 376 End 1480 

GI 2291_1.R1084 Score 2153 

Exons 376.. 1480 

GI Descrip. ' 133936/sp | P1214 6 | RR3JDRYSA 3 . Oe-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867j?ir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 



27185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] * 



27192 
-56301 
376 

OJ000150_25 . 0124 . C20 . o2 . tm 
692 

none /*$.■[ 



Seq. ID OJ000150_25.0124 .C20 
Strand 

End 1480 

Method TBLASTX : Mai ze 

End 1097 

Score 69 



692.. 751, 693.. 773, 774. .935, 781. .939, 782. .841, 793. .927, 
809. .1066, 831. .938, 896. .1066, 1024. .1071, 1030. .1071, 
1064. .1096, 1068. .1097 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



27192 
56301 . 
376 

OJ000150_25.0124 .C20.ol.tw 

704 

none 



Seq. ID OJP00150_25.0124.C20 
Strand 
* End '1480 
Method TBLASTX: Wheat 
End 1338 
Score 35 

704. .751, 705. .737, 771. .941, 781. .927, 781. .951, 809. .1018, 
831. .1010, 899. .1012, 1020. .1127, 1025. .1132, 1028. .1141, 
1126. .1212, 1127.. 1213, 1129.. 1203, 1160. .1336, 1165. .1215, 
1180.. 1338, 1188.. 1337 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27192^ 

56301 

376 

OJ000150_25-.0124.C20.o3.tm 

1138 

none 



Seq. ID OJ000150_25.0124.C20 
Strand 

End 1480 

Method . TBLASTX : Maize 

End 1461 

Score 44 

1138. .1206, 1157. .1450, .1162. .1194, 1212. .1451, 1212. .1460, 
1213. .1461 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27192 
56302 
1425, 

OJ000150_25.0124.C20.o2.tw 

1425 

none 



Seq. ID OJ000150_25.0124.C20 
Strand 

End 1761 
Method TBLASTX : Wheat 
End .. 1761 
Score 47 

1425. .1457, 1426. .1458, 1505. .1585, 1512. .1574, 1570. .1617, 
1616. .1639, 1618. .1641, 1655. .1759, 1660. .1761, 1660. .1755 



27193 • ..■ , - ■ . \ - 

56303 

1 

OJ000150_25.0124.C21.ol.tc 
1 

none 



Seqv ID '.OJ000150_25.0124.C21 

Strand 

End 522 

Method TBLASTX : Cress 

End 522 

Score 62 



1..42, 2. .37, 43. .117, 43. .135, 44. .139, 45. .131, 51. .149, 
136.. 522, 136.. 522 



Seq. No. 27193 

Gene No. 56303 

Start 1 

Name OJ000150_25 , 0124 .C21.ol.ts 

Start 16 

GI none 



Seq. ID OJ000150_25.0124.C2r 
Strand 

End 522 

Method TBLASTX : Soybean 

End 4 91 

Score 45 



27186 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



16. .48, 43. .105, 43. .135, 44. .139, 45 . . 131 , 119 . . 406, 136. .489, 
136. .483, 456. .491 



27193 
56303 
1 

OJ000150_25.0124.C21.ol.tm 
75 

none 

75. .521, 76. .522, 76. .522 

27193 
56303 
1 

OJ000150_25.0124.C21.ol;tw 
104 
none 

104. .406, 105. .479, 106. .480, 106. .480, 455. .481 



Seq. ID OJ000150_25.0124.C21 
Strand 

End 522 

Method TBLASTX : Mai ze 

End 522 

Score 688 



Seq. ID OJ000150_25.0124.C21 
Strand 

End 522 

Method TBLASTX: Wheat 

End 481 

Score 579 



Seq. ID OJ000150_25.0124.C22 

Strand + 

End 786 

Method AAT/GAP 

End . 786 

Score 902 



27194 
56304 
336 

OJ000150_25.0124.C22.ol.gp 
336 

uC-osflcyp086a01bl 
336. .786 

•.11957/emb 1X15901 1 CHOSXX 1.0e-135 Rice complete chloroplast 
genome ' 



27195 
56305 
976 

OJ000150_25.0124.C23.ol.gp 
976 

uC-osflcyp086a01bl 
976. .1426 

• 11957/emb 1X15901 1 CHOSXX 1.0e-135 Rice complete chloroplast 
genome' 



Seq. ID OJ000150_25.0124.C23 

Strand + 

End 1426 

Method AAT/GAP 

End 1426 

Score 902 



Seq. ID OJ000150_25.0124.C23 

Strand + 

End 2753 . 

Method- AAT/GAP vr . ; 

End 2753" " * 

Score 851 



27195 
56306 
1507 . 

OJ000150_25.0124.C23.o2.gp 
1507 

uC-osflcyp086a01al 
1507.. 1752, 2563.. 2753 

'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X527 65) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 



27195 
56307 
3347 

OJ000150_25.0124.C23.o3.gp 
3347 

40596 1.R1084 



Seq. ID OJ000150_25.0124.C23 

Strand + 

End 3615 

Method AAT/GAP 

End ' 3615 

Score 450 



27187 



Exoris 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons-- 

Seq,*. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3347. .3615 

'11957/emb 1X15901 | CHOSXX 
genome 1 



1.0e-104 Rice complete chloroplast 



OJ000150_25.0124.C23 
+ 

6513 
AAT/GAP 
6513 
908 



27195 Seq. ID 

56308 Strand 
6060 End 
OJ000150_25„0124 .C23.o4 . gp Method 
6060 End 
24570_1.R1084 Score 
6060. .6513 

'131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ . (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2640 6_pr f 1 5 1 



OJ000150_25.0124 .C23 
+ 

7240 
AAT/GAP 
7240 
666 



27195 Seq. ID 

56309 Strand ' 

6877 End 
OJ000150_25 . 0124 . C23 . o5 . gp Method 
6877 End 
5455469 Score 
6877. .7240 

l31251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9j?rf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



27195 
56310 
7264 

OJ000150_25.0124.C23.o3.tm 

131 

none 



Seq. ID OJ000150_25.0124.C23 



Strand 
End 

Method 

End 

Score 



7398 

TBLASTX: Maize 

435 

220 



131. .289, 132. .284, 278. .427, 282. .428, 307. .435 



.27195. 
56310 
7264 

OJ000150_25.0124.C23.o3.tw 
131 
none 

131. .397, 132. .398, 132. .398, 133. .399 



: -Seq. ID ■OJ000150_25.0124.C23' 



Strand 
End 

Method 

End 

Score 



7398 

TBLASTX: Wheat 

399 

349 



27195 
56310 
7264 

OJ000150_25.0124.C23.o2.tm 

1527 

none 



Seq. ID OJ000150_25.0124 .C23 



Strand 
End 

Method 

End 

Score 



7398 

TBLASTX: Maize 

2156 

64 



1527.. 1571, 1530.. 1577, 1572.. 1604, 1574.. 1615, 1603.. 1641, 



27188 






1626.. 1880, 


1628. 


.1906, 


1634. 


.1894, 1868. .2002, 


1879. .2016, 




1882. .2049, 


1926. 


.2069, 


2020. 


.2052, 2061.. 2156, 


2072. .2155 


Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124.C23 


Gene No. 


56310 








Strand 






Start 


7264 








End 


7398 




Name 


OJ000150 25 


.0124.C23.o5 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1636 








End 


2759 




GI 


none 








Score 


38 




Exons 


1 fi^fi 1 fiRQ 

IDJO . . luJ"/ 


1640. 


.1660, 


1684 . 


.1773, 1685. .1774, 


1700. . 1774, 




1766. .1816, 


1771. 


.1830, 


1805. 


.1858, 1805.. 1867, 


1878. .1916, 




1879. .1917, 


1880. 


.1918, 


1921. 


.2022, 1936.. 2043, 


2007. .2066, 




2150. .2179, 


2161. 


.2193, 


2196. 


.2246, 2197.. 2238, 


2244. .2291, 




2451. .2549, 


2461. 


.2553, 


2487. 


.2558, 2520.. 2759, 


2530. .2742, 




2531. .2758 














Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124.C23 


Vac ne viU • 


JUJiU 








Strand 






Start 


7264 








End 


7398 




Name 


OJ000150 25 


.0124 . 


C23.o5 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2497 








End 


2684 




GI 


none 








Score 


230 




Exons 


2497.. 2592, 


2498. 


.2683, 


2505. 


.2684 






Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124.C23 


Gene No. 


56310 








Strand 






Start 


7264 








End 


7398 




Name 


OJ000150_25 


.0124 . 


C23.o6 


. tm 


Method 


TBLASTX: 


Maize - 


btaiT. 










End 


3362 




GI 


none 








Score 


65 




Exons 


2988. .3041, 


3038. 


.3133, 


3038. 


.3097, 3039.. 3134, 


3046. .3144, 




3124. .3168, 


3162. 


.3242, 


3166. 


.3243, 3167.. 3226, 


3216. .3254, 




3227. .3265, 


3230. 


.3268, 


3257. 


.3322, 3282.. 3323, 


3319. .3360, 




. 3320.. 3361, 


3321. 


.3362 










Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124.C23 


Gene No. 


56310 








Strand 






Start 


7264 








End 


7398 




Name 


OJ000150_25 


.0124. 


C23.o4 


.tc 


Method 


TBLASTX: 


Cress 




JJLU 








End 


3875 




GI 


none 








Score 


157 




Exons 


3328. .3477, 


3336. 


.3479, 


3337. 


.3477, 3466.. 3507, 


3466. .3492, 




3468.-; 3506, 


3532. 


,-3576,- 


-3558. 


.3671,, 3583. .3675, 


3595. .3681, 




3599. .3682, 


3599. 


.3691, 


3775. 


.3810, 3776.. 3820, 


3780. .3821, 




3783. .3821, 


3822. 


.3863, 


3823. 


.3870, 3825.-3875 




Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124 .C23 


Gene No. 


56310 








Strand 






Of ar f 
OUdLt ■ 


/ Z. U *i 








End 


7398 




Name 


OJ000150 25 


.0124. 


C23.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3363 








End 


3623 




GI 


none 








Score 


209 




Exons 


3363. .3515, 


3363. 


.3563, 


3364. 


.3543, 3508.. 3603, 


3534. .3611,. 




3600. .3623 














Seq. No. 


27195 








Seq. ID 


OJ000150 


_25.0124 .C23 


Gene No. 


56310 








Strand 







27189 



Start 
Name 
Start' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7264 End 

OJ000150_25 . 0124 . C23 . o7 . tm Method 

3771 End 

none Score 
3771.. 3854, 3778.. 3852, 3832. 
3859.. 3951, 3863.. 3952, 3971, 

27195. 
56310 
7264 

OJ000150_25.0124.C23.o3.ts 
4063 
none 

4063-. 4194, 4206. 
4331. .4405, 4345. 



,4316, 
,4398, 



4209. 
4412. 



27195 
56310 
7264 

OJ000150_25.0124.C23.o6.tc 

4063 

none 

4063.. 4176, 4064..4177-, 4065. 
4211.. 4363, 4213.. 4335, 4337. 



7398 

TBLASTX: Maize 
4004 
114 

,3876, 3850. .3876, 3852. .3947, 
,4003, 3972. .4004, 3972. .4004 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150--25.0124.C23 



7398 

TBLASTX : Soybean 
4609 
60 

4340, 4210. .4317, 4211. .4342, 
4609, 4419.. 4595, 4433.. 4600 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ000150 25.0124.C23. 



7398 

TBLASTX: Cress . 
4416 
116 

4178, 4206.. 4316, 4208.. 4315, 
4405, 4351.. 4416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27195 
56310 
7264 

OJ000150_25 . 0124 . C23 . o3 . tc 

4422 

none 

4422. .4493, 4422. .4601, 4423. 
4684.. 4743, 4685.. 4750, 4685. 
4860.. 4904 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 25.0124.C23 



7398 

TBLASTX: Cress 
4904 
62 

4614, 4427. .4666, 4436.-4669, 
4753, 4741.. 4902, 4748.. 4903, 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



27195 

56310 - 
7264 

OJ0ti0150_25.0124.C23.ol.tw 
4484 
none 

4484. .4864, 4484. .4861, 4585. .4863 



Seq. ID OJ000150_25.0124.C23 



Strand 
End 

Method 
End 
Score 



7398 

TBLASTX: Wheat 

4864 

590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27195 
•56310 
7264 

OJ000150_25.0124.C23.o4 . 

4632 

none 

4632. .4688, 4638. .4781, 
4830.. 5078, 4868.. 5077, 



Seq. ID 
Strand 
End 

ts Method 
End 
Score 
4672. .4815, 
4894. .5079 



OJ000150_25.0124.C23 
7398 

TBLASTX : Soybean 
5079 
43 

4679. .4825, 4819. .4938, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27195 Seq. ID 

56310 Strand 

7264 End 

OJ000150_25.0124.C23.o4.tm Method 

5032 End 



OJ000150_25.0124.C23 
7398 

TBLASTX: Maize 
5298 



27190 




GI 


. none - 








- Score 


415 


Exons 


5032. .5298, 


5033 


. .5296 








Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No, 


o b o 1U 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0124 


.C23.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5130 








End 


5526 


GI* ■ 


none 








Score 


46 


Exons 


5130. .5156, 


5131 


. .5157, 


5152. 


.5526, 5153.. 5524 


Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No . 


OOOlU 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0124 


.C23.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5217 








End 


5587 


GI 


none 








Score 


109 


Exons 


5217. .5342, 

- 


5224 


. .5349, 


5228. 


.5344, 5336. .5587, 5338. .5583 


Seq. No. 


27195 








Seq'. ID 


OJ000150_25.0124.C23 


Gene No . 


OOjIU 








Strand 




Start 


7264 








End 


7398 


Name 


. OJ000150 25. 


0124 


.C23.ol 


.tm 


Method 


TBLASTX: Maize . 


Start 


6056 








End 


6552 •■ 


GI 


none 








Score 


267 


Exons 


6056. .6550, 


6059 


. .6235, 


6061. 


.6552, 6063.. 6551 


Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No. 


ODOlU 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0'l24 


.C23.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6056 








End 


6371 


GI 


none 








Score 


174 


Exons 


6056. .6235, 


6066 


. .6371, 


6067. 


.6369, 6075.. 6371 


Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No. 


jDjIU 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0124 


.C23.ol 


.tc ^ 


Method 


TBLASTX: Cress 


Start 


6080 








End 


6747 


GI 


none 








Score 


46 


Exons 


6080. .6115, 


6093 


. .6518, 


6112. 


.6537, 6514. .6744, 6520. .6747 


Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No . 


jDjIU 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0124 


.C23.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


6436 








End 


6801 


GI 


none 








Score 


214 


Exons 


6436. .6801, 


6595 


. .6780 








Seq. No. 


27195 








Seq. ID 


OJ000150_25.0124.C23 


Gene No. 


56310 








Strand 




Start 


7264 








End 


7398 


Name 


OJ000150 25. 


0124 


.C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6835 








End 


7203 


GI 


none 








Score 


579 



27191 



Exons 



6835. .7203, 6835. .7185 



Seq. ID OJ000150_25.0124.C23 
Strand 

7398 
AAT/GAP 
7398 
236 



End 

Method 

End 

Score 



Seq. No. 27195 
Gene No. 56310 
Start 7264 

Name OJ000150_25 . 0124 . C23 . 06 . gp 

Start 7264 
GI 3073_1.R1084 
Exons " - 7264. .7398 - - 

GI Descrip. ' 133936/sp | P1214 6 | RR3_ORYSA 5. Oe- 95 CHLOROPLAST 30S RIBOSOMAL ' 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 


27196 




Seq. ID 


OJ000150_25.0124.C24 


Gene No. 


56311 




Strand 




Start 


1 




End . 


703 


Name 


OJ000150_25 . 0124 .C24 . ol . 


gp 


Method 


AAT/GAP 


Start 


1 




End 


177 


GI 


2135 1.R1084 




Score 


318 


Exons 


1. .177 








GI Descrip. 


• 11957/emb 1X15901 | CHOSXX 


l.Oe- 


-159 Rice 


complete chloroplast 




genome 1 








Seq. No. 


27196 




Seq. ID 


OJ000150_25.0124.C24 


Gene No. 


56311 




Strand 




Start . 


1 




End 


703 


Name 


OJ000150 25.0124.C24.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


703 


GI 


none 




Score 


163 


Exons 


2. .139, 3. .131, 142. .672 


, 161 


..682, 401. .682, 677. .703 


Seq. No. 


27196 




Seq. ID 


OJ000150_25.0124.C24 


Gene No. 


56311 




Strand 




Start 


1 




End 


703 


Name 


OJ000150 25.0124.C24.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


102 




End 


672 


GI 


none 




Score 


515 


Exons 


102.. 131, 172.. 672, 176. 


.670 






Seq. No. 


27196 




Seq. ID 


OJ000150_25.0124.C24 


Gene No. \ 


56311 




Strand 




Start , ; 


1 




End 


703 


Name' v 


OJ000150 25.0124.C24.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


160 




End 


605 


GI 


none 




Score 


120 


Exons 


160. .246, 161. .244, 174. 


.254, 


178. .246, 


250. .600, 252. .590, 




255. .605 








Seq. No. 


27196 




Seq. ID 


OJ000150_25.0124.C24 


Gene No. 


56311 




Strand 




Start 


1 




End 


703 


Name 


OJ000150 25.0124.C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


268 




End 


679 


GI 


none . 




Score 


260 


Exons 


268. .642, 268. .672, 269. 


.679 







27192 



Seq. No. 


27197 


Seq. ID 


OJ000150_25 . 0124 


. C26 


Gene No. 


56312 


Strand 






Start 


53 


End 


386 




Name 


OJ000150 25.0124.C26.o2.tw 


Method 


TBLASTX: Wheat 




Start 


53 


End 


155 




GI 


none 


Score 


162 




Exons 


53. .154, 54. .155, 55. .153 




■ 




Seq..' No. 


27197 


Seq. ID 


OJ000150_25.0124 


.C26 


Gene No. 


56312 


Strand 






Start 


53 


End 


386 




Name 


OJ000150 25.0124.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


54 


End 


386 




GI 


none 


Score 


203 




Exons 


54. .173, 55. .174, 57. .182, 89 


..370, 170. .361, 171. .377, 






171. .386, 172. .381 








Seq. No, , 


27197 


Seq. ID 


OJ000150 25.0124 




Gene No. 


56312 


Strand 






Start 


53 


End 


386 




Name 


OJ000150 25.0124.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start . 


156 


End 


375 




GI : "_ 


none 


Score 


353 




Exons 


156. .374, 156. .374, 157. .375 








Seq. No. 


27197 


Seq. ID 


OJ000150_25.0124 


.C26 


Gene No. 


56313 


Strand 






Start 


323 


End 


828 




Name 


OJ000150 25.0124.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


323 


End 


828 




GI 


none 


Score 


55 




Exons 


323. .370, 323. .361, 418. .525, 


422. .499, 


433. .525, 482.. 


676, 




500. .679, 501. .677, 712. .762, 


713. .763, 


751. .825, 772.. 


828 


Seq. No. 


27197 


Seq. ID 


OJ000150_25.0124 


.C26 


Gene No. 


56314 


Strand 






Start 


760 


End 


1083 




Name 


OJ000150 25.0124.C26.ol.ts 


Method 


TBLASTX: Soybean 




Start 


760 


End 


1083 




GI 


none 


Score 


82 




Exons 


760. .810, 762. .812, 905. .994, 


907. .996, 


910. .996, 911.. 


997, 




10*00. .108?, 1001. ,1081 








Seq. No. 


27197 


Seq. ID 


OJ000150_25.0124 


.C26 


Gene No. 


56314 


Strand 






Start 


760 


End 


1083 




Name 


OJ000150 25.0124.C26.o2.tm 


Method 


TBLASTX: Maize 




Start 


789 


End 


1069 




GI 


none 


Score 


367 




Exons 


789. .1016, 789. .998, 791. .1027, 791. .1015, 972. .1067, 994. .1068, 




995. .1069, 997. .1068 








Seq. No. 


27198 


Seq. ID 


OJ000150_25.0124 


.C27 


Gene No. 


56315 


Strand 






Start 


1 


End 


542 • 





Name 



OJ000150 25.0124.C27.ol.tc 



Method 



TBLASTX: Cress 



27193 




Start 


1 






End - 


287 


GI 


none 






Score 


53 


Exons 


1..48, 2. 


.139, 2. .127, 9 


. .164 


, 76. .165, 


166. .207, 167. .211, 




171. .221, 


174. .221, 210. 


.284, 


231. .287, 


232. .285 


Seq. No. 


27198 






Seq. ID 


OJ000150_25.0124.C27 


Gene No. 


56315 






Strand 




Start 


1 






fcjnu 


D ft Z 


Name 


... .ojo.00150: 


25, 0124.C27.ol'. 


tm 


Method -. 


TBLASTX: Maize 


Start 


7 '38 * ' 






End " 


528 


GI 


none 




- 


Score 


41 


Exons 


38. .109, 


248. .475, 248.. 


457, 


250. .486, 


250. .474, 453.-527, 




454. .528, 


455. .526, 456. 


.527 






Seq. No. 


27198 






Seq. ID 


OJ000150_25.0124.C27 


Gene No. 


56315 






Strand 




Start 


1 






hina 


R A O 
O 4 Z 


Name 


OJ000150 


25.0124.C27.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


219 






End 


542" 


GI 


none 






Score 


78 


Exons 


219. .269, 


219.. 269, 221. 


.271, 


364. .453,' 


366. .455, 369. .455, 




370. .456, 


459. .542, . 460. 


.540 






v.- 

Seq. No. 


27199 






Seq. ID 


OJ000150_25.0124.C28 


Gene No . 


ODOlO 






Strand 


+ 


Start . 


469 






End 


641 


Name 


OJ000150 


25.0124.C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


54 






End ' 


372 


GI 


none 






Score 


312 


Exons 


54. .254, 


55.. 255, 56.. 256, 255.. 371, 255.. 371, 259.-372 


Seq. No. 


27199 






Seq. ID 


OJ000150_25.0124.C28 


Gene No. 


56316 






Strand 


+ 


Start 


A CQ 

4 by 






End 


641 


Name 


OJ000150 


25.0l24.C28.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


56 






End 


297 


GI 


none 






Score 


60 


Exons 


56. .127, 


56. .145, 57. .146, 126. .296, 126. .287, 127. .297, 




205. .297 










Seq. No. 


27199 






Seq. ID 


OJ000150_25.0124.C28 


Gene No. 


56316 






Strand 


+ 


-Start 


A 






End 


641 


Name 


OJ000150 


25.0124.C28.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


252 






End 


641 


GI 


none 






Score 


100 


Exons 


252. .350, 


253. .348, 327. 


.482, 


350. .511, 


352.. 525, 508.-552, 




510. .551, 


525. .584, 567. 


.641, 


596. .640 




Seq. No. 


27199 






Seq. ID 


OJ000150_25.0124.C28 


Gene No. 


56316 






Strand 


+ 


Start 


469 






End 


641 


Name 


OJ000150 


25.0124.C28.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


389 






End 


632 


GI 


none 






Score 


144 


Exons 


389. .508, 


390.. 482, 394. 


.510, 


399. .512, 


573.. 632, 577.. 630, 



593. .631 



27194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI, v Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



27199 Seq. ID 

56316 Strand 
4 69 End 
OJ000150_25 . 0124 . C28 . ol . gp Method 
4 69 End 
2798177 Score 
469. .641 

5881726/dbj | BAA84417 . 1 1 3 . 0e-24 (AP000423VRNA polymerase alpha 
subunit [Arabiddpsis thaliana] 



OJ000150_25.0124.C28 
+ 

641 

AAT/GAP 

641 

300 



27200 Seq. ID 

56317 Strand 
1 End 
OJ000150_25 .0124 ..C29 . ol . gp Method 
1 End 
uC-osflm202104g03bl Score 
1. .451 

, 131211/sp|P19443|PSAJ__MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



OJ000150__25.0124.C29 
+ 

451 

AAT/GAP 

451 

898 



Seq. No. 


27200 






Seq. ID 


OJ000150_25.0124 


.C29 


Gene No. 


56317 






Strand'^ 






Start 


1 






T7 1 — -J 

bna 






Name 


OJ000150 25.0124 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


231. 




GI 


none 






Score 


282 




Exons 


1..231, 1..231 












Seq. No. 


27200 






Seq. ID 


OJ000150_25.0124 


.C29 


Gene No. 


56317 






Strand 


+ 




Start 


1 






End 


-.451 




Name 


OJ000150 25.0124 


.C29.ol 


.tw 


Method 


"TBLASTX: Wheat' 




Start 


1 






End 


219 




GI 


none 






Score 


259 




Exons 


1. .219, 1. .204 












Seq. No. 


27200 






Seq. ID' 


OJ000150_25.0124 


.C29 


Gene No. 


56317 






Strand 


+ 




Start 


1 






* End 


451 




Name - 


OJ000150 25.0124 


.C29.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


153 




GI 


none 






Score 


149 




Exons 


2. .139, 4. .153, 


5.. 97 










Seq. No. 


27200 






Seq. ID 


OJ000150_25.0124 


.C29 


Gene No. 


56317 






Strand 


+ 




Start 


1 






End 


451 




Name 


OJ000150 25.0124 


.C29.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4 






End 


149 




GI 


none 






Score 


149 




Exons 


4. .144, 5. .97, 5 


. .145, 


15. . 


.149 






Seq. No. 


27201 






Seq. ID 


OJ000150_25.0124 


.C30 


Gene No. 


56318 






Strand 


+ 





27195 




Start 


248 


End 


625 


Name 


OJ000150 25.0124.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


54 


End 


572 


GI 


none 


Score 


108 


Exons 


54. .119, 55. .141, 56. .139, 116. .568, 158. .568, 477.-572 


Seq. No. 


27201 


Seq. ID 


OJ000150_25.0124 .C30 


Gene No. 


56318 


Strand 


+ . 


Start . . - 


248 ..,> - ■.' \S- ' 


End 


625 


Name - 


OJ000150 ■ 25 . 0124 . C30 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


55 


End 


625 


GI 


none 


Score 


86 


Exons 


55. .120, 56. .136, 94. .192, 116. .184, 123. .185, 148. .222, 




.186. .623, 199. .624, 206. .625, 


206. .625 




Seq. No. 


27201 " ■ 


Seq. ID 


OJ000150_25\0124.C30 


Gene .No. 


56318 


Strand 


+ 


Start 


248 


End 


625 


Name 


OJ000150 25.0124.C30.ol.ts 


Method 


TBLASTX: Soybean 


Start- 


215 


End 


625 


GI 


none 


Score 


555 


Exons 


215. .625, 215. .625 






?~ s Seq. No. 


27201 •• : v '-: 


Seq. ID .> 


*0 JO 0 0 1 5 0_2 5 . 0 1 2 4 . C 3 0 


* : !!: Gene No. 


56318 


Strand 


+ ~ 


!:*: Start 


248 


End 


625 


! = 1 = Name 


OJ000150 25.0124.C30.ol.tc 


Method 


.TBLASTX: Cress 


rjj Start 


224 


End 


625 


i:3 GI 


none 


Score 


41 


:T= Exons 


224.. 256, 258.. 623, 260.. 625, 


263. .625 




Seq. No. 


27201 


Seq. ID 


OJ000150_25.0124 .C30 


Hi Gene No. 


56318 


Strand 


+ 


:= Start 


248 


End 


625 


f"r" Name 


OJ000150 25.0124.C30.ol.gp 


Method 


AAT/GAP 


Start 


248 


End 


625 




24824 1.R1084 


Score 


736 


=""^ Exons 


248.. 625 






Q GI Descrip. 


. 1 476752 5.0e-87 (L24073) rubisco large 


subunit [Oryza sativa] 




. >gi 1583954 prf 2121489A 








RuBisCO : SUBUNIT=large : ISOTYPE 


^truncated [Oryza sativa] 1 


Seq. No. 


•27202 • 


Seq. ID' 


OJ000150 25.0i24.C31 * 


Gene No. 


56319 


Strand 


+ 


Start 


289 


End 


429 


Name 


OJ000150 25.0124.C31.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


325 


GI 


none 


Score 


103 


Exons 


1..72, 1..72, 2. .73, 3. .134, 


61. .147, 


77. .148, 177. .230, 




179. .226, 200. .241, 202. .246, 


232. .261 


, 241. .324, 241. .324, 




248. .325 






Seq. No. 


27202 


Seq. ID 


OJ000150_25.0124.C31 


Gene No. 


56319 


Strand 


+ 


Start - 


289 


End*" ' • 


429 


Name 


OJ000150 25.0124. C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


293 



27196 



GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
-Start - 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



none Score 98 

1..72, 2. .73, '3. .71, 61. .126, 64. .126, 77. .130, 208. .243, 
209. .244, 247. .291, 247. .291, 249. .293, 254. .292 



27202 
56319 
289 

OJ000150_25.0124.C31.ol.tm 

■l - / .• ( . , • ' . V 

none 

1..159, 2. .172, 2. .172, 165. .245, 179. .241, 182. .262, 192. .428, 
220. .429, 220. .429 



Seq. ID OJ000150_25.0124.C31 

Strand + 

End 429 

Method TBLASTX: Maize 

End 429- - 

Score 267 



Seq. ID OJ000150_25.0124.C31 

Strand + 

End 429 

Method AAT/GAP 

End 429 

Score 262 



27202 
56319 
289 

OJ000150_25.0124.C31.ol.gp 
289 

uC-osflcyp097b05bl 
■289.. 429 , 

'140503/SPIP12173.I YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ.0279 hypothetical 

14. 5K protein {trnl intron) - rice chloroplast 

>giJL2041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1 60335 6CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 


27203 


Seq:. ID 


OJ000150_25.0124.C32 


Gene No. 


56320 


Strand 


+ 


Start 


1 


End 


362 


Name 


OJ000150 25.0124.C32.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


362 


GI 


1629 2.R1084 


Score 


606 


Exons 


1..362 






GI Descrip. 


, 1245217/gb|U49840|OSU49840 1 


.0e-170 Oryza sativa subsp. indica 




large ribosomal RNA gene, chloroplast 


gene encoding chloroplast 




rRNA, partial sequence 1 






Seq. No. 


27203 


Seq. ID 


OJ000150_25.0124.C32 


Gene No. 


56321 


Strand 




Start 


728 


End 


931 ■. • ' 


Name- 


OJ000150' 25.0124.C32.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


318 


GI 


none 


Score 


223 


Exons 


1..138, 3. .140, 3. .137, 123.. 


206, 129. 


.293, 139. .291, 298.. 318 


Seq. No. 


27203 


Seq. ID 


OJ000150_25.0124.C32 


Gene No. 


56321 


Strand 




Start 


728 


End 


931 


Name 


OJ000150 25.0124.C32.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


366 


GI 


none 


Score 


223 


Exons 


2. .133, 3. .140, 3. ,137, 123.. 


206, 129. 


.245, 139.. 255, 143. .277, 




198. .365, 236. .364, 258. .365, 


277. .366 




Seq. No. 


27203 


Seq. ID 


OJ000150_25.0124.C32 



27197 



Gene No. 


56321 




Strand 




Start 


728 




End 


931 


Name 


OJ000150 25. 012.4. C32.ol.tm 




Method 


TBLASTX: Maize 


Start 


95 




End 


366 


GI 


none 




Score 


180 


Exons 


95. .187, 96. .206, 96. .365, 


97 


..366, 277 


. .366 


Seq. . No. 


27203 - 




Seq. ID 


OJ000150_25 . 0124 .C32 


Gene No. • 


56321 ■ ' : 




Strand 




Start 


728 




End 


931 ~ : - y 


Name 


OJ000150 25.0124.C32.o2.tc 




Method 


TBLASTX: Cress 


Start 


335 




End 


624 


GI 


none 




Score 


42 


Exons 


335. .364, 336. .365, 462. .623, 


463. .624 




Seq. No. 


27203 




Seq. ID 


OJ000150 25.0124.C32 


Gene No. 


56321 




Strand 


- 


Start 


728 




End 


931 


Name 


OJ000150 25.0124.C32.ol.tw 




Method 


TBLASTX: Wheat ' 


Start 


727 




End 


930 


GI 


none 




Score 


59 


Exons 


727. .759, 728. .760, 734..928, 


734. .928, 


735. .929, 757. .930, 




808.. 852, 809.. .853 








Seq. No. 


27203 




Seq. ID 


OJ000150_25 . 0124 . C32 


Gene No . 


56321 




Strand 




Start 


728 




End 


931 


Name 


OJ000150 25.0124.C32.o2.gp 




Method 


AAT/GAP 


Start 


728 




End 


931 


GI 


306 9.R1084 




Score 


370 


Exons 


728. .931 








GI Descrip. 


'287391/dbj | D13111 | RICMT15 


1. 


0e-178 Oryza sativa mitochondr: 




rpoB pseudogene 1 








Seq. No. 


27203 




Seq. ID 


OJ000150_25.0124.C32 


Gene No. 


56321 




Strand 




Start 


728 




End 


931 


Name 


OJ000150 25.0124.C32.o2.tm 




Method 


TBLASTX: Maize 


Start 


728 




End 


931 


GI 


none 




Score 


348 


Exons 


728. .931, 728. .931, 808. .852, 


809. .853 




Seq. No. 


27204 




Seq. ID 


OJ000150_25.0124.C33 


Gene No. 


56322 




Strand 


+ 


Start 


37 




End 


252 


Name 


OJ000150 25.0124.C33.ol.tc 




Method 


TBLASTX: Cress 


Start 


1 




End 


202 


GI 


none 




Score 


43 


Exons 


1..33, 6. .35, 16. .201, 17... 


,199, 19.. 201, 20.. 202 


Seq. No. 


27204 




Seq. ID 


OJ000150_25.0124.C33 


Gene No". 


56322 




Strand 


+ 


Start 


37 




End 


252 ' 


Name 


OJ000150 25.0124.C33.ol.tm- 




Method 


TBLASTX: Maize 


Start 


1 




End 


252 . ~ 


GI 


none 




Score 


59 - 


Exons 


1..33, 1..33, 9. .200, 17. .202 


, 18. .200, 


19. .252, 20. .202 



27198 



Seq. No. 27204 
Gene No. 56322 
Start 37. 

Name OJ000150_25 .0124 . C33 . ol . gp 

Start 37 
GI 7528_2.R1084 
Exons 37.. 201 

.GI. Descrip. 1 14 02 917- ap | PI 22 06 f YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.-5 ;; ,KD 

PROTEIN (ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



Seq. ID OJ000150_25.0124 .C33 

Strand + 

End 252 

Method AAT/GAP 

End 201 

Score 295 



Seq. No. 


27204 




Seq. ID 


OJ000150_25.0124 


.C33 


Gene No. 


56323. 




Strand 






Start 


273 




End 


492 




Name 


OJ000150_25.0124.C33.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


273 




End 


4 92 




GI 


none 




Score 


111 




Exons ' 


273.. 404, 315.. 395, 322. 


.402, 


379. .492, 


405.. 491, 406.. 


492 


Seq. No. 


27205 




Seq. ID 


OJ000150_25.0124 


.C35 


Gene No. 


56324 




Strand 


- 




Start 


388 




End 


529 




Name 


OJ000150 25.0124.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


81 




End 


360 




GI 


none 




Score 


200 




Exons 


81 . . 347, 88 . . 360 

He/ 










Seq. No. 


27205 * 




Seq. ID 


OJ000150_25.0124 


.C35 


Gene No. 


56324 




Strand 






Start 


388 




End 


529 




Name 


OJ000150 25.0124.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


239 




End 


529 




GI 


none 




Score 


311 




Exons 


239. .409, 240. .422, .243. 


.410, 


413. .529, 


413. .52? 




Seq. No. 


27205 




Seq. ID 


OJ000150_25.0124 


.C35 


Gene No. 


56324 




Strand 






Start 


388 




End 


529 




Name 


OJ000150 25.0124.C35.ol. 


gp 


Method 


AAT/GAP 




Start 


388 : 




End 


516 




GT 


LIB3432-057-P1-K1-A8 




Score 


169 




Exons 


388. .516 










GI Descrip. 


1 11957/emb | X15901 1 CHOSXX 


7.0e- 


-52 Rice complete chloroplast 




.genome 1 










Seq. No. 


27206 




Seq. ID 


OJ000150__25.0124 


.C36 


Gene No. 


56325 




Strand 






Start 


122 




End 


768 




Name 


OJ000150 25.0124.C36.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


122. - 




End 


768 




GI 


none 




Score 


252 




Exons 


122. .283, 135.. 299, 135. 


.299, 


311. .403, 


368. .406, 380.. 


427, 




694.. 768, 695.. 760 










Seq. No. 


27206 




Seq. ID 


OJ000150_25.0124 


.C36 



27199 



Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56325 • Strang 

122 End 

OJ000150_25.0124.C36.ol.ts Method 

122 End 

none Score 



768 

TBLASTX : Soybean 

768 

257 



122. .283, 126. .299, 131. .301, 135. .299, 311. .373, 361. .432, . 
368. .43.0, 380. .424, 682. .768, 695. .760 



.Seq. ID OJ000150_25.0124.C37 

Strand + 

End 194 

Method AAT/GAP 

End 194 

Score 337 . . 



27207 
56326 
1 

OJ000150_25.0124.C37.ol.gp 
1 

306_9.R1084 
1. .194 

•287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



27207 
56326 
1 

OJ000150_25.0124.C37.ol.tc 

.1 . 
none 

1..144, 1..192, 3. .194, 3. .194 

27207 
56326 
1 

OJ000150_25.0124.C37.ol.tm 
18 

none 

18. .194, 19. .147, 110. .193 



Seq. ID OJ000150_25.0124.C37 

Strand + 

End 194 

Method TBLASTX : Cress 

End 194 

Score ' 199 



Seq. ID OJ000150_25.0124.C37 

Strand + 

End 194 

Method TBLASTX : Mai ze 

End 194 

Score 201 



27207 
56326 
1 

OJ000150_25.0124.C37.ol.tw 
75 

none 

75. .194, 76. .147, 90. .194 



Seq. ID OJ000150_25.0124.C37 

Strand + 

End 194 

Method TBLASTX : Wheat 

End 194 

Score 112 



Seq. ID OJ000150_25.0124.C38 
Strand + 

321 • 
AAT/GAP 
321 
502 



27208 ' 
56327 
1 

OJ000150_25.0124.C38.ol.gp 
1 

2669_1.R1084 
1. .321 

'3914470/sp|Q40070|PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_1321868_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum -vulgare] 1 



End 

Method 

End 

Score 



27208 
56328 
350 

OJ000150' 25.0124.C38.ol.tw 



Seq. ID OJ000150_25.0124.C38 

Strand + 

End 439 

Method TBLASTX : Wheat 



27200 



Start 


1 






End 


253 




GI 


none 






Score 


74 




Exons 


1..48, 1. 


.39, 3. .59, 3.. 


47, 38. .175, 3S 


►..188, 118. .177, 






175. .237, 


177. .236, 178. 


.237, 


185. .253 






Seq. No. 


27208 






Seq. ID 


OJ000150_25.0124 


.C38 


Gene No. 


56328 






Strand 


+ 




Start 


350 






End 


439 




Name 


OJ000150 


25.-0124.C38.ol. 


tc 


'■Method 


TBLASTX: Cress 




Start 


2 






End . 


318 




GI 


none 






Score 


48 




Exons 


2. .58, 3. 


.59, 30. .299, 32. .301, 32. .298 


i, 118. .318, 121. 


.318 


Seq. No. 


27208 






Seq. ID 


OJ0001.50_25.0124 


.C38 


.Gene No. 


56328 






Strand 


+ 




Start 


350 






End 


439 " 




Name 


OJ000150 


25 . 0124 . Coo . Ol . 


ts 


Method 


i DitAo i a : boyjoean 




Start 


5 






End 


425 




GI 


none 






Score 


155 




Exons 


5. .97, 5. 


.109, 146.. 262, 


TCI 


1 QC Ol 1 

. l y o , £ i i . 


.264, 213. .263, 


265. 




271. .366, 


275. .349, 276. 


o C f\ 

. 350, 


2 1 7 , , . o D 4 , 


346. .399, 347.. 


400, 




360. .413, 


396. .425, 398. 


.424 








Seq. No. 


27208 






Seq. ID 


OJ000150_25.0124 


.C38 


Gene No. 


56328 






Strand 


+ 




Start 


350 






End 


4 J9 




Name 


OJ000150 


25.0124.C38.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


101 






End 


312 




GI 


none 






Score 


85 




Exons 


101. .175, 


102. .188, 118. 


.177, 


121. .246, 


175. .300, 177.. 


311, 




178. .312 












Seq. No. 


27208 






Seq. ID 


OJ000150_25.0124 


.C38 


Gene No. 


56328 






Strand 


+ 




Start 


350 






End 


439 




Name 


OJ000150 


25.0124.C38.o2. 


gp 


Method 


AAT/GAP 




Start 


350 






End 


439 




GI . 


688 1.R1084 




Score ' J 


154 . . 




Exons - 


350. .439 








■ ; 




GI Descrip. 


•226661/prf | I1603356CM 6 


;.0e-54 trnA intron ORF 109 [Oryza 




sativa] ' 












Seq. No. 


27209 






Seq. ID 


OJ0.00150_25.0124 


.C39 


Gene No. 


56329 






Strand 






Start 


151 






End 


395 




Name 


OJ000150 


25.0124.C39.ol. 


ts- 


Method 


TBLASTX : Soybean 




Start 


151 






End 


395 




GI 


none 






Score 


72 




Exons 


151. .210, 


152. .211, 152. 


.211, 


218. .274, 


220. .273, 258.. 


395, 




263. .394, 


264... 395 










Seq. No. 


27210 






Seq. ID 


OJ000150_25.0124 


.C40 


Gene No. 


56330 






Strand 






Start 


1 






End 


331 




Name 


OJ000150 


25.0124.C40.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


331 




GI 


none 






Score 


105 





27201 




Exons 1..99, 3. . 233, 3. . 236, 5 .. 241, 232 321, 235. .321, 236.-~.331, 

236. .322 



Seq. No. 


27210 


Seq. ID 


OJ000150_25.0124 


-C40 


Gene No. 


56331 


Strand 






Start 


412 


End 


666 




Name 


OJ000150 25.0124.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


412 


End 


666 




GI V . 


none . . 


Score 


97 v- 




Exons 


412. .495, 412. .465, 413. .493, 


414 . . 494 , 


a r\ s~ s~ f~ /~ Ann 

496 . . 666, 499 . . 


/T /T /T 

666 


Seq. No. 


27211 


Seq. ID 


OJ000150_25.0124 


.C41 


Gene No. 


56332 


Strand 






Start 


1 


End 


453 




Name 


OJ000150 25.0124.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


453 




GI. 


none 


Score 


734 




Exons 


1..453, 1..450, 3. .452 








Seq. No. 


27211 . 


Seq. ID 


OJ000150_25.0124 


.€41 


Gene No. 


56332 • 


Strand 






Start 


1 


End 


453 




Name 


OJ000150 25.0124.C41.ol.tm 


Method 


TBLASTX.: Maize 




Start 


3 


End" 


453 




GI 


none 


Score 


109 




Exons 


3.-86, 4. .81, 100. .453, 111.. 


446 






Seq. No. 


27211 


Seq. ID 


OJ00015.0_25.0124 


-C41- 


" Gene No . 


56332 


Strand 






Start 


1 


End 


453 




Name 


OJ000150 25.0124.C41.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11 


End 


453 




GI 


none 


Score 


457 




Exons 


11. .451, 12. .452, 12. .452, 13 


. .453 






Seq. No. 


27211 


Seq. ID 


OJ000150_25.0124 


.C41 


Gene No. 


56332 


Strand 






Start 


- 1 


End 


453 




Name 


OJ000150 25.0124.C41.ol.tw 


Method 


TBLASTX: Wheat .: 




Start 


18 


End 


381 




GI 


none 


Score 


89 




Exons 


18. .86, 19. .81, .100. .381, 106 


..375, 111.. 380 




Seq. No. 


27212 


Seq. ID 


OJ000150_25.0124 


.C44 


Gene No. 


56333 


Strand 


+ 




Start 


1960 


End 


2506 




Name 


OJ000150 25.0124.C44.o3.gp 


Method 


AAT/GAP 




Start 


1960 


End 


2506 




GI 


5005311 


Score 


1047 




Exons 


1960. .2506 








GI Descrip. 


114521 /sp | P12084 | ATPA ORYSA 1 


.Oe-78 ATP SYNTHASE • ALPHA 


CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ .(X15901) 

ATPase "alpha subunit [Oryza sativa] >gi_226696_prf 1603356X . 

ATPase alpha [Oryza sativa] 

Seq. No. 27212 Seq. ID OJ000150_25 . 0124 . C44 



27202 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 



56334 ■ Strand 

1 End 766 

OJ000150_25 . 0124 . C44 . ol . gp Method AAT/GAP 

1 End 7 66 

2721_1.R1084 Score 1484 

1..766 

, 114622/sp|P12087|ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 
(SUBUNIT. I) >gi 67929 pir , LWRZ1 . H+-transporting ATP synthase 
(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ■ 



27212 Seq. ID 

56335 Strand 

804 . End 

OJ000150_25.0124.C44.o3.tm Method 

1 End 

none Score 



OJ000150_25.0124.C44 
2814 

TBLASTX: Maize 

247 

138 



1..135, 3. .107, 119. .163, 121. .165, 149.. 247, 162. .245,. 164.. 247^ 



27212 
56335 
804 

OJ000150_25.0124.C44.ol. 

250 

none 

250. .414, 250. .351, 342, 
407. .703, 661..786, 671, 
787. .915, 794. .925, 865, 
1004.. 1081, 1005.. 1085, 
1073.. 1174, 1096.. 1311, 
1314. .1844, 1333. .1854, 
1854. .1916 . 



Seq. ID OJ000150_25.0124.C44 
Strand 

End 2814 
tm Method - TBLASTX: Maize 

End 1916 

Score 200 
.374,- 387. .701, 399. .701, 400. .702, 
.784, 673. .786, 786.. 878, 787. .903, 
.1011, 907. .1011, 908. .1012, 921. .1016, 
1012. .1089, 1042. .1152, 1045. .1158, 
1132. .1257, 1157. .1303, 1260. .1346, 
1573. .1854, 1849. .1902, 1849. .1908, 



Seq. No. 27212 
Gene No. 56335 
Start 804 

Name OJ000150_25 . 0124 . C44 . ol . ts 

Start 453 
GI none 

Exons 453.. 632, 457.. 633, 457.. 633, 

729. .782, 730. .783, 789. .842, 
830. .913, 850. .921, 874. .918, 
1009.. 1077, 1012.. 1083, 1019. 
1274.. 1303, 1344.. 1844, 1348. 
1915. .2814, 2094. .2747, 2594. 



Seq. ID OJ000150_25.0124.C44 
Strand 

2814 

TBLASTX : Soybean 
2814 



End 

Method 
End 
Score 



253 



462. .635, 724. .783, 726. .797, 
790. .843, 793. .840, 828. .881, 
940. .987, 940. .981, 947. .982, 
.1078, 1168. .1185, 1267. .1308, 
.1842, 1864. .1899, 1904. .2467, 
.2749, 2745. .2813 ■ 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

614, 525. .614, 1440. .1814, 1440.. 
.2401, 1918. .2415, 2094. .2414 



Seq. No. 27212 

Gene No. 56335 

Start 804 

Name OJ000150_25 . 0124 . C4 4 . ol . tc 

Start 516 

GI none 

Exons 516 . 

1904 



OJ000150_25.0124 .C44 
2814 

TBLASTX: Cress 

2415 

129 

1844, 1441. .1851, 



Seq. No. 



27212 



Seq. ID OJ000150_25.0124.C44 



27203 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



56335 "* : Strand 

804 End 

OJ000150_25 .0124 . C44 . o2 . tw Method 

634 End 

none Score 



2814 

TBLASTX: Wheat 

1110 

183 



634. .753, 634. .753, 750. .797, 750. .788, 787. .909, 787. .909, 
788. .910, 884. .994, 912. .995, 913. .996, 913. .993, 914. .994, 
993. .1079, 996. .1076, 997. .1083, 1006. .1110, 1069... 1101, 
1073. .1108 . 



Seq. No. 


27212 








Seq. ID 


OJ000150_25.0124 .C44 


Gene No. 


56335 








Strand 




o tar c 


804 








End 


2814 


Name 


OJ000150 25.. 


0124 


,C44.o2 


.gp 


Method 


AAT/GAP- 


Start 


804 






End ' 


.1349 


GI 


2135 1.R1084 " 






Score 


1072 


Exons 


804. .1349 












GI Descrip. 


■11957/emb 1X15901 1 CHOSXX l.Oe 


-159 Rice 


complete chloroplast 




genome 1 












oeq. wo. 


27212 








Seq. ID 


OJ000150_25.0124.C44 


Gene No. 


56335 








Strand 




Start 


804 








End 


.2814 


Name 


OJ000150 25. 


0124 


.C44.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1332 








End 


1777 


GI 


none 








Score 


120 


Exons 


1332. .1418, 


1333 


. .1416, 


1346. 


.1426, 1350. .1418, 1422. .1772, 




' 1424. .1762, 


1427 


. .1777 








Seq. No. 


27212 








Seq. ID 


OJ000150_25.0124.C44 


Gene No. 


56335 








Strand 




Start 


804 








End 


2814 


Name 


OJ000150 25. 


0124 


.C44.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1960 








End 


2273 


GI 


none 








Score 


260 


Exons 


1960. .2271, 


2097 


. .2141, 


2202. 


.2273 




Seq. No. 


27212 








Seq. ID 


OJ000150_25.0124.C44 


Gene No. 


56335 








■Strand 




Start 


804 








End 


2814 


Name 


OJ000150 25. 


0124 


.C44.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2420 








End 


2690 ■■- 


GI 


none 








Score 


57 


Exons 


2420. .2602, 


2424 


. .2690, 


2425. 


.2682 




Seq. No. 


27212 








Seq. ID 


OJ000150_25.0124.C44 


Gene No. 


56336 








Strand 




Start 


2773 








End 


2913 


Name 


OJ000150 25. 


0124 


.C44.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2773 








End 


2913 


GI 


none 








Score 


229 


Exons 


2773. .2913, 


2775 


. .2912 








Seq. No. 


27213 








Seq. ID 


OJ000150__25.0124.C45 


Gene No. 


56337 








Strand - 




Start 


41 








End 


633 


Name 


OJ000150 25. 


0124 


-C45-ol 


.tc 


Method 


TBLASTX: Cress 



27204 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 

Name . - w 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1' ' End 633 / *\. 

none - Score 431 

1..429, 3. .386, 10. .429, 194. .430, 55.7. .622, 561 .. 632,. 561 629, 
562.. 633, 562.. 633 



27213 „ Seq. ID 

56337 Strand 

41 ■ . End 

OJ000150_25 0124 . C45%i . ts Method 

1 End 

none Score 
1..423, 3. .386, 185. .430 



OJ000150_25.0124.C45 
+ 

633 

TBLASTX:#6ybean ^ 

430 

457 



OJ000150 
+ 

633 

AAT/GAP 

457 

738 



25.0124.C45 



27213 Seq. ID 

56337 . ■ - Strand 

■ 41- End 
OJ000150_25 . 0124 . C45 . ol . gp Method 
41 End 
LIB3431-040-P1-K2-C1 Score 
41. .457 ■ - . 

' 114521/sp | P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA - H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X.15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603%*'56X 

ATPase alpha [Oryza sativa]' 



27213 
56338 
891 

OJ000150_25.0124.C45.o2.tc 

891 

none 

891. .950, 891. .974, 892. .972, 
1106. .1168 /; . 1106.. 1168,. 1108. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1002 



OJ000150 25.0124.C45 



1170 . 

TBLASTX: Cress 
1170 
74 

1064, 1003. 



,1065, 



1170, 1108.. 1170 



OJ000150_25.0124.C46 
+ 

339 

AAT/GAP ' " 

339 

562 



27214 - Seq. ID 

56339 Strand 
1 ' End 

OJ000150_25 . 0124 . C4 6 . ol . gp Method 
1 End 
LIB3431-040-P1-K2-C1 Score 
1. .339 

■ 114521/sp | P12084 | ATPA_ORYSA 6 . Oe-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



27214 Seq. ID 

56340 Strand 

5952 End 
OJ000150_25 . 0124 . C4 6 . o3 . gp. Method 

5952 End 

uC-osflM202088b07al Score- 
5952.. 6210 

' 11957/emb | X15901 1 CHOSXX 2.0e-52 Rice complete chloroplast 
genome' 



OJ000,150_25 . 0124 .C46 
+ 

6210 
AAT/GAP 
6210 
514 



27205 



Seq. No. 27214 Seq. ID 

Gene No. 56341 Strand 

Start 11736 End 

Name OJ000150_25 . 0124 . C4 6 . o5 . gp Method 

Start 11736 End 

GI 56420_1.R1084 Score 
Exons 11736. .11797 

GI Descrip. '2979562 2/0e-16 (AC003680) unknown protein [Arabidopsis 

thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



OJ000150_25.0124.C46 
+ 

11797 
AAT/GAP 
11797 
88 



Seq. No. 27214 Seq. ID OJ000150_25 . 0124 . C4 6 

Gene No. 56342 Strand + 

Start 13840 End,.. 13945 

Name OJ000150_25 . 0124 . C46 . 06 .gp Method AAT/GAP 

Start 13840 End 13945 

GI 2409_1.R1084 Score 208 

Exons 13840.. 13945 

GI Descrip. ' 128690/sp IP12126 | NU3CJDRYSA 2.0e-56 NADH-PLASTOQUI^ONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >.gi_11989_emb . CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza liativa] >gi_22 6610_prf 1603356AG NADH 

/ dehydrogenase ND3 [Oryza sativa] ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip - 



27214 Seq. ID OJ000150_25 . 0124 . C4 6 

56343 Strand . - 

2576 .End 3006 

OJ000150_25.0124.C46.o2.gp Method AAT/GAP 
2576 End 3006 

uC-osflcyp021gl0bl Score 766 

2576. .3006 

, 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem 

P700 apoprotein A2 - rice chloroplast ,>gi_l 198 l_emb_CAA33 99 5_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27214 
56344 
"9888 

OJ000150_25.0124.C46.ol0.tc 
1 

none 



Seq. ID OJ000150_25.0124.C46 
Strand 
End 

Method 
End 
Score 



10375 ■ 

TBLASTX: Cress 

516 

71 



1..96, 2.-94, 3. .107, 3.-95, 102. .302, 102. .305, 103. .306, 
104. .307, 442,-474, 442. .471, 463. .504, 465. .515, 469. .516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27214 Seq. ID 

56344 Strand 
9888 End 
OJ000150_25 . 0124 . C4 6 . o9 . ts Method 
2 v End 

none ^ Score 



OJ000150_25.0124.C4 6 
10375 

TBLASTX : Soybean 

312 

97 



2. .94, 3. .107, 3.-95, 102. .302, 102. .284, 103. .306, 103. .312 



27206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27214 
56344 
9888 

OJ000150_25.0124.C4 6.o7. 

773 

none 

773. .856, 774. .854, 882. 
1133. .1201, 1179. .1202, 

27214 
56344 
9888 

OJ000150_25.0124.C4 6.ol, 

1101 

none 

1101. .1247, 1133. .1198, 
1370.. 2617, 1370.. 2617, 
3849.-3929, 3973. .4314, 
4435. .4536 



Seq. ID OJ000150_25.0124.C46 
Strand 

End 10375 
tc Method TBLASTX: Cress 

End 1455 

Score 86 
.1079, 884. .1084, 885. .1079, 1098. .1229, 
1344. .1454, 1345. .1455, 1370. ? 1453 

Seq. ID OJ000150_25.0124.C46 
Strand 

End 10375 
ts Method- TBLASTX: Soybean 

End 4835 

Score 117 
1168.. 1209, 1320.. 2582, 1321.. 1833, 
3598.. 3690, 3702.. 3845, 3720. .3809, 
3996. .4310, 4365. .4409, 4431. .4835, 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27214 
56344 
9888 

OJ000150_25\ 

1119 

none 

1119. .1217, 
1278. .1331, 
1370. .2902, 
2878. .2958, 
3996. .4178, 
4435. .4848, 



0124.C46.ol.tm 



1133. .1216, 1218. 
1279. 11335,- 1329. 
2539.. 2892, 2820. 
2882.. 2962, 3702. 
3996.. 4310, 3997. 
4842. .5081, 4843. 



27214 

56344 ' 
9888 ' 

OJ000150_25.0124.C4 6.o2.tc 

1496 

none 

1496. .1663, 1497. .1661, 1501. 
1664. .2044, 1665. .2045, 3714. 
3996. .4181, 3996. .4199, 3997. 

27214 
56344 
9888 

OJ000150_25.0124.C4 6.ol.tc 

2147 

none 

2147. .2176, 2150. .2194, 2198. 
2618.. 2764, 2619.. 2771, 2942, 
4237. .5403 



Seq. ID OJ000150_25.0124.C46 
Strand 

End . 10375 

Method ■ TBLASTX: Maize " ■ 

End' 5081 

Score 164 

.1235, 1219.. 1245, 1277.. 1324, 
.2582, 1333.. 1833, 1358.. 2770, 
.2903, 2868.. 2963, 2873.. 2980, 
.3845, 3720. .3818, 3849. .3929, 
.4314, 4365. .4409, 4431. .4835, 
.4914, 4866. .4991, 4954. .5013 

Seq. ID OJ000150_25.0124.C46 

Strand - „ ' 

End 10375 

Method TBLASTX : Cress 

End 4200 

Score 266 

.1662, 1657.' 11833, 1662.. 2042, 
.3845, 3720. .3818, 3855. .3929, 
.4200 



Seq. ID 
Strand 
End 

Method 
End. 
Score 



OJ000150 25.0124.C46 



10375 

TBLASTX: Cress 
5403 
34 

2431, 2201. .2605, 2205.. 2555, 
3073, 3083.. 3187, 4200.. 5402, 



Seq. No. 27214 ' Seq. ID 

Gene No. 56344 Strand 

Start 9888 End 

Name OJ000150 25 . 0124 . C46 . o4 . ts Method. 



OJ000150_25.0124.C46 
10375 

TBLASTX : Soybean 



27207 




Start 


2617 








End 


5283 




GI 


none 








Score 


163 




Exons 


2617. .2877, 


2618. 


.2770, 


2618. 


.3091, 


2619. .2771, 


2619. .3092, 




2620. .2772, 


2815. 


.2868, 


2820. 


.3092, 


2825. .3094, 


2905. .3102, 


*- 


4842. .5012, 


4843. 


.5013, 


5016. 


.5063, 


5169. .5282, 


5170. .5283 


Seq. -No. 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 










Strand 






Start 


3888'.- 








End ~ 


10375 




Name . 


OJ000150 25 


.0124. 


C4 6.ol3.tc 


Method 


TBLASTX : 


Cress 


Start . 


2772 








End 


2942 




GI 


none 








Score 


141 




Exons 


2772. .2930, 


2774. 


.2935, 


2797. 


.2931, 


2819. .2941, 


2820. .2942 


Seq. No. 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 


56344 








Strand 






Start 


QQQQ 








End 


10375 




Name 


OJ000150 25 


.0124. 


C46.o7 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2981 








End 


5414 




GI 


none 








Score 


384 




Exons 


2981.. 3274, 


2981. 


.3274, 


2982. 


.3275, 


5169. .5291, 


5191. .5283, 




5298. .5414 














Seq/ No. 


27214 








' Seq. ID -.OJ000150 


_25.0124.C46 


Gene No . 


C C "0 A A 








Strand 






Start 


9888 








End 


10375 




Name 


OJ000150 25 


.0124. 


C46.o7 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3105 








End 


5534 




GI 


none 








Score 


351 




Exons 


3105. .3350, 


3105. 


.3200, 


3134. 


.3349, 


5298. .5414, 


5481. .5534 


Seq. No. 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 


56344 








Strand 






otart 










End 


10375 




Name 


OJ000150 25 


.0124. 


C46.o6 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3191 








End 


5705 




GI 


none 








Score 


75 




Exons 


3191.. 3310, 


3192. 






.3685, 


3261. .3710, 


3264. .3710, 




3274. .3711, 


5493. 


.5639, 


5634. 


.5705 ' 






Seq. No. 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 


56344 








Strand 






Start 


9888 








End 


10375 




Name 


OJ000150 25 


.0124. 


C46.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3275 








End 


6553 




GI 


none 








Score 


742 




Exons 


3275. .3433, 


3431. 


.3502, 


5423. 


.5875, 


5423. .5758, 


5424. .5903, 




d/ioc: coon 


Co en 
jojU. 


.5963, 


5866. 


.5910, 


5873. .5950, 


. ou j J/ 




5939. .6055, 


5945. 


.6061, 


6056. 


.6085, 


6057. .6086, 


6099. .6149, 




6102. .6149, 


6127. 


.6231, 


6141. 


.6230, 


6164. .6244, 


6228. .6299, 




6229. .6285, 


6233. 


.6286, 


6280. 


.6360, 


6281. .6361, 


6282. .6362, 




6282. .6362, 


6390. 


.6542, 


6401. 


.6472, 


6402. .6539, 


6406. .6546, 




6407. .6553 














Seq. No.' 


' \ 2 .7214 








Seq". ID r ' OJ000150 


_25.0124.C4 6 


Gene No. 


56344 








Strand 






Start 


9888 








End 


10375 





27208 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ0001*50_25. 

3350 

none 

3350. .3433, 
5563.-5892, 

27214 
56344 
9888 

OJ000150_25. 

5706 

none 

5706. .5873, 
5945. .5974 

27214 
56344 
9888 

OJ000150_25. 

6432 

none 

6432. .6587, 
7312. .7422 

27214 
56344 
9888 

OJ000150_25. 

6483 

none 

6483. .6623, 
6601. .6654, 
6771. .6809, 

27214 
56344 
9888 

OJ000150_25, 
6608 
none 
6608. 
6763. 
6872. 



0124'; C4 6. o6.ts 



3431.. 3502, 5556. 
5945. .5974 



0124. C46. oil. tc 



Method TBLASTk: Soybean 
End * 5974 

Score 365 

.5873, 5556.. 5891, 5560,. .5892, 



Seq. ID OJ000150_25.0124.C46 
Strand 

End 10375 
Method TBLASTX : Cress 
End . 5974 
Score 234 



5706. .5873, 5707. .5874, 5713. .5874, 5868. .5951, 



Seq. ID OJ000150_25.0124.C46 
Strand 

End 10375 

Method TBLASTX : Soybean 

End 7422 

Score 149 



0124.C46.olO.ts 



6433. .6588, 6473. .6598, 7304. .7420, 7306. .7422, 



Seq. ID OJ000150_25.0124.C46 
Strand 

End . 10375 
Method - TBLASTX: Cress 
End" 6814' 
Score 136 

.6627, 6599. .6664, 6600. .6650, 
.6757, 6713. .6787, 6717. .6788, 



,6763, 
,6888, 
,6.949, 



0124.C46.ol2.tc 



6483. .6611, 6490. 
6602.. 6655, 6713. 
6776. .6814 



0124.C46.o8.tm 



6611.. 6763, 6713. 
6765.. 6872, 6861. 
6901.. 6951 



Seq. ID OJ000150_25.0124.C46 

Strand , . - 

End 10375 

Method TBLASTX : Mai ze 

End 6951 

Score 240 

.6835, 6752.. 6871, 6759.. 6875, 
.6911, 6865. .6948, 6868. .6930, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
. Start 
Name" 
Start 



27214 
56344 
9888 

OJ000150_25. 

7282 

none 

7282. .7539, 

27214 
56344 . 
;9888 

OJ000150_25. 
7291 



0124.C46.o8.tc 



7284.. 7619, 7285. 



0124.C46.o3.tm 



Seq. ID OJ000150_25.0124.C46 
Strand 

10375 

TBLASTX: Cress 
7632 
393 



End 

Method 
End 
Score 
.7632 



Seq. ID OJ000150_25.0124.C46 
Strand 

End • - ' 10375 ' ; , ■ ' 
Method TBLASTX : Mai ze 
End " 8447 



27209 




GI 


none 








Score 556 




rvftn <? 


7291 7539, 


7293. 


.7643, 


7293. 


7628 7493 7645, 


7579 7644. 




7638 8267. 


7642 . 


. 8298, 


7643 . 


8251 7674 8264, 


8221 8424. 




8246 8425, 


8262 . 


. 8426, 


8262. 


8426. 8263. .8427, 


8427 . .8447, 




8429 8446 












Gfarr No 

OCU • LNU • 


27214 








Spo TD OJ000150 


25 0124 C46 


Cpna No 


56344 








Strand — 




Start 


9888 








End 10375 




Name 


■ . OJ000150 25. 


0124. 


C46.o9. 


tc 


Method TBLASTX: 


Cress 


Start 


7698 








End 8436 




GI 


none 








Score 56 




F. von *5 

III AUl 1 0 


7698 7754. 


7710 . 


.7730, 


7765. 


7818. 7782. .7817, 


7782 . .7913, 




7823 7939. 


7824 . 


.7940, 


7828 . 


7947 7935 8051, 


7947 8051, 




7948 8061 


8060 . 


.8152, 


8072 . 


8152 8074 8157. 


8243 8422, 




8250 8432 


8250 . 


.8432, 


8251 . 


.8436 




Q pirT No 


27214 








Sea ID OJ000150 


25 0124 C46 


Cpnp No 


56344 








Strand — 




Start 


9888 








End 10375 




Name 


OJ000150 25. 


0124. 


C4 6.o8. 


ts 


Method TBLASTX: 


Soybean 


Start 


7761 








End 8437 




GI 


none 








Score 5 4 . 




TT von ^ 


7761 7817 


7762 . 


.7821,' 


7781 . 


7822 - 7794 "7916 


7823 7942, 




/ O *C 1 . . \ Zs \J c+ f 


799S 

1 Z* Zs -J • 


8030 


8005 

Q v \J +J • 


8028 8064 8090 


8071 8145 






8105 


8149 


81 S7 


8183 8161 8184 


8262 8429 




8263 8430 


8263 


8430 


8276. 


84 37 






2721 4 








Spo TH OJ0001 50 


25 0124 C46 


Gene No. 


56344 








Strand 




Start 


9888 








End 10375 




Name 


OJ000150 25 


0124 . 


C46. o9. 


tm 


Method TBLASTX* 


Mai. ze 


O Lai u 


8614 ~~ 








End 9000 




GI 


none 








Score 291 




F von q 


861 4 8634 


8618 . 


. 8902, 


8638 . 


.8769, 8657.. 8905, 


8815. .8910, 




8900 8989 

ij Zt \J \J * • Zs \J Zs f 


8901 . 


.8990, 


8904 . 


.8990, 8905.. 9000, 


8905. .8991 


Qprr No 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 


56344 - 








Strand 




Start 


9888 








End 10375 




Name 


OJ000150 25 


0124 . 


C46 06 


tm 


Method TBLASTX : Mai ze 


Start 


9081 ~~ 








End 9623 




GI 


none 








Score 97 




J? von ^ 


9081 9164 


9082 . 


. 9162, 


9083. 


.9163, 9109. .9165, 


9164. .9316, 




9165 9590 


9166 . 


. 9606, 


9166. 


.9591, 9168.. 9596, 


9588. .9623 


Q<=>rr No 


27214 








Seq. ID OJ000150 


_25.0124.C46 


Gene No. 


56344 








Strand 




Start 


9888 








End 10375 




Name 


OJ000150 25. 


0124. 


C46.o2. 


tw 


Method TBLASTX : Wheat 


Start 


9251 








End 9651 




GI 


none 








Score 101 




Exons 


9251. .9289, 


9288. 


.9368, 


9300. 


.9368, 9307.. 9369, 


9313. .9369, 




9328. .9651, 


9357. 


.9650 









Seq. No. 27214 . ' Seq. ID OJ0'00150_25 . 0124 . C4 6 

Gene No. . 56344 Strand 



27210 



Start 
Name 
Start" 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



O 



.9888 " End 

OJ000150_25.0124.C46.o4.tc Method 

9378 End 

none Score 



10375 

TBLASTX: Cress 

10375 

585 



9378.. 10007, 9379.. 10008, 9381.. 10007, 9388.. 10008, 9878. 
10026. .10097, 10027. .10074, 10240 .. 10359, 10272 .. 10361, 
10279. .10356, 10280 .. 10375, 10280. .10366 



10012, 



27214 
56344 
9888 

OJ000150_25.0124.C4 6.o5.ts 

9602 

none 



Seq. ID OJ000150_25.0124.C46 



Strand 
End 

Method 

End 

Score 



10375 

TBLASTX : Soybean 

10106 

369 



9602.. 9823, 9603.. 9998, 9603.. 10004, 9604.. 10005, 9911.. 10006, 
10050;. 10106 



27214 
56344 
9888 

OJ000150_25.0124.C46.ol0.tm 
9884 
none 



Seq. ID OJ000150_25.0124 .C46 
Strand 

10375 

TBLASTX: Maize 
10141 
163 - 



End 

Method 
End 
Score 

9884. .9997/ 9884. .9997, 9885.-9998, 9886. .10026, 9992. .10084, 
9994. .10107, 9996. .10106, 9998 .. 10117 , 10115 . .10141, 
10116. .10139 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 



.27214 Seq. ID OJ000150_25 . 0124 . 04 6 

56344 Strand 
9888 End 10375 

OJ000150_25 . 0124 . C4 6 . o4 . gp Method AAT/GAP 
9888 End 10003 

LIB3431-013-P1-K1-B3 Score 181 

9888.. 10003 

, 6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for xibosomal protein S4 1 



27214 
56345 
10735 

OJ000150_25.0124.C4 6. 

10735 

none 

10735. .10848, 10767.. 
10846. .11016, 10996.. 
11001. .11237, 11001. * 
11237. .11266, 11260.. 
11435. .11482, 11442.. 
11536. .11613, 11536., 
11611. .11685, 11612., 



o5 . tm 



10850, 
11226, 
11237, 
11352, 
11540, 
11613, 
11722, 



Seq. ID OJ000150_25.0124.C46 
- Strand 

End 11751 

Method TBLASTX : Mai ze 

End 11726 

Score 78 
10843. .11004, 10845. .11003, 
10997. .11227, 11000. .11236, 
11233. .11268, 11236. .11355, 
11261. .11359, 11271. .11363, 
11443. .11541, 11535. .11582, 
11537. .11614, 11550. .11618, 
11612. .11725, 11625. .11726 



27214 
56345 
10735 

OJ00.0150_25 . 0124 . C4 6 . oil . ts 

11088 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_25.0124.C46 
11751 

TBLASTX : : Soybean 

11355 

165 



27211 




Exons 


11088. 


• U237, 


11110 r . 


11271, 


11127. .11237,. 11227. .11277, 






11233. 


.11355, 


11234'/. 


11350, 


11259. .11351, 11299.. 11352 




Seq. No. 


27214 








Seq. ID 


OJ000150_25.0124 


.C46 


Gene No. 


56345 








Strand 








10735 








End - 


11751 




Name 


OJ000150 25.0124.C46. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


11112 








End 


11374 




GI 


none 








Score 


. 176 




Exons 


11112. 


.11300, 


11119. . 


11229, 


11120. .11236, 11121. .11237, 






11216. 


.11269, 


11235. . 


11276, 


11288. .11374, 11300.. 11374 




Seq. No. 


27214 








Seq. ID 


OJ000150_25.0124 


.C46 


Gene No. 


56345 








Strand 






O Uai L 


10735 








End 


11751 - 




Name • 


OJ000150 25.0124.C46. 


ol4.tc 


Method 


TBLASTX: Cress 




Start 


11615 








End 


11751 




GI 


none 








Score 


133 




Exons 


11615. 


.11731, 


11618. . 


11749, 


11625. .11738, 11625. .11750, 






11728. 


.11751 












Seq. No. 


27214 








Se,q. ID 


OJ000150_25.0124 


.C46 


Gene No. 


56346 








Strand 






Start 


12341 








End 


13945 




Name 


OJ000150 25.0124.C46. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12341 








End 


13945 




GI 


none 








Score 


68 




Exons 


12341. 


.12391, 


12341. . 


1 0 ^ Q 1 

J. L. O J X f 


12342. .12401, 12390. .12461, 






12394. 


.12462, 


12404. . 


12433, 


12459. .13118, 12465. .13100, 






13098. 


.13136, 


13105. . 


13314, 


13109. .13324, 13140. .13331, 






13141. 


.13311, 


13148. . 


13312, 


13297. .13821, 13300 .. 13683, 






13301. 


.13852, 


13301. . 


13831, 


13302. .13832, 13835 .. 13945, 






13857. 


.13904, 


13859. . 


13912, 


13861. .13944 




Seq. No. 


27214 








Seq. ID 


OJ000150_25.0124 


.C4 6 




56346 








Strand 






Start ' 


12341 








End 


13945 




Name 


OJ000150 25.0124.C46. 


o5.tc 


Method 


TBLASTX: Cress 




Start 


12548 








End 


13025 




GI 


none 








Score 


4 63 




Exons 


• 12548. 


.13015, 


12549. . 


13016, 


12549. .13025, 12679.. 13023 




Seq. No. 


27214 








Seq. ID 


OJ000150_25.0124 


.C46 




56346 








Strand 






Start 


12341 








End 


13945 




Name 


OJ000150 25.0124.C46. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


12600 








End 


13050 




GI 


none 








Score 


383 




Exons 


12600. 


.13034, 


12600. . 


13034, 


12676. .13050 




Seq. No. 


27214 








Seq. ID 


OJ000150_25.0124 


.C46 


Gene No. 


56346 








Strand 






Start 


12341 








End 


13945 




Name 


OJ000150 25.0124.C46. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


13112 








End 


13829 ' 




GI 


none 








Score 


146 




Exons 


13112. 


.13300, 


13137. . 


13301, 


13138. .13404, 13291. .13362, 





27212 



13349. .13405, 13398 13568, 13399 13821, 13400 .. 13828, 
13515.. 13829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start . r 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ~ 
Start 7 
GI 

Exons 



27214 

56346 Strand 

12341 End 
OJ000150_25.0124.C4 6.o2.ts Method 

13180 .. End 

none ' . Score 

13180. .13821, 13181. .13864, 13181.. 13828 



Seq. ID OJ000150_25.0124.C46 



13945 

TBLASTX : Soybean 
13864 
778 



27214 Seq. ID 

56346 Strand 

12341 End 
OJ0'00150_25. 012.4. C46.ol.tw . Method 

13267 End 

none Score 

13267. .13797, 13268.. 13798 



OJ000150_25.0124.C46 
13945 

TBLASTX: Wheat 

13798 

697 



OJ^F6l50_2 5: . 0 12 4 ...C 4 7 



27215 • "Seq. ID 

56347 Strand 
337 End 1306 

OJ000150_25.0124.C47.ol.gp'. Method AAT/'GAP 
337- . End ' * 1306 

2409_1.R1084 Score 1911 

337. .1306 

, 128 690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) .;=■{ EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



27215 
56348 

4143 • " v,; 

OJ000150_25.0124.C47.ol.tm 

14 

■none 



Seq. ID OJ000150_25.0124.C47 
Strand 

End 4 67 9 

Method TBLASTX: Maize 

End 1540 

Score 531 



14. .349, 19. .318, 20. .328, 332. .643, 354. .854, 370. .855, 
649. .855, 852. .1013, 857. .1039, 858. .1040, 1049. .1093, 
1070. .1123, 1070. .1099, 1075. .1122, 1116. .1142, 1120. .1143, 
1173.. 1235, 1175.. 1237, 1190.. 1237, 1209.. 1331, 1242..il286, 
1258.. 1380, 1265.. 1366, 1365.. 1427, 1366.. 1425, 1422.. 1448/ 
1427.. 1540, 1429.. 1,539 



Seq. No. 27215 

Gene No. 56348 

Start 4143 

Name ~' OJ000150_25 . 0124 .C47 . o2 . tc 

Start 14 

GI none 

Exons 14.. 325, 19.. 318, 22.. 327 

Seq. No. - '27215 

Gene-No. 56348 

Start 4143 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000150_25.0124.C47 
4679 

TBLASTX: Cress 

327 

420 



OJ000f50 25.0124.C47 



4679 



27213 



Name + 
Start 
d 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq*-. -'No. 
Gene No. 
Start 
Name 



OJ000150_25 . 0124 .C47-J63 . tw 
14 

none 

14. .295, 19. .294 

27215 
56348 
.4143 

OJ000150^25 y0'124 -C47.o3.ts 
76 

none 



Method 

End 

Score 



TBLASTX: Wheat 

295 

404 



Seq. ID OJ000150_25.0124.C4-7 
Strand 
End 

Method 
End 
Score 



4679 

TBLASTX: Soybean 

696 

308 



76. .318, 77. .319, 84. .323, 223. .324, 363. .638, 365. .400, 
366. .695, ' 370. .696 



27215 
56348 
4143 

OJ000150_25.0124 .C47.o3.tc 
357 

■none' -\- ; . ■'• . - 



Seq. ID OJ000150_25.0124.C47 



Strand 
End 

Method 

End 

Score* 



4679 

TBLASTX: Cress 
756 
• 251- • 



357. .389, 405.. 629, 406 .. 756, 406 .. 750, 438 .. 752, 689.. 754 



27215 
56348 
4143' 

OJ000150_25.0124.C47.o4.ts 

1448 

none 

1448. .1552, 1449.. 1568, 1450. 
1520.. 1594, 1532.. 1606, 1587. 
1656.. 1730, 1657.. 1770, 1723. 
1818. .1853, 1818.. 1853, 1947. 
2050. .2109, 2052. .2117 

27215 
56348 
4143 

OJ000150_25.0124.C47.o4 .tc 

1469 

none 

1469. .1537, 1471. .1536, 1488, 
1532.. 1609, 1533.. 1604, 1590. 
1717.. 1941, 1723.. 1830, 1815. 

27215 
56348 
4143 

OJ000150_25.0124.C47.o3.tm 

1625 

none 

1625.. 1957, 1626.. 1958, 1627. 
1954.. 2160, 2192.. 2257 

27215 
56348 
4143 

OJ000150 25.0124.C47.ol.tc 



. Seq. ID , ; OJ00QJ50_25 . 0124 .C47 
Strand ' 
End 4 67 9 

Method TBLASTX : Soybean 
End _ 2117 
Score 137 

.1536, 1488. .1553, 1512. .1598, 
.1721, 1605.. 1634, 1640.. 1738, 
.1794, 1748. .1816, 1776.. 1808, 
.1979, 1948. .1977, 2035.. 2106, 



Seq. ID OJ000150_25.0124.C47 

Strand - u 

End 4679 

Method TBLASTX : Cress 

End 2025 

Score 88 

.1538, 1497. .1538, 1532.. 1594, 
.1640, 1668. .1730, 1671.. 1709, 
.1880, 1948. .1977, 1987. .2025 



OJ000150_25.0124 .C47 
4679 

TBLASTX: Maize 

2257 

470 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1956, 1906.. 1959, 1953.. 2207, 



Seq. ID 

Strand 

End 

Method 



OJ000150_25 . 0124 .C47 
4679 

TBLASTX: Cress 



27214 



Start 


2392 








End 


4 386-; 




GI 


none 








Score 


75 




Exons 


2392. .2562, 


2486 


. .2716, 


2487. 


.2726, 2552.. 2716, 


2559. .2720, 




2647. .2730, 


2697 


. .3041, 


2718. 


.3041, 3098. .3370, 


3099. .3356, 




3358. .3396, 


3359 


. .3397, 


3396. 


.4133, 3396.. 4379, 


3802. .4380 


Seq. No. 


27215 








Seq. ID 


OJ000150 


_25.0124.C47 


Gene No- 


56348 








Strand 








T i*l J 








End 


4679 




Name 


OJ000150 25 


.0124 


.C47.o4 


.tm 


Method 


TBLASTX : 


Maize 


Start 


2425 








End 


2809 




GI 


none 








Score 


131 




Exons 


2425.-2562, 


2426 


. .2755, 


2465. 


.2755, 2647. .2772, 


2740. .2808, 




2762. .2809 














Seq. No. 


27215 








Seq. ID 


OJ000150 


_25.0124.C47 


Gene No. 


56348 








Strand 






Start 


4143 








End 


4679 




Name 






CAl ol 




Method 


TBLASTX: 


<J KJ y i^J ~ CX L 1 


Start 


2486. /J ~~ ; 








. End 


3781 . 




GI" 


none 








Score 


69 




Exons 


2486. .2875, 


2487 


. .3041, 


2488. 


.2562, 2570.. 3037, 


2577. .3041, 




3098. .3370,. 


3099 


. .3356, 


3358. 


.3396, 3359.;3397, 


3396. .3779, 




3397 ...3717, 


3410 


. .3781 ' 










Seq. No. 


27215 








Seq. ID 


OJ000150 


_25.0124.C47 


Gene No. 


56348 








Strand 






Start 


4143 








End 


4679 




Name 


UJUUUIOU zo 


m oa 


HAH r\0 


. LI 11 


Method 


TBLASTX: 


l v icL JL t; 


Start 


2913 








End 


4221 




GI 


none 








Score 


67 




Exons 


2913. .3041, 


2918 


. .3040, 


3002. 


.3265, 3098.. 3370, 


3099. .3356, 




3358. .3396, 


3359 


. .3394, 


3396. 


.3692, 3400. .3681, 


3693. .3935, 




3711. , 4202, 


3802 


. .4221 










Seq. No. 


27215 








-Seq. ID 


OJ000150 


_25.0124.C47 


bene ino. 


" C £ O A ft 








Strand 






Start 


4143 








End 


4679 




Name 


OJ000150 25 


. 0124 


.C47.o4 


*.tw 


Method 


TBLASTX: 


Wheat ■ 


Start 


2945 








End 


3325 




GI 


none 








Score 


44 . 




Exons 


2945. .3040, 


2946 


. . 3041, 


3098. 


.3325, 3099 ? .3302 




Seq. No. 


27215 








Seq. ID 


OJ000150 


_25.0124.C47 


Gene No. 


56348 








Strand 






OtalL 


A 1 A "3 
*± 1 *± O 








End 


4679 




Name 


OJ000150 25 


.0124 


.C47.pl 


.tw 


Method 


TBLASTX: Wheat 


Start 


3411 








End 


4106 




GI 


none 








Score 


237 




Exons 


3411. .3692, 


3412 


. .3681, 


3417. 


.3686, 3711.. 3773, 


3780. .3818, 




3829. .4098, 


3843 


. .4106 










Seq. No. 


27215 








Seq. ID 


OJ000150 


_25.0124.C47 


Gene No. 


56348 








• Strand 






Start 


: .4143 - 








End. 


4 67.9 




Name 


. OJ000150 25 


.0124 


.C47.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3782 








End 


4377 





27215 



■'GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none . " Score 289 

3782. .4042, 3783. .4133, 3783.-4376, 3784. .4377 

27215 - Seq. ID OJ000150_25 . 0124 . C47 

56348 Strand 

4143 End 4679 

OJ000150_25.0124.C47.o2.gp Method AAT/GAP 

4143 End 4659 

uC-osflM202083hl2bl* Score 968- 

4143... 4659 

'552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



27215 
56348 
4143 

OJ000150_25.0124 .C47.o5.tm 

4221 

none 



Seq. ID OJ000150_25.0124.C47 
Strand 

End 4 679 

Method TBLASTX: Maize 

End 4474 

Score 2 61 



4221. .4400, 4223. .4432, 4423.-4452, 4423.-4452, 4457-. 4474 



27215 - 

56348, 

4143 

OJ000150_25.0124.C47.o2.tw 

4250 

none 



Seq. ID OJ000150_25.0124.C47 

Strand - •*■* 

End ' - 4679 . 

Method ' TBLASTX: Wheat >T 

End 4679 

Score 215 



4250. .4399, 4250. .4345, 4252. .4428, 4252. .4389, 4351. .4461, 
4396.-4482, 4397. .4471, 44 60 .. 4654 , 44 69 .. 4 636, 4470. .4679, 
4471. .4677, 4473. .4679 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27215 
56348 
4143 

OJ000150_25.0124.C47.o6.tm 
4475 

none , . 



Seq. ID OJ000150_25.0124.C47 
Strand 

End 4679 
Method TBLASTX: Maize 
End 4 665 

Score ' 199 



4475. .4612, 4475. .4612, 4476. .4637, 4477. .4614, 4605. .4661, 
4609.. 4665, 4609. .4662, 4611.. 4664 

27216 Seq. ID OJ000150_25 . 0124 . C48 

5634 9 Strand + 

850 End 1579 

OJ000150_25.0124.C48.o2.gp. Method AAT/GAP 

850 End 1579 

24824_1.R1084 Score 1379 

850. .1579 

'476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa]' 



27216 
56350 
1676 

OJ000150_25 . 0124 . C48 . o3 . gp 
1676 

14384_1.R1084 

1676.. 2387, 2473.-2501 



Seq. ID OJ000150_25.0124.C48 

Strand + 

End 2501 

Method AAT/GAP - . 

End ■ 2501;- 

Score 1358 " 



27216 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI*. .... 
Exons . 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 

■"-KEKon.Sv - 
Gi Descrip. 



Seq. No. 
Gene No . 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5881726/dbj |BAA84417.lj 3.0e-24 (AP.000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27216 
56351 
4317 

OJ000150_25 . 0124 . C48 . o4 .gp 
4317 

7528_2.R1084 
4317. .4940 

'140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



OJ000150_25.0124.C48 
+ 

4940 
AAT/GAP 
4940 
1143 



OJ000150_25.0124.C48 
+ 

6792 
AAT/GAP 
6792 
831 



27216 Seq. ID 

56352 Strand 
6351 End 
OJ000150_25.0124.C48.o6.gp Method 
63-51 . End.-. 
uC-osflM202092b08bl Score 
6351.. 6792 . 
, 118048/sp|P07888|CYF_ORYSA 5,.0e-65 APOC YTC^HRC^E . F PREC U RS OR 

>gi_65615 _pir CFft'Z plastbquinol — plastocyaj&xn redact ase (EC . 

1 . 10. 99. 1) cytochrome f precursor - rice cKlc-roplas.t 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi 226621 prf • 1603356AU cytochrome f [Oryza sativa] ■ ' 



27216 Seq. ID 

56353 Strand 

11357 End 
OJ000150_25 . 0124 . C4 8 . o7 . gp Method 

-11357 . End 

u(^osf-lm202104g03bl Score,... 
: ^13;§7^.. 1187.9 



OJ000150_25.0124.C48 
+ 

11879 
AAT/GAP 
11879 
.1026 



, i31211/spTP-l*9443|PSAJ_MAIZE 6.0e-10 BHOTOSYS'TEM I- REACTION 
CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir__S58571 photosystem I 
protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_9022'41_emb_CAA60305_ (X86563) psaJ' [Zea mays] f 

27216 Seq. ID OJ000150_25 . 0124.. C48 

56354 Strand + . 

15424 - End 15552 

OJ000150_25.0124.C48.o9.gp Method AAT/GAP 

15424 End 15552 

LIB3432-057-P1-K1-A8 Score 169 

15424. .15552 

•11957/61^1X15901 | CHOSXX 7.0e-52 Rice complete chloroplast 
genome ' 



27216 
56355 
1 

OJ000150_25.0124.C48.ol.gp 
1 - 

uC-osflM202083hl2bl 
1...386 



Seq. ID OJ000150_25.0124.C48 
Strand 

End 386 

Method AAT/GAP * 

End 386 

Score 740 



27217 



GI Descrip. '552857 3i0e-55 (M31464) atpB gene product [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27216 Seq. ID OJ000150_25 . 0124 .C48 

56356 Strand 

4944 End 5481 

OJ000150_25 . 0124 . C48 . o5 . gp Method AAT/GAP 

4944 End 5481 

2653_1.R1084 Score 1052 

4-944.: 5481 

, 11998/emb|CAA33959| 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



Seq. ID 
Strand 
* End 
Method 
End 
Score 



OJ000150 25.0124.C48 



14,362 
AAT/GAP 
14362 
283 



27216 
56357 
14195 

OJ000150_25.0124.C48.o8.gp 
14195 

LIB3431-017-P1-K1-H4 
14195.. 14362 

, 11731.89/sp|P12340|RR12__MAIZE 8..0e-18 CHLOROPLAST 30S RIBOSOMAL 
PROTEIN S12 >qi 2119091 pir S58629 ribosomal protein S12 - 
maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
.mays}; >gi-^216141_emb_CAA60309_, (X86563) ribosomal protein S12 
[ZeaV"mays] ' ' ' - - : - - ■ ' .-...'."-* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27216 
56358 
16102 

OJ000150_25 . 0124 . C48 . oT,. tw 
1 

none 



Seq. ID OJ000150_25.0124.C48 
Strand 
End 

Method 
End 
Score 



16479'- 

TBLASTX-: Wheat 

409 

173 



1..126, 1..72, 3. .116, 78. .188, 123. .209, 124. .198, 187. .408, 
196.. 375, 200.. 409 



No. 
Gene No. 
Start 
Name 
Start; 
GI 

Exons 



27216 ■ - ,■ 

56358 : 
16102 

OJ000150_25.0124.C48.ol4.tm 
96 

none 



Seq. ID pj000150_ 25 - 012 f- c48 

Strand - 

End 16479 

Method TBLASTX: Maize 

End 392 

Score 4 9 



96. .152, 96. .155, 97. .159, 139. .339, 150. .179, 177..341, 
184. .339, 185. .346, 200. .364, 332 . . 388 , . 336 . . 392, 338 . . 391 



Seq. No. 27216 ■ Seq. ID 

Gene No. 56358 Strand 

Start 16102 End 

Name OJ000150_25 . 0124 . C48 . oil . tm Method 

Start 534 End 

GI none Score 

Exons 534. .656, 538. .657, 633. .743, 642 



OJ000150 25.0124.C48 



647. .751, 716. .841, 718. .843, 760. 



16479 

TBLASTX: Maize 
843 
186 

698, 644. .721, 646. .741, 
843 



Seq. No. 27216 Seq. ID 

Gene No, 56358 Strand 

Start - - 16102 - End 

Name OJ000150_25 . 0124 .C48 . o2 . tw Method 

Start 577 . End 



OJ000150_25.0124.C48 
16479 

TBLASTX: Wheat 
1262 



27218 



(IT 


none *4! r :. . - , ^ . 


Score 


203 






577.. 738/ 579.. 722, 696.. 794, 


725. .787 


, 750 . . 824, 788 . . 


1216, 




808. .1260, 808. .1260, 837. .1262, 1079. 


.1261 




Seq. No. 


27216 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 








16102 


End. 


16479 




Matno 

LNcHLltS 


OJ000150 25.0124.C48.o2.ts 


Method 


TBLASTX : Soybean 




OUal L 


817 


End 


1520 




OX 


none 


Score 


1013 




Hi ALU 1 0 


817. .1503, 817. .1518, 840. .1520, 1005. 


. 1520 




Seq. No. 


27216 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No . 


56358 


Strand 






uLal L 


; 16102 


End o.- 


.16479 




Mama 


OJ000150 25.0124.C48.o4.tc 


Method 


TBLASTX: Cress 




Qfa y-f 


826 


End 


1302 






none 


Score 


41 . 




IT V/^'Pl Q 

HiALUio 


826.-858, 860.. 1210, 861.. 1283, 8 62^302 ^865 .1302 




Seq. No. 


27216- 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 








16102. . : . ; ;: . 


■End 


164.79 




IN dlllt3t 


*OJ006l50\25. 0124 .C4 8 r-o^ni- . 


Method,/ 


".-TBLASTX -Maize" * 




Of a r "f 


8'44 


End 


1590 






none 


Score 


935 




Exons 


844. .1542, 855. .1538, 856. .1584, 1540. 


.1590, 1543. .1590 




Seq. No. 


27216 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 






Of a r f 
o Lai L 


16102 


End 


16479 




IN CUUG 


OJ000150 25.0124.C48.oll.tw 


Method 


TBLASTX: Wheat 




Of a r f 
O Lai L 


1263 


End 


1445 






none 


Score 


319 






\ 1263. .1445, 1264.. .1443 








Seq. No. 


27216 * 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 






Start 


16102 


End 


16479 




Name 


OJ000150 25.0124.C48.ol.tw 


Method 


TBLASTX: Wheat 




Of arf 

O Lui L 


1588 


End 


2340 






. none 


Score 


926 






1588.. 2334, 1589.. 2290, 1589. 


.2335, 1590. .2318, 1594. .2340 


Seq. No. 


. 27216 


Seq.- ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 






Start 


16102 


End 


16479 




LNdilLC 


OJ000150 25.0124.C48.ol6.tm 


Method 


TBLASTX: Maize 




Of arf 


1593 


End 


1881 




V3 J. 


none 


Score 


205 






1593. .1877, 1594. .1881, 1598. 


.1876 






Seq. No. 


27216 


Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 


Strand 






Start 


. 16102 ■' <- ■ ■ * :> 


End 


16479 




Name 


OJ000150 25.0124.C48.ol5.tc 


Method 


TBLASTX: Cress 




Start 


1826 


End 


1972 





27219 



GI 


none 








Score 


164 


Exons 


1826. . 1972/ 


1827 . 


.1961 








Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124.C48 


Gene No. 


56358 








Strand 




Start 


"16102 








End 


16479 


Nanie 


OJ000150 25 


.0124. 


C48 .06. 


tm 


Method 


TBLASTX: Maize - 


Start 


1935 








End 


2471 


GI 


none • 






Score 


310 


Exons 


1935. .2294, 


" 1944. 


.2150, 


1957. 


.2304, I960.. 2304, 2412.. 2471, 




2416. .2469 












Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 .C4 8 


Gene No. 


56358 








Strand 




Start 


. 16102 








•End 


16479 


Name 


OJ000150 25 


. 0124 . 


C48 ,o7 . 


tc. 


Method 


TBLASTX: Cress 


Start 


2055 ~~ 








End 


2324 


GI 


none 








Score 


353 


Exons 


205.5. .2186, 


2056. 


.2322, 


2056. 


.2322, 2057. .2323,. 2223. .2324 


Sea. No. 


27216 








' Seq. ID 


OJ000150_25.0124.C48 


Gene No. 


56358 








Strand ; v ; 




Start 


16102 








End . 


' .16479 


Neime 


OJ000150' 25 


0L2 4 . 


C48 .o2C 


) t m 


Me'tfhod": 


TBLASTX : Mai ze 


Start 


2611 








End ' 


• 335*6 


GI 


none 








Score 


52 


J_l .«V 1 1 0 


2611. .2643, 


2613. 


2663, 


2617 . 


.2649, 2638.. 2670, 2639. .2671, 




2656 2760. 


2656. 


. 2742, 


2670. 


.2762, 329 , 4.'.3356 


Sea No 


27216 








Seq. ID 


OJ000150_25.0124.C4 8 


npnfi No 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124. 


C48 .o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3360 ~~ 








End 


5851 ; ■ 


GI 


none 








Score 


140 - : 


Exons 


" . 3360 . .3581,. 


3419. 


. 3538, 


4041'. 


.4178, 4043. .'4132, 4053..4139> 




4054 . .4140, 


4500. 


.4661, 


"4505. 


.4645, 4649. .4852, 4657. .4698, 




4683. .4898, 


4683. 


.4895, 


4918 . 


.4980, 4921. .4980, 4929. .4985, 




5007. .5066, 


5007. 


. 5084, 


5380. 


.5448, 5392. .5451, 5394. .5456, 




5473. .5847, 


5477. 


.5851, 


5483. 


.5587, 5503. .5850, 5666. .5851 


Sea. No.* 


27216 








Seq. ID 


OJ000150_25.0124.C48 


Gene No . 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124. 


C48.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3995 








End 


4425 


GI 


none 








Score 


273 


Exons 


3995. .4174, 


4001. 


.4174, 


4177 . 


.4275, 4177. .4257, 4178. .4291, 




4272. .4343, 


4275. 


.4343, 


4277. 


.4363, 4311. .4409, 4333. .4410, 




4336. .4425, 


4340. 


.4411 








Seq. No. 


27216 








Seq. ID 


OJ000150_25 . 0124 . C48 


Gene No. 


56358 








Strand 




Start 


16102 








_ End 


16479 


Name 


OJ000150 25 


.0124.. 


C48.o2. 


tc . 


Method 


TBLASTX: Cress 


Start 


4506 








End 


5847 


GI 


none 








Score 


699 



27220 



Exons 



4506.. 4991, 4508.. 4996, 4509.. 4997, 4931.. 4999, '4.978 .. 5067 , 
4983. .5066, 5395. .5469, 5469.^5828, 5470. .5847, 5474. .5845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

QJ 

Exons 



Seq. No. 

Gene„ No. 

Start 

Name 

Start 

GI 

.Exons 



27216 
56358 
16102 

OJ000150_25 . 0124 . C4 8 . o4 . tm 

4664 

none 

4664.. 4696, 4665.. 4697, 4675. 
5170.. 5193, 5171.. 5194, 5190. 
5229.. 5261, 5233.. 5253 

27216 
56358 
16102 

OJ000150_25 . 0124 . C48 . ol . ts 

5855 

none 

5855.. 6172, 5875 ...'61*80, 6401. 



Seq. ID 
Strand 
End 

Method 

End ... 
Score 



OJ000150 25-.0124.C48 



16479 

TBLASTX: Maize 
5261 
'4 6 

5082, 4680.. 5084, 4683. 
5237, 5191.. 5238, 5192. 



.5084, 
.5236, 



Seq. ID OJ000150_25.0124.C48 
Strand 

End 16479 

Method TBLASTX : Soybean 

End 7391 

Score 332 

;,6610, 6407;-. 7390, 6408.. 7391 



Seq. No. 27216 Seq. ID 

Gene No. 563.58. . Strand 

Start ,16102 End '\ ~' v 

Name OJ000150_25 . 0124 .C48 . ol2 . tc Method 

Start 5867 End 

GI none Score 

Exons 5867. .6082, 5869.. 6084 



OJ000150_25.0124.C48 
16479 

TBLASTX: Cress 

6084 

228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27216 Seq. ID 

56358 Strand 

16102 End 

OJ000150_25 . 0124 . C48 . ol . tc Method 

6085 End 

none Score 



OJ000150_25.0124 .C48 
16479 

TBLASTX: Cress 

7351 

91 



6085. .6165, 6086. .6157, 6387. .7187, 6401. .6610, 6408. .7196, 
7293.-7349, 7293.. 7349, 7294.. 7350, 7301.. 7351 



Seq. No/ 27216 

Gene No. 56358 

Start 16102 

Name OJ000150_25 . 0124 .C48 .06. tw 

Start 6176 

GI none 

Exons 6176.. 6202, 6177.. 6212, 6178. 

6207.. 6326, 6222.. 6347, 6262. 

. 6374.. 6475, 6477.. 6602, 6480. 



Seq." ID OJ000150_25.0124.C48 
Strand 

End 16479 
Method TBLASTX : Wheat 
End 6602 
Score 39 

.6216, 6206. .6277, 6207. .6278, 
.6474, 6280. .6444,. 6282. .6473, 
.6599, 6482.. 6601 



Seq. No. 27216 

Gene No. 56358 

Start 16102 

Name OJ000150_25 . 0124 . C4 8 . o5 . tm 

Start 6228 

GI ■ none 

Exons ■-. ..,6228. .6266, 6230. .6274, 6263. 



OJ000150_25.0124.C48 
16479 

TBLASTX: Maize 
6708 
58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6610,* 6264. 16707, 6268. .6708 



Seq.' No. 



27216 



Seq. ID OJ000150_25.0124 .C48 



27221 




Gene No. 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


0124, 


C48.ol5 


.tm ■ 


Method 


TBLASTX: Maize 


Start 


6709 








End 


6877 


GI 


none 








Score 


273 


Exons 


6709. . 6876, 


6710. 


.6877, 


6711. 


. 6875 




Seq. No. 


27216 








Seq. ID 


OJ000150_25. 0124 .C4 8 


Gene No. 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124 


C48.ol2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6934 








End 


7050 


GI 


none 








Score 


205 


Exons 


6934 . .7050, 


6936 


. .7049, 


6937. 


.7050 




Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124.C48 


Gene No. 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


. OJ000150 25 


.0124 


.C48 .08. 


tw 


.Method 


TBLASTX: Wheat 


Start • 


A7169 








'End 


7496 . .. . . . 


GI 


none 








Score 


377 


Exons 


7169. .7432, 


7176 


. .7496, 


7176. 


.7496' 




Seq. -No. 


27216 








*^Seq. ID 


OJ000150_25.0124.C48 


Gene No. 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124 


.C48 .08. 


tc 


Method 


TBLASTX: Cress 


Start 


8315 ~ 








.End 


8652 


GI 


none 








Score 


273 


F.xons 


8315. .8560, 


8318 


. .8560, 


8599. 


.8652, 8600.. 8650 


Seq. No. 


27216 








Seq. ID 


OJ000150_25 . 0124 .C48 


Gene No . 


56358 








Strand 




Start 


16102 








End 


16479 


Name ^ 


. OJ000150 25 


.0124 


.C48.ol0.tm 


Method 


TBLASTX: Maize 


Start 


"... 8369 








End 


. 8652 


GI 


none 








Score 


364 


Exons 


8369. .8584, 


8369 


. . 8 623 , 


8584. 


.8652, 8585.. 8650, 8586.. 8651 


Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124.C48 


Gene No. 


56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124 


.C48.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8604 








End 


9046 


GI 


none 








Score 


667 


Exons 


8604 . . 9044, 


8605 


..9030, 


8606. 


.9046 




^pfi No 


27216 








Seq. ID 


OJ000150_25.0124.C48 




56358 








Strand 




Start 


16102 








End 


16479 


Name 


OJ000150 25 


.0124 


.C48.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


8691 








End 


9269 


GI 


none 








Score 


66 


Exons 


8691. .8747, 


8691 


. .8744, 


8692. 


.8748, 8693. .8749, 8693.-8749, 




8750. .8878, 


8751 


. .8879, 


8752. 


.8880, 8881.. 9162, 8884.. 9150, 




8885. .9163, 


8886 


. .9158, 


8886. 


.9167, 9162.. 9194, 9166.. 9195, 




9198. .9269, 


9202 


. .9264 









27222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

; §tart 

GI 

Exons 



27216 
56358 
16102 

OJ000150_25.0124.C48.ol9.tm 

9111 

none 

9111.. 9164, 9111.. 9158, 9112. 
9166.'. 9219/ 9166. .9219, 9219. 

27216 
56358 
16102 

OJ000150_25.0124.C4 8.o9.tw 

9124". 

none 

9124.. 9198, 9125.. 9175, 9145. 
9340.. 9432, 9354.. 9500, 9379. 



Seq. ID "OJ000150_25.0124.C48 
Strand 

End 16479 
Method TBLASTX : Mai ze 
End 9263 
Score 89 

.9180, 9113. .9172/ 9159. .9218, 
.9263, 9222. . 924£/ A ; : ' 

Seq. ID OJ000150_25.0124.C48 
Strand 

End 16479 
Method TBLASTX : Wheat 
End 9525 
Score 86 

.9360, 9156.. 9353, 9157.. 9360, 
.9522, 9400.. 9525 



Seq. /No. 
Gene No. 
Start 
Name • 
Start - 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

E&ons 



27216 .. 

56358 

16102 

OJ000150_25-. 0124 . C48 . ol8 . tm . 

9317 

none 



SecJV ID- OJ000J.50_25.0124.C48 
Strand 

End 16479 
Method TBLASTX: Maize . 
'End>.- 9707 
Score .64 , 



9317. .9370, 9321. .9377, 9322. .9375, 9350. .9442, 9382. .9438, 
9436. .9477, 9454. .9516, 9457. .9.519, 9523. .9600, 9524. . 9595, 
9524.. 9604, 9630.. 9707, 9632.. 9694 



27216 
56358 
16102 

OJ000150_25.0124.C48.o4.tw 
9887 
none 

9887.. 10015, 9891.. 10.016, 9894.. 10016, 10040 .. 10081, 
10074. .10157, 10079. .10156, 10131 .. 10208 , 10160 .. 10210, 
10161. .10208, 10193. .10318, 10,194- . 10319, 10198 . ,10317, 
10206. .10319, 10307. .10483, lb^I2V:-10482 • " • - 



Seq'.' . ID OJ000150_25 . 0124 . C4 8 
Strand 

End 16479 

Method TBLASTX : Wheat 

End 10483 

Score 168 



Seq. No. 27216 
Gene No. 56358 
Start 16102 

Name OJ000150_25 . 0124 . C48 . o3 . tm 

Start 10049 
GI none 

Exons 10049. .10207, 10074 .. 10199/* 

10194. .10280, 10195. .10281, 
10274. .10444, 10276 .. 1044 6, 
10488. .10514, 10496. .10525, 
10514. .10588, 10576. .10758, 
10580. .10786 



Seq. ID OJ000150_25.0124.C48 

Strand 
- End 16479 

Method TBLASTX : Mai ze 

End 10792 

Score 139 
10076. .10225, 10081. .10221, 
10195. .10278, 10274. .10444, 
10461. .10493, 10462. .10515, 
10512. .10619, 10513. .10581, 
10577. .10792, 10579. . 10785, 



Seq. No. 27216 

Gene No.. 56358 

Start 16102 

Name OJ000150 25 . 0124 . C48 . olO . tc 



Seq. ID OJ000150__25.0124 .C48 
Strand 

End 16479 

Method TBLASTX : Cress 



27223 



Start 


10376 




End 


10719 




GI 


none 




Score 


74 




Exons 


10376. .10462, 10378. 


.10443, 


10518. .10583, 10521. .10583, 






10593. .10718, 10597. 


.10719, 


10604. .10714 




Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 




Strand 






Start 


.16102 




End 


16479 




Name- ' -■ ' 


OJ000150 *25.0124.C48/o8..ts 


Method 


.■TBLASTX: Soybean * 




Start 


10518 




End 


10733' 




GI 


none 




Score 


230 




Exons 


10518. .10583, 10577. 


.10732, 


10578. .10733 




Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358. 




Strand 






Start 


16102 




End 


16479 ' 




Name 


OJ000150 25.0124.C48 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


11254 




End 


11642 




GI 


none 




Score 


83 




Exons 


11254. .11313, 11254. 


.11313, 


11255. .11332/ 11296'. .11334, 






11310. .11333, 11357. 


.11605, 


11361. .11627, 11367.. 11642 




Seq. No.. 


,27216 




Seq v ID 


OJ000150_25.0124 


.C48 


Gene No . 


56358 




Strand 






Start 


16102 




End 


16479 




Name 


OJ000150 25 0124 C48 


oft . tm 

« \mf W • Will 


Method - . 


TBLASTX: Maize 




Start 


11338 




End 


11654 




GI 


• none 




Score 


.380 




Exons 


11338. .11634, 11339. 


.11647, 


11340. .11654, 11340.. 11654 




Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 




Strand 






Start 


16102 




End 


16479 




Name 


OJ000150 25.0124.C48 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


11413 , • 




End 


12776 




GI - 


none ' 




Score 


168 ' 




Exons 


11413. .11520, 11415. 


.11567, 


11415. .11567, 11963. .12127, 






•11973. .12203, 11986. 


.12216,-. 


12000. .'12203, 12466. .12537, 






.12468.' .12530, 12474.' 


: . 12518, 


12525. :12587-, 12597. .12767, 






12599. .12763, 12599. 


.12772, 


12615. .12776 




Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No . 


56358 




Strand 






Start 


16102 




End 


16479 




Name 


OJ000150 25.0124.C48 


.ol3.tc 


Method 


TBLASTX: Cress 




Start 


11416 




End 


11576 




GI • 


none 




Score 


165 




Exons 


11416. .11520, 11416. 


.11562, 


11418. .11576 




Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 




Strand 






Start 


16102 




End . 


16479 




Name 


OJ000150 25.0124.C48 


.ol3.tm 


Method 


TBLASTX: Maize 




Start 


11827 




End 


12174 




GI . 


■ none "< 




Score 


94 




Exons 


11827. .11895, 11837. 


.11920, 


11927. .12136, 11938. .12174, 






11970. .12170, 11980. 


.12174 









27224 




Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 








Strand 






Start 


16102 








End 


16479 




Name 


OJ000150 25.0124.C48 


.o9.tc 


Method 


TBLASTX: Cress 




Start 


11986 








End 


12919 




GI 


none 








Score 


280 




Exons - 


11986. 


.12204, 


12003. 


.12203, 


12471. .1251 


.8, 12495 .'.12587-, 






12599. 


.12763, 


12599. 


.12763, 


12615 . . 12776, "1282 : 1 12919 




Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 








Strand 






Start 


16102 








End 


16479 




Name 


OJ000150 25.0124.C48 


. oil . tc 


Method 


TBLASTX: Cress 




Start 


13518 








End 


14095 




GI 


none 








Score 


37 




Exons 


13518. 


.13547, 


13584 . 


.13619, 


13587. .13616, 13609 .. 13668, 






13622. 


.13669, 


13705. 


.13791, 


13706. .13780, 137 97 .. 138 95 , 






13798. 


.13941, 


13880. 


.13942, 


13978. .14022, 13981. . 14022, 






14051. 


.14095 












Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


* 56358 








.Strand 






Start 


16102 








End . 


16479 




Name 


OJ000150 25.0124.C48 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


13614 








End 


14663 




GI 


none 








Score 


73 




Exons 


13614. 


.13664, 


13622. 


.13672, 


13698. .13739, 13702 .. 13779, 






13703. 


.13729, 


13741. 


.13785, 


13775. .13843, 13796. . 13840, 






13797. 


.13850, 


13840. 


.13905, 


13846. .13938, 13847 .. 13939, 






13880. 


.13951, 


14034. 


.14099, 


14041. .14094, 14147. .14308, 






14150. 


.14326, 


14175. 


.14309, 


14311. .14355, 14329. .14355, 






14506. 


.14661, 


14506. 


.14661, 


14514. .14663, 14516. .14662 




Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 




Gene No. - 


56358 








Strand 






Start 


16102 








End 


16479 




Name. 


OJ000150 25..0124.C48 


.ol7. tm 


• ( Method 


TBLASTX: Maize 




Start ' 


,14005 








' End 


14193 




GI 


none 






• 


Score 


62 




Exons 


14005. 


.14031, 


14007. 


.14033, 


14035. .14193, 14037. .14192 




Seq. No. - 


27216 








Seq.. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 








Strand 






Start 


16102. 








End 


16479 




Name 


OJ000150 25.0124.C48 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


14194 








End 


15200 




GI 


none 








Score 


230 




Exons 


14194. 


.14322, 


14195. 


.14326, 


14195. .14326, 14196 .. 14327, 






14314. 


.14358, 


14320. 


.14358, 


14359. .14382, 14360 .. 14386, 






14360. 


.14386, 


14389. 


.15198, 


14394. .15200, 14395. .15177 




Seq. No. 


27216 








Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 








- Strand 






Start 


16102 








End 


16479, 




Name 


OJ000150 25.0124.C48 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


14665 








End 


15155 . 





27225 



GI 

Exons 



none Score 374 ' 

14665. .15093, 14675 15094 , 14676 15113, 14 922 .. 15113, 

15132.. 15155 



Seq. No. 27216 

Gene No. 56358 . 

Start 16102 

Name OJ000150_25.-0124.C48.o6.tc 

Start ' 14 683 \ 

GI none 

Exons 14683. .15093, 14 684 .. 15094 , 14727.. 15113 



Seq. ID OJ000150_25.0124.C48 



Strand 
End 

Method 
. End . 
Score 



16479 

TBLASTX rCress 
15113 
351 



Seq. No. 27216 

Gene No. 56358 

Start- 16102 

Name OJ000150_25 . 0124 .C48 .o9. tm 

Start 15411 

GI none 

Exons 15411. .15527, 15411 .. 15527, 
15531. .15701 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_25.0124.C48 
16479 - 

TBLASTX: Maize 

15701 

167 



15412. .15531, 15518. .15700, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



27216 

56358 ' 
16102 

OJ000150_25.0124.C48.ol4.tc- 

15580 

none 

15580. .15852, 15593.. 15859 



Seq. ID OJ000150_25.0124.C48 

Strand - r?. 

End" 16479 

Method TBLASTX : Cress 

End 15859 

Score 166 



27216 
56358 
16102 

OJ000150_25.0124 .C48.o5.tc 
16036 
none 

16036. .1-6182, 16037.. 16204, 16043.. 16183, 16181 .. 16477 , 
16222.. 16479 



Seq. ID OJ000150_25.0124.C48 
Strand 

End 16479 

Method TBLASTX : Cress 

End 16479 

Score 206 



Seq.' No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27216 • " Seq; ID * OJ000150_25 . 0124 . C48 

56358 Strand 

16102 End 16479 

OJ000150_25.0124.C48.ol0.gp Method AAT/GAP 

16102 End 16479 

2896_1.R1084 Score 692 

16102.. 16479 

, 131271/sp|P12157|PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12Q13_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ' 



27216 Seq. ID 

56358 Strand 

16102 * End. 

OJ000150_25.0124.C48.o5.tw Method 

16144 End 



OJ000150_25.0124.C48 
16479 

TBLASTX: Wheat 
16477 



27226 



GI' 


none 




Score 


522 




Exons 


16144. .16188, 16145.' 


.16477, 


16145. . 16474 




Sea. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 




- Strand 






Start 


16102 




End 


16479* 




Name 


OJ000150 25.0124.C48 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


16181 




,End 


1;6478 




GI * 


none ■ ■ • 




Score 


221 




Exons 


16181. .16321, 16182. 


.16319, 


16322. .16474, 16325 .. 16477 , 






16377. . 16478 ^ 










Seq. No. 


27216 




Seq. ID 


OJ000150_25.0124 


.C48 


Gene No. 


56358 




Strand 






Start 


,16102 




End 


16479. 




Name ■ 


OJ000150 25.0124.C48 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


16253 




End 


16479 




GI 


none 




Score 


325 




Exons 


16253. .16477, 16253. 


. 16471, 


16255. .16479 




Seq. No. 


27217 




Seq. ID 


OJ000.150_25.0124 


.C49 


Gene No. 


56359 




Strand 


+ 




Start 


1569 




End . 


2075 




Name 


OJ000150 25.0124.C49 


. o3 . gp 


Method 


AAT/GAP 




Start 


1569 




End 


2075 




GI 


uC-osflcypOllbOlbl 




Score 


987 




Exons . . ^ 


1569.. .2075 










GI ' Descrip: 


'343210. 5.0e-78 (M35995) apocytochrome 


b6 (alt.) [Oryza 


sativa] 



>gi 226762 prf . 1604469A cytochrome b6 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_25.0124 .C49 
+ 

9198 
AAT/GAP 
9198 
2144 



27217 Seq. ID 

56360 Strand 
8095 End 
OJ000150_25 . 0124 . C4 9 . 08 . gp Method 
8095 , End 
229ljL.R1084 • v. - Score : 

8095. .9198 

1 133936/sp | P1214 6 | RR3_ORYSA 3 . Oe-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3>gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_25.0124.C49 
+ 

10685 
AAT/GAP 
10685 
2931 



2.7217 Seq. ID 

56361 Strand 
9213 End 
OJ000150_25.0124 .C49.o9.gp Method 
9213 End 
3073JL.R1084 Score 
9213.. 10685 

'133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 - 



Seq. No. 



27217 



Seq. ID OJ000150_25.0124.C49 



27227 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI; Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No .A 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Q 



56362 ^-r Strand 
668 End 
OJ000150_25.0124.C49.ol.gp . Method 
668 End 
uC-osflcyp003hllbl Score 
668. .1119 

• 131332/sp|P09449|PSBH_ORYSA 1.0e-09 
PHOS PHOPR&TE I N >gi_7 2 7 1 6_pir F2 RZ OP 



1119 
AAT/GAP 
1119 
872 



PHOTOSYSTEM 
photosystem 



10 KD 



II 

II . 

phosphdprb'tein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635__prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ' 



27217 



Seq. ID OJ000150_25.0124.C49 



56363 Strand 

1249 End 1412 
OJ000150_25.0124.C49.o2.gp Method AAT/GAP 

1249 . End 1412 

uC-osflcyp084g07al . Score 201 . . 
12*49.. 1412 

1 11957/emb 1X15901 | CHOSXX 7.0e-38 Bice complete chloroplast 
genome * 



OJ000150_25.0124.C49" 

5115 
AAT/GAP 
5115 
1010 



27217 Seq. ID 

56364 Strand 
4550 End 
OJ000150_25.0124.C49.o4.gp Method 
4550 End 
2798177 Score 
4550. .5115 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 

27217 Seq. ID OJ000150_25 . 0124 . C4 9 

56365 \ Strand 

5898 End 6288 

OJ000150_25.0124.C49.o5.gp Method AAT/GAP. 
5898 " . ' End 6288 

5003883* Score 782 

5898.-6288 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 

27217 Seq; ID OJ000150_25 . 0124 . C4 9 

56366 Strand 

6859 End 7444 

OJ000150_25.0124.C49.o6.gp Method AAT/GAP 
6859 End 7444 

481JL.R1084 Score 1023 

6859. .7444 

'132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



27228 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-GI Descrip. 



27217 Seq. ID OJ000150_25 . 0124 . C4 9 

56367 ~ Strand 

7749 ' End 8012 

OJ000150_25.0124.C49.o7.gp Method AAT/GAP 

7749 End 8012 

LIB3432-015-P1-K1-H8 Score 450 

7749.. 8012 

1 11957/emb|X15901 1 CHOSXX 1.0e-129 Rice complete, chloroplast 
''genome 1 ' ' .r-".'/ 



Seq. No. ' 27217 Seq. ID 

Gene No. 56368 Strand 

Start 17779 End 

Name OJ000150_25 . 0124 .C4 9. o2 . tc Method 

Start 56 - * End.- . 

GI none Score 
Exons 



OJ000150_25.0124.C49 
20968 

TBLASTX: Cress 

2586 

64 



56. .136, 56. .136, 135. .257, 136. .228, 136. .264, 289.-486, 
293. .496, 293. .490, 497. .523, 498. .536, 530. .703, 534. .635, 
535. .765, 536. .778, 743. .769, 849. .875, 1706. .2200, 1709. .2356, 
1711. .2373, 1717. .2355, 2409. .2480, 2411... 2479, 2414. .2488, 
2532.. 2585, 2532.. 2585, 2548. .2586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.27217 - 

56368 

17779 

OJ000150_25.0124.C4 9.o9.ts 

225 

none 



Seq. ID OJ$00150_25.0124.C49 
' T " Strand ■"' - ' 

End 20968' 

Method TBLASTX : Soybean 

End • . • 901 

Score 4 " 228 



225. .251, £62. .441, 284. .442, 404 472, '478 537, 489. .527, 
530. .703, 535. .765, 535.-765, 542. .778, 743. .769, 850. .900, 
851. .901 



Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons 



27217 Seq. ID 

56368 Strand 

17779 End 

OJ000150_25 . 0124'. C4 9 . 06 . tm Method 

308 End 

none Score 



OJ000150_25.0124.C49 
20968 

TBLASTX: Maize 
1072 

785 ^ . 



308.. 814, 308.. -703, 459.. 821, 532.. 819, 720.. 830, 799.. 876, 
810. .875, 810. .881, 851. .880, 868. .918, 868. .918, 869. .919, 
909. .1040, 920. .952, 924. .1004, 998. .1039, 1006. .1041, 
1033.. 1068, 1046.. 1072 



Seq. No. . 27217 

Gene No. 56368 

Start 17779 

Name OJ000150_25 . 0124 .C49.ol3.tw 

Start 390 

GI none 
Exons 



Seq. ID OJ000150_25.0124.C49 
Strand 

End 20968 

Method TBLASTX : Wheat 

End 639 

Score 62 . " 



390. .422, 390. .557, 392 . . 559, 532 . . 558 , 558. .626, 559. .627, 
559.. 639, 560.. 628 



Seq. No. 27217 Seq. ID 

Gene No. 56368 Strand 

Start" . 17779 End ' 

Name OJ000150_25 . 0124 .C49. o2 . ts 'Method 

Start 1202 End 



OJ000150_25.0124.C49 
20968 

TBLASTX: Soybean 
2448 



27229 




GI 


none 








Score 


57 


Exons 


1202. .1246, 


1248. 


.1301, 


1250. 


.1300, 1308.. 1346, 1310.. 1342, 




1627. .1671, 


1628. 


.1690, 


1628. 


.1687, 1667.. 2383, 1679.. 2200, 




1717. .2382, 


2412. 


.2441, 


2413. 


.2448 




Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 


- 


Start 


17779 








End. 


20968 


-Name 


OJ000150 '25 


.0124. 


C4 9.o8. 


tm 


Method 


TBLASTX : Maize 


Start 


1712 








End 


2356 


GI 


none 








Score 


967 


Exons 


1712. .2356, 


1715. 


.2182, 


1774. 


.2355 




Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C4 9 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124. 


C49.ol4 


. tm 


Method 


TBLASTX: Maize 


Start 


2522 








End 


2763 


GI 


none 








Score 


290 


Exoiis 


2522. .27X6, 


2523. 


.2714, 


2718. 


.2762, 2719. .2760, 2719. .2763 


Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No . 


56368 








Strand 




Start 


17779 








End ' 


20968 


Name 


OJ000150 25 


.0124. 


C49.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2671 








End 


4233 


GI 


none 








Score 


75 


Exons 


- 2671.. 2763, 


2671. 


.2790, 


2766. 


.2912, 2822.. -2911, 2928 . .'29.54 , 




3031. .3078, 


3037. 


.3078, 


3190. 


.3645, 3208. .3777, 3215. .3754, 




3215. .3781, 


3225. 


.3779, 


3685. 


.3783, 3802. .3882, 3825. .3881, 




4037. .4213, 


4039. 


.4233 








Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


. OJ000150 25 


. 0.124 . 


C49.ol3 


;.tc •' 


Method 


TBLASTX: Cress 


Start 


3207 






End 


3454 


GI 


none 








Score 


367 


Exons 


•3207i .3302, 


3208. 


.3453, 


3221. 


.3454 




Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124. 


C49.ol5 


i. tc 


Method 


TBLASTX: Cress 


Start 


3455 








End 


3660 


GI 


none 








Score 


316 


Exons 


3455. .3658, 


3455.. 


.3658, 


3457. 


.3660 




Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C4 9 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124. 


C49.ol€ 


;.tc 


Method 


TBLASTX: Cress 


Start 


4060 








End 


4502 


GI 


none 








Score 


36 


Exons 


•4060. .4125, 


4111. 


.4149, 


4116. 


.4154, 4166.. 4210/ 4253.. 4489, 




4262: .4489, 


4308. 


.4502, 


4360. 


.4491, 4371. .4502 



27230 




Seq. No. ' 


27217 








"Seq. 'ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124 


.C49.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4253 








End 


5017 


GI 


none 








Score 


523 


Exons 


4253. .4963, 


4253 


. .5017, 


4260. 


.4988, 4324. .5010 


Seq. No. 


27217- 








Seq/ ID 


OJ000150_25. 0124 .C4 9 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124 


.C49.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


4451 








End 


4925 


GI 


none 








Score 


662 


Exons 


4451. .4924, 


4452 


. .4925 








Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No . 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25' 


.0124 


.C4 9.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


4745 








.End 


5332 


GI 


none 








Score 


295 


Exons 


4745. .5017, 


4749 


. .4988, 


5000. 


.5059, 5032.. 5076,, 50324.5076, 




5059.. 5232, 


5065 


. .5199, 


5073. 


.5234, 5073. .5243, 5102.. 5257, 




5234. .5332, 


5235 


. .5330, 


5236. 


.5331 




Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124 .C4 9 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124 


.C49.ol5 


> . tm 


Method 


TBLASTX: Maize 


Start 


4933 








End 


5195 


GI 


none 








Score 


51 


Exons 


4933. .5007, 


4952 


. .5011, 


4953. 


.4991, 4954. .5007, 5061. .5189, 




5074. .5190, 


5074 


. .5190, 


5076. 


.5195, 5102. .5194 


Seq. No. 


; .27217 








Seq. ID 


OJ000150_25 . 0124 .C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


209.68 


Name 


OJ000150 25 


.0124 


.C4'9.oll 


. . tm 


. Method 


TBLASTX: Maize 


Start 


5212 








End 


5499 


GI 


none 








Score 


188 


Exons 


5212. .5325, 


5213 


. .5329, 


5213. 


.5329, 5327. .5497, 5328. .5498, 




5329. .5499, 


5330 


. .5497 








Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start ' 


17779 








End 


20968 


Name 


OJ000150 25 


.0124 


.C49.ol4 


.ts 


Method 


TBLASTX : Soybean 


Start 


5287 








End 


5539 


GI 


none ■ 








Score 


91 


Exons 


5287. .5379, 


5288 


. .5458, 


5297. 


.5458, 5438..S539, 5439.. 5531, 




5443. .5532 












Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25 


.0124 


.C49.o2. 


tm 


Method 


TBLASTX: Maize 



27231 



Start 
GI 

Exons 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5500 

none 

5500. 

5563. 

5898. 

5951. 



.5532, 5501.. 5551, 5524. 

,5634, 5618. .5635, 5652. 

.6176, 5899.. 6177, 5915. 

.6229, 5962.. 6240, 6184. 



6275.. 6319, 6280.. 6333, 6282. 



6352. 



.6882, 6371.. 7015, 6582. 



27217 
56368 
17779 

OJ000150_25.0124.C4 9.ol5.ts 

5984 

none. . 

5984. .6169, 5985. .6173 



End 7017 
Score 38 

.5607, 5544.. 5606, 5556. .5633, 

.5891, 5655.. 5876, 5674. .5892, 

.6178, 5919.. 6179, 5927. .5977, 

.6225, 6185. .6223, 6187. .6267, 

.6332, 6351.. 6434, 6352.. 6999, 

.7016, 6955.. 7017 

Seq. ID OJ000150_25.0124.C49 
Strand 

End 20968 

Method TBLASTX: Soybean 

End 6173 . 

Score 17*4. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - - 

Exons 



27217 
56368 
,17779 

OJ000150_25.0124.C4 9.o3.tw 

6275 

none 

627^. .6319, 6281.. 6319, 6282. 
6352.. 6726, 6371.. 6724, 6371. 



-Seq. ID 
.Strand 
End 

Method 
End 
Score 



OJ000150 25.0124.C49 



20968 

TBLASTX: Wheat 
6733 
45. 

6332, "6330.. 6350, 6351.. 6431, 
6733, 6456.. 6725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150_25, 
6364 
none 
6364. . 
6587. . 
6906. . 
7383.', 
7665. . 
9582. . 
9726. . 
10578. 
10853. 
11215. 
11389. 
11435. 
11673, 



0124.C49.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 25.0124.C49 



20968 
TBLASTX: 
12068 
158 



Soybean 



6528, 
6778, 
7208 f > 
7616, 
7799, 
9731, 
9755, 
.10604 
.11182 
.11313 
.11433 
.11611 
.12068 



6364. .6576, 6371. .6580, 6371. .6598, 
6591. .6899, 6593. .6814, 6812..6838, 
6917.. 7207, 7026.. 7220, 7196.. 7297., 
7399.. 7761, 7399.-7794, 7413 .. 780*2;, 
9027. .9338, 9027. .9407, 9028. .9396, 
9582.. 9731, 9583. .9741, 9625.. 9732, 
10336. .10488, 10340 .. 10573, 10350.. 
, 10579. .10602, 10799. .11143, 10852 
10908. .11147, 11088. .11297, 11115 
11284. .11430, 11298. .11393, 11299 
11391. .11432, 11392. .11433, 11433 
11436. .11663, 11617. .11694, 11618 
11687. .11980 



6571. .6777, 
6855. .6920, 
7203. .7322, 
7418. .7804,- 
9411. .9518, 
9641. .9736, 

10574, 

. .11142, 

. .11312, 

. .11397, 

. .11612, 

. .11695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150_25 . 0124 . C49 . 08 . tc 
6364 



End 

Method 
End 

none Score 
6364. .6576, 6367. .6537, 6371. .6568, 6571. .6780, 6584. . 6778, 
6593.. 6787, 6598.. 6786, 6802.. 6843, 6803.. 6835, 6846.-6884 



Seq. ID OJ000150_25.0124.C49 
Strand 

20968 

TBLASTX: Cress 
6884 
156 



Seq. No. 
Gene No. 



27217 
56368 



Seq.' ID 
Strand 



OJ000150 25.0124.C49 



27232 




Start 


17779 








End 


20968 


Name 


OJ000150 25, 


0124. 


C49.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


6805 








End 


7169 


GI 


none 








Score 


60 


Exons 


6805. .6840, 


6806. 


. 6844, 


6814. 


.6882, 6824. .6880, 6826. .6882, 




6891. .7169, 


6891. 


.7166, 


6908. 


.7168 




Seq. No. 


27217 








Seq. ID 


OJ00015.0_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25. 


0124. 


C49.ol2 


:. tc 


Method 


TBLASTX: Cress 


Start 


6910 








End 


7297 


GI 


none 








Score 


114 


Exons 


6910. .7110, 


6911. 


.7114, 


6918. 


.7115, 7115. .7162, 7115. .7207, 




7116. .7208, 


7183. 


.7215, 


7196. 


.7297., 7203. .7295 


Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJOQCflSO .25. 


0124. 


C49.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7058 








' End 


8897 


GI 


none 








Score 


75 


Exons 


7058. .7102, 


7059. 


.7103,, 


7103. 


.7804,. 7104 ... 77 99, 884 L. .8897 


Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


: OJ000150 25. 


0124 . 


C49.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


7322 ~ 








End 


7713 


GI 


none 








Score 


80 


Exons 


7322. .7375, 


7324. 


.7374, 


7326. 


.7379, 7329. .7712, 7330. .7713 


Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25. 


0124. 


C49.o9. 


tc 


Method 


TBLASTX: Cress , 


Start 


7331 








End 


7804 


GI 


none 








Score 


48 , 


Exons 


7331.. 7363, 


7437. 


.7502, 


7482. 


.7802, 7483. .7758, 7493. .7804, 




7497. .7796 












Seq. No. 


27217 








Seq. ID' 


OJ000150_25.v0124.C49 


Gene No 


56368 








Strand 




Start 


17779 








End 


20968 


Name 


OJ000150 25. 


0124. 


C49.O10 


.tw 


Method 


TBLASTX: Wheat 


Start 


7745 








End 


15895 


GI 


none 








Score 


131 


Exons 


7745. .7819, 


7746. 


.7820, 


7790. 


.7915, 7816.. 7920, 7820.. 7915, 




7825. .7950, 


7934. 


.7957, 


7936. 


.7959, 7958.. 8005, 7990.. 8070, 




8001. .8063, 


8117. 


.8149, 


8118. 


.8150, 15809.. 15895 , 


Seq. No. 


27217 








Seq. ID 


OJ000150_25.0124.C49 


Gene No. 


56368 








Strand 




Start 


17779 








End 


20968 


Name ;; : 


- OJ000150 25. 


0124. 


C4 9.ol2 


.tm . 


Method 


TBLASTX: Maize 


Start 


8114 








End 


8437 


GI 


none 








Score 


352 



27233 



Exons 



8114. .8362, 8115. .8363> r 8122. .8433, #125. .8418, 8369..8'437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



27217 
56368 
17779 

OJ000150_25.0124.C4 9.ol0.tc 

8153 

none 

8153.. 8194, 8161.. 8181, 8213. 
8269.-8358, 8272. .8364, 8485. 
8833.^.8874, 8842.. 8886, 8844. 
8970.. 9341, 9012.. 9386, 9013. 

27217 
56368 
17779 

OJ000150_25.0124.C4 9.o5.tw 

8237 

none 

8237.. 8395, 8238.. 8387, 8239. 
8372. .8446, 8434. .8547, 8443. 
8565. .8744, 8624. .8794, 8634. 
8838. .8870 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 25.0124.C49 



20968 

TBLASTX: Cress 
9386 

49 . ,:: 

.8275, 8231. .8275, 8268. .8357, 
.8511, 8507. .8551, 8660.. 8722, 
.8891, 8871. .8987, 8963. .9205, 
.9369 

Seq. ID OJ000150_25.0124.C49 
Strand 

End 20968 
Method TBLASTX : Wheat 
End 8871 
Score 202 - 

.8415, 8362. .8448, 8363. .8449, 
.8550, 8448. .8555, 8557. .8766, 
.8804, 8648.-8794, 8824. .8871, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150 25.0124.C49.ol3.tm 



OJ000150 25.0124.C49 



Seq. ID 
Strand 
End 

_ Method 
8478 End 
none Score 
8478. .8507, 8479. .8514, 8479. .8511, 
8508. .8606, 8509. .8766, 8509. .8679, 8636. .8794, 8637 
.8640. .8801, 8648..8782, 8734. .8793 



20968 

TBLASTX: Maize 
8801 
59 

8504. .8545, 8504. 



.8551, 
.8744, 



Seq. Na A 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150_25.0124.C4 9.o3.tm 

8949 

none 



Seq. ID OJ000150_25.0124.C49 

Strand - 

End * * 20968 

Method TBLASTX : Mai ze 

End 10702 , 

Score 258 



8949. .9521, 8951. .9169, 8964. .9362, 8971. .9519, 9414. .9521, 
9474.-9752, 9516. .9755, 9523. .9753, 9735..10193, 9747. .10193, 
9766-. 10194, 10141. .10254, 10185 .. 10259, 10202 .. 10258 , 
10204- .10308, 10273. .10491, 10292 .. 10606, 10301 .. 10570, 
10308. .10607, 10537. .10611, 10543 .. 10611, 10572 .. 10661, 
10598. .10657, 10600 .. 10701, 10613.. 10702 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150_25 . 0124 . C49 . ol . tw 

9423 

none 



Seq. ID OJ000150_25.0124.C49 
Strand 

End 20968 

Method TBLASTX : Wheat 

End 10191 

Score 4 64 



9423. .9755, 9423... 9752, 9733. .9771, 9786. .10184, 9792. .10187, 
9793. .10191 . 



Seq. No. 



27217 



Seq. ID OJ000150_25.0124.C49 



27234 



e e 



Gene No. 


56368 * 




Strand 






OLdL L. 


17779 




End 


20968 




Name 


OJ000150 25.0124.C49. 


oll.tc 


Method 


TBLASTX: Cress 




Start 


9617 




End 


10133 




GI 


none 




Score 


129 




Exons 


9617.. 9715, 9618.. 9728, 9619.. 9729, 9625.-9729, 9632.. 9730, 




9779.-9886, 9801.. 10097, 9810.. 10133 






Seq. No. 


27217 ' 




Seq. ID 


OJ000150_25:0124 


.C49 




56368 




Strand 


- 




Start 


17779 




End 


20968 




Name 


OJ000150 25.0124.C49. 


ol3.ts 


Method 


TBLASTX: Soybean . 




Start 


9808 




End 


10136 




GI ^ , .. 


none 




Score 


137 




Exons 


9808.. 10098, 9810.. 10136, 9822.. 10103 






Seq. No. 


97917 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


JUJOO 




Strand 






Start 


1 777 Q 




.End 


20968 




Name 


d.toooi so 9S 0194 r4Q 


o S t* r" 


Method 


TBLASTX: Cress 




Start 


1 0 4 7 S ~ 




End 


11363 






none 




Score 


92 




;Exons 


10475. .10573, 10478.. 


10567, . 


.10713. .10763, 10714. ..10764, 






10714. .10791, 10715.. 


10771, 


10765. .10794, 107 65 .. 10794 , 






i 08 SI 1101ft 1 08*19 


1 1 01 Q 

X X \J X Z/ f 


10853. .11020, 10853. .11023, 






1 0Q08 11094 110^4 


11989 


11038. .11277, 11046. .11363, 






1 1 91 S 1198^ 










Seq. No. 


9791 7 
z. / z. j. / 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


JOJuO 




Strand 








1 777 Q 




End 


20968 




Name 


rvroooi so 9s 0194 caq 


A +- 

04 . "cm 


Method 


TBLASTX: Maize 




Start 


1 0884 "~ 




End 


11713 




GI 


none 




Score 


1254 




Exons 


10884. .11705, 10885.. 


11706, 


10908. .11708, 11215. .11709, 






* 11342. .11713 










Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 




56368 




Strand 






Start 


17779 / 




End 


20968 




Name 


OJ000150 25.0124.C49. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


11025 




End 


11331 




GI 


none 




Score 


448 




Exons 


11025. .11330, 11025.. 


11330, 


11215. .11331 




Seq. ,No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


56368 




. Strand 






Start 


17779 




End 


20968 




Name 


OJ000150 25.0124.C49. 


ol.tc 


Method 


TBLASTX: Cress 




Of art 
O Lai U 


11619 




End 


12836 




GI 


none 




Score 


251 




Exons 


11619. .11792, 11619.. 


11813, 


11695. .11826, 11813. .11929, 






11814. .11933, 11937.. 


12146, 


11939. .12652, 11942 .. 12652, 






12639. .12737, 12649.. 


12744, 


12657. .12743, 12671 .. 12745, 






12746. .12826, 12750.. 


12836, 


12751.. 12834 .*.-■ 




Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 



27235 



Gene No. 


56368 




Strand 






Start 


17779 




End 


20968 




Name 


OJUUUloU ^O.U1^4.C4y 


. OO . Lltl 


Method 


TBLASTX: Maize 




Start 


11937 




End 


12714 




GI 


none 




Score 


304 




Exons 


11937. .12146, 11939. 


.12187, 


11942. .12187, 12016. .12189, 






12123. .12188, 12182.. 


.12712, 


12190. .12714, 12191. .12712, 






. 12382. .12714. * 










v* ... 

Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


56368 




Strand 






Start 


- 17779 




End 


20968 




Name 


OJ000150 25.0124.C49 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


12069 




End 


12646 




GI 


.none . 




■ Score 


.107 




Exons 


12069. .1214*6, 12071. 


.12646, 


12074. .12640 




Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


C C Ti C O 

DOODO 




Strand 






Start 


17779 . 




End 


20968 




Name 


OJ000150 25.0124.C49 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12308 




End 


12684 




GI 


none 




Score 


598 




Exons 


12308: .12682, 12308. 


.12682, 


12309. .12683, 12382. .12684 




Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


56368 




Strand 






Start 


17779 




End 


20968 




Name 


OJ000150 25.0124.C49 


.ol4 .tw 


Method 


TBLASTX : Wheat 




Start 


12685 




" End 


12912 




GI 


none 




Score 


104 




Exons 


12685. .12744, 12687. 


.12743, 


12751. .12912, 12766. .12912 




Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


56368 




Strand 






Start 


- 17779 ' ■ . 




' End 


20968 




Name 


OJ000150_25.0124.C49 


.ol4 . tc 


Method 


TBLASTX: Cress 




Start 


1 oUbo 




End 


13474 




GI 


none 




Score 


61 




Exons 


13066. .13110, 13070. 


.13105, 


13097. M3258, 13111 132 60, 






13112. .13258, 13222. 


.13260, 


13245. .13340, .13255 .. 13341, 






13255. .13368, 13256. 


.13342, 


13343. .13474, 13345 .. 13425, 






13352. .13432 










Seq. No. 


27217 




Seq. ID 


OJ000150_25.0124 


-C49 


Gene No. 


56368 




Strand 






Start 


17779 




End 


20968 




Name 


OJ000150 25.0124.C49 


. 0I6 . ts 


Method 


TBLASTX : Soybean 




Start 


13422 




End 


13601 




GI 


none 




Score 


52 




Exons 


13422. .13451, 13424. 


.13447, 


13457. .13597, 13461. .13601 




Seq. No. 


27217 




. Seq. ID 


OJ000150_25.0124 


.C49 


Gene No. 


56368 




Strand 






Start , , 


17779 




■ ?nd 


20968 . 




Name 


' OJ000150 25.0124. C49 


. 08 : tw 


Method 


TBLASTX: Wheat 




Start 


14770 




End 


15255 





27236 




GI 


none ... 








Score 


. 92 






Exons 


14770. 


.14847, 


14770. 


.14847, 


14849. .14905, 14849 


. .14905, 






14880. 


. 14960, 


14885. 


.14962, 


14887. .14964, 14896 


. .14958, 






14912. 


.14977, 


14922. 


.14990, 


14923. .14964, 14950 


. .14970, 






14975. 


.15025, 


14975. 


.15016, 


14976. .15068, 14976 


. .15026, 






15015. 


.15254, 


15015. 


.15254, 


15022. .15255, 15022 


. .15255 




Seq. No. 


27217 








Seq. ID 


OJ000150 


_25.0124 


.C49 


Gene No. 


-56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


. o7 . ts 


Method 


TBLASTX: 


Soybean 




Start 


15051 








End 


15544 






GI 


none 








Score 


684 






Exons 


15051. 


.15542, 


15061. 


.15459, 


15063. .15542, 15209 


. .15544, 






-15422. 


.15544 














Seq. No. 


27217 








Seq. ID 


OJ000150 


_25.0124 


.C49 


Gene No. 


56368 








Strand' 








Start 


17779 








End 


20968 






Name 


OJ000150 25. 01-24. C49 


: .ol2.ts 


Method 


TBLASTX: 


Soybean 




Start 


16750 








End 


16976 






GI 


none 








Score 


347 






Exons 


1-6750. 


.16974, 


16752. 


.16976. 










Sea No. 


27217 








Seq. ID 


OJ000150 


25. 0124 


.C4 9 


Gpnf> No - 


56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


.08 .ts 


Method 


TBLASTX: 


Soybean 




Start 


16977 








End 


17429 






GI 


none 








Score 


448 






Exons 


16977. 


.17294, 


16977. 


.17294, 


16978. .17295, 16981 


. .17295, 






17282. 


.17359, 


17282. 


.17356, 


17299. .17358, 17312 


. .17428, 






17314. 


.17427, 


17343. 


.17429 











Seq. No. 


27217 




Seq. ID 


OJ000150 


_25.0124 


♦ C4 9 


Gene No. 


56368 -> " 




Strand 








Start 


17779 




End 


20968 






Name 


OJ000150 25.0124.C49 


.olO.tm 


Method 


TBLASTX: 


Maize 




Start 


17512 




End 


17866 






GI 


none 




Score 


564 






Exons 


17512. .17829, 17513. 


.17866, 


17515. .17865 






Seq. No. 


27217 




Seq. ID 


OJ000150 


_25.0124 


.C49 


Gene No. 


56368 




Strand 








Start 


17779 




End 


20968 






Name 


OJ000150 25.0124.C49 


.o,5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17542 




End 


18266 






GI 


none 




Score 


59 






Exons 


17542. .17589, 17545. 


.17586, 


17585. .17815, 17589 


. .17834, 






17590. .17829, 17840. 


.18148, 


17841. .18086, 17887 


. .18087, 






18084. .18146, 18103. 


.18147, 


18139. .18261, 18141 


. .18266, 





18141. .18266 



Seq. No. 27217 Seq. ID OJ000150_25 . 0124 . C4 9 

Gene No. '-'56368 . Strand - ; 

Start * " 17779 End 20968 

Name OJ000150 25.0124 .C49. 06. tc Method TBLASTX: Cress 



27237 



Start 
GI 

Exons 



17554 End 18076 

none - Score 47 

17554. .17589, 17557 . . 17586, 17585 .. 17815, 17589. . 17834, 

17590. .17817, 17591. .17842, 17839 .. 17961, 17840 .. 17953, 

17841. .17975, 17887 .. 17955, 17953 .. 17979, 17969. . 18076, 

17971.. 18063 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start. 
Name 

\St;artS L 
GI • 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27217 
56368 
17779 

OJ000150_25.0124 
17779 

183_5.R1084 
17779. .18163, 18 
'133999/spl P0542 
PROTEIN S7 >gi_7 
chloroplast >gi_ 
S7 [Oryza sativa 
protein S7 [Oryz 
protein S7 [Oryz 



27217 
56368 
17779 

OJ000150_25, 
17868 



C4 9.ol0.gp 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000150 25.0124.C49 . 



none 
17868. 
18833. 
19387. 



.18338, 
.19306, 
.19446, 



20968 
AAT/GAP 
19748 
2766 

704. .19748 

4|RR7_ORYSA 1 . Oe-48^ CHLOROPLAST 30S RIBOSOMAL 

0904_pir R3RZ7 ribosomal protein S7 - rice 

12037_emb_CAA33942_ (X15901) ribosomal protein 
] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

a sativa] >gi_226657_prf 1603356CH ribosomal 

a sativa] 1 



Seq. ID OJ000150_25.0124.C49 
Strand 

End 209.68 

Method TBLASTX: Maize 

End 19746 

Score 756 
17869. .19305/ 17887 19299, ' 
19361. .19444, 19362 .. 19445, 
19441. .19746, 19444. .19746 



0124.C49.ol.tm 



17868'. 
19214. 
19439. 



,19277, 
,19315, 
,19738, 



27217 
56368 
17779 

OJ000150_25.0124.C4 9.ol2.tw 
17943 %~ V - . 



End 

Method 

End j '. 

none r . " - ' " ■ ■ t -' Score 

17943. .18053, 17.94 6 .. 18026, 17947 .. 18030, 18010 .. 18141, 
18012.'. 18125, 18129. .18161, 18130.. 18162 



Seq. ID OJ000150_25.0124.C49 
Strand 

20968 

TBLASTX: Wheat 

'18162-. ; : . 

" 99 - 



27217 
56368 
17779 

OJ000150_25 . 0124 .C49.ol7 . tc 

18123 

none 

18123. .18278, 18134 .. 18244 , 
18142. .18282, 18143. .18283 

27217 
56368 
17779 

OJ000150_25.0124.C4 9.ol0.ts 
18268 

none . . 

18268. .18390, 18269 .. 18391, 
18486. .18668, 18489 .. 18668 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_25.0124.C49 
20968 

TBLASTX: Cress 

18283 

194 



18136. .18279, 18141 . .18278, 



Seq. ID 

Strand 

End 

Method 
End 

Score ' ' 



OJ000150_25.0124.C49 
20968 

TBLASTX : Soybean 
18670 

178 - 



18403. .18516, 18403. .18516, 
18515; .18670, 18517.. 18669 



27238 



Seq. No. 


27217 








Seq. ID 


OJ000150 


25 . 0124 


. C49 


Gene No. 


56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


18538 








End 


18948 






GI 


none 








Score 


42 






Exons 


185.38. 


.18597, 


18589. 


.18948, 


18604..18945 






Seq. No. 


27217 








Seq. ID 


OJ000150 


_25.0124 


.C49 


Gene No. 


56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


. o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


18558 








End 


19306 






GI 


none 


'■"'Vff 






Score 


709 






Exons 


18558. 


.19028, 


18558. 


.19079, 


18559. .19035, 18559 


. .19080, 






19030. 


.19146, 


19034. 


.19147, 


19035. .19061, 19038 


. .19154, 






19039. 


.19155, 


19091. 


.19159, 


19123. .19197, 19161 


. .19208, 






19198. 


.19272, 


19214. 


.19282, 


19224. .19268, 19254 


. .19298, 






' 19258. 


.19299, 


19264. 


.19305, 


19286. .19306 






Seq. No. 


27217 








Seq. ID 


OJ000150 


_25.0124 


.C49 


Gene No. 


56368 








Strand . 








Start 


17779 








End 


20968 






Name 


0 JO 00150 25.0124.C49 


. oil . ts 


-Method 


TBLASTX: 


Soybean 




Start 


18828 








- End 


19941 






GI 


none 








Score 


249 






Exons 


18828. 


.19025, 


18828. 


. 19028, 


18829. .19035, 18829 


; . 19029, 






190 12. 


.19134, 


19044. 


.19139, 


19045. .19134, 19091 


. .19141, 






19098. 


.19145, 


19161. 


.19196, 


19165. .19197, 19194 


. .19238, 






19197. 


.19238, 


19204. 


.19239, 


19227. .19289, 19362 


. .19427, 






19364. 


.19429, 


19422. 


.19448, 


19423. .19449, 19456 


. .19560, 






19483. 


.19560, 


19568. 


.19660, 


19587. .19643, 19675 


. .19713, 






19774. 


.19932, 


19775. 


.19930, 


19776. .19940, 19801 


. .19941 




Seq.. No.' . 


27217 








Seq. ID .'*; 


OJQ 0.0 15.0 


_25.Q!24 


.C49 


Gene' No . 


56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


.ol8.tc 


Method 


TBLASTX: 


Cress 




Start 


19366 








End 


19587 






GI 


none 








Score 


40 






Exons 


19366. 


.19401, 


19391. 


.19432, 


19403. .19435, 19425 


. .19562, 






19426. 


.19569, 


19427. 


.19558, 


19428. .19559, 19564 


. .19587 




Seq. No. 


27217 








Seq. ID 


OJ000150 


_25.0124 


-C49 


Gene No. 


56368 








Strand 








Start 


17779 








End 


20968 






Name 


OJ000150 25.0124.C49 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


19588 








End 


20968 - 






GI 


none 








Score 


110 






Exons 


19588. 


.19683, 


19588. 


.19674, 


19681. .19707, 19681 


. .19707, 






19683. 


.19712, 


19774. 


.19920, 


19781. .19912, 19815 


. .19913, 






19877. 


.19948, 


19967. 


.20044, 


19968. .2004 


8, 19969 


. .20049, 






20041. 


.20112, 


20044. 


.20112, 


20045. .20113, 20068 


. .20175, 






20082. 


.20150, 


20114. 


.20176, 


20172. .20303, 20192 


. .20308, 






20194; 


.20301, 


20198. 


.20356, 


20248. .20355, 20316 


. .20360, 






20375. 


.20551, 


20376. 


.20558, 


20459. .20560, 20461 


. .20559, 





27239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons ■ 

GI Descrip. ' 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



20585. ;20644, 20587 .. 2064 6, 20598 20651, 20653 .. 207 69, 

20655. .20771, 20739. .20864, 20748 20855, 207 67 .. 208 62 , 

20777. .20869, 20863 .. 20889, 20863 .. 20889, 20867 .. 20902, 

20891. .20968, 20893.. 20967 



27217 
56368 
17779 

OJ000150_25.0124.C4 9.oli.tw 

20673 

none 



Seq. ID OJ000150_25.0124.C49 
Strand 

End . 20968 

Method TBLASTX: Wheat .. 

End 20968 

Score 76 



20673. .20768, 20673 . .20750, 20739 .. 208 10, 20748 .. 20810, 

20767. .20811, 20767 .. 20811, 20780 .. 20821., 20784 20870, 

20806. .20871, 20857 .. 20934, 20874 .. 20930, 20875 20931, 

20933. .20968, 20935.. 20967 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 25.0124.C50 



141 

AAT/GAP 

141 

227 



27218 
56369 
1 

OJ000150_25 . 0124 . C50 . ol . gp, - . 
1 

LIB3432-043-P1-K1-H9 
1. .141 

'131251/sp|P12094|PSBAJDRYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 ' 

27218 
56369 
1 

OJ000150_25.0124.C50.ol.tm 

1 - . . . - 

none 



27218 ' 
56369 

■ 1 

OJ000150_25 . 0124 . C50 . ol . tw 
1 

none 

1..141, 2. .139, 3. .140, 76. .141 

27219 
56370 
67 

OJ000150_25.0124.C52.ol.ts 
67 

none 

67. .324, 68. .517, 68. .517, 184. .519, 397. .519 



Seq. ID 


OJ000150_25.0124 


.C50 


Strand 






End 


141 




Method ^ 


TBLASTX: Maize . 




End v - - 


141 . . ' 




Score 


117 




75. .140, 


76. .141 




Seq. ID 


OJ000150_25.0124 


.C50 


Strand 






End 


141 




Method 


TBLASTX: Wheat 




End 


141 




Score 

[1 


164 




Seq. ID 


OJ000150_25.0124 


.C52 


Strand 






End 


519 




Method 


TBLASTX: Soybean 




End 


519 




Score 


656 





27219 
56370 



Seq. ID. 
Strand 



OJ000150 25.0124.C52 



27240 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67 

OJ000150_25.0124.C52.ol.tw 
67 

none 

67. .132, 71. .229, 72. .230, 72 
27220 

56371 ^ 
381' ' 

OJ000150_25.0124.C55.ol.tc 

80 

none 



End 519 " 

Method TBLASTX : Wheat 
End 231 
Score 122 
..230, 184. .231 

Seq. ID OJ000150_25.0124.C55 



Strand 
End 

Method 

End 

Score 



+ 

441 

TBLASTX : Cress 
"4 41 ■ 
91 



80. .160, 81. .161, 85. .162, 86. .163, 209. .355, 216. .314, 
217. .348, 421. .441, 422. .439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27220 
56371 
381 

OJ000150_25 
381 

183_5.R1084 
381. .441 * 
'133999/sp| 
PROTEIN S7 
chloroplast 
S7 [Oryza s 
protein S7 
protein S7 



0124.C55.ol.gp 



Seq. ID OJ00"0I50_25. 0124. CSS- 
Strand + 
End 441 
Method AAT/GAP 
End 441 
Score 90 



P05424 |RR7_ORYSA 1.0e,-48 CHLOROPLAST 30S "R-IBOSOMAL 

>gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

>gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
ativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

[Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. -■. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27221 
56372 
280 

OJ000150_25.0124.C56.ol.tm 
65 

none 



Seq. ID OJ000150_25.0124.C56 

Strand + 

End 442 

Method TBLASTX : Mai ze 

End 441 

Score 321 



65.. 253, 65.. 247, 66...248, 256.. 282, 260... 283, 284.. 322, 
284. .322, 286.\'324,- 297. .440, 307. .441, 318. .440 



27221 ■ ' • •• 

56372 

280 . . 

OJ000150_25.0124.C56.ol.ts 

65 

.none 

65. .136, 65.. 136, 287.. 442, 



Seq. ID OJ000150_25.0i24.C56 



Strand 
End 

Method 
End 
Score 
288. .437 



+ 

442 

TBLASTX : Soybean 

442 

82 



27221 Seq. ID 

56372 Strand 
280 End 
OJ000150_25 . 0124 . C56 . ol . gp Method 
280 End 
LIB3431-017-P1-K1-H4 Score 
280. .442 

, 1173189/sp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091 _pir S58629 ribosomal protein S12 - 

maize chioroplast >gi_342619 (M17841) ribosomal protein S12/-[Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 



OJ000150_25.0124.C56 
+ 

442 

AAT/GAP 

442 

266 



27241 




[Zea mays] ' 



Seq. No.' 


27222 




Seq. ID 


OJ000150_25.0124 


.C57 


Gene No. 


56373 




Strand 






Start 


74 




End 


309 




Name 


OJ000150 25.0124.C57.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


74 




End 


309 




GI 


none 




Score 


270 




Exons 


74. .262, ; 86. .262^-264. . 


308, 


265. .306, 


265. .309 




Seq. No. 


27223 




Seq. ID 


OJ000150_25.0124 


.C58 


Gene No. 


56374 




Strand 






Start 


1 




End 


418 




Name 


OJ000150 25.0124.C58.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 ' • 




End 


399 




GI 


none 




Score 


710 




Exons 


1..399, 3. .398, 64. .399 










Seq. No. 


27223 




Seq. ID 


OJ000150_25.0124 


.C58 


Gene No. . 


56374 




Strand 






Start 


1 




End 


418 




Name 


OJ000150 25.0124.C58.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2 




< -End; 


266 




GI 


none 




Score . 


258 




Exons 


2. .259, 2. .262, 3. .266, 


3.". 


266 






Seq. No. 


27223 




Seq. ID 


OJ000150_25.0124 


.C58 


Gene No. 


56374 




Strand 






Start 


1 




End . 


418 




Name 


OJ000150 25.0124.C58.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


158 




GI 


none 




Score 


190 




Exons 


2. .157, 2. .157, 3. .158, 


3. . 


158 






Seq. No. 


27223 




Seq. ID 


OJ00015CK 25.0124 


.C58 


f Gene No.* 


56374 ;■ - 




* /Strand 






Start 


1 




End' 


418 ' 




Name 


OJ000150 25.0124.C58.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


159 




End 


418 • 




GI 


none 




Score 


397 




Exons 


159.. 416, 159. .404, 191 


..418 






Seq. No. 


27223 




Seq. ID 


OJ000150_25.0124 


.C58 


Gene No. 


56375 




Strand 






Start 


'419 




End 


706 




Name 


OJ000150 25-.0124.C58.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


419 




End 


706 




GI 


none 




Score 


415 




Exons 


419. .706, 420. .704 










Seq. No. 


27223 




Seq. ID 


OJ000150_25.0124 


.C58 


Gene No. 


56375 




Strand 






Start 


419 




End 


706 




Name 


OJ000150 25.0124.C58.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


427 ■ ' 




■ End 


659 




GI 


none 




Score 


'324 




Exons 


427. .651, 429. .659, 431 


. .658 







27242 



Seq. No. 


27223 




Seq. ID 


OJU00150 25. 0124. Coo 


Gene No. 


56375 . 




Strand 




Start 


419 




End 


706 


Name 


OJ000150 25.0124.C58.o2.tm 




Method 


TBLASTX : Maize 


Start 


599 




End 


706 


GI 


none 




Score 


152 


Exons 


599. .706, 601. .705 








Seq. No. 


27224 




Seq. ID 


■OJ000150_25.0124.C61 


Gene No. 


56376 




Strand 




Start 


1 




End 


193 


Name 


OJ000150 25.0124.C61.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


193 


GI 


306 9.R108.4 




Score 


365 


Exons 


1..193 








GI Descrip. 


• 287391/dbj | D13111 1 RICMT15 


1. 


Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene ' 








Seq. No. 


27224 




Seq. ID 


OJ000150_25.0124.C61 


Gene No. 


56376 




Strand 




Start 


1 




End 


193 


Name 


OJ000150 25-0124. C61.ol.tc 




Method 


TBLASTX: Cress 


Start 


10 




End 


193 


GI 


none 




Score 


152 


Exons 


10. .123, 11. .124, 12. .137, 


126.. 191, : 


126.. 191, 127.. 192, 




134. .193 








Seq. No. 


27225 




Seq. ID 


OJ000150_24 . 0124 .CI 


Gene No. 


56377 




Strand 


+ 


Start 


134 




End 


761 


Name 


OJ000150 24.0124.Cl.ol.gp 




Method 


AAT/GAP 


Start 


134 




End 


681 


GI 


none 




Score 


896 


Exons , 


134. .266, 338. .681 








Seq'. *No-;-' 


27225 




Seq'. ID 


OJ000'150_24.0124.Cl 


Gene No. 


56377 




Strand 


+ 


Start 


134 




End 


. 761 ■ 


Name 


OJ000150 24.0124.Cl.ol.gs 




Method 


GENSCAN 


Start 


176 




End 


761 


GI 


none 




Score 


.96 


Exons 


176. .266, 679. .761 








Seq. No. 


27225 




Seq/ ID 


OJ000150_24.0124.C1 


Gene No. 


56378 




Strand 


+ 


Start 


1996 




End 


5953 


Name 


OJ000150 24.0124.Cl.o2.gs 




Method 


GENSCAN 


Start 


1996 




End 


5953 


GI 


none 




Score 


.82 


Exons 


1996.. 2067, 2545.. 2626, 5685. 


.5953 




Seq. No. 


27225 




Seq. ID 


OJ000150_24.0124.C1 


Gene No. 


56379 




Strand 




Start . - 


4849 




End 


5887 


Name' 


OJ000150 24.0124.Cl.ol.np 




Method 


AAT/NAP 


Start 


4849 




End 


5845 



27243 




GI 


4467100 " 






Score 


293 






Exons 


4849. .4932, 


5664 


. .5845 










GI Descrip. 


(AL035538) 


MADS-] 


box protein 


AGL17-like 


protein 


[Arabidopsi: 




thaliana] 














Seq. No. 


27225 






Seq. ID 


OJ000150 


_24.0124 


.CI 


Gene No. 


5637 9 






Strand 








Start- 


4 8'4 9 






End 


5887 






Name 


OJ000150 24 


.0124 


.Cl.ol.tc 


Method 


TBLASTX: 


Cress ■ 




Start 


4854 






End 


5887 






GI 


none 






Score 


168 






Exons 


4854. .4934, 


5657 


..5857, 5667 


..5846, 5732. .5887 






Seq. No. 


27225 




- 


Seq. ID 


OJ000150 


_24.0124 


.CI 


Gene No. 


56379 






Strand 








Start 


4849 






End 


5887 






Name 


OJ000150 24 


.0124 


.Cl.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


4863 






End 


5848 






GI 


none 






Score 


81 






Exons 


4863. .4934, 


4876 


..4935, 5664 


..5846, 5666. .5848, 


5738. .5848 


Seq. No. 


27225 






Seq. ID 


OJ000150 




/-1 1 


(3£ne No.' 


56379 






■ Strand. 








Start ' 


4849 






End 


5887 






Name 


OJ000150 24 


.0124 


.Cl.ol. tw 


■ Method 


TBLASTX: 


wnear 




Start 


5651 






End • 


5855 






GI . 


none 






Score 


131 






Exons 


5651. .5845, 


5679 


..5846, 5732 


..5851, 5745.. 5855 






Seq. No. 


27225 






Seq. ID 


OJ000150 




.CI 


Gene No. 


56379 






Strand 








Start 


4849 






End 


5887 






Name 


OJ000150 24 


.0124 


.Cl.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5663 






End 


5846 






GI 


none 






Score 


174 






Exons 


5663, .5845, 


5664 


..5846 










Seq. No. 


27226 






Seq. ID 


OJ000150 


_24.0124 


.C2 


Gene No. 


56380 






Strand 


+ 






Start 


13549 






End . 


14679 






Name 


OJ000150 24 


.0124 


.C2.o5.gs 


Method 


GENS CAN 






Start . 


13549 






End 


14679 






GI 


none 






Score 


.88 






Exons 


13549. .13729, 13967 .. 14031, 


14560. .14679 






Seq. No. 


27226 






Seq. ID 


OJ000150 


_24.0124 


.C2 


Gene No. 


56381 






Strand 


+ 






Start 


17092 






End 


17635 






Name 


OJ000150 24 


.0124 


.C2.o6.gs 


Method 


GENSCAN 






Start 


17092 






End 


17635 






GI 


none 






Score 


.81 






Exons 


17092. .17293, 17466. .17635 










Seq. No. 


27226 






Seq. ID 


OJ000150 


_24.0124 


.C2 


Gene No . 


56382 ■ 






Strand 


+ 






Start 


18945 






End 


19681 






Name 


OJ000150 24 


.0124 


.C2.o4.gp 


Method 


AAT/GAP 







27244 



Start 


18945 


End 


19681' 


GI 


101153 1.R1084 


Score 


408 


Exons 


18945. .19053, 19432.. 19681 






GI Descrip. 


•5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sat'iva 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone: tl7804' 


Seq. No. 




Seq. ID 


OJ000150_24.0124.C2 


Gene No. * 




Strand 


+ 


Start 


OC1 1 c 


End 


26552 


Name 


OJUUUloU ^4 . U1^4 . . Ob . gp 


. Method 


AAT/GAP 


Start 


Zbllb 


End 


26552 


GI 


13686 1.R1084 


Score 


847 


Exons 


26116. .26552 






GI Descrip. 


- iz /yD4u/emD j LAAboiui i o . ue- 


17 (X92204) 


NAM [Petunia x hybrid 




>gi bUbboyo emu CAAbjJlUz.z 


(X92205), NAM [Petunia x hybrida] 


Seq. No. 


Z / <:zo 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


ODO04 


Strand 


+ 


Start 


/ODD 


End 


28557 


Name 


ujuuui ju Z4i . . . oo . gs 


Method 


GENSCAN 


Start 


27855 


End 


28557 


GI 


none 


Score 


.63 


Exons 


27855. .28222, 28404.. 28557 






Seq. No* 


27226 


Seq. ID 


OJ00015d_24 v 0124.C2 


Gene No. 


56385 


Strand 


+ 


Start 


49599 


End 


50637 


Name 


OJ000150 24 .0124 .C2-.ol3.gs 


Method 


GENSCAN 


Start 


49599 


End 


50406 


GI 


none 


Score 


.46 


Exons 


49599.-49727, 50188.. 50406 







Seq. No. 


27226 


Seq. ID 


OJ000150_24 


.0124.C2 


Gene No. 


56385 


Strand 


+ 




Start 


49599 


End 


.50637 




Name 


OJ0001|iO-"24.0124-.C2.oll.gp 


Method 


AAT/GAP 




Start " 


50115 '"■ 


End . 


50637 




GI 


none 


Score 


1012 




Exons 


50115. .50637. 








Seq. No. 


27226 


Seq. ID 


OJ000150 24 


.0124. C2 


Gene No. 


56386 


Strand 


+ 




Start 


77804 


End 


79117 




Name 


OJ000150 24.0124.C2.ol0.np 


Method 


. AAT/NAP 




Start 


77804 


End 


79117 




GI 


5777617 


Score 


85 




Exons 


77804. .77890, 79015.. 79117 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza : 


sativa] 




Seq. No. 


27226 


Seq. ID 


OJ000150_24 


.0124. C2 


Gene No. 


56387 


Strand 


+ 




Start 


80115 


End 


81611 




Name 


OJ000150 24.0124.C2.ol2.np 


Method 


AAT/NAP 




Start 


80115 


End 


81611 




GI - ■ . ; 


- 5823579 


Score 


970 




Exons 


80115. .81611 








GI Descrip. 


(AJ132843) mitochondrial RNA ] 


helicase 


[Arabidopsis 


thaliana] 



27245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No 
Gene 'No 




Seq. Nd. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



27226 
56388 
84675 

OJ000150_24 .0124.C2.ol7.gp 
84519 

26430JL.R1084 

84519..84797, 85946. . 86068, 
86573. :2 :86686, 86778 .. 86846 " 
, 2253411 6.0e-28 (AF007219) 
fluviatilis] 1 



Seq. ID OJ000150_24 . 0124 . C2 

Strand + 

End 87927 

Method AAT/GAP 

End 86846 

Score 1083 
86184 .. 86234, 86422.. . 864 93, . 

PP2A inhibitor [Tetraodon 



27226 

56388 • • 

O J'60'0150_24 . 0124 . C2 .'617 . gs 
84675 
none 
84675. 
86573. 
87562. 



Seq. ID 
. strand . 
■End V 
Method*. 
End 
Score 

.84797, 85946. .86068, 86184 .. 86234, 86422 .. 864 93, 
.86686, 86778. .86839, 87214 .. 87274, 874 16 .. 87472, 
.87603,-" 87838. .87912 



OJ000150_24.0124.C2 
+ 

:8.7927V. 
GENSOAN 
87912 
.88 



27226 ..." - Seq. ID 

56388 Strand 
84 675 End 
OJ000150_24 .0124.C2.ol3.np Method 
84681 End 
6730705 Score 

84681. .84797, 85946 86068, 86184, 

.86839, 87214. 



OJ000150_24.0124 .C.2.. 
"+ 

87927 
- AAT/NAP 
87927" 
525 

86234, 86422. .86493, 
87274, 87413. .87487, 



86573. .86686, 86778 
87838.-87927 

(AC011809) Putative phospatase 2A inhibitor [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



27226 Seq. ID OJ000150_24 . 0124 . C2 

56389 Strand 

2172 . End ' . 7115 

OJ000150_24 .0124.C2.o2.np . Method AAT/NAP 

2172 End '7115 

282964 Score 686 

2172.. 2292, 5466.. 5612, 5649. .5799, 6709. .6838, 6983. .7115 
transforming protein (myb) homolog (clone myb.Ph3) - garden 
petunia gi | 20563 | emb | CAA7 8386 | (Z13996) protein 1 [Petunia x 
hybrida] 



27226 



Seq. ID OJ000150 24. 0124. C2 



56389 Strand 

2172 End 7115 

OJ000150_24 .0124.C2.ol.gp Method AAT/GAP 

2456 End 4040 

3718_1.R1084 Score 1415 
2456.. 2891, 3736.. 4040 

, 1945280/emb|Y11352|OSMYB1308 3.0e-ll O.sativa mRNA for myb 
factor, 1308 bp' 



27226 
56389 



Seq. ID 
Strand 



OJ000150 24. 0124. C2 



27246 




Start 


2172 ' 


End 


7115 


Name 


OJ000150 24.0124.C2.o2.gs 


Method 


GENSCAN 


Start 


2610 


End 


4005 


GI 


none 


Score 


.93 


Exons 


2610. .2891, 3736. .4005 - 






Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56389 . 


- S;tetand 




Start 


2172 




7115 ' 


Name 


OJ000150 24.0124.C2.ol.np 


Method 


AAT/NAP 


Start 


2613 


End 


4005 


GI 


6136559 


Score 


630 


Exons 


2613.. 2891, 3736.. 4005 






GI Descrip. 


YCF65-LIKE PROTEIN PRECURSOR 


gi | 2695931 | emb | CAA10984 | (AJ222779) 


v* - 


. hyp o t he t i Gal" pr o t e i*h [ H o r de urn v# 1 g a r e. ] 




Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 




56389 


Strand 




Start 


2172 


End 


7115 


Name 


OJ000150 24.0124 v C2..o3.gs 


Method 


GENSCAN 


Start 


5025 


End 


7115 


GI 


none 


Score 


1 


Exons 


5025.. 5799, 6709 6838 , 6983 . 


.^115 




Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56390 


Strand 




Start 


7033 


End 


7381 . 


Name 


OJ000150 24.0124.C2.o2.gp 


Method 


AAT/GAP 


Start 


7033 : 


End 


7381 


GI 


2431127 


Score 


631 


Exons 


7033. .7381 






GI Descrip. 


1945280/emb | Y11352 | OSMYB1308 


3.0e-ll 0 


. sativa mRNA for myb 



factor, 1308 bp 



Seq. No. 


27226 


Seq. ID 


OJ000150_24 


.0124. C2 


Gene No. 


56391 


Strand 






Start ■ . 


8359 " 


End 


9557 




Name 


OJ000150 24.0124.C2.o4.gs 


Method 


GENSCAN 




Start 


8359 


End 


9557 




GI 


none 


Score 


.85 




Exons 


8359.. 8600, 9042.. 9135, 9290. 


.9415, 9480.. 9557 




Seq. No. 


27226 


Seq. ID 


OJ000150_24 


.0124.C2 


Gene No. 


56392 


Strand 






Start 


13159 


End 


13566 




Name 


OJ000150 24.0124 .C2.o3.gp 


Method 


AAT/GAP 




Start 


13159 


End 


13566 




GI 


LIB3477-003-P1-K1-E9 


Score 


142 




Exons 


13159. .13247, 13546. .13566 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


27226 


Seq. ID 


OJ000150_24 


.0124 .C2 


Gene No. 


56393- 


Strand 






Start 


16707 


End 


21762 




Name 


OJ000150 24.0124.C2.o3.np 


Method 


AAT/NAP 





27247 




Start 


16707 


End 


21762 


GI 


6907086 


Score 


1782 


Exons 


16707. .17057, 17159 .. 17240, 


17456. .17673, 20981.. 21762 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


27226 


Seq. ID 


/-\ t C\ f\ f\ *\ C A O A Ally! /"» O 

OJ000150 24. 0124. C2 


Gene No. 


56393 


Strand 




Start 


16707 


, End 


21762 


Name 


OJ000150 24.0124.C2.o5.gp 


Method 


AAT/GAP 


Start 


20656 


End 


20966 


GI 


61605_3.R1084 


Score 


434 


Exons 


20656. .20966 




- 


GI Descrip. 


' 1402920/emb | CAA66965 | 2 . 0e< 


-20 (X98321) 


i peroxidase [Arabidopsi 




thaliana] ' 






Seq. No. 


27226 


Seq. ID* 


OJ000150_24.0124.C2 : 


Gene No. 


56394 


Strand 




Start 


33815 


End 


36830 


Name 


OJ000150_24 .0124 ,C2.o4 .np 


Method 


AAT/NAP 


Start 


33815 


End 


36371 


GI 


6223650 


Score 


513 


Exons 


33815. .33859, 35547. .35621, 


35753. . 360-38 , 36173. .36371 


GI Descrip. 


'(AC011698)' NAM-li)ce protein 


.,.(no apical me'ristem) [Arabidopsis 




thaliana] 






Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56394 


Strand 




Start 


33815 


End 


-36830 


Name 


OJ000150 24.0124.C2.o7.gp 


Method 


AAT/GAP 


Start 


34830 


End 


35179 


GI 


3768510 


Score 


657 


Exons 


34830. .35179 






Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56394 


Strand 




Start 


33815 . 


" End 


36830 


Name 


OJ000150_24 . 0124 ,C2 .olO .gs 


Method 


GENSCAN 


Start 


35061 


. End 


36347 


GI 


none . 


Score 


.88 


Exons 


35061. .35621, 35743. . 36038, 


36173. .36347 


Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56394 


Strand 




Start 


33815 


End 


36830 


Name 


OJ000150 24.0124.C2.o8.gp 


Method 


AAT/GAP 


Start 


35977 


End 


36830 


GI 


699894 


Score 


611 


Exons 


35977. .36038, 36173 36403, 


36788. .36830 


GI Descrip.. 


1279640/emb|CAA63101| 8.0e-17 (X92204) 


NAM [Petunia x hybrida] 




>gi_6066595_emb_CAA63102 . 2_ 


(X92205) NAM [Petunia x hybrida] 


Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56395 


Strand 




Start - 


37738 


End 


41752 


Name 


•OJ000150 24.0124:C2.oll.gs 


Method 


GENSCAN 


Start 


37738 


End 


41752 


GI 


none 


Score 


.61 



27248 




Exons 37738.-37782, 38092 .. 38220, 38920 . . 39047 , " 39406 39476, 

40127. .40412, 40552 . . 40595, 41679.. 41752 



Seq. No. 


2122b 


Seq. ID 


OJ000150_24.0124 




Gene No. 


56396 


Strand 






Start 


43310 


End 


49018 




Name 


OJ000150 24.0124.C2.ol2.gs 


Method 


GEN SCAN 




Start • 


43310 


End 


48876 




GI 


none 


Score 


.78 




Exons 


43310. .43882, 44 672 .. 44742, 


47043. .47152, 47308 .. 47419, 






47574. .47632, 47977 .. 48065, 


48113. .48274, 48383 .. 48563, 






48638.-48876 








Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124 




Gene No. . 


56396 . 


Strartet ^ . 






Start 


43310 


End 


49018 




Name 


OJ000150 24.0124.C2.o5.np 


Method 


AAT/NAP 




Start 


43313 


End 


43827 




GI 


6138864 


Score 


383 . 




Exons 


43313. .43827 








GI Descrip. 


(AL132674) molybdenum . co factor biosynthesis protein 






[Streptomyces coelicolor A3(2)] 






Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56396 


Strand 






Start 


43310 


End 


49018 




Name 


OJ000150 24.0124.C2.o9.gp 


Method 


AAT/GAP 




Start 


47261 


End 


47651 




GI ' 


none 


Score 


688 




Exons 


47261. .47651 








Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56396 


Strand 






Start 


43310 


End 


49018 




Name 


OJ000150 24.0124.C2.o6.np 


Method 


AAT/NAP 




Start 


48062 


End 


48929 




GI 


5080791 %> ■ 


Score 


394 




Exons 


48062. .48274, 48383 .. 48506, 


48638. .48929 




GI Descrip. 


(AC007576) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56396 . 


Strand 






Start 


43310 


End 


49018 




Name _ 


OJ000150 24.0124.C2.ol0.gp 


Method 


AAT/GAP 




Start - 


48810 


End 


49018 




GI 


568151 


Score 


406 




Exons 


48810. .49018 








Seq. No. 


27226 


Seq. ID 


OJ000150_24.0124 


-C2 


Gene No. 


56397 


Strand 






Start 


51421 


End 


63596 




Name 


OJ000150 24.0124.C2.o7.np 


Method 


AAT/NAP 




Start 


51418 


■ End 


55040 




GI 


6598488 


Score 


761 




Exons 


51418. .51699, 51755 51933, 


52539. .53223, 54850 .. 5504 0 




GI Descrip. 


(AC005770) unknown protein 


[Arabidopsis thaliana] 





27249 




Seq. -No. 


27226 


Seq. ID 


OJ0001-50_ 


24. 0124. C2 


Gene No. 


56397 


Strand 






Start 


51421 


End 


63596 






OlTOOOI SO 24 0124 C2 ol4 as 


Method 


GENSCAN 




Start 


51421 


End 


61553 




GI 


none 


Score 


.52 




Exons 


51421. .51933, 52539 53146, 


53187. .534E 


J5, 53601. 


.53729, 




54324. .54457, 55048 55184 , 


55413. .55621, ; 57746. 


.57828, 




59117. .59613, 60695 61393, 


61502. . 61553 




Seq. No. 


27226 


Seq. ID 


OJ000150_ 


24 ;0124.C2 


Gene No. 


56397 


Strand 






Start 


51421 


End 


63596 




Name 


OJ000150 24.0124 .C2 .ol2 . an 


Method 


AAT/GAP 




Start . 


51745 /^•:r^:.' ■ ' 


End 


52671 




GI 


LIB3433-005-Q6-K1-E11 


Score 


554 




Exons 


51745. .51933, 52539.. 52671 








GI Descrip. 


•3928097 6.0e-19 (AC005770) 


unknown protein, 5'' 


partial 




[Arabidopsis thaliana] 1 








Seq. No. 


27226 


Seq. ID 


OJ000150_ 


24 . 0124 . C2 


Gene No. 


56397 


Strand 






Start 


51421 


End . 


63596 




Name 


OJ000150 24.0124.C2.o8.np 


Method 


AAT/NAP 




Start 


59111 


End 


63596 




GI 


6598488 


Score 


712 




Exons 


59111. .59384, 59453 .. 59589, 


60734. .61393, 63572. 


.63596 


GI Descrip. 


(AC005770) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


27226 


Seq. ID 


OJ000150_ 


24. 0124. C2 


Gene No. 


56398 


Strand 






Start 


66377 


End 


76433 




Name 




Method 


GENSCAN 




Start 


66377 


End 


76433 




GI. 


none 


Score 


.6 




Exons 


66377. .66405, 68455 .. 68552 , 


68931. .69232, 70918. 


.71013, 




71249. .71353, 71427 .. 71534 , 


71610. .71696, 72236. 


.72315, 




72867. .72934, 73538 .. 73755, 


74542. .74608, 76297. 


.76433 


Seq. No. 


27226 


Seq. ID 


OJ000150_ 


24. 0124. C2 


Gene No. 


56398 


Strand 






Start 


66377 


End 


76433 




Name 


O.TOnm SO 9 A 01 ?4 C? nl^ an 


Method 


AAT/GAP 




Start 


70964 


End 


71662 




GI 


LIB3431-037-P1-N1-G3 


Score 


950 




Exons 


70964. .71305, 71427 .. 71534 , 


71610. .71662 




GI Descrip. 


•2565436 2.0e-10 (AF028842) 


DegP protease precursor [Arabi* 




thaliana] ' 








Seq. No. 


27226 


Seq. ID 


OJ000150_ 


24. 0124. C2 


Gene No. 


56398 


Strand 






Start 


66377 


End 


76433 




Name 


OJ000150 24.0124.C2.o9.np 


Method 


AAT/NAP 




Start 


71174 


End 


75405 




GI 


2565436 


Score 


456 




Exons 


71174. .71299, 71421 .. 71548, 


71627. .71696, 72236. 


.72315, 




72867. .72934, 73538.-73755, 


74542. .74637, 74940. 


.75014, 



27250 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



75320.. 75405 

(AF028842) DegP protease precursor [Arabidopsis thaliana] 



27226 Seq. ID 

56398 Strand 

66377 End 

OJ000150_24 . 0124 . C2 . ol4 . gp Method 

74557 End 

LIB3431-037-P1-K1-G3 Score 



OJ000150_24.0124.C2 

76433 
AAT/GAP 
75838 
776 



74557. .74608, 74739 .. 74814 , 74 948 .. 75014 , 75320 .. 75418,. 
75517. .75599, 75748.. 75838 

f 5042437/gb|AC007789.1|AC007789 7.0e-35 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



27226 v 
56399 
79298 

OJ000150_24 . 0124 .C2 . oil .np 
79298 . 
5777617 
79298. .79531, 80480.. 80569 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



-Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000150 ;i4 .0124 .C2 



80569 
AAT/NAP 
80569 
78 



27226 Seq. ID 

56399 Strand 

79298 End 
OJ000150_24 . 012 4 . C2 . ol5 . gp Method 

79759 End 

4968625 Score 
79759.. 80065 



OJ000150_24.0124.C2 

80569 
AAT/GAP 
80065 
585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



27226 Seq. ID 

56400 Strand 

88171 End 

OJ000150_24 . 0124 . C2 . o2 . tm Method 

2470 End 

none Score 



OJ000150_24.0124.C2 
89363 

TBLASTX: Maize 

4011 

65 



2470. .2532, 2477. .2533, 2609. .2704, 2610. .2897, 2614. .2907, 
3932.. 4009, 3943.. 4011 



27226 
56400 
88171 

OJ000150_24 . 0124 .C2 . o3 . tc 
2613 
none 

2613.. 2855, 2620.. 2895 

27226 
56400 
88171 

OJ000150_24.0124 .C2.ol.ts 
2616 
none 

2616.. 2885, 2617.. 2886, 2624.. 2896 
27226 Seq. ID 



Seq. ID 

Strand 

End 

Method 
End ^ 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24.0124.C2 
89363 

TBLASTX: Cress 

2895 

222 



OJ000150_24.0124.C2 
89363 

TBLASTX : Soybean 

2896 

274 



OJ000150 24. 0124. C2 



27251 




Gene No. 


56400 








Strand 




Start 


88171 








End 


89363 


Name 


OJ000150 24. 


0124 


.C2.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


5571 








End 


7140 


GI 


none 








Score 


145 


Exons 


5571. .5591, 


5670 


. .5822, 


5680. 


.5811, 6697. .6843, 6703. .6831 




6708. .6842, 


6972 


. .7115, 


6982. 


.7140 




Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 








Strand 


- . 


Start 


88171 








End 


89363 


Name 


OJ000150 24. 


0124 


.C2.ol0 


. tm 


Method 


TBLASTX: Maize 


Start 


5572 








End 


5822 


GI 


none 








Score 


42 


Exons ■■ . ' 


5572. .5592, 


5682 


. .5822, 


56B3. 


V5802-" 1 




Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 








Strand 




Start 


88171 








End 


89363 


Name * 


OJ000150 24. 


0124 


.C2.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


5670 








End 


7137 


GI 


none 








Score 


151 


Exons 


5670. .5822, 


5680 


. .5802, 


6697. 


.6843, 6703. .6828, 6708. .6842 




6972. .7136, 


6982 


. .7137 








Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 








Strand 




Start 


88171 








End 


89363 


Name 


OJ000150 24. 


0124 


.C2.o2. 


tw ^ 


Method 


TBLASTX: Wheat 


Start 


6706 








End 


7119 


GI 


none 








Score 


156 


Exons 


6706. .6843, 


6706 


. .6840, 


6708. 


.6842, 6964.. 7116, 6972. .7115 




7045. .7119 












Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 








Strand 




Start 


88171 








End 


89363 .' 


Name 


OJ000150 24. 


0124 


.C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


6744 








End 


7119 


GI 


none 








Score 


108 


Exons 


6744. .6869, 


6748 


. .6870, 


6988. 


.7119, 6990. .7118 


Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 . 








Strand 




Start 


88171 








End 


89363 


Name 


OJ000150 24. 


0124 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


26160 








End 


26485 


GI 


none 








Score 


470 


Exons 


26160. .26477 


, 26160. .26450, 26164 26484 , 26165 264 85, 




26318. .26485 










Seq. No. 


27226 








Seq. ID 


OJ000150_24.0124.C2 


Gene No. 


56400 








Strand 




Start 


88171 








End 


89363 


Name 


OJ.00015-0'24. 


0124 


.C2„.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


35780 








End 


36019 


GI 


none 








Score 


227 



27252 




Exons 


35780. .36019,. 35803 


. .36012 








Seq. No. 


27226 




Seq. ID 


OJ000150_24 .0124 


.C2 


Gene No. 


56400 




Strand 






otart 


QQ1 11 




End 


89363 




Name 


OJ000150 24. 0124. C2 


.o3.ts 


' Method 


TBLASTX : Soybean 




Start 


35785 




End 


36321 




GI 


none 




Score 


315 




Exons 


35785. .36012, 35786 


. .36034, 


36168. .36203, 36172 .. 36192, 






36261. .36320, 36268 


. .36321 








Seq. No. 


27226 




. Seq. ID 


OJ000150_24.0124 


.C2 


Gene No . 


O uu 




Strand 






Start 


88171 . 




End 


89363 




Name 


OJ000150 24. 0124. C2 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


35794' 




End 


36347 




GI 


none 




Score 


260 




Exons 


35794. .36012, 35804 


. .36034, 


36101. .36169, 36168. .36347 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


OD4UU 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24.0124. C2 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


35803 ^ 




End ' 


36013 




GI 


none 




Score 


165 




Exons 


35803. .36012, 35810 


. .36013 








Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


0O4UU 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24. 0124. C2 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


43310 




End 


43781 




GI 


none 




Score 


207 




Exons . 


43310. .43747, 43352 


. .43777, 


43365. .43781 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No.. 






Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24. 0124. C2 


,o9.tm 


Method 


TBLASTX: Maize 




Start 


43605 




End 


43795 




GI 


none 




Score 


207 




Exons 


43605. .43778, 43607 


. .43780, 


43607. .43795 




Seq. No. 


27226 


- 


Seq. ID 


OJ000150_24.0124 


.C2 


Gene No . 






Strand 






Start 


88171 




End 


89363 . 




Name 


OJ000150 24. 0124. C2 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


50242 




End 


50424 




GI 


none 




Score 


247 




Exons 


50242. .50424, 50242 


. .50292, 


50253. .50411 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24. 0124. C2 


.o4.ts 


Method 


TBLASTX :'Soybean 




Start 


51536 




End 


60845 




GI 


none 




Score 


79 





27253 



Exons 



51536. .51682, 51544 .. 51690, 51694 .. 51933, 51722 .. 51934, 
59201. .59326, 594 17 59587 , 60777.. 60845 



Seq. No. 27226 

Gene No. 56400 

Start 88171 

Name OJ000150_24 . 0124 ,C2 . o7 . tc 

Start 51694 

GI none 

Exons 51694. .51933, 51695 .. 51934 , 
• 60777. .60899, 60891.. 61022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27226 
56400 
•88171 

OJ000150_24, 
51751 
none 
51751. 
52773. 
60891. 



0124.C2.o3.tm 



,51933, 
,52991, 
,61238, 



52536. 
59462. 
60904. 



,52685, 
,59587, 
,61239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24.0124.C2 
89363 

TBLASTX: Cress 

61022 

90 



52515. .52685, 594 17 .. 59602 , 



Seq. ID OJ000150_24.0124.C2 
Strand 

-End 89363 • ^ 

Method TBLASTX: Maize 

End 61239 

Score 55 
52582. .52680, 52738 52992 , 
60741. .60899, 60784 60882 , 



Seq. No. . 27226 
Gene No. 5640a 
Start 88171 

Name OJ000150_24 . 0124 . C2 . o5 . ts 

Start 52818 

GI ' none 

Exons ' 52818. .53150, 52819. . 53148, 
61096. .61395 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24.0124.C2 
89363 

TBLASTX : Soybean 
61395 
r i68 



60906. .61028, 61065 .. 61394 « 



Seq. No. 27226 
Gene No. 56400 
Start 88171 

Name OJ000150_24 .0124 .C2.o5.tc 

Start , 711,83 

GI : ^none ' . 

Exons 71183. .71305, 71424 .. 71540, 

71607. .71699, 71620. .71700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27226 
56400 
88171 

OJ000150_24 . 0124 . C2 . o9 . ts 

72233 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24.0124.C2 
89363 

TBLASTX: Cress 

71700 

71 



71424. .'71546, 71425 .. 71547 , 



Seq. ID OJ000150_24.0124.C2 
Strand 

End 89363 

Method TBLASTX : Soybean 

End 73756 

Score 45 



72233. .72328, 72865 .. 72936, 73540 .. 73596, 73540 .. 73572 , 
73594. .73755, 73607.. 73756 



Seq. No. 27226 

Gene No. 56400 

Start 88171 

Name OJ000150_24 . 0124 ,C2 . o4 . tm 

Start 72865 

GI none 

Exons 72865. .72912, 72866. . 72937, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



'OJ000150_24.0124.C2 
89363 

TBLASTX: Maize 

74824 

96 



72868. .72912, 



73540. .73755, 73557 .. 73757, 73601 .. 73756, 



72908. 
73620. 



,72934, 
,73757, 



27254 




74530^.74613, 74532.. 74615, 74539 .. 74 613, 74540 .. 74614 , 
74541. .74627, 74737 .. 74793, 74738 .. 74794 , 74739 .. 74798, 
74742.-74798, 74784 .. 74816, 74791 .. 74817 , 74792. .74824 



Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 2.4. 0124. C2. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


79890 




End 


80317 ■ 




GI 


none 




Score 


62 




Exons 


■79890. .79964, 80046. 


.80315, 


80054. .80158, 80180. .80317 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171. 




End 


89363 




Name 


OJ000150 24. 0124. C2. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


80046 




End 


80327 




GI 


none 




Score 


171 




Exons 


80046. .80204, 80054. 


.80245, 


80126. .80326, 80142. .80327 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start . 


88171 




End 


89363 




Name 


OJ000150 24.0i24.C2. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


. 80433 




End 


80702 




GI 


none 




Score 


176 




Exons 


80433. .80609, 80453. 


.80578, 


80628.. 80702 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24. 0124. C2. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


80877 




End 


81133 




GI 


none 




Score 


286 




Exons 

- 


80877. .81131, 8088.1. 


.81051, 


80882.. 81133 . 




Seq. No. 


^ 27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24.0124.C2. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


81196 




End 


81687 




GI 


none 




Score 


613 




Exons 


81196. .81546, 81198. 


.81674, 


81201. .81581, 81202. .81687 




Seq. No. 


27226 




Seq. ID 


OJ000150_24.0124 


.C2 


Gene No. 


56400 




Strand 






Start 


88171 




End 


89363 




Name 


OJ000150 24. 0124. C2. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


84672 




End 


87474 




GI 


none 




Score 


103 




Exons 


84672. .84803, 85943. 


.86068, 


85943. .86068, 8594 4 .. 86069, 






85945. .86085, 86172. 


.86237, 


86184. .86237, 86185 .. 8 624 4 , 






86353. .86376, 86422. 


.86463, 


86455. .864 93, 8 6572. .8 6685, 






86576.-86686, 86591. 


.86686, 


86595.-86687, 87413 .. 87472, 






- 87413. .87472, 87414. 


.87473, 


87415. .87474 




Seq. No. 


27226 




Seq- ID 


OJ000150_24.0124 


.C2 



27255 



Gene No. 56400 
Start 88171 

Name OJ000150_24 . 0124 . C2 . o3 . tw 

Start 84672 
GI none 
Exons 84672, 

86418. 

86572. 

87212, 



Strand 
End 

_ Method 

End 
Score 

84803, 85943. .86068, 85945 .. 8 6085, 86172 86237 , 
86492, 86419. .86493, 86420 .. 86491, 86422 .. 864 93, 
86688, 86576.. .866.86, 86585.-86695, 8 6795 86839, 
87277, 87413.". 87472, 87413.. 87472 



89363 

TBLASTX: Wheat 

87472 

99 



Seq. No-.- 27226 

Gene No. 56400 

Start 88171 

Name .- OJ000150_24 . 0124 .C2 . 08 . tc 
Start * • " n " 84729. 

GI none 
Exons 



Seq. ID OJ000150_24.0124.C2 
Strand 
End 

Method 
End r 
Score 



89363 

TBLASTX: Cress 

87472 • ■ 

86 



84729. .84809, 85934 .. 86059, 85943 .. 86068, 85948 .. 86076, 
86184. .86237, 86422 .. 86490, 8657 6 .. 86683, 87413. .87472 



Seq. No. 


27226 




Seq. ID 


OJ000150_24. 


0124 


.C2 


Gene No. 


56400 




Strand 








Start 


88171 




End v ' 


89363 






Name 


OJ000150 24 


.0124.C2.ol8.gs 


Method 


GENSCAN • 






Start 


88171 




End 


89363 






GI 


none 




Score 


.52 






Exons 


88171. .88185, 88284 .. 88433, 


89250. .89363 






Seq. No. 


27227 




Seq. ID 


OJOOO'150_24. 


0124 


.C3 


Gene No. 


56401 




Strand 


+ 






Start 


1 




End 


2193 






Name 


OJ000150 24 


.0124.C3.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2190 






GI 


6665548 




Score 


375 






Exons 


1..94, 226. 


.363, 519. .601, 


1400. .1476, 


2046. .2190 






GI Descrip. 


(AC013289) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27227 




- S&q. ID 


OJQ00150_24. 


0124 


.C3 


Gene No. 


56401 




Strand 


+ 






Start 


1 




End 


2193- 






Name 


OJ000150 24 


.0124.C3.ol.gs 


Method 


GENSCAN 






Start 


59 




End 


2193 






GI 


none 




Score 


.92 






Exons 


59. .94, 226 


..363, 515. .601, 


1400. .1476 


, 2046.. 2193 






Seq. No. 


27227 




Seq. ID 


OJ000150_24'. 


0124 


.C3 


Gene No. 


56402 




Strand 


+ 






Start 


2133 




End 


2421 






Name 


OJ000150 24 


.0124.C3.ol.gp 


Method 


AAT/GAP 






Start 


2133 




End 


2421 






GI 


none 




Score 


530 






Exons 


2133. .2421 












Seq. No. 


27227 




Seq. ID 


OJ000150_24. 


0124 


.C3 


Gene No. 


56403 




Strand 


+ 






Start 


7706 




End 


11967 






Name 


OJ000150 24 


.0124.C3.o4.gs 


Method 


GENSCAN 






Start 


7706 




End 


11967 







27256 



GI none Score . . 57 

Exons 7706.. 7851, 8010.. 8228, 8521.. 8673, 9012.. 9233, 9414.. 9449, 

9497. .9688, 9959.. 10082, 11716.. 11967 



Seq. No.. 27227' Seq. ID 

Gene No. 56404 Strand 

Start 15566 End 

Name OJ000150_24 . 0124 .C3.o6.gs . Method 

Start 15566 End 

GI none Score 

Exons 15566.. 15988 



OJ000150_24.0124.C3 
+ 

15988 
GEN SCAN 
15988 
.77 



Seq. No. 27227 Seq. ID 

Gene No. 56405 Strand 

Start ■"■ ■-•20846 " ' . End 27002. 

Name OJ000150_24 . 0124 .C3 .08 .gs Method GEN SCAN 

Start 20846 End 26956 

GI- *• none Score . 93 

Exons 20846. .21106, 21232 .. 21286, 21374 .. 2154 9, 21641 

22270. .22529, 22667 .. 22944 , 23030 .. 23253, 23433 

24411. .24574, 25748. .26956 



OJ000150_24 .0124.C3 
+ 



,21841, 
.24258, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27227 Seq. ID OJ000150 24. 0124. C3 

56405 Strand 
20846 End 
OJ000150_24.0124 .C3.o3.np Method 
20853 End 
419760 Score 
20853. .21115, 21232. .21286, 21374 
22270. .22529, 22628.-22944, 23030 
24333. .24574, 25748.. 27002 

P-glycoprotein atpgpl - Arabidopsis thaliana 

gi|3849833|emb|CAA43646| (X61370) P-glycoprotein [Arabidopsis 
thaliana] gi | 4883607 | gb | AAD31576 . 1 | AC006922_8 (AC006922) 
putative ABC transporter [Arabidopsis thaliana] 



OJ000150_24 
+ 

27002 
AAT/NAP 
27002 
3127 

21549, 21641. .21841, 
23253, 23433.-24258, 



27227 Seq. ID 

56405 Strand 

20846 End 

OJ000150_24 .0124 .C3.o5.gp Method 

24077 End 

61339_1.R1084 ' Score 
24077. .24258, 24333.. 24519 

'4204793 3.0e-28 (U52079) P-glycoprotein [Solanum tuberosum] ' 



.OJ000150_24.0124.C3 
+ 

27002 
AAT/GAP 
24519- 
710 



Seq. No. 


27227 






. Seq. ID 


OJ000150 


_24 


.0124 


• C3 


Gene No. 


56406 






Strand 


+ 








Start 


29499 






End 


31205 








Name 


OJ000150 24. 0124. C3 


.o9 


.gs 


Method 


GEN SCAN 








Start 


29499 






End 


31205 








GI 


none 






Score 


1 








Exons 


29499. .31205 
















Seq. No. 


27227 






Seq. ID 


OJ000150 


_24 


.0124 


.C3 


Gene No. 


56406 






Strand 


+ 








Start 


29499 






End 


31205 








Name 


OJ000150 24. 0124. C3 


.o4 


.np 


Method 


AAT/NAP 









27257 



Start 


29502 


End 


31202 








GI 


2239262 


Score 


2412 








Exons 


29502. .31202 












GI Descrip. 


(Y13285) pectin methylesterase-like protein [Zea mays] 




Seq. No. 


01001 
Z / Z Z / 


Can T H 

oeq . x u 


o Tonm ro 


OA 

Z *i . 


m 94 

U XZ fJ 


.C3 


Gene No. 


D oft U o 


Of v-onH 

oirana 


T 








Start 


O Q A QQ 

z y 4 y y 




71 9rm 










nTfinm OA D194 r** r\£ rrrv 

ujuuui ju z f± . u xz *± . . oo . gp 




aziT / cap • 








Start 


. z y ju f± 




7nnn7 

JUUUJ 








GI 


ul osiicypujzcu jjji 


Score 


QS4 

_7 J *i 








Exons 


ZyDUfl. . jUUUj 












GI Descrip. 


1 99^Q9 69 /amh 1 PZ\fl7 77 77 1 7 fl^- 


99 f Yl 79ft S ^ 


pCL I L 1 1 










methylesterase-like protein 


[Zea mays] 1 










Seq. No. 


9*7 o o 7 
Z / Z Z / 


Seq. ID 


OJ000150_ 


94 

Z fx • 


ni 94 


,C3 


Gene No. 


O Dfl U D 


Strand 


+ 








Start 


9 Q/I QQ 

z y 4 y y 


End 


31205 








Name 


riTfinm^n oa m 94 n7 r\i nr* 
uuuuuiou zfi.uxz*i.^.j.o/. yp 


Method 


AAT/GAP 








Start 


jU jjj 


End 


30991 








GI 


/iniiR i di no ^ 

X.KXU04 


Score 


855 








Exons 


30535.. 30991 












GI Descrip! 


.'2239262/emb|CAA73733| 7.0e- 


60 (Y13285) 


pectin 










methylesterase-like protein 


[Zea mays] 1 








Seq. No'. 


z / zz / 


Seq. ID 


OJ000150_ 


9 yl 
Z4 . 


UXZ 4 


.C3 


oene wo . 




Strand 


+ 








Start 


■5 1 1 CI 


End 


31517 








Name 


UJUUUXOU Z4 . UXZ4 . {,3 . Oo . gp 


Method 


AAT/GAP 








Start 


■51 1 C1 


End 


31517 








GI 


3761524 


Score 


692 








Exons 


31151. .31517 












Seq. No. 


27227 


Seq. ID 


OJ000150_ 


24. 


0124 


.C3 


Gene No. 


56408 


Strand 










Start 


3242 


End 


4799 








Name 


OJ000150 24.0124.C3.o2.gp- 


Method 


AAT/GAP 








Start 


2925 


End * 


4799 








GI 


793 1.R1084 


Score 


2968 








Exons 


2925.. 3744, 3832.. 4384, 4484 


..4594, 4692.. 4799 








GI Descrip. 


'120657/sp|P09315|G3PA MAIZE 


0.0e+00 GLYCERALDEHYDE 


3-PHOS 



DEHYDROGENASE A PRECURSOR, CHLOROPLAST >gi_66024_pir DEZMG3 

glyceraldehyde-3-phosphate dehydrogenase (NADP+) 

(phosphorylating) (EC 1.2.1.13) A precursor, chloroplast - maize 
>gi_168479'' (M18976) glyceraldehyde-3-phosphate dehydrogenase 
[Zea mays] >gi_763035_emb_CAA33455_ (X15408) 
glyceraldehyde-3-phosphate dehydrogenase [Z' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27227 Seq. ID 

56408 Strand 

3242 End 

OJ000150_24 . 0124 . C3 . o2 . gs Method 

3242 End 

-none Score 



OJ000150_24.0124.C3 

4799 
GENSCAN 
4733 
1 



3242. .3744, 3832. .4384, 44'84 . . 4594 , - 4 692 . . 4733 



Seq. No. 



27227 



Seq. ID OJ000150_24.0124\C3 



27258 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seqi No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



..Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56408 Strand 

3242 End 
OJ000150_24.0124.C3.o2.np . Method 

3245 End 

120657 Score 

3245. .3744, 3832. .4384, 4484. .4597, 
GLYCERALDEHYDE 3 



4799 
AAT/NAP 
4733 
- 1896 
4692. .4733 



PHOSPHATE DEHYDROGENASE A, CHLOROPLAST 
PRECURSOR gi | 66024-1 pir | | DEZMG3 glyceraldehyde-3-phosphate 
dehydrogenase (NADP+) (phosphorylating) (EC 1.2.1.13) A 
precursor, chloroplast - maize gi 1168479 (M18976) 
glyceraldehyde-3-phosphate dehydrogenase [Zea mays] 
gi | 763035 | emb | CAA33455 | (X15408 ) glyceraldehyde-3-phosphate 
dehydrogenase [Zea mays] 



27227 
56409 
12183 

OJ000150_24.0124.C3.ol.ts 

3239 

none 

3239. .3745, 3240. .3746, 3828. 
4269. .4385, 4482. .4595 

27227 
56409 
12183 

OJ000150_24.0124 .C3.ol.tc 

3240 

none 

3240. .3746, 3242.-3745, 3828. 
4269. .4382, 4481. .4528, 4485. 

27227 
56409 
12183 

OJ000150_24.0124.C3.o3.tm 

3248 

none 

3248. .3490, 3249.. 3491, 3453. 
3828.. 3911, 3830.. 3901, 3927. 
4265. .4378, 4269. .4367 



27227 
56409 
12183 

OJ000150_24. 

3255 

none 

3255. .3638, 



OJ0.00150_24*. 0124.C3 
16712 

TBLASTX : Soybean 

4595 

489 



Seq.- ID 
Strand 
End 

Method 
End 
Score 

.4265, 3830.. 4264, 4265.. 4384, 



0124.C3.o3.tw 



3272. .3640 



Seq. ID OJ000150_24.0124.C3 
Strand 

End 16712 
Method TBLASTX: Cress 
End 4 631 

Score 4 83 

.4265, 3830. .4264, 4265. .4384, 
.4631 

Seq. ID OJ000150_24.0124.C3 
Strand 

End 16712 
Method TBLASTX : Mai ze 
End 4378 
Score 300 

.3746, 3519.. 3650, 3536.-3745, 
.3959, 3957. .4271, 3959. .4270, 



Seq. ID OJ000150_24.0124.C3 
Strand 

End 16712 

Method TBLASTX : Wheat 

End 3640 

Score 146 



27227 
56409 
12183 

OJ000150_24.0124.C3.o7.tm 

4481 

none 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ000150_24.0124.C3 
16712 

TBLASTX: Maize 

16712 

176 



4481. .4534, 4482. .4598, 4693.-4746, 4693. .4737, 16653. .16712 



27259 



Seq. No. 27227 Seq. ID OJ000150_24 . 0124 . C3 

Gene No. 56409 Strand 

Start 12183 End 16712 

Name OJ000150_24 . 0124 . C3 . o3 . gp Method AAT/GAP 

Start 12048 End 12554 

GI 1560_1.R1084 Score 769 

Exons 12048. .12384, 12475 12554 

Gl'Descrip. ' 5777612/emb | AJ245900 . 1 | OSA245900 2.0e-09 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. No. 


27227 






Gene No. 


56409 






Start 


12183 






Name 


OJ000150 24. 0124. C3. 


o5 . : gs 


Start 


12183 






GI 


none 






Exons 


12183. 


.12384, 12759. 


.12863, 


Seq. * No. 


27227 






Gene No. 


56409 




.. 


Start 


12183 






Name 


OJ000150 24. 0124. C3. 


o4 . gp 


Start - 


12563 






GI 


none 




- 


Exons 


12563. 


.12914 




Seq. No. 


27227 






Gene No. 


56410 






Start 


20900 






Name 


OJ000150 24. 0124. C3. 


o2. tc 


Start 


20900 






GI 


none 






Exons 


20900. 


.21070, 21229. 


.21285, 




21468. 


.21563, 21622. 


.21843, 




22264. 


.22530, 22629. 


.22946, 




22760. 


.22843, -23016. 


.2327.0, 




23028. 


.23258, 23053. 


.23271, 




23468. 


.23701, 23471. 


.23722, 




24317. 


.24574, 24325. 


.24546, 




25757. 


.26176, 25763. 


.26941, 




26212. 


.26532, 26219. 


.26539, 


Seq. No. 


27227 






Gene No. 


56410 






Start 


20900 






Name 


OJ000150 24. 0124. C3. 


06. ts 


Start 


21217 






GI 


none 






Exons 


21217. 


.21282, 21370. 


.21564, 




21484. 


.21549 




Seq. No. 


27227 






Gene No. 


56410 






Start 


20900 






Name ' 


OJ000150 24. 0124. C3. 


o7 . ts 


Start 


21632 







Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24.0124.C3 

16712 
GENSCAN 
14522 
.55 



OJ000150_24.0124.C3 

16712 
AAT/GAP 
12914 
613 



Seq. ID OJ000150_24.0124.C3 
Strand 

End 26941 

Method TBLASTX : Cress 

End 26941 

Score 89 
21373. .21567, 21373 .. 21561, 
21632. .21844, 22254 .. 22529, 
227S2..22955, 22760 .. 22945, 
23026. .23271, 23026 .. 23277 , 
23421. .23714, 23421 .. 23723, 
23726. .23764, 24090 .. 24251, 
24371. .24562, 25750 .. 26124 , 
26195. .26941, 26212 .. 26922, 
26582. .26674, 26584.-26898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

.Method 
End 



OJ000150_24.0124*C3 
26941 

TBLASTX : Soybean 

21564 

47 



OJ000150_24.0124.C3 
26941 

TBLASTX : Soybean 
21841 



27260 




GI "-■*-. none ' - Score 194 

Exons 21632. .21841, 21643.. 21840 



Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56410 




Strand 






Start 


20900 




End 


26941 




Name 


OJ000150 24. 0124. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


* 21662 . 




End - 


25990 




GI 


none 




Score 


82 




Exons 


21662. .21850, 24441. 


.24518, 


24451. .24519, 24455 .. 24574 , 






24 457 .. 24573, 25747. 


. 25809, 


25747. .25989, 25754.. 25990 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56410 




Strand 






Start 


20900 




■ End 


26941 




Name 


OJ000150 24. 0124. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


22309 




End 


22433 




GI 


none. 




Score 


214 




Exons 


22309. .22431, 22309. 


.22431, 


22314. .22433 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


-C3 


Gene No. 


56410 




Strand 






Start --.w^ 


; 2090.0 




End- 


269,41 . 1 




Name 


'*"■' OJ000150 24. 0124. C3. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


22692 




End 


26658 




GI 


,none 




Score 


102 




Exons 


22692. .22844, 22895. 


.22954, 


22914. .22955, 23016 .. 23270, 






23026. .23160, 25825. 


.26130, 


25826. .26131, 26132 .. 26647 , 






26153. .26515, 26200. 


.26658 








Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124* 


*.C3 


Gene No. 


56410 




Strand 






Start 


20900 




End 


26941 




Name 


OJ000150 24. 0124. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


22701 




End 


26931 




GI 


none 




Score 


139 




Exons 


22701. .22949, 22766. 


.22843, 


> 22895. .22936, 23016 .. 23264, 






23029. .23160, 23427. 


.23717, 


23433. .23711, 23468 23713, 






25991 .. 26929, 25996. 


. 26148, 


26078. .26674, 26215.. 26931 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56410 




Strand 






Start 


20900 




■ End 


26941 




Name 


OJ000150 24. 0124. C3 . 


o2.tw 


Method 


TBLASTX: Wheat* 




Start 


23427 




• End 


26866 




GI 


none 




Score 


318 




Exons 


oojin oo^to ooyi^ro 

23427 .. 23678, 23468. 


. 23674 , 


26615. .26866, 26623.. 26865 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


-C3 


Gene No. 


56410 




-Strand 






Start 


20900 




End 


26941 




Name 


OJ000150 24. 0124. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23435 




End 


26905 




GI 


none 




Score 


76 




Exons 


23435. .23587, 23439. 


.23717, 


23468. .23716, 26660.. 26905 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 



27261 




Gene No. 


56410 . 




Strand 






C 4- -tr- 4- 

otart 


^uyuu 




End 


26941 




Name 


OJ000150 24. 0124. C3. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


23717 




End 


24424 




GI 


none 




Score 


90 




Exons 


23717. .24262, 23718. 


.23786, 


23795. .24160, 23892 .. 24269, 






24323.-24424, 24325. 


.24423 








Seq. No. 


27227 




Seq. ID 


OJ000150_24'.0124 


.C3 


Gene No . 


D o4 1U 




Strand 






Start 


20900 




End 


26941 




Name 


OJ000150 24. 0124. C3. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


23951 




End 


24089 




GI 


none 




Score 


200 




Exons 


.23951.. 24088, 23952. 


.24089 








Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56410 




Strand 






btart 


^uyuu 




End 


26941 




Name 


OJ000150 24.0124.C3-. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


24234 




End 


25825 




GI 


none 




Score 


40 




Exons 


24234. .24269, 24323. 


.24574, 


24331. .24570, 25747 .. 25824 , 






25754. .2-5825" 










Seq. No. 


27227 




Seq. ID 


OJ000150_24.0I24 


.C3 


Gene No. 


56411 




Strand 






Start 


o n C T T 




End 


31223 




Name 


OJ000150 24. 0124. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


29577 




End ' 


31223 




GI 


none 




Score 


820 




Exons 


29577. .30149, 29582. 


.30145, 


30159. .30257, 30191 30241, 






30246. .30377, 30248. 


.31210, 


30249. .31211, 31143.. 31223 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No . 






Strand 






Start 


29577 




End 


,31223 




■ Name 


OJ000150 24. 0124. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


29922 




End 


31196 




GI 


none 




Score 


65 - 




Exons 


29922. .30023, 30191. 


.31096, 


30192. .31115, 31122.. 31196 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56411 




Strand 






b tar z 


zyo / / 




End 


31223 




Name 


OJ000150 24. 0124. C3. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


30192 




End 


31195 




GI 


none 




Score 


51 




Exons 


30192. .30233, 30264. 


.31103, 


30266. .30850, 30893 .. 31003, 






31049. .31102, 31113. 


.31193, 


31127. .31195 




Seq. No. 


27227 




Seq. ID 


OJ000150_24.0124 


.C3 


Gene No. 


56411 




Strand 






Start 


29577 




End- 


31223 




Name 


OJ000150 24. 0124. C3. 


o4.tw ' 


Method 


TBLASTX: Wheat 




Start 


30258 




End 


30539 




GI 


none 




Score 


205 





27262 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30258. .30539, 30258 . ."30374, 30260 ., 30'526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start -. 

Name 

Start 

GI- 

Exons 



27227 Seq. ID 

56411 Strand 

29577 End 

OJ000150_24 . 0124 . C3 . ol . tw Method 

30542 . End 

none Score 



OJ000150_24.0124.C3 
31223 

TBLASTX: Wheat 

30979 

566 



30542. '."30979, 30546 .. 30977 , 30794.. 30979 



27228 ... 

56412 

177 

OJ000150_24.0124.C5.ol.gs 

177 

none 

177. .338, 420. .464 



27229 
56413 
1 

OJ000150_24, 
1 

793_1.R1084 
1..366, 454, 



0124.;C7.ol.gp 



.710 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_24. 0-124. C5 
464 

GENSCAN 
4 64 
.74 



OJ000150_24.0124.C7 
710 

AAT/GAP 

710 

1170 



»120657/sp|P09315|G3PA_MAIZE 0.0e+00 GLYCERALDEHYDE 3-PHOSPHATE 

DEHYDROGENASE A PRECURSOR, CHLOROPLAST >gi_66024_pir DEZMG3 

glyceraldehyde-3-phosphate dehydrogenase *(NADP+) 

(phosphorylating) (EC 1.2.1.13) A precursor, chloroplast - maize 
>gi_168479 (M18976) glyceraldehyde-3-phosphate dehydrogenase 
[Zea mays] >gi_763035_emb_CAA33455_ (X15408) 
glyceraldehyde-3-phosphate dehydrogenase [Z ? 



27229 Seq. ID 

56413 Strand 

1 End 

OJ000150_24.0124.C7.ol.np Method 

1 End 

22240 Score 
1..366, 454. .710 

(X07157) GADPH (383~AA) [Zea mays] 

27229 Seq. ID 

56413 Strand 

1 End 
OJ000150_24.0124.C7.ol.tm Method 

2 End 
none Score 
2. .112, 3. .113, 75. .368, 141. .272, 158. .367, 450. .533, 452. 
539. .613, 549. .581, 579. .659, 581. .655, 591. .647, 657. .704., 
660. .701 



OJ000150_24.0124.C7 
710 

AAT/NAP 

710 

949 



OJ000150_24.0124.C7 
710 

TBLASTX: Maize 

704 

141 



523, 



Seq. No. 27229 Seq. ID 

Gene No. 56413 Strand 

Start 1 End . 

Name OJ000150_24 . 0124 .C7 .ol. ts Method 

Start 2 End 



OJ000150_24.0124.C7 
710 

TBLASTX : Soybean 
704 



27263 



GI 

Exons 



none 

2. .91, 2. 
660. .698 



Score 62 

.367, 3.-368, 327. .368, 450. .656, 452.-655, 657. .704, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;Seqw No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27229 t Seq. ID 

56413 ' Strand 
1 End 
OJ000150_24 . 0124 . C7 . ol . tc Method 
5 End 
none Score 



OJ000150_24.0124.C7 
710 

TBLASTX: Cress 

698 

31.6 



5. .367, 6. .368, 450. .656, 452 .. 655, 660 .. 698 



27229 Seq. ID 

56413 Strand 

1 . End 

OJ000150_24 .0124 . C7 .ol . gs Method 

15 End 

none Score 

15. .366, 454. .641 



OJ000150_24.0124.C7 
710 

GEN SCAN 

641 

.99 



OJ000150_24, 
+ 

215 

AAT/GAP 

215 

314 



27230 Seq. ID OJ000150_24 . 0124 . C8 

56414 Strand 
1 End 
OJ000150_24 .0124 .C8.ol.gp Method 
1 End 
793_1.R1084 Score 
1.-215 

, 120657/sp|P09315|G3PA_MAIZE 0.0e+00 GLYCERALDEHYDE 3-PHOSPHATE 

DEHYDROGENASE A PRECURSOR, CHLOROPLAST >gi_66024_pir DEZMG3 

glyceraldehyde-3-phosphate dehydrogenase (NADP+) 

(phosphorylating) (EC 1.2.1.13) A precursor, chloroplast - maize 
>gi_168479 (M18976) glyceraldehyde-3-phosphate dehydrogenase 
- [Zea mays] >gi_7 63035_emb_CAA33455_ (X15408) 
glyceraldehyde-3-phosphate dehydrogenase [Z 1 



OJ000150_24.0124.C8 
+ 

215 

AAT/NAP 

215 

247 



27230 Seq. ID 

56414 . Strand 

1 End 

0 JO 0 0 1 5 0_2 4 . 0 1 2 4 . C 8 . o 1 . np Method 

1 End 
2506443 Score 
1..215 

GLYCERALDEHYDE * 3-PHOSPHATE DEHYDROGENASE A, CHLOROPLAST 
PRECURSOR gi | 2117520 I'pir | UQ1285 glyceraldehyde-3-phosphate 
dehydrogenase (NADP+) (phosphorylating) (EC 1.2-1.13) A 
precursor, chloroplast - Arabidopsis thaliana gi 1 166704 (M64117) 
glyceraldehyde 3-phosphate dehydrogenase [Arabidopsis thaliana] 
gi 1 1402885 | emb | CAA66816 | (X98130) glyceraldehyde-3-phosphate 
dehyd 



27230 
56414 
1 

OJ000150_24.0124.C8.ol.tc 
49 

none 

49. .213, 50. .214 



Seq. ID OJ000150_24.0124.C8 

Strand + 

End 215 

Method TBLASTX: Cress 

End 214 

Score 174 



27264 




Ocvj • LNU • 


97 9*30 






n.Tnnm 94 m 94 




Gene No. 


56414 




Stirand 


+ _ 




Start 


1 




End 


215 




Name 


OJ000150 24.0124.C8.ol 


.gs 


Method 


GENS CAN 




Start 


68 




End 


140 




GI 


none 




Score 


.4 




Exons 


68. ..140 










Q q /-» Mr\ 
OSCJ > LNU • 


97 9*31 






n.Tonni so 97 0194 




Gene No. 


56415 




Strand 


+ ~~ 




Start 


77 




End 


1034 




Name 


OJ000150 27.0124.C2.ol 


.gs 


Method 


GENSCAN 




Start 


77 




End 


1034. 




GI 


ohohe 




Score . 


.55 . 




Exons 


: 77. .192, 911. .1034 












97 9*31 






OJ0 001S0 27 0124 


C2 


Gene No. 


56416 




Strand 






Start 


905 




End 


1052 




Name 


OJ000150 27.0124.C2.ol 


.gp 


Method 


AAT/GAP 




Start 


905 




End 


1052 




GI 


none 




Score 


277 




Exons 


905.. 1052 










oeq. JNO . 


97 9*39 






n.innni 97 ni94 




Gene No. 


56417 




Strand 






Start 


136 




End • 


595 




Name 


OJ000150 27.0124.C3.ol 


-tc 


Method 


TBLASTX: Cress 




Start 


115 




End 


288 




GI 


none 




Score 


89 




Exons 


115.. 288, 158.. 277 










Seq. No. 


27232 




Seq. ID 


OJ000150_27.0124 


.C3 




56417 




Strand 






Start 


136 




End 


595 




Name 


OJ000150 27.0124.C3.ol 


.np 


Method 


AAT/NAP 




Start 


136 




End 


595 




GI 


4589956 ' '^ r ' 




Score 


217-'" 




Exons 


136. .276, 442. .595 










GI Descrip. 


(AC007169) putative endonuclease [Arabidopsis thaliana] 






27233 




Seq. ID 


OJ000150_27.0124 


CI 


Gene No. 


56418 




Strand 


+ 




Start 


74 




End 


520 




Name 


OJ000150 27.0124.C7.ol 


.gs 


Method 


GENSCAN 




Start. 


74 




End 


520 




GI 


none 




Score 


.57 




Exons 


74. .520 










Seq. No. 


27234 




Seq. ID 


OJ000150_27.0124 


.C8 


Gene No. 


56419 




Strand 






Start 


40 




End 


590 




Name 


OJ000150 27.0124.C8.ol 


,tm 


Method 


TBLASTX: Maize 




Start 


40 




End 


' 411 




GI 


none 




Score 


66 




Exons 


40. .87, 40. .102, 159.. 


236, 


161. .238, 331. .411, 334. .411 





27265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27234 
56419 
40 

OJ000150_27 . 0124 . C8 . ol . ts 
43 

none 



Seq. ID OJ000150_27.0124.C8 
Strand 
..End 
Method 
End 
Score 



590 

TBLASTX : Soybean 

590 

39 



43. .102, 44.-. 85, 158. .235, 171. .236, 337 .. 411,. 338 .. 4 12, 
509. .589, 510. .590 



27235 Seq. ID 

56420 Strand 

181 End 

OJ000150_27.0124.C9.ol.gp Method 

181 ' End 

4878810 Score 
181. .368 



OJ000150_27.0124.C9 
+ 

368 

AAT/GAP 

368 

350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27236 Seq. ID OJ000150_27 . 0124 . C16 

:56421 Strand + 

1 End 352 

OJ000150_27 1 0124 . C16 . ol . gp Method AAT/GAP 

1 - . - End - 352 

uC-osflcypll0c07bl Score 672 

1. .352 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat .2 
retrotransposon, complete sequences; and unknown genes' 



27236 Seq. ID 

56421 Strand 
1 End 
OJ000150_27 . 0124 . C16 . ol . np Method 
1 End 
136140 Score 
1..352 

PUTATIVE AC 9 TRANS POSASE gi | 72973 | pir | | TQZMCA probable 
transposase - maize transposqn Ac9 



OJ000150_27.0124.C16 
+ 

352 

AAT/NAP 
352 
192 



27236 Seq. ID 

56421 v Strand 

1 End 
OJ000150_27 . 0124 . CI 6 . ol . tm Method 

3 End 

none Score 

3. .203, 50.. 196, 246.. 287-, 249.. 341 



OJ000150_27.0124.C16 
+ 

352 

TBLASTX: Maize 

341 

159 



OJ000150 27.0124.C19 



27237 Seq. ID 

56422 Strand 
1 End 283 

OJ000150_27 . 0124 . CI 9 . ol . gp Method AAT/GAP 
1 End 283 

28254_1.R1084 Score 339 

1..55, 145..283 

'3874228/emb|CAA90105.1| 4.0e-20 (Z49909)' cDNA EST CEMSF21F 
comes from this gene; cDNA -EST EMBL:D73546 comes from this gene 
cDNA EST EMBL:D73669 comes from this gene; cDNA EST EMBL:D70979 



27266 



comes 'from this gene; cDNA EST EMBL:D71075 comes from this gene 
cDNA' 



Seq. No. 


27237 


Seq. ID 


OJ000150_27.0124.C19 


Gene No. 


56422 


Strand 




Start 


1 


End 


283 


Name 


OJ000150 27.0124.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


: End 


280 


GI 


none 


Score 


73 


Exons 


1..60, 1..66, 2. .61, 145. .279, 146. .280, 193. .267 


Seq. No. 


27237 


Seq. ID 


OJ000150_27 . 0124 . C19 


Gene No. 


56422 


Strand 




Start 


1 


End 


283 


Name 


OJ000150 2710124. C19.ol'.np 


Method 


AAT/NAP 


Start 


1 


End 


279 


GI 


6735330 


Score 


168 


Exons 


1..55, 157. .279 






GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


cpn Mo 
Oc^i Vi\J . 


27238 


Seq. ID 


X>J000150_27 . 0124 . C26 


Gene No. 


56423 


Strand 


+ 


Start . 


1 


' End 


642 


Name 


OJ000150 27.0124.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


.642 - 


GI 


6815072 


Score 


163 


Exons 


1..39, 298. .642 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21; hypothetical protein 


(AC006067 


) [Oryza sativa] 


Seq. No. 


27239 


Seq. ID 


OJ000150_27.0124.C27 


Gene No. 


56424 


Strand 


+ 


Start 


69 


End 


116 


Name 


OJ000150 27.0124.C27.ol.gs 


Method 


GEN SCAN 


Start 


69 


End 


116 


GI 


none 


Score 


.41 


Exons 


69. .116 






Sea No 


27239 


Seq. ID 


OJ000150_27.0124.C27 


Gene No. 


56425 


Strand 


+ 


Start 


69 


End 


682 


Name 


OJ000150 27.0124.C27.ol.gp 


Method 


AAT/GAP 


Start 


69- 


End 


607 


GI 


877 1.R1084 


Score 


329 


Exons 


69.. 116, 239.. 348, 549.. 607 






GI Descrip. 


M574135/gb|AAD23907.1|AF073695 1 l.Oe 


-169 (AF073695) cysteine 




synthase [Oryza sativa] 1 






Seq. No. 


27239 


Seq. ID 


OJ000150_27.0124.C27 


Gene No. 


56425 


Strand 


+ 


Start 


69 


End 


682 


Name 


OJ000150 27.0124.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


72 


End 


608 


GI 


none 


Score 


40 


Exoris ■ 


72. .119, 226. .348, "227. .349, ■ 


,236. .355, 


237.. 356, 54-4.. 603, 




546. .608, 547. .603 







27267 




Seq. No. 


27239 




Seq. ID 


OJ000150_27.0124 


.C27 


Gene No. 


56425 




Strand 


+ 




J Lai L 


69 




End 


682 




Name 


OJ000150 27.0124.C27.ol 


• np 


Method 


AAT/NAP 




Start 


84 




End 


682 




GI 


4574135 




Score 


243 




Exons 


84. .116, 239. .348, 549. 


.682 








GI Descrip. 


(AF073695) cysteine synthase 


[Oryza sativa] 




Seq. No. 


0*7 0 ^ Q 




beq. i u 


UJUUUIjU Z/.U1Z4 


.C27 


Gene No. 


56425 




Strand 


+ ~~ 






69 




End 


682 




Name 


nTPifimcifi on mod con 


. to 


i*ie unou 


TRT ZiQTV • QnwKaan 

1 cuho 1 a • ooyDean 




Start 


one; 
z uo 




CjUU 


DUD 




GI 


none 




Score 


JO 




Exons 


Ofic; OQQ 00£ "3 Q OOT 


"3/1 Q 




C/l C CQQ C A C 

t 04b. . oyy, o4b.. 


602, 




04 / . . bUo 










Seq. No. 


27239 




Seq. ID 


OJ000150 27.0124 


.C27 


Carta \T/-n 

bene lno. 


56425 




Strand 


+ 




Start 


oy 




iina 


Do Z 




Name 


UJUUUlOU Z / . U1Z4 . LZ / . Ol 


. t w 


Metnoa 


I dLAo 1 a : wneat 




Start 


ZZb 




T~» — . J 

hna 


bUo 




GI 


none 




Score 


io J 




Exons 


OO C Oyi Q OOT "3/1 Q c yi >i 

ZZb.. -34o, ZZ/..o4y, 044 


. . bUb, 


04 b . . bUo 


, o4 / . . bUb 




Seq. No. 


27240 




Seq. ID 


OJ000150_27.0124 


.C28 


(aene no . 


56426 




Strand 






Start 


o c; 
zo 






110. 




Name 


/^Tnnrii en on m o>t roo rt i 
OJUUUlOU Z / . U1Z4 . Czo . Ol 


.gs 


Metnoa 






Start 


o c; 
Zo 




hna 


1 lo 




GI 


none 




Score 


Q C 

. 0 b 




Exons 


oc lift 
Z O • • J. J.O 










Seq. No. 


27241 




Seq. ID 


OJ000150_27.0124 


.C29 




56427 . ; - 




Strand 






Start 


iiu • 




CinQ. 


no 
1 / j 




Name 


UJUUUIjU Z / . U1Z4 . . Ol 


. gs 


Method 


laEjJMoL/rilN 




Start 


1 ±U 






1 "7 "3 




GI 


none 




Score 


Q "5 
. O O 




Exons 


i i n 1 T5 

11U . ,1/3 










Seq. No. 


O T O A O 

Z /Z4Z 




Seq. ID 


OJUUUloU Z/.U1Z4 


.C30 


bene lno . 


56428 




Strand 






Start 


18 




End 


338 




Name - 


OJ000150 27.0124.C30.ol 


.gs 


Method 


GEN SCAN 




Start 


18 




End 


338 




GI 


none 




Score 


.7 




Exons 


18. .338 










Seq. No. 


27243 




Seq. ID 


OJ000150_27.0124 


.C31 


Gene No. 


56429 




Strand 






Start 


618 




End 


689 




Name 


OJ000150 27.0124.C31,.ol 


.gs 


Method 


GENSCAN 




Start 


618 




End 


689 - ' 




GI 


none 




Score 


.8 




Exons 


618. .689 











27268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27244 Seq. ID 

56430 Strand 

1 End 

OJ000150_27.0124.C32.ol.gp Method 

1 End 

101595_1.R1084 Score 
1..179, 295.. 369 

'3047066 3.0e-15' (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ000150_27 . 0124 .C32 
+ 

485 

AAT/GAP 
369 
423 



27244 Seq. ID 

56430 Strand 
1 End 
OJ000150_27 . 0124 . C32 . ol . np Method 
1 End 
6630696 Score 
1. .485 

(AP000969) ESTs 022114(010364), AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000150_27.0124.C32 
+ 

485 

AAT/NAP 

485 

723 



Seq., No. 


27244 






Seq. ID 


OJ000150_27.0124 


.C32 


Gene No. 


56430 






Strand 


+ 




Start 


1 






End 


485 




Name 


UJUUUloU 


o "7 mo/ poo 




Method 


CjEjINoUrllN 




Start 


148 






End 


405 




GI 


none . 






Score 


.54 




Exons 


148. .184, 


295 .V. 405 










Seq. No. 


27244 






Seq. ID 


OJ000150 27.0124 


.C32 


Gene No. 


56430 






Strand 


+ 




Start 


1 






End 


485 




Name 


OJ000150 


27.0124.C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


290 






End 


425 




GI 


none 






Score 


183 




Exons 


290. .421, 


291.. 416, 294 


. .425 








Seq. No. 


27245 






Seq. ID . 


OJ000150_27.0124 


.C33 


Gene No. 


56431 






Strand 


+ 




Start 


146 






End 


501 




Name 


OJ000150 


27.0124.C33.ol 


.gs 


Method 


GENSCAN 




Start 


146 






End 


501 




GI 


none 






Score 


.76 




Exons 


146. .238, 


316. .501 










Seq. No. 


27245 






Seq. ID 


OJ000150_27.0124 


.C33 


Gene No. 


56432 






Strand 






Start 


789 






End 


930 




Name 


OJ000150 


27.0124.C33.o2 


. gs 


Method 


GENSCAN 




Start 


789 






End 


930 




GI 


none 






Score 


.92 




Exons 


789. .930 












Seq. No. ■ 


27246 . 






Seq. ID 


OJ000150_27.0124 


;C34 


Gene No.^ 


56433 






Strand 






Start 


72 






End 


159 





27269 



Name 

Start 

GI 

Exons 



OJ000150_27.0124.C34.ol.gs 
72 

none 
72. .159 



Method GENSCAN 
End 159 
Score .55 



Seq. No. 27247 Seq. ID 

Gene No. 56434 Strand 

Start.. 4 93 End 

Name OJ000150_27 . 0124 . C37 ,ol . gs Method 

Start 493 End 

GI none Score 

Exons 493.. 639 



OJ000150_27.0124.C37 
639 

GENSCAN 

639 

.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_27.0124.C39 



27248 
56435 
1 

OJ000150_27.0124.C39.ol.np 
1 

4680179 
1. .736 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



'736 

AAT/NAP 

736 

794 



27248 
56435 
1 

OJ000150_27.0124.C39.ol.tw 
157 
none 

157. .369, 216. .284, 373. .513, 384. .491 



Seq. ID OJQ00150_27.0124.C39 



Strand 
End 

Method 

End 

Score 



+ * 
736 

TBLASTX: Wheat 

513 

129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start' 
Name 
Start 



27248 Seq. ID 

56435 Strand 

1 End 
OJ000150_27 . 0124 . C39 . ol . tm Method 

367 End 

none Score 

367. .534, 375. .533 : 



OJ000150_27.0124.C39 
+ 

736 

TBLASTX: Maize 

534 

184 



27249 
56436 
1 

OJ000150_27.0124.C40.ol.np 
1 

1723275 
1..43, 1238, 
3770. .3876, 

HYPOTHETICAL 55.6 KD PROTEIN C17D1.02 IN CHROMOSOME II 
gi|2130223|pir MS67390 hypothetical protein - fission yeast 
(Schizosaccharomyces pombe) gi | 3451294 | emb | CAA20426 . 1 1 
(AL031322) putative diphthamide biosynthesis protein 
[Schizosaccharomyces pombe] 



..1410, 1652 
4047. .4204, 



Seq.. ID 
Strand 
End 

Method 
End 
Score 
,'.1704, 1965 
4371. .4612 



OJ000150 
+ 

4612 
AAT/NAP 
4612 
212 
2036, 3568 



27.0124.C40 



,3683, 



27249 Seq. ID 

56436 Strand 

1 End 

OJ000150_27 . 0124 . C4 0 . ol . gs Method 

232 End 



OJ000150_27.0124.C40 
+ 

4612 • 
GENSCAN 
4603 



27270 



GI 


hone' 


Score 


.87 




Exons 


232.. 354, 1007.. 1391, 1799.. 


1868, 1969 


..2036, 3568. 


.3683, 




3770.. 3876., 4047.. 4186, 4353 


. .4603 






Seq. No. 


27249 


Seq. ID 


OJ000150_27. 


0124. C40 


Gene No. 


56437 


Strand 


+ 




Start 


9303 


End 


11070 




Name 


OJ000150 27.0124.C40.o2.np . 


Method 


AAT/NAP * 




Start 


9303 


End 


11070 




GI 


629693 


Score 


282 




Exons 


9303. .9334, 10416. .11070 .. 1 








GI Descrip. 


probable integrase - common 


tobacco { fragment ) 






gil 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana tabact 


Seq. No. 


27249 


Seq. ID 


OJ000150_27. 


U124 . C4 U 


Gene No. 


56438 


Strand 


+ 




Start 


18549 


End 


18875 




Name 


OJ000150 27.0124.C40.o2.gp 


Method 


AAT/GAP 




Start 


18549 


End 


18875 




GI 


4878810 


Score 


650 




Exons 


18549. .18875 








Seq. No. 


27249 


Seq. ID 


OJ000150_27. 


0124. C40 


Gene No. 


56439 


■ Strand 


+ 




Start 


19460 


End 


22763 




Name 


OJ000150 27.0124.C40.o5.np 


Method 


AAT/NAP 




Start 


19460 


End 


22763 




GI 


4680207 


Score 


1243 




Exons 


19460. .20290, 20455 .. 22290, 


22671. .22763 




GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog 


[Sorghum 




bicolor] 








Seq. No. 


27249 


Seq. ID 


OJ000150_27. 




Gene No. 


56440 


Strand 






Start 


4627 


End 


4711 




Name 


OJ000150 27.0124.C40.ol.gp 


Method 


AAT/GAP 




Start 


4627 


End'' 


4711 




GI 


LIB3477-003-P1-K1-E9 


Score 


112 




Exons 


4627. .4711 








GI Descrip. 


■2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


27249 


Seq. ID 


OJ000150_27. 


0124. C40 


Gene No. 


56441 


Strand 






Start 


5740 


End 


6117 




Name 


OJ000150 27.0124.C40.o2.gs 


. Method 


GENSCAN 




Start 


5740 


End 


6117 




GI 


none 


Score 


.7 




Exons 


5740. .6117 








Seq. No. 


27249 


Seq. ID 


OJ000150_27. 


0124. C40 


Gene No. 


56442 


Strand 






Start 


15067 


End 


19335 




Name 


OJ000150 27.0124. C40.o2.tm 


Method 


TBLASTX: Maize 


Start 


4352 


End 


4608 




GI 


none 


Score 


154 





27271 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene* No. 

Start 

Name 

Start 

GI 

Exons 



4352.. 4471, 4355.. 4459, 44-38.. 4470, 4509.. 4607, 4510.. 4608, 
4511.. 4603 



27249 
56442 
15067 

OJ000150_27 . 0124 . C40 . o2 . ts 

10450 

none 

10450. .10734 



Seq. ID OJ000150_27.0124.C40 
Strand 

End 19335 

Method TBLASTX : Soybean 

End 10734 

Score 187 



Seq. ID OJ000150_27.0124.C40 
Strand 

19335 
AAT/NAP 
19335 
87 



27249 
56442 
15067 

OJ000150_27.0124.C40.o3.np 
15067 
6598399 
15067. .15276, 19301.. 19335 

(AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



27249 
...56443 
- ,f %-9492 

OJ000150_27.0124.C40.o3.tm 

19492 

none 



Seq. ID OJ000150_27. 012.4. C40 
Strand 

End 20009 

Method TBLASTX: Maize 

End 20009 

Score 36 



19492. .19530, 19646 .. 19762, 19647 .. 19757, 19818 .. 20009, 
19860. .19985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 
Seq. No. 



27249 
56444 
20058 

OJ000150_27.0124.C40.ol.tc 

20058 

none 



Seq. ID OJ000150_27. 0124 .C40 
Strand 

End 21172 

Method TBLASTX: Cress 

End 21124 

Score 81 



20058. .20120, 20063 .. 20116, 20612 . .'20713, 20614 .. 20697 , 
20738. .20911, 20785 .. 20871, 20930.. 21124 



27249 
56444 
20058 

OJ000150_27.0124.C40.ol.ts 

20407 

none 



Seq. ID OJ000150_27.0124.C40 
Strand 

End 21172 

Method TBLASTX : Soybean 

End 21091 

Score 104 



20407. .20487, 20420 .. 20593, 20600 .. 20926, 20602 .. 20718, 
20743. .20925, 20918.. 21091 



27249 
56444 
20058 

OJ000150_27.0124.C40.ol.tw 

20594 

none 



Seq. ID OJ000150_27.0124 .C40 
Strand 

End 21172 

Method TBLASTX : Wheat 

End 20904 

Score 244 



20594. .20902, 20602. . 20718, 20740 .. 20904, 20812. .20904 
27249 Seq. ID OJ000150_27 . 0124 . C4 0 



27272 




Gene No. 


56444 


Strand 






Start 


20058 


End 


21172 




Name 


OJ000150 27.0124.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


20617 


End 


21112 




GI 


none 


Score 


90 




Exons 


20617. .20700, 20618 .. 20701, 


20782. .20910, 20783 .. 20917 , 






20783. .20917, 20939.. 21112 


- 






Seq. No. 


27249 


Seq. ID 


OJ000150_27.0124 


.C40 


Gene No. 


56444 


Strand 






Start 


20058 


End 


21172 




Name 


OJ000150 27.0124.C40.o3.tw 


Method 


TBLASTX : Wheat 




Start 


20906 


End 


21172 




GI 


none 


Score . 


181 




Exons 


20906. .21172, ; 21037. .21156 








Seq. No. 


27249 


Seq. ID 


OJ000150_27.0124 


.C40 


Gene No. 


56445 


Strand 






Start 


21206 


End • 


21562 




Name 


OJ000150 27.0124.C40.o2.tw 


Method- 


TBLASTX: Wheat 




Start 


21206 


End 


21562 




GI 


none 


Score 


211 




Exons 


21206. .21562, 21349. . 21555 








Seq. - No. 


27250 


Seq. ID 


OJ000150_27.0124 


.C41 


Gene No. 


56446 


Strand 






Start 


395 


End 


5527 




Name 


OJ000150 27.0124.C41.ol.gs 


Method 


GENSCAN 




Start 


395 


End . 


5527 




GI 


none 


Score 


.62 




Exons 


395.. 466, 1463.. 1555, 3321. 


.3415, 4014 


..4074, 4914. .5015, 




5111. .5527 








Seq. No. 


27250 


Seq. ID 


OJ000150_27.0124 


.C41 


Gene No. 


56446 


Strand 






Start 


395 


End 


5527 




Name 


OJ000150 27.0124.C41.ol.np 


Method 


AAT/NAP 




Start 


14i5 


• ■ End 


3194 




GI 


4929699 


Score 


60 




Exons 


1415. .1547, 3113. .3194 








GI Descrip. 


(AF151873) CGI-115 protein 


[Homo sapiens] 




Seq. No. 


27250 


Seq. ID 


OJ000150_27.0124 


.C41 


Gene No. 


56446 


Strand 






Start 


395 


End 


5527 




Name 


OJ000150 27.0124.C41.ol.gp 


Method 


AAT/GAP 




Start 


3104 


End 


3432 




GI 


2428232 


Score 


551 




Exons 


3104. .3432 








Seq. No. 


27251 


Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56447 


Strand 


+ 




Start 


1428 


End 


1830 




Name 


OJ000150 27.0124.C42.ol.gs 


Method 


GENSCAN 




Start 


1428 


End 


1830 




GI 


none 


Score 


.67 





Exons 1428.. 1517, 1723.. 1830 



27273 




Seq. No. 


27251 




Seq. ID 


OJ000150 


27.0124.C42 


Gene No. 


56448 




Strand 


+ 




Start 


zUUo / 




End 


33928 




Name 


OJ000150 27.0124.C42 


. o3.gs 


Method 


GENSCAN 




Start 


20087 




End * 


33928 




GI 


none 




Score 


.72 




■Exons , 


20087. .20441> 20477. 


.20559, 


22344. .22490, 23652. 


.23726, 




24580. .24979, 25027. 


.25351, 


26709. .28704, 28867. 


.29066, 




33766. .33928 










Seq. No. 


27251 




Seq. ID 


OJ000150_ 


27.0124.C42 


Gene No. 


56448 




Strand 


+ 




Start 


20087 




End 


33928 - 




Name 


OJ000150 27.0124.C42 


. o3.np 


Method 


AAT/NAP 




Start 


25140 




End 


27297 




GI 


2792216 




Score 


571 




Exons 


. 25140. .25351, 26709. 


.27297 








GI Descrip. 


(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


27251 




Seq. ID 


OJ000150_ 


27.0124.C42 


Gene No. 


56448 




Strand 


+ 




Start 


20087 




End 


33928 




Name 


OJ000150 27.0124.C42 


.ol.gp 


Method 


AAT/GAP 




Start 


28142 




End 


28654 




GI 


none 




Score 


950 




Exons 


28142. .28654 










Seq. No. 


27251 




Seq. ID 


OJ000150_ 


_27.0124.C42 


Gene No. 


56448 




Strand 


+ 




o tar r 


20087 




End 


33928 




Name 


OJ000150 27.0124.C42 


,o2.gp 


Method 


AAT/GAP 




Start 


29918 




End 


30015 




GI 


uC-osflcyp022c06b2 




Score 


148 




Exons 


29918. .30015 










GI Descrip. 


, 5042437/gb|AC007789 


.1IAC007789 8.0e-25 Oryza sativa BAC T49B20 




genomic sequence, complete 


sequence' 






Seq. No. 


27251 




Seq. ID 


OJ000150_ 


_27.0124.C42 


Gene No. 


56449 




Strand 


+ 




Start 


53292 




End 


56487 




Name 


OJ000150 27.0124.C42 


,o5.gs 


Method 


GENSCAN 




Start 


53292 




End 


56487 




GI 


none 




Score 


.78 




Exons 


53292. .53454, 54288. 


.54380, 


55459.-55522, 55722. 


.56487 


Seq. No. 


27251 




Seq. ID 


OJ000150_ 


_27.0124.C42 


Gene No. 


56449 




Strand 


+ 




Start 


53292 




End 


56487 




Name 


OJ000150 27.0124.C42 


. o5 .np 


Method 


AAT/NAP 




Start 


54616 




End 


56364 




GI 


6136545 




Score 


226 




Exons 


54616. .54638, 55892. 


.56364 









GI Descrip. YCF53-LIKE PROTEIN gi | 1651654 | dbj | BAA16582 | (D90899) 
.. hypothetical protein [Synechocystis sp.] - 

Seq. No. 27251 Seq. ID OJ000150_27 . 0124 . C42 



27274 



Gene No. 5644 9 

Start 53292 

Name OJ000150_27 . 0124 . C42 . o4 . gp 

Start 55453 

GI 10982_1.R1084 

Exons 55453. .56029 

GI Descrip. ' 1330273/dbj | D85055 | RICSINE11 
p-SINEl-r31 gene 1 



Strand 
End 

Method 

End 

Score 



+ 

56487 
AAT/GAP 
56029 
1150 



2. 0e-18 Rice retroposon 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27251 Seq. ID 

56450 Strand 

65963 End 

OJ000150_27 . 0124 . C42 . 08 .gs Method 

65963 End 

none Score 



OJ000150_27.0124.C42 
+ 

71107 
GENS CAN 
71107 
.72 



65963. .66083, 67282 .. 67409, 67773 .. 67830, 67 931 .. 67 972, 
68554. .68672, 69063 .. 69129, 694 92 .. 69583, 69902 .. 70039, 
70326. .70409, 71036.. 71107 



Seq. No. 27251 . 

Gene No. 56450 

Start 65963 

Name OJ000150_27 . 0124 .C42 .o6.np 

Start 66383 

GI 6850320 

Exons 66383. .66452, 68560 .. 68672', 
69902. .70039, 70118 .. 70229, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
69063. .69129, 
70286. .70409, 



OJ000150 
+ 

71107 
AAT/NAP 
70715 
606 

69492 
70575 



27.0124.C42 



. 69583, 
.70715 



(AC009999) Contains similarity to an endonuclease III homolog 
from Homo sapiens gb|U81285, and contains an Endonuclease III 
PF | 00730 domain. [Arabidopsis thaliana] 



Seq. No. 


27251 


Seq. ID 


OJ000150_27 


.0124.C42 


Gene No. 


56451 


Strand 


+ 




Start 


76656 


End 


79468 




Name 


OJ000150 27.0124.C42.ol0.gs 


Method 


GENS CAN 




Start 


76656 


End 


79468 




GI. 


none 


Score 


.91 




Exons 


76656. .76733, 79388.. 79468. 








Seq. No. 


27251 


Seq. ID 


OJ000150_27 


.0124.C42 


Gene No. 


56452 


Strand 


+ 




Start 


84152 


End 


84674 




Name 


OJ000150 27.0124.C42.oll.gs 


Method 


GENSCAN 




Start 


84152 


End 


84674 




GI 


none 


Score 


.77 




Exons 


84152. .84269, 84508.. 84674 








Seq. No. 


27251 


Seq. ID 


OJ000150_27 


.0124.C42 


Gene No. 


56453 


Strand 






Start 


4771 


End 


21659 




Name 


OJ000150 27.0124.C42.o2.np 


Method 


AAT/NAP 




Start 


2413 


End 


21659 




GI 


4680207' 


Score 


1151 




Exons 


2413.. 2453, 7123.. 8639, 8879. 


.9034, 12723. .12901, 


13067. .13408, 




15070. .15562, 21630.. 21659 








GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog 


[Sorghum 



bicolor] 



27275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ^ 
Start 
GI 

Exons 



27251 
56453 
4771 

OJ000150_27.0124.C42.o2.gs 
4771 
none 



Seq. .ID OJ000150_27.0124.C42 
Strand 

21659 
GEN SCAN 
18940 
.61 



End 

Method 
End 
Score 

4771.. 4940, 7196.. 7447, 8894.. 9034, 127 68.. . 12985, 13067.. 13277 
13635. .14057, 14763 14 902, 15046. . 15592, 18148 : . 18250, 
18643. .18717, 18881. .18940 



27251 
56453 
4771 

OJ000150_27.0i24.C42.ol.np 
5957 
4680207 

5957. .5982, 7116. .8639, 8879. .9117, 11886. .11967 
(AF114171) disease resistance protein RPM1 homolog 
bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 27.0124.C42 



21659 
AAT/NAP 
11967 
610 



[Sorghum 



27251 Seq. ID 

56454 Strand 

34840 End 
OJ000150_27 . 0124 . C42 . o3 . gp Method 

34664 End 

none Score 
34664.. 35000 



OJ000150_27.0124.C42 

51177 
AAT/GAP 
35000 
641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27251 Seq. ID 

56454 Strand 

34840 End 

OJ000150_27 . 0124 . C42 . o4 . gs Method 

34840 End 

none Score 



OJ000150_27.0124.C42 

51177 
GENSCAN 
51177 
.94 



34840. .35109, 36285 .. 36397, 36487 .. 36677 , 37481 .. 37595, 

38656.-38782, 39790 .. 39865, 41122 ... 4 1240, 42305 .. 424 68 , 

42541. .42654, 42841 .. 42963, 45050 .. 45128 , 4 6388 .. 4 6534 , 

46779. .47036, 47532 .. 47727, 504 15 .. 50534 , 50921.. 51177 



Seq. No. 


27251 


Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56454 


Strand 






Start 


34840 


End 


51177 




Name 


OJ000150 27.0124.C42.o4.np 


Method 


AAT/NAP 




Start 


42298 


End 


43822 




GI 


6002071 


Score 


163 




Exons 


42298.-42389, 43636.. 43822 








GI Descrip. 


(X84136) ribosomal protein 


S4 [Oncidium ansiferum] 




Seq. No. 


27251 


Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56455 


Strand' 






Start 


57146 


End 


62337 




Name 


OJ000150 27.0124.C42.o6.gs 


Method 


GENSCAN 




Start 


57146 


End 


62337 




GI 


none 


Score - 


.65 




Exons 


57146. .57238, 57575 .. 57668, 


58973. .59029, 59150 .. 59207 , 





60409. .60472, 60711 .. 60772, 60850 .. 60901, 61284 .. 61404 f 



27276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



62243. .62337 

27251 
56456 
62943 

OJ000150_27.0124.C42.o7.gs 

62943 

none 



Seq. ID OJ000150_27.0124.C42 



Strand 
End 

Method 

End 

Score 



64006 
GENSCAN 
64006 
.63 



62943. .63082, 634B4 .. 63667, 63692.. 64006 



27251 . * Seq. ID 

56457 Strand 

70760 End 

OJ000150_27 . 0124 . C42 . o7 . np Method 

70760 End 

'2921158 Score 



OJ000150_27.0124.C42 

76743 
AAT/NAP 
76743 ■ 
2881 



70760. .70822, 7 1573 .. 72700, 72821 .. 72910, 73017 .. 73092 , 
73635. .73852, 74159 .. 74374, 74739 .. 74924 , 75040 .. 75171, 
75256. .75368, 75934 .. 7 6259, 76491. .76743 



GI Descrip. * (AF022909) ClpC [Arabidopsis thaliana] 



Seq. No. 27251 

Gene No. 56457 

Start 7 07 60. " : ' 

Name OJ000150__27 . 0124 .C42 . o9 . gs 

Start . 71519 

GI none 

Exons 71519. .72700, 72821 .. 72910, 

74159. .74374, 74739.-74924, 
75934. .76519 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 27.0124.C42 



76743 
GENSCAN 
76519 
.85 

73017. .73092, 73635 .. 73852, 
75040. .75171, 75256 .. 75368 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



27251 
56457 
70760 

OJ000150_27.0124.C42.o5 
74843 

uC-osflM202094dllbl 

74843. .74924, 75040 .. 75171, 



OJ000150 27.0124.C42 



.gp 



Seq. ID _ 
Strand 

End .76743 
Method AAT/GAP 
End 76058 
Score 7 93 
75256. .75368, 75934.. 76058 
'1168972/sp|P46523|CLPA_BRANA 4.0e-41 ATP- DEPENDENT CLP PROTEASE 

ATP-BINDING SUBUNIT CLPA PRECURSOR >gi_480969_pir S37557 clpA 

protein - rape (fragment) >gi_406311_emb_CAA53077_ (X75328) clpA 
[Brassica napus] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 27.0124.C42 



27251 
56458 
78601 

OJ000150_27.0124 .C42.o6.gp 
78601 

uC-osflcypl69f03bl 
78601.. 78842 

'5441872/dbj | AP000366 . 1 1 AP000366 1.0e-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



78842 
AAT/GAP 
78842 
278 



27251 Seq. ID 

56459 Strand 
86437 End 

OJ000150 27.0124 .C42.o6.tw Method 



OJ000150_27.0124.C42 
87866 

TBLASTX: Wheat 



27277 



Start 


'it v * 
-810T- 




End 


27663 




GI 


none 




Score 


268 




Exons 


8101. .8181, 8257. .8547, 27220 27663, 


27291. .27509 




Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No . 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


8338 




End 


27504 




GI 


none . . 




Score 


41 




Exons 


8338.. 8511, 8339.. 8419, 8491 


..8634, 8504. .8653, 8880. .9035, 




12763. .12945, 26749. 


.26928, 


26940. .27257, 27052 .. 27258 , 






27273. .27401, 27280. 


.27504 








Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


.ol0 . tm 


Method 


TBLASTX: Maize 




Start 


8503 




End 


27288 




GI 


none 




Score 


69 




Exons 


8503.. 8634, 8504.. 8671, 8880 


..8978, 27024. .27251, 27028 


. .27 




Z/U4 y . . Z /zoo 










Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12772 




End 


26928 




GI 


none 




Score 


169 




Exons 


12772. .12972, 26722. 


.26928 








Sea. No. 


27251 




Seq. ID 


OJ000150_27.0124 




Gene No. 


56459 




Strand 






Start 


86437 




End . 


87866 




Name 


OJ000150 27.0124.C42 


.ol2.ts 


Method 


TBLASTX: Soybean 




Start 


34816 




End 


35047 




GI 


none 




Score 


117 




Exons 


34816. .34983, 34847. 


.34957, 


34984,-35046, 34985. .35047 




Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


.oS.tw 


Method 


TBLASTX: Wheat 




Start 


34978 




End 


36615 




GI 


none 




Score 


122 




Exons 


34978. .35109, 34982. 


.35110, 


36284. .36376, 36285. .36398, 






36285.-36398, 36322. 


.36399, 


36485. .36613, 36486 .. 36611 , 






36487. .36615, 36567. 


.36614 








Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No . 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


. o5 . ts 


Method 


-TBLASTX : Soybean 




Start 


35053 




End 


38755 




GI 


none 




Score 


89 




Exons 


35053. .35109, 36283. 


.36399, 


36285. .36398, 36483 36617, 






36485. .36685, 37478. 


.37570, 


37480. .37599, 3748 1 .. 37594 , 





27278 



38642. .'38755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

E'xoris 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27251 
56459 
86437 

OJ000150_27.0124.C42.o4.tm 

36312 

none 

36312. .36398, 36320 .. 36376, 
36485. .36550, 36548 36679, 
37480. .37599, 37481 .. 37594 , 
38656.-38697, 38702 38755, 
39624. .39695, 39631 39699, 

27251 
56459 
86437 

OJ000150_27. 0124. C42.o9. tin 

42351 

none 

42351. .42443, 42353 424 66, 
42551. .42667, 42554.. 42676 



Seq. ID OJ000150_27.0124.C42 
Strand 

End 87866 
Method TBLASTX : Maize 
End 39865 
. Score 7 6 

36325. .36405, 364 83 .. 36554 , 
36551. .36679, 36561 .. 36683, 
37516. .37656, 38653 .. 38694 , 
38703. .38783, 387 15 .. 3878 6, 
39790. .39864, 39809.. 39865 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_27.0124.C42 
87866 

TBLASTX : Maize 

42676 

89 



42358.-42453, 4254 6.-42659, 



Seq. No. 27251 

Gene No. 56459 

Start 86437 

Name OJ000150_27 . 0124 . C42 . o4 . tc 

Start 43625 

GI none 

Exons 43625.-43732, 43638 .. 43727 , 
43790. .43828, 43790.. 43909 

Seq. No. 27251 

Gene No. 56459 

Start 86437 

Name OJ000150_27 . 0124 . C42 . oil . tm 

Start 47597 . 

GI none 

Exons 47597. .47725, 47601 47744 , 
48052. .48195, 48056.. 48196 

Seq. No. 27251 
Gene No. 56459 
Start 86437 

Name OJ000150_27 . 0124 -C42 .o2 . tm 

Start 55493 
GI none 

Exons ■ 55493. .55516, 55495 .. 55515, 

55642. .55749, 55652 .. 55807 , 
S6398..56463, 56420.. 56461 



Seq, . ID- 
Strand 
End 

Method 

End 

Score 



OJ000150_27 . 0124 .C42 
87866 

TBLASTX: Cress 

43909 

94 



43724. .43795, 43740 43799, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_27.0124.C42 
87866 

TBLASTX: Maize 

48196 

104 



47601. .47741, 47602 .. 47742, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 27.0124.C42 



87866 

TBLASTX: Maize 
56463 
34 

55547. .55567, 55551 .. 55574 , 
55915. .56343, 55978 .. 5634 9, 



Seq. No. 27251 Seq. ID 

Gene No. 56459 Strand 

Start 86437 End 

Name OJ000150_27 . 0124 . C42 o3 . tc Method 

Start 55918 End 

GI none Score 



OJ000150_27 . 0124 .C42 
87866 

TBLASTX: Cress 
'56118 
198 



27279 




Exons 


55918. 


.56118 










Seq. No. 


27251 






Seq. ID 


OJ000150_27.0124 


.C42 


uene wo . 


56459 






Strand 






Start 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


56046 






End 


56349 




GI 


none 




- 


Score 


424 




Exons • 


56046. 


.56342, 56047. 


.56343, 


56047. .56349 




Seq. No. 


27251 






Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 






Strand 






Start 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


. o7.tm 


Method 


TBLASTX: Maize 




Start 


57575 






End 


61228 




GI 


none 






Score 


59 




Exons 


57575. 


.57625, 57575: 


. O / , 


57620. .57667, 57621 .. 57671, 






58972. 


.59061, 58973. 


.59089, 


58974. .59090, 5914 9 .. 59211, 






60407. 


.60472, 60408. 


.60479, 


60408. .60473, 60706 .. 60771, 






60710. 


.60772, 60726. 


.60782, 


60846. .60902, 60854 .. 60904 , 






60854. 


.60919, 60976. 


.61053, 


60978. .61055, 61013 .. 61054 , 






61148. 


.61228, 61151. 


.61228 








Seq. No. 


27251 






Seq.. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 






Strand 






btart 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


.olO.ts 


Method 


TBLASTX : Soybean 




Start' 


60854 






End 


61407 ■" 




GI 


none 






Score 


43 




Exons 


60854. 


.60919, 60855. 


.60902, 


60975. .61052, 60988 61053, 






61154. 


.61228, 61155. 


.61229, 


61326. .61406, 61327. .61407 




Seq. No. 


27251 






Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 






Strand 






Start 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


68543 






End 


70691 






none 






Score 


198 




Exons 


68543. 


.68674, 68544. 


.68672, 


68544. .68678, 69051 .. 69131, 






69060. 


.69128, 69476. 


.69586, 


69490. .69585, 69514 .. 69588 , 






69902. 


.70045, 69911. 


.70045, 


69919. .70047, 70117 .. 70227 , 






70118. 


.70222, 70320. 


.70394, 


70323. .70394, 70324 70395, 






70574. 


.70660, 70575. 


.70661, 


70643. .70681, 70647. .70691 




Seq. No. 


27251 






Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 






Strand 






o rare 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


69890 






End 


70415 




GI 


none 






Score 


146 




Exons 


69890. 


.70045, 69901. 


.70041, 


70109. .70228, 70117 .. 70230, 






70118. 


.70222, 70323, 


.70412, 


70323. .70415 




Seq. No. 


27251 






Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 






Strand 






Start 


86437 






End 


87866 




Name 


OJ000150 27.0124.C42 


.ol.tm 


Method 


TBLASTX: Maize 





27280 




Start' 


71519 








End v 


75081 ' 




- 


GI 


none 








Score 


199 






Exons 


71519. 


.71557, 


71561. 


.71899, 


71615. .71935, 71799 


. . 71924 , 






71978. 


.72616, 


71994. 


.72593, 


72596. .72700, 72821 


. .72847, 






72979. 


.73095, 


73014. 


.73094, 


73632.-73853, 73637 


. .73855, 






73648. 


.73854, 


73780. 


.73863, 


74111. .74377, 74159 


. .74377, 






74722. 


.74925, 


74736. 


.74924, 


74738.-74926, 75040 


. .75081, 






75040. 


.75075 














Seq. No. 


27251 








Seq. ID 


OJ000150 


_27.0124 


.C42 


Gene No. 


56459 








Strand 








Start 


86437 








End 


87866 






Name 


OJ000150 27.0124.C42 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


71528 








End 


72430 - 






GI 


none 








■ Score 


167 - 






Exons 


71528. 


.71899, 


71615. 


.71935, 


71616. .71924, 71978 


. .72430, 






71994. 


.72383 














Seq. No. 


27251 








Seq. ID 


OJ000150 


_27.0124 


.C42 


Gene No. 


- 56459 








Strand 








Start 


86437 








End • 


87866 






Name 


OJ000150 27:0124. C42 


.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


71576 








End 


76226 






GI 


none 








Score 


107 






Exons 


71576. 


.71719, 


71615-. 


.71935, 


71616. .71780, 71799 


. .71924, 






71978. 


.72592, 


71994. 


.72593, 


72599. .72700, 72979 


. . 73095, 






73014. 


.73094, 


73632. 


.73853,, 


73637. .73855, 74111 


. .74377, 






74165. 


.74377, 


74736. 


.74909, 


74736. .74924, 74737 


. .74925, 






74738. 


.74926, 


74738. 


.74926, 


75032. .75091, 75038 


. .75124, 






75039. 


.75116, 


75040. 


.75141, 


75253. .75300, 75349 


. .75369, 






75932. 


.76225, 


75933. 


.76226, 


76025. .76216 






Seq. No. 


27251 








Seq. ID 


OJ000150 


_27.0124 


.C42 


Gene No. 


56459 








Strand 








Start 


86437 








End 


87866 






Name 


OJ000150 27.0124.C42 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


71591 








End 


72155 






GI 


none 








Score 


97 






Exons 


71591. 


.71719, 


71615. 


.71935, 


71616. .71924, 71978 


. .72154, 






71994. 


.72155 














Seq. No. 


27251 








Seq. ID 


OJ000150 


_27.0124 


.C42 


Gene No. 


56459 








Strand 








Start 


86437 








End 


87866 






Name 


OJ000150 27.0124.C42 


,o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


72236 








End 


72599 






GI 


none 








Score 


69 






Exons 


72236. 


.72292, 


72236. 


.72598, 


72246. .72599 






Seq. No. 


27251 








Seq. ID 


OJ000150 


_27.0124 


.C42 


Gene No. 


56459 








Strand 








Start 


86437 








End 


87866 






Name 


OJ000150 27.0124.C42 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


72431 








End 


75093 






GI 


none 








Score 


156 . 






Exons 


72431. 


.72592, 


72432. 


.72593, 


72599. .72700', 72623 


. .72679, 






72979. 


.73095, 


.73014. 


.73094, 


73632..73853, 73637 


. .73855, 





27281 



74111. .74377,, 74159. .74377, 74713 .. 74 925, 74736. .74924, 
74803. .74925, 75032 .. 75091, 75040.. 75093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27251 Seq. ID 

56459 Strand 
86437 . End 

OJ000150_27.0124 .C42.o8.tw Method 
74862 , * End 

norib-' ' Score 



74862. .74924, 74863 .. 74 925, 75040 .. 75129, 75040 
75253. .75300, 7534 9.-75369, 7593.2 .. 7 6027 , 75933 
76025. .76216, 76101.. 76178 



OJ000150_27 .0124 .C42 
87866 

TBLASTX: Wheat 

76216- 

82 

75144, 
76028, 



27251 
56459 
86437 

OJ000150_27.0124.C42.o5.tm 

75932 

none 

75932. .76225, 75933.-76226 

27251 
56459 
86437 

OJ000150_27.0124.-C42.o6.ts- 

75944 

none 

75944..7622S, 75945.. 76226 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

MetKod 

End 

Score 



OJ000150_27.0124.C42 
87866 

TBLASTX: Maize 

76226 

205 



OJ000150_27.0124.C42 
87866 

TBLASTX : Soybean 

76226 

167 



OJ000150 27.0124.C42 



27251 Seq. ID 

56459 Strand 
86437 End 87866 

OJ000150_27 . 0124 . C42 . 08 . np Method AAT/NAP 
86437 End 87866 

6630696 Score 2317 

86437. .87866 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovi-rus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


- OJ000150 27.0124.C42 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


86578 




End 


87047 




GI 


none 




Score 


371 




Exons 


86578. .86958, 86583: 


.86957, 


86973. .87047, 8 6974. .87042 




Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 


Gene No. 


56459 




Strand 






Start 


86437 




End 


87866 




Name 


OJ000150 27.0124.C42 


. oil . ts 


Method 


TBLASTX: Soybean 




Start 


86700 




End 


87041 




GI 


none 




Score 


96 




Exons 


86700. .86909, 86779. 


.86904, 


86922. .87041 




Seq. No. 


27251 




Seq. ID 


OJ000150_27.0124 


.C42 



27282 




Gone No . 


56459 




Strand 




Start 


86437 




End 


87866 


Name 


OJ000150 27.0124.C42 


.06. tm 


Method 


TBLASTX: Maize 


Start 


86903 




End 


87275 


GI 


none 




Score 


89 


Exons 


86903. .87151, 86904. 


.87275, 


86905. .87252 


Seq. No. 


' 27251 




Seq. ID 


OJ000150_27. 01.24 


Gene No. 


56459 




Strand' 




Start 


86437 




End 


87866 


Name 


OJ000150 27.0124.C42 


.o9.ts 


Method 


TBLASTX : Soybean 


Start 


87051 




End 


87402 


GI 


none 




Score 


75 


Exons 


87051. .87233, 87054. 


.87242, 


87055. .87243, 87238 .. 87402 , 



87243. .87401 



Seq. No. 


27251 




Gene No. 


56459 




Start 


86437 




Name 


OJ000150 27.0124.C42 


.o4 . tw 


Start 


87255 




GI 


none 




Exons 


87255. .87461, 87456. 


.87728, 


Seq. No. 


27251 




Gene No. 


56459 




Start 


86437 




Name 


OJ000150 27.0124.C42 


.08 .tm 


Start 


87336 




GI 


none 




Exons 


87336. .87728, 87439. 


.87546, 




87731. .87799 




Seq. No. 


27251 




Gene No. 


56459 




Start 


86437 




Name 


. OJ000150 27.0124.C42 


.o7 . ts 


Start 


87471 ■ 




GI 


5509260 




Exons 


87471. .87728, 87491. 


.87763, 




87735. .87839 




GI Descrip. 






Seq. No. 


27251 




Gene No. 


56459 




Start 


86437 




Name 


OJ000150 27.0124.C42 


,o2.tc 


Start 


87582 




GI 


none 




Exons 


87582. .87728, 87587. 


.87733, 


Seq. No. 


27252 




Gene No. 


56460 




Start- ? - 


198 




Name . 


OJ000150 27.0124.C43 


.ol .gs 


Start 


198 




GI 


none 





Seq. ID OJ000150_27.0124.C42 
Strand 

End 87866 

Method TBLASTX : Wheat 

End 87799 

Score 69 
87731.. 87799 

Seq. ID OJ000150_27.0124.C42 
Strand 

End 87866 

Method ■ TBLASTX: Maize 

End 87799 

Score 56 
87585. .87665, 87730 87786, 



Seq. ID OJ000150_27.0124.C42 
Strand 

End 87866 

Method TBLASTX : Soybean 

End' 87865 

Score 60 
87585. .87725, 87731 87865, 



Seq. ID OJ000150_27.0124.C42 
Strand 

End 87866 

Method TBLASTX: Cress 

End 87841 

Score 35 



Seq. ID OJ000150_27.0124.C43 

Strand + 

End 334 

Method . GENSCAN 

End 334 

Score .61 



27283 



Exons" 



198. .334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ( Descrip. 



27253 Seq. ID OJ000150_27 . 0124 . C44 

56461 Strand 

1 End 810 

OJ000150_27 . 0124 .C44 . ol .np Method AAT/NAP 

1 End .810. 

4 680207 Score 163 

1. .76, 537. .810 ' ^ ■ 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 

bicolor] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27254 Seq. ID 

56462 Strand 

53 End 
OJ000150_27 . 0124 . C4 6 . ol . gs Method 

53 End 

none Score 
53. .259 



OJ000150_27.0124 .C4 6 
+ 

259 

GENSCAN 

259 

1 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27255 
5.6463 
1 

OJ00.0150_27 . 0124 . C47 . ol . gp. 
1 

10982_1.R1084 
1. .344 

'1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon 
p-SINEl-r31 gene 1 



Seq. ID OJ000150_27.0124.C47 
Strand 
End- .344 
Method AAT/GAP 
End 344 
Score 590 



27256 
56464 
258 

OJ000150_27.0124.C48.ol.gp 
258 

4878810 
258. .447 



Seq. ID OJ000150_27.0124.C48 

Strand 

End 447 

Method AAT/GAP 

End 447 

Score 354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27257 Seq. ID 

56465 Strand 
1 End 
OJ000150_27.0124.C4 9.ol.np Method 
1 End 
137616 Score 
11.740 

TERMINASE LARGE SUBUNIT (DNA PACKAGING PROTEIN A) (GPA) 

gi I 76025 Ipir | | JVBPAL DNA-packaging protein A - phage lambda 

gi | 215106 (J02459) A (DNA packaging; 641) [Bacteriophage lambda] 



OJ000150_27.0124.C49 
+ 

740 

AAT/NAP 

740 

1176 



27257 Seq. ID 

56465 Strand 

1 End 
OJ000150_27.0124.C49.ol.gs Method 

61 End 
none . Score 
-.61.. '651 



OJ000150_27.0124.C49 
+ 

740 

GENSCAN 
651 

.98 - . 



27284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27258 Seq. ID 

56466 Strand 
1 End 
OJ000150_27 . 0124 .C51.ol.gp Method 
1 End 
LIB3475-012-P1-K1-B11 Score 
1. .75 

'5670155/gb|AF161269.1|AF161269 3.0e-29 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



OJ000150_27/0l24.C51 
+ 

75 

AAT/GAP 
75 

122 . 



27258 Seq. ID 

56467 Strand 

1680 End 
OJ000150_27 . 0124 . C51 .o2 . gs Method 

1680 End 

none Score 
1680. .1790 



OJ000150_27.0124.C51 

1790 
GENS CAN 
1790 
.49 



Seq. No. 27259 Seq. ID 

Gene No. 56468 Strand 

Start 437 End 

Name OJ000150_27 . 0124 . C52 . ol . gs Method 

Start 437 End 

GI none " Score 

Exons 437 . . 545 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27260 Seq. ID 
56469 . Strand 

1 End 

OJ000150_27.0124.C53.ol.np Method 

1 End 

4680203 Score 
1..761, 1294. .1351 
(AF114171) TNP2-like protein 

27260 Seq. ID 

56469 Strand 

1 End 

OJ000150_27 . 0124 . C53 . ol . tw. Method 

53 End 

none Score 
53. .391, 109. .165, 370. .543, 
665. .763, 670. .762, 791. .820 

27260 Seq. ID 

564 69 Strand 

1 End 

OJ000150_27.0124.C53.ol.gs Method 

142 End 

none Score 
142.. 595 



OJ000150_27.0124.C52 
545 

GENSCAN 

545 

.82 



OJ000150_27.0124.C53 
+ 

1351 
AAT/NAP 
1351 
453 



[Sorghum bicolor] 

OJ000150_27.0124.C53 
+ 

1351 

TBLASTX: Wheat 
820 
193 

404. .559, 548. .652, 578. .634, 



OJ000150_27.0124.C53 
+ 

1351 
GENSCAN 
595 
.72 



Seq. No. 27260 Seq. ID 

Gene No. 564 69 Strand 

Start 1 ■ . End 

Name . OJ000150_27 .0124 .C53.ol.tm Method 

Start 245 End 



OJ000150_27.0124.C53 
+ 

1351 

TBLASTX: Maize 
535 



27285 



GI none 

Exons 245. .415, 419. .535, 448. .534 

Seq. No. 27261 

Gene No. 56470 

Start 165 

Name OJ000150_27 . 0124 . C54 . ol . gs 

Start 165 

GI " none - " 

Exons 165.. 521 



Score 148 



Seq. ID OJ000150_27.0124.C54 

Strand + 

End 521 

Method GENSCAN 

End 521 

Score .96 



Seq. No. 27262 Seq. ID 

Gene No. 56471 Strand 

Start 181 End 

Name OJ000150_27 . 0124 . C56 . ol . gs Method 

Start 181 End 

GI none Score 

Exons 181.. 360 



OJ000150_27.0124.C56 
360 

GENSCAN 

360 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27263 Seq. ID 

56472 Strand 
70 End 
OJ000150_27.0124.C58.ol.gs -V Method * 
70 End 
none Score 
70. .133, -234. .295 

27264 Seq. ID 

56473 Strand 
177 End 
OJ000150_27 .0124.C61.ol.gs Method 
177 End 
none Score 
177. .264, 331. .346 



OJ000150_27.0124.C58 
+ 

295 

GENSCAN 

295 

.72 



OJ000150_27.0124.C61 
+ 

346 

GENSCAN 

346 

.83 



OJ000150. 27.0124.C61 



27264 Seq. ID 

56474 Strand 
1 End 471 

OJ000150_27 . 0124 . C61 . ol . np Method AAT/NAP 
1 End 471 

5103193 . Score 825 

1..471 

(AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084 | gb | AAD50242 . 1 | AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



27264 

56475 ' 
431 

OJ000150_27.0124.C61.ol.tc 

431 

none 

431. .577, 433. .576 
27265 

56476 . . 
77 



Seq. ID OJ000150_27.0124.C61 
Strand 

End 577 

Method TBLASTX : Cress 

End 577 

Score 216 



Seq. ID OJ000150_27.0124.C65 
Strand + 
End 145 



27286 



Name 

Start 

GI 

Exons 



OJ000150_27.0124.C65.ol.gs Method 

77 End 

none Score 
77. .145 



GENS CAN 

145 

.67 



Seq. No. 
Gene No. 
Start 
■ WanflS'"' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_27.0124.C66 
+ 

506 , . 
AAT/GAP 
506 
165 



27266 Seq. ID 

56477 Strand 
412 "End 
OJ000150_27.0124-.C66.ol.gp Method 
412 End 
uC-osflM202094dllbl Score 
412. .506 

'1168972/sp|P4 6523|CLPA_BRANA 4.0e-41 ATP-DEPENDENT CLP PROTEASE 
ATP-BINDING SUBUNIT CLPA PRECURSOR >gi_480969_pir__S37557 clpA 
protein - rape (fragment) >gi_406311_emb_CAA53077_ (X75328) clpA 
[Brassica napus] 1 

27266 Seq. ID OJ000150_27 . 0124.. C66 

56478 Strand 

1 End 506 

OJ000150_27.0124.C66.ol.np Method AAT/NAP 
1 /End 506 

461753 "Score 61 

1. .33 ,,..405. .506 

ATP-DEPENDENT CLP PROTEASE ATP-BINDING SUBUNIT CLPA HOMOLOG 
PRECURSOR gi|419773|pir| IS31164 ATP-dependent ClpB proteinase 
regulatory chain homolog precursor, chloroplast - garden pea 
gi| 169128 (L09547) nuclear encoded precursor to chloroplast 
protein [Pisum sativum] 



27266 Seq. ID 

56479 Strand 

414 End 
OJ000150_27 . 0124 . C66 . ol . gs Method 

414 End 

none Score 
414.. 492 



OJ000150_27.0124 .C66 
492 

GENSCAN 

492 

.7 



Seq. No. 27267 Seq. ID 

Gene* No. 56480 Strand 

Start 347 End 

Name OJ000150_27 . 0124 . C68 . ol . gs Method 

Start 347 End 

GI none Score 

Exons 347.. 443 



OJ000150_27.0124.C68 
443 

GENSCAN 

443 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



27268 
56481 
121 

OJ000150_27.0124.C74.ol.np 
121 

4680203 



Seq. ID OJ000150_27.0124.C74 

Strand + 

End 5571 

Method AAT/NAP 

End 3467 

Score 1332 



121. .1665, 1732. .1809, 2041. .2066, 2226.-2462, 2739. .3467 
(AF114171) TNP2-like protein [Sorghum bicolor] 



27268 
56481 



Seq. ID OJ000150_27.0124.C74 
Strand + 



27287 



# • 



Start 


" 12t " : 






'End 


5571 


Name 


OJ000150 27 .012 4 


.C74.ol 


.gs 


Method 


GENSCAN 


Start 


166 






End 


5571 


GI 


none 






Score 


.4 


Exons 


166. .487, 1248.. 


1731, 2056. .2157,- 2500 


..2779, 2846. .3246, 




3301.. 3449, 4323 


. .4463, 


4889. 


.5017, 5215. .5571 


Seq. No. 


27268 






S^a ID 


OJ000150 27 0124 C74 


Gene No. 


56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27.0124 


.C74.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


554 






End 


1136 


GI 


none 






Score 


176 


Exons 


554. .844, 664. .864, .760 


. .849, 


897 992 


. 898 1014. 1009 108 ( 




1086. .1136 










Seq. No. 


27268 






Seq. ID 


OJ000150 27 0124. C74 


Gene No.j 


56481 






St rand 

J Ll Gil 1 v*4 




Start 


121 






End 


5571 


Name 




• ^ / ft • Ol 


.ts ... 


Method 


TBLASTX : Soybean 


Start 


566 






FnH 

Oil l\J. 


■Oil 


GI 


none 






S core 


9^ 
6 j j 


Exons 


566. .844 










Seq. No. 


27268 • 






S£»rr T H 


n.Tonm 97 ni94 r7 4 


Gene No. 


56481 






O LIT call CI 


i 


Start 


121 






End 


5571 


Name 


- oTfinni 97 ni94 


CI A r\0 
. I ft • O^. 


.tc 


Method 


TBLASTX: Cress * 


Start 


904 






End 


1193 


GI 


none 






Score 


123 - ; 


Exons 


904.. 1080, 1086. 


.1193 








Seq. No. 


27268 






Seq. ID 


OJ000150_27.0124.C74 


Gene No. 


56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27.0124 


.C74.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


996 






End 


1202 


GI 


none 






Score 


83 


Exons 


996.. 1058, 1003. 


.1080, 


1085. . 


1195, 1086. .1202, 1095. ;i!96 


Seq. No. 


27268 






Seq. ID 


OJ000150_27.0124.C74 


Gene No. 


56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27.0124 


.C74.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2316 






End 


2699 


GI 


none 






Score 


59 


Exons 


2316.. 2384, 2384 


\ .2695, 


2385. 


.2699, 2385.. 2696 


Seq. No. 


27268 






Seq. ID 


OJ000150_27.0124.C74 


Gene No. 


56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27.0124 


.C74.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2340 






End- 


3525 


GI 


none 






Score 


519 


Exons 


2340.. 3095, 2585 


...2791, 


2813. 


.2869, 3074.. 3247, 3108.. 3263, 




3252.. 3356, 3282 


. ,3338, 


3369. 


.3473, 3374.. 3466, 3496.. 3525 



27288 



Seq." No. 


27268 






Seq. ID 


OJ000150_27.0124.C74 


Gene No. 


56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27 


.0124.C74.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2630 






End 


3053 


GI . 


none 






Score 


294 


Exons 


2630. .2791, 


2631. .3053, 


2813. 


.2869 




Seq. No. 


27268 






Seq. ID 


OJ000150_27.0124.C74 


Gene No . 


. 56481 






Strand 


+ 


Start 


121 






End 


5571 


Name 


OJ000150 27 


.0124.C74.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2949 






End 


3239 


GI 


none 






Score 


148 


Exons 


2949. .3119, 


3123. .3239, 


3152. 


.3238 ' 




Seq. No. 


27269 






Seq. ID 


OJ000150_27.0124.C75 


Gene No. 


56482 






Strand 


+ 


Start 


381 






End 


15988 


Name 


OJ000150 27 


.0124.C75.ol 


. gs 


Method 


GENSCAN 


Start 


• 381 






End 


15883 


GI 


none 






Score 


.42 


Exons 


381.. 628, 650. .1326, 1414.. 1516, 2282. 


.2374, 2954.. 3101, 




4274. .4539,, 


6601. .6679, 


. 6822. 


.6849, 7602. .7690, 8378. .8525, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8742.. 8848, 9799.. 9852, 9991.. 10206, 11091 .. 11231, 11703 11990, 
12503.. 13023, 13118.. 13463, 13533 .. 14510, 14547 .. 15073, 
15147. .15883 



27269 Seq. ID 

56482 Strand 
381 End 
OJ000150_27 . 0124 . C75 . ol .np Method 
13689 End 
6630696 Score 
13689. .15988 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene,..? Similar to retrovirus-related pol 
polyprotein from transposon *Tnt 1-94. (P10978) [Oryza sativa] 



OJ000150_27.0124.C75 
+ 

15988 
AAT/NAP 
15988 
3805 



OJ000150_27.0124.C75 
+ 

15988 
AAT/GAP 
14621 
1419 



27269 Seq. ID 

56482 Strand 
381 End 
OJ000150_27.0124.C75.o2.gp Method 
13731 End 
101595_1.R1084 Score 
13731. .14431, 14547.. 14621 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 

27269 Seq. ID OJ000150_27 . 0124 . C75 

56483 Strand 

5210 End 5615 

OJ000150_27.0124.C75.ol.gp ' Method AAT/GAP 

5210 End 5615 

LIB3477-003-P1-K1-E9 Score 133 

5210.. 5230, 5529.. 5615 

»24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



27289 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


27269 




.Seq. ID 


OJ000150_27.0124 


.C75 


Gene No. 


56484 




Strand 






Start 


13583 




End 


14039 




Name 


OJ000150 27.0124.C75 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


- 13583 . 




End 


13980 




GI 


none 




Score 


128 




Exons 


13583. .13681, 13584. 


.13718, 


13688. .13960, 13695 .. 13979, 






13798 . . 13980, 13849. 


. 13980 








Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


.C75 


Gene No. 


56484 




Strand 






Start 


13583. 




" End 


14039 




Name 


OJ000150 27.0124.C75 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13730 




End 


14039 




GI 


none 




Score 


314 




Exons 


13730. .13960, 13731. 


.14039, 


13860. .14036 




Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


.C75 


Gene No. 


56485 




Strand 






Start 


.14562 




End 


14 906 ,. 




Name 


OJ00.0150 27.0124.C75 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14562- 




End 


14906 




GI 


none 




Score 


383 




Exons- 


14562. .14834, 14563. 


.14835, 


14564. .14836, 14564 .. 14836, 






14865.. 14906 










Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


.C75 


Gene No . 


56486 




Strand 






Start 


15018 




End 


15912 




Name 


OJ000150 27.0124.C75 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


15018 




End 


15483 




GI 


none 




Score 


48 




Exons 


15018. .15122, 15103. 


. 15483, 


15258. .15476 




Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


.C75 


Gene No. 


56486- 




Strand 






Start 


15018 




End 


15912 




Name 


OJ000150 27.0124.C75 


,o3. tw 


Method 


TBLASTX: Wheat 




Start 


15126 




End 


15318 




GI 


none 




Score 


257 




Exons 


15126. . 15317, 15127 . 


. 15318 








Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


-C75 


Gene No. 


56486 . 




Strand 






Start 


15018 




End 


15912 




Name 


OJ000150 27.0124.C75 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


15271 




End 


15669 




GI 


none 




Score 


203 




Exons 


15271. .15492, 15273. 


.15488, 


15496. .15669 




Seq. No. 


27269 




Seq. ID 


OJ000150_27.0124 


.C75 


Gene No. 


56486 




Strand 






Start 


15018 




End 


15912 




Name 


OJ000150 27.0124.C75 


.ol.tw 


Method 


TBLASTX: Wheat 





27290 



Start 
GI 

Exons 



15319 ' ^ End 15912 ~ 

none Score 712 

15319. .15912, 15326. .15784, 15327 .. 15785, 1554 1 .. 15792 , 

15821. .15910 



Seq. No. 27270 Seq. ID 

Gene No. 56487 Strand 

Start .40 End 

Name OJ000150_27 . 0124 .C80.ol .gs Method 

Start 40 End 

GI none Score 

Exons 40.. 88 



OJ000150_27.0124.C80 
+ 

88' 

GEN SCAN 

88 

. 62 



Seq. No. 27271 Seq. ID 
Gene No. 56488 Strand- 
Start 1 End 
Name 0 JO 00150_27.0124.C83.ol.np Method 
Start 1 End 
GI 4680207 Score 
Exons 1. .23, 446. .679 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



OJ000150_27.0124.C83 
+ 

679 

AAT/NAP 

679 

99 



Seq.„ No. " 27272 

Gene No. 5648 9 

Start 130 

Name OJ000150_27 .0124 .C84 .ol.gs 

Start 130 

GI none 

Exons 130. .386 



Seq., ID OJ000150_2.7 .',0124 . C84 

Strand + 

End 38 6 

Method GENS CAN 

End 386 • 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27273 Seq. ID 

56490 Strand 

352 End 

OJ000150_27.0124.C91.ol.gp Method 

352 End 

10982_1.R1084 ■ ' . Score 
352.. 715 

'1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon 
p-SINEl-r31 gene 1 



OJ000150_27.0124.C91 
+ 

715 

AAT/GAP 
715 
720 



27274 
56491 
256 

OJ000150_27. 0124. C92. ol.gs 

256 

none 

256.. 312, 433.. 515 



Seq. ID OJ000150_27.0124.C92 
Strand 

End 515 

Method GENSCAN 

End 515 

Score .57 



Seq. No. 27275 Seq. ID OJ000150_27 . 0124 . C95 

Gene No. 56492 Strand 

Start 1 End 733 

Name OJ000150_27 .0124 .C95.ol.np Method AAT/NAP 

Start 1 End 733 

GI 461753 Score 296 

Exons 1. .73, 370. .733 

GI Descrip. ATP- DEPENDENT CLP PROTEASE ATP-BINDING SUBUNIT CLPA HOMOLOG 

27291 



V- 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. ^ 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



PRECURSOR gi | 419773 | pir M S31164 ATP-dependent ClpB proteinase: 
regulatory chain homolog precursor, chloroplast -garden pea 
gi 1 169128 (L09547) nuclear encoded precursor to chloroplast 
protein [Pisum sativum] 



27275 
56492 
1 

OJ000150_27.0124.C95.ol.tc 

370 

none . 

370. .663, 371. .685, 463.-654 

27275 
56492 
1 

OJ000150_27.0124.C95.ol.ts 

370 

none 

370. .603, 371. .604, 445. .606 
27275 

56492 " 
1 

OJ000150_27 . 0124 . C95 . ol . tm 

370 

none 

370. .663, 371. .685 



Seq. ID OJ000150_27.0124.C95 
Strand 

End - 733 

Method TBLASTX: Cress 

End 685 

Score 186 



Seq. ID OJ000150_27.0124.C95 

Strand ■ - 

End 733 

Method TBLASTX: Soybean 

End 606 

Score 162 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_27.0124.C95 
733 

TBLASTX: Maize 

685 

193 ' 



OJ000150 27.0124.C95 



27275 Seq. ID 

56492 Strand 
1 End 733 

OJ000150_27 . 0124 . C95 . ol . gp Method AAT/GAP 
372 End 496 

uC-osflM202094dllbl Score 184 

372. .496 

1 1168972/sp J.P4 6523 | CLPA_BRANA 4.0e-41 ATP-DEPENDENT CLP PROTEASE 

ATP-BINDING SUBUNIT CLPA PRECURSOR >gi_4 80 969_pir S37557 clpA 

protein - rape (fragment) >gi_406311_emb_CAA53077_ (X75328) clpA 
[Brassica napus] ' 



27275 Seq. ID 

56492 Strand 

1 End 
OJ000150_27 . 0124 . C95 . ol . gs Method 

372 End 

none Score 
372. .669 



OJ000150_27.0124.C95 
733 

GENSCAN 

669 

.94 



Seq. No. 27276 

Gene No. 56493 

Start 55 

Name OJ000150_27 . 0124 . C96 . ol . gs 

Start 55 

GI none 

Exons 55.. 151, 380.. 405 



Seq. ID OJ000150_27.0124.C96 

Strand + 

End 405 

Method GENSCAN 

End 405 

Score* . 65 



27292 




Seq. No. 


27277 


Seq. ID 


OJ000150_ 


_27.0124 


.C97 


Gene No. 


56494 


Strand 


+ 




- 


Start 


357 


End 


692 






Name 


OJ000150 27.0124.C97.ol.gs 


Method 


GENSCAN 






Start 


357 


End 


692 






GI 


none 


Score 


.8 






Exons 


357. .692 










Seq. No. 


27278 


Seq. ID 


" OJ000150_ 


_27.0124 


.C98 


Gene No. 


56495 


Strand 


+ 






Start 


274 


. End 


662 






Name 


OJ000150 27.0124.C98.ol.gs 


Method 


GENSCAN 






Start 


274 


End 


662 






GI 


none 


Score 


.6 






Exons 


274. .425/ 512. .662 ' 










Seq. No. 


27279 


Seq. ID 


OJ000150_ 


_27.0124 


.C99 


Gene No. 


56496 


Strand 


+ 






Start 


245 


End 


438 






Name 


OJ000150 27.0124.C99.ol.gs 


Method 


GENSCAN 






Start 


245 


End 


438 






GI 


none 


Score 


.7 






Exons 


245. .309, 343. .438 ,'..*.' 










Seq. No. 


27280 


Seq!. ID 


OJ000150_ 


_27.0124 


.C100 


Gene No. 


56497 


Strand 








Start 


77 


End 


160 






Name 


OJ000150 27.0124.C100.ol.gs 


Method - 


■ GENSCAN 






Start 


77 


End 


160 






GI 


none 


Score 


.94 






Exons 


77. .160 










Seq. No. 


27281 


Seq. ID 


OJ000150_ 


_21.0124 


.CI 


Gene No. 


56498 


Strand 








Start 


220 


End 


662 






Name 


OJ000150 21.0124.Cl.ol.gs : 


Method 


GENSCAN 






Start 


220 


End 


662 






GI 


none 


Score 


.55 






Exons 


220.. 352, 577.. 662 










Seq. No. 


27282 


Seq. ID 


OJ000150_ 


_21.0124 


.C2 


Gene No. 


56499 


Strand 








Start 


11 - 


End 


1649 






Name 


OJ000150 21.0124.C2.ol.gs 


Method 


GENSCAN 






Start 


77 


End 


1649 






GI 


none 


Score 


.43 






Exons 


77. .250, 87S..943, 1485. .1528, 1622. .1649 






Seq. No. 


27282 * 


Seq. ID 


OJ000150_ 


_21.0124 


\C2 


Gene No. 


56499 


Strand 








Start 


77 


End 


1649 






Name 


OJ000150 21.0124.C2.ol.gp 


Method 


AAT/GAP 






Start 


188 


End 


710 






GI 


4107129 


Score 


736 






Exons 


188. .484, 565. .710 










GI Descrip. 


1330273/dbj | D85055 | RICSINE11 


2.0e-18-Rice retroposon p- 


SINE1- 



gene 



27293 



# • 



Seq, No, 


27282 


Seq. ID 


OJ000150_21.0124.C2 


Gene No. 


56499 


Strand 




O Lai L, 


77 


End 


1649 


Name 


OJ000150 21.0124.C2.o2.gp 


Method 


AAT/GAP 


Start 


188 


End 


709 


GI 


4107129 


Score 


734 


Exons 


188. .484.^565. .709 






GI Descrip. 


1330273/dbj I D85055 | RICSINE11 


2.0e-18 Rice retroposon p'-SINI 




gene 






beq. no . 




Seq. ID 


OJ000150 21. 0124. C5 


Gene No. 


56500 


Strand 




Start 


1268 


End 


1380 


Name 


OJ000150 21.0124.C5.ol.gs 


Method 


GENSCAN 


Start 


1268 


End 


1380 


GI 


none 


Score 


.94 


Exons 


1268.. 1380 






beq. no. 


O "7 O Q A 


Seq. ID 


OJ000150_21 . 0124 . C6 


Gene No. 


56501 


Strand 


+ 


Start • 


468 


End 


868 


Name 


OJ0.00150 21.0124.C6.ol.gs 


Method 


GENSCAN 


Start 


468 


End 


868 


GI 


none 


Score 


.68 


Exons 


468. .704, 785. .868 






Seq. No. 


O H O O C 


Seq. ID 


OJ000150_21.0124.C7 


Gene No. 


56502 


Strand 




Start 


520 


End 


2171 


Name 


OJ000150 21.0124.C7.ol.gs 


Method 


GENSCAN 


Start 


520 


End 


2171 


GI 


none 


Score 


.51 


Exons 


520. .650, 1022. .1194, 1434.. 


1595, 1625, 


..1764, 2042. .2171 


Seq. No. 


27286 


Seq. ID 


OJ000150_21.0124.C8 


Gene No. 


56503 


Strand 


+ 


o car c 


15 


End 


392 


Name 


OJ000150 21.0124.C8.ol.gp . 


Method 


AAT/GAP 


Start 


15 


End 


392 


GI 


2309880 


Score . 


477 


Exons 


15. .392 






GI Descrip. 


4521194/dbj IAB013613.il AB013613 3.0e-60 Oryza sativa DNA, 




centromere sequence RCB11 






beq. no. 


27286 


Seq. ID 


OJ000150_21.0124.C8 


Gene No. 


56504 


Strand 


+ 


Start 


353 


End 


414 


Name 


OJ000150 21.0124.C8.ol.gs 


Method 


GENSCAN 


Start 


353 


End 


414 


GI 


none 


Score 


.62 


Exons 


353. .414 






Seq. No. 


27286 


Seq. ID 


OJ000150_21.0124.C8 


Gene No. 


56505 


Strand 




Start 


1066 


- End ■ 


1128 


Name 


OJ000150 21.0124.C8.o2.gp 


Method - 


AAT/GAP 



27294 



Start 


1066 . 


End 


1128 


GI 


LIB3477-003-P1-K1-E9 


Score 


71 


Exons 


1066. .1128 






GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


27287 


Seq. . ID 


OJ000150_21 . 0124 .C10 


Gene No. 


56506 


Strand 


+ 


Start . 


203 


End 


344 


Name 


OJ000150_21 . 0124 .CIO. ol.gs 


Method 


GENS CAN 


Start 


203 


End 


344 


GI 


none 


Score 


.57 


Exons 








Seq. No. 


27288 


Seq. ID 


OJ000150_21. 0124. Cll 


Gene No. 


56507 


Strand 


+ 


Start 


1046 


End 


3526 


Name 


OJ000150_21 . 0124 .Cll.ol.gp 


Method 


AAT/GAP 


Start 


1046 


End 


1531 


GI 


4107129 


Score 


786 


Exons 


1046. .1531 






GI Descrip. 


1330273/dbj | D85Q55 I RICSINE11 


2.0e-18 Rice retroposon p-SINEl-r31 




gene 






Seq. No. 


27288 


Seq. ID 


OJ000150_21 . 0124 . Cll 


Gene No. 


56507 


Strand 


+ 


Start . 


1046 


End 


3526 


Name 


OJ000150 21. 0124. Cll. ol.gs 


Method 


GENSCAN 


Start 


1361 


End 


2716 


GI 


none 


Score 


.77 


Exons 


1361.. 1468, 1528.. 1685, 2100 


. .2716 




Seq. No. 


27288 


Seq. ID 


OJ000150_21. 0124. Cll 


Gene No. 


56507 


Strand 


+ 


Start 


1046 


End 


3526 


Name 


0 J000150_21. 0124 .Cll. ol.tw 


Method 


TBLASTX : Wheat ' 


Start 


1940 


End 


2336 


GI 


none 


Score 


122 


Exons 


1940.. 2074, 2114.. 2335, 2125 


..2316, 2154.. 2336 


Seq. No. 


27288 


Seq. ID 


OJ000150_21. 0124. Cll 


Gene No. 


56507 


Strand 


+ 


Start 


1046 


. End 


3526 


Name 


OJ000150 21.0124.Cll.ol.np 


Method 


AAT/NAP 


Start 


2045 


End 


3526 


GI 


6630696 


Score 


2131 


Exons 


2045. .3526 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


27288 


Seq. ID 


OJ000150_21. 0124. Cll 


Gene No. 


56507 


Strand 


+ 


Start 


1046 


End 


3526 


Name 


OJ000150 21. 0124. Cll. o2. tin . 


Method 


TBLASTX: Maize 


Start 


2111 


- End 


2395 



27295 



GI none 

Exons 2111. .2395, 2134. .2394 

Seq. No. 27288 

Gene No. 56507 

Start 1046 

Name OJ000150_21 . 0124 . Cll . ol . tm 

Start .2882 

GI none 
Exons 



Score 



280 



Seq. ID OJ000150_21. 0124. Cll' 

Strand + 

End 3526 

■Method TBLASTX: Maize 

End 3275 

Score 320 



2882. .3175, 2906. .3169, 2959. .3177, 3165. .3206, 3175. .3225, 
3222. .3275 



Seq. No. .27289 
Gene No. 56508 
Start 1 

Name OJ000150_21 . 0124 . C12 . ol . np 

Start 1 
GI 6630696 
Exons 1..2748 

GI Descrip. (AP000969) ESTs D22114 (-C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000150_21.0124.C12 

Strand + 

End 28 67 

Method AAT/NAP 

End 2748 

Score 4341 



Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 




Start 


1 






End 


2867 




Name 


OJ000150 


21.0124.C12 


,o5.ts 


Method,. 


TBLASTX : Soybean 




Start 


136 






End 


516 




GI 


none 






Score 


80 




Exons 


136. .285, 


268. .516 










Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


-C12 


Gene No. 


56508 






Strand 


+ 




Start 


1 






End 


2867 




Name 


OJ000150 


21.0124.C12 


. ol . gs 


Method 


GENSCAN 




Start ■ 


193 






End 


2867 




GI 


none 






Score 


.54 




Exons 


193. .471, 


607. .1939, 


2117. . 


2336/ 2714. 


.2867 




Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 




Start . 


1 






End 


2867 




Name 


OJ000150 


21.0124.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


274 






End 


738 




GI 


none 






Score 


298 




Exons 


274. .738, 


555. .665 










Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 




Start 


1 






End 


2867 




Name 


OJ000150 


21.0124.C12 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


381 






End 


573 




GI 


none 






Score 


114 




Exons 


381. .569, 


381. .572, 


382.. 573, 382.. 573 






Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 





27296 




Start 


1 






End 


2867 




Name 


OJ000150 21 


.0124.C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


526 






End 


924 




GI 


none 






Score 


187 




Exons 


526.. 747, 528.. 7.46, 751 


. .924 








Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ - 




Start 


1 






End 


2867 




Name 


r\TAn.n.i en. 01 
. OJOUUloU Zl 


.0124.C12.ol 


.tw . 


Method 


TBLASTX: Wheat 




Start 


574 






End 


1329 




GI 


none 






Score 


881 




Exons 


574 . .1329, 


582. .1079, 779. .1210, 796.. 


1329 




Seq. No. 


o t o n n 

27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. * 


56508 






Strand 


+ 




Start 


1 






End 






Name 


OJ000150 21 


. 0124 . C12 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1249 






End 


1713 




GI 


5509260 






Score 


371 




Exons 


1249 . . 1713, 


1344 . . loUb ' 










GI Descrip. 














Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


* + 




Start 


1 






End 


2867 




Name 


OJ000150 21 


.0124.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start^;, 


1342 ■ 






End 


1593 




GI 


none 






Score 


281 




Exons 


1342 . . 1593, 


1342 . . 1461, 


1344 . 


.1514 






Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


-f 




Start 


1 






End 


2867 




Name 


OJ000150 21 


.0124.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1383 






End 


1848 ' 






none 






Score 


349 




Exons 


1383 . . 1-514 , 


1384 . .184 8, 


1 c o o 


.1600, 1638. .1745 




Seq. No. 


27289 






Seq.. ID 


OJ000150_21-.0124 


.C12 


Gene No. 


56508 






Strand 


+ 




Start 


1 






End 


2867 




Name 


OJ000150 21 


.0124.C12.o3 


. tw 


Method 


TBLASTX: Wheat 




Start . 


1384 






End 


2136 




GI 


none 






Score 


299 




Exons 


1384 . . 1728, 


1401. .1562, 


1723. 


.1929, 1797.. 1901, 2083.. 2136 


Seq. No. 


27289 






Seq. ID 


OJ000150 21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 




Start 


1 






End 


2867 




Name 


OJ000150 21 


.0124.C12.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1782 






End 


2133 




GI 


none 






Score 


143 




Exons 


1782. .1910, 


1783. .1941, 


1942. 


.2130, 1944. .2129, 1951. .2133 


Seq. No. 


27289 






Seq. ID 


OJ000150_21.0124 


.C12 


Gene No. 


56508 






Strand 


+ 





27297 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



1 ' End 

OJ000150_21 . 0124 . C12 . o2 . tm Method 
1933 End 
none Score 
1933. .2280, 1939. .2271/ 1968. .2279 



27289 Seq. ID 

56508 Strand 

1 End 

OJ000150_21 . 0124 . C12 . o2 . tw Method 

2137 * . End 

none Score 
2137.. 2211, 2138.. 2206, 2142.. 2225, 
2227. .2610 



2867 

TBLASTX: Maize 

2280 

327 



OJ000150_21.0124.C12 
+ 

2867 

TBLASTX: Wheat 
2612 
113 

2142. .2210, 2226. .2612, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



27289 

56508 Strand 

1 End 
OJ000150_21.0124.C12.o4.ts Method 

2143 End 

none Score 

2143. .2256, 2178. .2246, 2275 2484 , 2280 .. 24 05 



Seq. ID OJ000150_21.0124.C12 
+ 

2867 

TBLASTX: Soybean 
2484 

94 . 



27289 
56509 
2887 

OJ000150_21.0124.C12.o5.tw 

2887 ^ 

none 



Seq. ID OJ000150_21.0124.C12 
Strand 

End 3239 

Method TBLASTX : Wheat 

End 3239 

Score 63 



2887. .2958, 2888. .2959, 2937. .3029, 2960. .3031, 2962. .3042, 
2968. .3030, 3030. .3104, 3031. .3108, 3033. .3101, 3034. .3105, 
3120. .3239, 3131. .3163, 3135. .3209, 3216. .3239 

27290 Seq. ID OJ000150_21 . 0124 . C13 

56510 Strand + 

1 End 375 

OJ000150_21.0124.C13.ol.gp Method AAT/GAP:. 

1 End 375 

4107129 Score 634 

1..375 

1330273/dbj | D85055 | RICSINE11 2.0e-18 Rice retroposon p-SINEl-r31 
gene 



27290 Seq. ID 

56511 Strand 
5541 End 
OJ000150_21 . 0124 . C13 . ol . np Method 
5541 End 
130582 Score 
5541.. 5584, 6733.. 7527 

RET ROV I RU S - RELAT ED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ000150_21 . 0124 . C13 
+ 

7527 
AAT/NAP 
7527 
334 



27290- 
56512 



Seq. ID OJ000150_21.0124.C13 
Strand + 



27298 



Start 16515 End 16583 

Name OJ000150_21. 0124 .C13.o3.gp Method AAT/GAP 

Start' 16515 End 16583 

GI LIB3477-003-P1-K1-E9 Score 80 
Exons 16515.. 16583 

GI Descrip. • 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


27290 


Seq. ID 


OJ000150_21.0124 


.C13 


Gene No. 


56513 


Strand 


+ 




Start 


18379 


End 


20900 




Name 


OJ000150 21.0124.C13.o3.np 


Method 


AAT/NAP 




Start 


18379 


End 


20900 




GI 


6907089 


Score 


3190 




Exons 


18379. .19640, 19741.. 20900 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27290 


Seq. ID 


OJ000150_21.0124 


.C13 


Gene No. 


56514 


Strand 






Start 


12733 


End 


17696 




XT -t-m a 

Name 


OJ000150 21.\0124.C13.o4.gs 


; Method 


GENS CAN 




Start . 


1273.3. 


: End 


17696 




GI 


none 


Score 


.4 




Exons 


12733. .1424-7, 14303. .14870, 


15453. .15609, 1 6599 .. 16770, 






17127 .. 17224, 17585. .17696 








:Seq. No. 


27290 


!- Seq. ID 


OJ000150_21.0124 


.C13 


Gene No. 


56514 


Strand 






Start 


12733 


End 


17696 




Name 


OJ000150_21.0124.C13.o2.np 


Method 


AAT/NAP 




Start 


12748 


End 


15135 




GI 


4218003 . 


Score 


367 




Exons 


12748. .13551, 15109. .15135 








GI Descrip. 


(AC006135) putative flavonol 


3-O-glucosyltransf erase 






[Arabidopsis thaliana] 








Seq. No. 


27290 


Seq. ID 


OJ000150_21.0124 


.C13 


bene no. 


56514 


Strand 






Start 


12733 


End 


17696 




Name 


OJ000150 21.0124.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


12769 


End 


13473 




GI 


none 


Score 


137 




Exons 


12769. .12870, 12976 .. 13167, 


12977. .13162, 13165 .. 13197, 






13246. .13386, 13261 .. 13386, 


13447. .13473 




Seq. No. 


27290 


Seq. ID 


OJ000150_21.0124 


.C13 


Gene No. 


56514 


Strand 






Start 


12733 


End 


17696 




Name 


OJ000150 21.0124.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


12976 


End 


13473 




GI 


none 


Score 


138 




Exons 


12976. .13167, 13007 .. 13168, 


13240. .13404, 13447. .13473 




Seq. No. 


27290 . 


Seq. ID 


OJ000150_21.0124 


.C13 


Gene No. 


56514 


Strand 






Start 


12733 


End 


17696 





27299 



Name 


OJ000150 21.0124.C13.o2.ts 


Method 


. TBLASTX : Soybean 




Start 


12976 


End 


13407 




GI 


none 


Score 


179 




Exons 


12976. .13200, 12992 .. 13231 , 


13252. .13407 




Seq. No. 


27290 


oeq. id 


UJUUU1DU Zl.UlZfl 


.C13 


UCilC IN \J . 


JUJ14 


C ¥■ v* a r\r\ 
OLianCl 






Start 


12733 


CjUU. 


x / o ;7 o 




Narrie 


OJ000150 21.0124.C13.ol.tw 


tut /^\ ^ v% ^* 


i oLirio i a . wnea T- 




Start . 


12982 


End 


13153 




GI 


none 


Score 


167 




Exons 


12982. .13152, 12992.. 13153 








Seq. No. 


27290 


Seq. ID 


OJ000150_21.01'24 


.C13 


Gene No. 


56514 


Strand 






OUaLU 




End 


17696 




Name 


OJ000150 21.0124.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13447 


End 


14188 




GI 


none 


Score 


71 




Exons 


13447. .13644, 13681 13839, 


13912. .14055, 14041. .14187, 






14057. .14188 








Seql No. 


27291' v 


Seq.. ID 


OJ000150_21.0124 


.C14 


UCIlC Vi\J • 




Strand 






Start 


567 


End 


5991 




Name 


OJ000150 21.0124.C14.o5.tm 


Method 


TBLASTX: Maize 




Start . 


564 


End 


707 




GI ^ 


none 


Score 


126 




Exons 


564. .707, 568. .702 








Seq. No. 


27291 


Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 


Strand 






Start 


567 


End 


5991 




Name 


OJ000150 21.0124.C14.ol.np 


Method 


AAT/NAP 




Start 


567 


End 


5991 




GI 


6498441 


Score 


7125 




Exons 


567.. 848, 911. ."2308,. 2480.. 3203,. 3378. 


.3512, 3696. .4069 






4133. .4596, 4927. .5991 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


27291 


Seq. ID 


OJ000150_21.0124 


.C14 


none NIo 


56515 


Strand 






Start 


567 


End 


5991 




Name 


OJ000150 21.0124.C14.o6.tw 


Method 


TBLASTX: Wheat 




Start 


576 


End 


1124 




GI 


none 


Score 


77 




Exons 


576. .701, 580. .702, 732. .806 


, 875. .1123, 879. .1121, 912 


. .1124 


Seq. No. 


27291 


Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 


Strand 






Start 


567 


End 


5991 




Name 


OJ000150 21.0124.C14.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1128 


End 


5585 




GI 


none . 


Score 


238 




Exons 


1128.. 1529, 1148.. 1528, 5505 


. .5585 







27300 




beq. no. 


z / z y ± 








n n n T Pi 


oTnnni 9i ni94 

UJUUUIjU ^1 • U1^4 


n a 


Gene No. 


56515 








Strand 






Start 


567 








End 


'5991 




Name 


OJ000150 21. 


0124 


.C14.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1323 








End 


1666 




GI 


none 








Score 


212 




Exons - 


1323. .1439, 


1343 


. .1666, 


1356. 


.1637 






beq. no. 


z / z y i 








oeq . iu 




fl A 


Gene No. 


56515 ' • 






- 


Strand 






Start . 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


1859. 








End 


2171 




GI' 


none 








Score 


57 




Exons 


1859. .2134, 


1995 


. .2171 










Seq. No. 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 












Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


.1919 . 








End • - 


24 85 




GI 


5666795 








Score 


67 - 




Exons 


' 1919. .2134, 


2174 


. .2311, 


2387. 


.2485 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


z /zyi 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2174 








End 


2635 




GI 


none 








Score 


73 




Exons 


2174. .2323, 


2175 


. .2312, 


2367. 


.2543, 2384.. 2608, 2411.. 2635 


beq. no. 


z / z y ± 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


•5991 




Name 


OJ000150 21. 


0124 


.C14.ol 


.ts. 


Method 


TBLASTX: Soybean 




Start 


3041 








End 


3412 




GI 


none 








Score 


90 




Exons 


3041. .3412, 


3252 


. .3395 










beq. No. 


z / z y x 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3071 








End 


3491 




GI 


none 








Score 


305 




Exons 


3071. .3490, 


3096 


. .3491 










Seq. No. 


27291 - 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3164 








End 


3548 




GI 


none ' 








Score 


222 




Exons 


3164. .3547, 


3183 


. .3548 











27301 




Spa No 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


,C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3581 








End 


3931 




GI 


none 








Score 


68 




Exons 


3581. .3691, 


3584 


. .3931, 


3586. 


.3786, 3597. .3896 




Sea No. 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3599 








End 


4061 




GI 


none 








Score 


221 




Exons 


3599. .4060, 


3605 


. .4060, 


3606. 


.4061 






ij v3 V-4 • Li w • 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3656 . 








End 


4021 




GI 


. none 








Score 


114 . 




Exons 


3656. .3790, 


3797 


. .4021 










Qprr No 


27291 








Seq. ID 


OJ000150_21.0124 


-C14 


Gene No. 


56515 








Strand 






Start 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4226 








End 


4712 




GI 


none 








Score 


88 




Exons 


4226.. 4711, 


4253 


. .4492, 


4257. 


.4517, 4539. .4712 




Sea No 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start 


567 . 








End - . 


5991 




Name 


, GJ000150 21/. 


0124 


.C14vo'4 


• tm 


Method 


TBLASTXrMaize 




Start 


. 5552 1 • ' 








' End 


5800 -' 




GI 


none 








Score 


105 




Exons 


5552. .5800, 


5553 


. .5798 










Seq. No. 


27291 








Seq. ID 


OJ000150_21.0124 


.C14 


Gene No. 


56515 








Strand 






Start - 


567 








End 


5991 




Name 


OJ000150 21. 


0124 


.C14.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


5586 








End 


5788 




GI 


none 








Score 


77 




Exons 


5586. .5723, 


5588 


. .5707, 


5690. 


.5788, 5691. .5771 




Seq. No. 


. 27292 








Seq. ID 


OJ000150_21.0124 


.C16 


Gene No. 


56516 








Strand 






Start 


1340 








End 


1702 




Name 


OJ000150 21. 


0124 


.C16.ol 


.gs 


Method 


GENSCAN 




Start 


1340 






End 


1602 




GI 


none 








•Score 


.45 




Exons 


1340. .1602- 















27302 



Seq. No. 27292 

Gene No. 56516 

Start 1340 

Name OJ000150_21 . 0124 .C16. ol .np 

Start 1359 

GI 6683052 

Exons 1359.. 1702 

GI Descrip. (AB027455) anthocyanin 5-O-glucosyltransf erase [Petunia x 
hybrida] 



Seq. ID OJ000150_21.0124.C16 
Strand 

End 1702 

Method AAT/NAP 

End 1702 

Score 143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27293 
56517 
1 

OJ000150_21.0124.C17.ol.gp 

1 

4151 1.R1084 



Seq. ID OJ000150_21.0124.C17 

Strand + 

End 910 

Method. AAT/GAP 

End " 910 

Score 917 



1..80, 184. .265, 365. .461, 582. .781, 808. .910 
'2384956 2.0e-30 (AF022985) No definition line found 
[Caenorhabditis elegans] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



27293 
56517 
1 

OJ000150_21.0124.C17.ol.np 
1 

6851256 



Seq. ID OJ000150_21.0124.C17 

Strand + 

End 910 

Method AAT/NAP 

End 662 

Score 94 



1..80, 184. .265, 365. .461, 582. .662 

(AF169286) protein tyrosine phosphatase-like protein PTPLB . [Mus 
musculus] 



Seq. No. 27293 

Gene No. 56517 

Start 1 

Name OJ000150_21 . 0124 . C17 . ol . tm 

Start 9 

GI none 
Exons 



Seq. ID OJ000150_21.0124.C17 

Strand + 

End 910 

Method TBLASTX : Mai ze 

End 666 

Score 121 



9.. 80,- 10.. 81, 181.. ,285, 182. .271, 359.. 469, 359.*. 457, 364.. 468, 
537.. 665, 574.. 666, 589.. 666 



Seq. No. 27293 

Gene No. 56517 

Start 1 

Name OJ000150_21 . 0124 . C17 . ol . ts 

Start 9 

GI none 
Exons 



Seq. ID OJ000150_21.0124 .C17 

Strand + 

End 910 

Method TBLASTX : Soybean 

End 654 

Score 114 



9. .80, 10. .81, 181. .261, 182. .271, 184. .288, 359. .490, 363. .509, 
363.. 467, 364.. 468, 574. .654, 575. .619 



Seq. No. 27293 

Gene No. 56517 
Start .1 

Name OJ000150_21 . 0124 . C17 . ol . tc 

Start 10 

GI none 
Exons 



Seq. ID OJ000150_21.0124.C17 

Strand + 

End 910 

Method TBLASTX: Cress 

End 619 

Score 109 



10. .81, 21. .80, 181. .279, 182. .277, 359. .469, 362. .463, 
366. .467, 367. .468, 575. .619 



27303 




Seq. No. 


27293- 








Seq. ID 


OJ000150_21. 


0124 


.C17 


r^cinp No 


56517 








Strand 


+ 






Start 


1 








End 


910 






Name 


OJ000150 21 


.0124. 


C17.ol 


.gs 


Method 


GENSCAN 






Start 


34 








End 


461 






GI 


none 








Score 


.55 






Exons 


34. .80, 184 


. .265, 


365. . 


461 










Seq. No. 


27294 








Seq. ID 


OJ000150__21. 


0124 


.C18 


Gene No. 


56518 








Strand 


+ 






Start 


1 








End 


1033 






Name 


OJ000150 21 


.0124. 


C18.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1033 






GI 


5852172 








Score 


78 






Exons 


1..41, 875. 


.1033 














GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 








Seq. No. 


27294 








Seq. ID 


OJ000150_21. 


0124 


.C18 


Ge>ne No 


56518 








Strand 


+ 






Start 


1 








End 


1033 






Name 


OJ000150 21 


A 1 O A 

. 0124 . 


C18 . ol 


. gs 


Method 


GENSCAN 






Start 


928 






End 


1027 






GI >* / 


none 








Score 


.,64- 






Exons 


928. .1027 
















Seq. No. 


27295 








Seq. ID 


OJ000150_21. 


0124 


.C19 


fipnf 1 No 


56519 








Strand 








Start 


99 








End 


294 






Name 


OJ000150 21 


. 0124 . 


C19 . ol 


. gs 


Method 


GENSCAN 






Start 


99 








End 


294 






GI 


none 








Score 


.48 






Exons 


99. .294 
















Seq. No. 


27296 








Seq. ID 


OJ000150_21. 


0124 


.C21 


fionp No 


56520 








Strand 

W W ±~ ull\X 


+ 






Start 


1658 








End 


1963 






Name 


GJ000150 -21 


.0124. 


C21-.ol 


.gs- 


" Method. 


GENSCAN 






Start 


1658 








End 


1963 






GI 


none 








Score 


.72 






Exons 


1658. .1850, 


1959. 


.1963 












Seq. No. 


27296 








Seq. ID 


OJ000150_21. 


0124 


.C21 


Gene No . 


56521 








Strand 








Start 


2883 








End 


4398 






Name 


OJ000150 21 


.0124. 


C21.o2 


.gs 


Method 


GENSCAN 






Start 


2883 






End 


4346 






GI 


none 








Score 


.86 






Exons 


2883. .3713, 


3738. 


.4346 












Seq. No. 


27296 








Seq. ID 


OJ000150_21. 


0124 


.C21 


Gene No. 


56521 








Strand 








Start 


2883 








End 


4398 






Name 


OJ000150 21 


.0124. 


C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2947 








End 


3308 






GI 


none 








Score 


38 






Exons 


2947. .3006, 


3108. 


.3290, 


3138 


. .3308, 3175. .3294 







27304 




Seq. No. 


27296 








Seq. ID 


OJ000150 


_21.0124 


.C21 


Gene No . 










o l. xr ana. 








Start 


2883 








End 


4398 






Name 


OJ000150 21 


.0124 


.C21.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


3129 








End 


3530 






GI 


none 








Score 


105 






Exons 


3129. .3314, 


3175 


. .3318, 


3384. 


.3530 








Seq. No. 


27296 








Seq. ID 


OJ000150 


_21.0124 


.C21 


bene jno. 


D DOZ 1 
















Start 


2883 








End 


4398 






Name 


OJ000150 21 


.0124 


.C21.ol, 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3132 








End. 


3530 






GI 


none 








Store 


• 139 






Exons 


3132. .3356, 


3175 


. .3354, 


3396, 


.3530 








Seq. No. 


27296 








Seq. ID 


OJ000150 


_21.0124 


.C21 


Gene No. 


56521 








Strand 








btart 










End 


4398 






Name 


OJ000150 21 


.0124 


.C21.ol. 


.tm 


Method 


TBLASTX: 


Maize 




Start 


3238 








End 


3666 






GI 


none 








Score 


56 






Exons 


3238.-3294, 


3240 


. .3299, 


3273. 


.3356, 3274..33S7, 


3360. .3611, 




3363. .3551, 


3367 


. .3612, 


3540. 


.3665, 3553.-3666 






Seq. No. 


27296 








Seq. ID . 


UUUUU1DU 


_21.0124 


.C21 


Gene No . 


DOD/.X. 








Strand 








Start 


2883 








End 


4398 






Name 


OJ000150 21 


.0124 


.C21.ol. 


■ gp 


Method 


AAT/GAP 






Start 


3961 








End 


4398 






GI 


2427491 








Score 


710 






Exons • 


3961. .3996, 


4029 


. .4398 












Seq. No. 


27297 








Seq. ID 


OJ000150 


_21.0124 


.C22 


Gene No . 


56522 








Strand 


+ 






Start 


177 








End 


2973 






Name 


■ OJ000150 21 


.0i24 


.C22iol, 


.gs 


Method 


GENSCAN 






Start 


177 








End 


2973 






GI 


none 








Score 


.46 






Exons 


177. .227, 919. .1222, 2701. .2973 








Seq. No. 


27297 








Seq. ID 


OJ000150 


_21.0124 


.C22 


Gene No . 


56523 








Strand 








Start 


1227 








End 


1501 






Name 


OJ000150 21 


.0124 


.C22.ol, 


• gp 


Method 


AAT/GAP 






Start 


1227 








End 


1501 






GI 


none 








Score 


486 






Exons 


1227. .1501 
















Seq. No. 


27297 








Seq. ID 


OJ000150 


_21.0124 


.C22 


Gene No. 


56524 








Strand 








Start 


2808 








End 


3057 






Name 


OJ000150 21 


.0124 


.C22.o2, 


.gp 


Method 


AAT/GAP 






Start 


2808 








End 


3057 






GI 


none 








Score 


453 






Exons 


2808. .3057 

















27305 




Seq. No. 


27298 


Seq. ID 


OJ000150_21 . 0124 .C23 


bene wo . - 


0 DjZO 


Strand 


+ 


Start 


2065 


End 


2409 


Name 


OJ000150 21.0124.C23.ol.gs 


Method 


GEN SCAN 


Start 


2065 


End 


2409 


GI 


none 


Score 


.6 


Exons 


2065.. 2283, 2383.. 2409 






Seq. No-. 


27298 


Seq. ID 


OJ000150_21.0124.C23 


Gene No. 


56526 


Strand 




Start 


2530 


End 


3087 


Name 


nTfinm^n 91 ni9d col rrr\ 
ujuuui ju z x . \j L£. h . o . ox • gp 


Method 


AAT/GAP 


Start 


2530 


End 


3087 


GI 


21474 1.R1084 


Score 


234 


Exons 


2530. .2562, 2931. .3087 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsi 




thaliana] 1 






Seq. No. 


27298 


Seq. ID 


OJ000150_21.0124.C23 


Gene No. 


56527 


Strand 






LA LQ 


End 


7116 • 


Name 


OJ000150 21.0124.C23.o2.gs 


Method 


GENS CAN 


Start 


3439 . ' ; 


End 


5611 


GI 


none 


Score 


.48 


Exons 


3439.-3624, 3700.. 3802, 4054 


. .4164, 4261. . 4434, 4544 . .4961, 




4984. .5611 






Seq. No. 


27298 


Seq. ID 


OJ000150_21.0124.C23 


Gene No. 


56527 


Strand 




c-(- 3 y-f- 


3439 


End 


7116 


Name 


OJ000150 21.0124.C23.ol.np 


Method 


AAT/NAP 


Start 


3457 


End 


7116 


GI 


4680204 


Score 


976 


Exons 


3457.. 3594, 3945.. 4164, 4261 


..4434, 4544. .5605, 5680. .7116 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


27298 ■• * / 


Seq. ID 


OJ000150_21.0124.C23 


ocilc LNO . 


56527 


Strand 




Start 


3439 


. End 


'7116 


Name 


OJ000150 21.0124.C23.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4095 


End 


4617 


GI 


none 


Score 


68 


Exons 


4095. .4166, 4266. .4448, 4273 


..4398, 4537. .4617 


Seq. No. 


27298 


Seq. ID 


OJ000150_2i.0124.C23 


Gene No. 


56527 


Strand 




Start 


3439 


End 


7116 


Name 


OJ000150 21.0124.C23.o2.gp 


Method 


AAT/GAP 




4644 


End 


5084 


GI 


uC-osflcypl76fl0bl 


Score 


700 


Exons 


4644. .5084 






GI Descrip. 


1 6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


27298 


Seq. ID 


OJ000150_21.0124.C23 


Gene No. 


56527 


Strand 





27306 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GP Descrip; 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3439 t End 

OJ000150_21 . 0124 .C23 . ol . tw Method 

6070 End 

none Score 



7116 

TBLASTX: Wheat 

6473 

42 



6070. .6165, 6070. .6240, 6203. .6370, 6235. .6471, 6322. .6471, 
6333.-6473, 6363.. 6473 



27298 
56527 
3439 

OJ000150_21.0124 .C23.o3.qs 

6073 

none 

6073. .7101 



Seq. ID" OJ000150_21.0124.C23 
Strand 

End 7116 
Method GENSCAN 
End 7101 
Score .77 



Seq. ID OJ000150_21.0124.C24 

Strand + 

End 1536 

Method AAT/GAP 

End 1536 

Score 816 



27299 
56528 
1119 

OJ000150_21.0124.C24 .o4 .gp 
1119 

LIB3431-028-P1-N1-A10 
1119. .1536 

M680203./gb|AAD27566.1|AF114171_7 3 . 0e-33 . (AF114 171 ) TNP2-like 
protein [Sorghum bicolor] ' 



-27299 
56529 

.1 

OJ000150_21.0124.C24.ol.np 

1 

1167523 
1..134, 1919. .2005 

(D83003) ORF (AA 1-1338) [Nicotiana tabacum] 



Seq. ID OJ000150_21.0124.C24 
Strand 

End . 2457 

Method AAT/NAP 

End 2005 

Score 83 



27299 
56529 
1 

OJ000150_21 . 0124 .C24 . ol . gs 
79 

none 

79. .286, 1195. .2396 



Seq. ID OJ000150_21.0124.C24 
Strand 

End 2457 

Method GENSCAN 

End 239-6- 

Score .81 



27299 
56529 
1 

OJ000150_21 . 0124 . C24 . ol . gp 
259 

342 1.R1084 



Seq. ID OJ000150_21.0124.C24 
Strand 

2457 
AAT/GAP 
2457 
3406 



End 

Method 
End 

_ Score 
259. .765, 875. .972, 1055. .1074, 1110. .2457 . 

/4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



27299 
56529 
1 

OJ000150_21.0124.C24'.ol.tw 
1230 



Seq. ID OJ000150_21.0124.C24 
Strand 

End 2457 

Method TBLASTX : Wheat 

End 2453 



27307 



GI 

Exons 



none . Score .52 - 

1230. .1322, 1231. .1296, 1311. .1391, 1396. .1476, 1404. .1544, 

1405. .1545, 1492. .1587, 1524. .1583, 1590. .1634, 1595. .1630, 

1629. .2081, 1644. .1961, 1645. .2451, 2102. .2221, 2127. .2453 



Seq. No. 27299 Seq. ID 

Gene No. 56529 Strand 

Start 1 - End 

Name OJ000150_21 . 0124 . C24 . o2 . np Method 

Start 1714 End 

GI 6742729 Score 

Exons 1714.. 2457 

GI Descrip. .(AF121139) RIM2 protein [Oryza sativa] 



OJ000150_21 . 0124 .C24 

2457 
AAT/NAP 
2457 
1139 



Seq. No. 27299 

Gene No. 56529 

Start 1 

Name OJ000150_21 . 0124 .C24 .ol . tc 

Start 1812 
GI . none 
Exons 



Seq. ID OJ000150_21.0_124.C24 
Strand 

End 2457 

Method TBLASTX : Cress 

End 2263 

Score 92 



1812. .1961, 1812. .2081, 1816. .2259, 2081. .2263, 2102. .2248, 
2127. .2255 



Seq. No. - 27299 

Gene No. 56529 

Start 1 

Name OJ000150_21 . 0124 . C24 . ol . tm 

Start 2190 

GI none 

Exons 2190.. 2453, 2218.. 2301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_21.0124.C24 
Strand 

End 24 57 

Method TBLASTX : Maize 

End " 2453 

Score 81 



OJ000150 21.0124.C25 



27300 Seq. ID 

56530 Strand 

1 End 694 
OJ000150_21 . 0124 . C25 . ol . np Method AAT/NAP 

1 End 694 

4680203 Score . 266 
1..694 

(AF114171) TNP2-iike protein [Sorghum -bicolor] 



27301 Seq. ID 

56531 Strand 

852 End 
OJ000150_21 .0124 . C26. ol . gs Method 

852 End 

none Score 

852.. 1256, 1369., 1767 . 



OJ000150_21.0124.C26 
+ 

1767 
GENSCAN 
1767 
.8 



Seq. No. 27302 

Gene No. 56532 

Start 100 

Name OJ000150_21 . 0124 . C27 . ol . gs 

Start 100 

GI none 
Exons 



Seq. ID OJ000150_21.0124..C27 

Strand + 

End 4164 

Method GENSCAN 

End 4164 

Score . 65 



100.. 458, 545.. 706., 1077.. 1310, 1586.. 1704, 2028.. 2426, 
2504.. 2674, 2965.. 3037, 3784.. 4164 



27308 




Seq; No. 


27302 




Seq. ID 


OJ000150 


_21.0124.C27 


Gene No. 


56532 




Strand 


+ 




Start 


100 




End 


4164 




Name 


OJ000150 21.0124.C27.o2 


.np 


Method 


AAT/NAP 




Start 


3682 




End 


4140 




GI 


4335714 




Score 


186 




Exons 


3682. .4140 










GI Descrip. 


(AC006248) putative glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


27302 




Seq. ID 


OJ000150 


21.0124.C27 


Gene No. 


56533 




Strand 






Start 


873 




End 


4253 




Name 


OJ000150. 21.0124.C27.ol 


. np 


Method 


AAT/NAP 




Start 


873 




End 


4253 




GI 


5042454 




Score 


73 




Exons 


873. .926, 4233. .4253 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


27303 




Seq. ID 


OJ000150 


_21.0124 .C28 


Gene No. 


56534 




Strand 


+ 




Start 


1 




End 


3691 




Name 


OJ000150 21.0124.C28.ol 


. np 


Method 


AAT/NAP 


- 


Start 


v/r • ' 




End , 


3691 • 




GI 


5042454 




Score 


161 




Exons 


1..71, 3105.. 3278, 3638 


. .3691 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


27303 




Seq. ID 


OJ000150 


_21.0124.C28 


Gene No. 


56534 




Strand 


+ 




Start- 


1 




End 


3691 




Name 


OJ000150 21.0124.C28.ol 


.gp 


Method 


AAT/GAP 




Start 


462 




End 


827 




GI 


4716752 




Score 


459 




Exons 


462. .827 










Seq. No. 


27303 




Seq. ID 


OJ000150 


_21.0124.C28 


Gene No . 


56534 




Strand 


+ 




Start 


1 




End 


3691 




Name 


OJ000150 21.0124.C28.ol 


. tm * 


Method 


TBLASTX : 


Maize 


Start 


1382 




End 


2079 




GI 


none 




Score 


46 




Exons 


1382. .1513, 1382. .1474, 


1391; 


.1516, 1447. .1482, 


1506. .1625, 




1509. .1637, 1510. .1629, 


1518. 


.1631, 1524.. 1646, 


1525. .1662, 




1531.. 1653, 1552.. 1635, 


1554. 


.1622, 1555.. 1638, 


1661. .1783, 




1678. .1800, 1686. .1784, 


1687. 


.1800, 1693.. 1794, 


1694. .1789, 




1694. .1801, 1694. .1801, 


1709. 


.1786, 1771. .1791, 


1808. .1846, 




1814:. 1888, 1828. .1869, 


1888. 


.2079, 1897.. 1995, 


1901. .1984, 




1901. .2023, 1903. .2046, 


1911. 


.2021 






Seq. No. 


27303 




Seq. ID 


OJ000150 


_21.0124 .C28 


Gene No. 


56534 




Strand 


+ 




Start 


1 




End 


3691 




Name 


OJ000150 21.0124.C28.o2 


.gp 


Method 


AAT/GAP 




Start 


2443 




End 


2545 




GI 


LIB3477-003-P1-K1-E9 




Score 


142 




Exons 


2443. .2545 










GI Descrip. 


»2498586/sp|Q40638 IMPOl 


_0RYSA 


2. Oe-24 


MAJOR POLLEN ALLERGEN OR 



27309 




S 1 PRECURSOR (ORY S^E). >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


27304 








Seq. ID 


OJ000150_ 


_21 


.0124 


.C29 


Gene No. 


56535 








Strand 


+ 








Start 


1 








End 


461 








Name 


OJ000150 21 


.0124 


.C29.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


461 








GI 


5042454 








Score 


104 








Exons 


1..30, 236. 


.461 
















GI Descrip. 


(ACUU / /by ) ; 


putative polyprotein [Oryza 


sativa] 








Seq. No. 


27305 








Seq. ID 


OJ000150_ 


_21 


.0124 


.C31 


Gene No . 


56536 








Strand 


+ 








Start 


6 








End 


575 








Name 


OJ000150 21 


.0124 


.C31.ol 


.gs 


Method 


GENS CAN 








Start 


6 








End 


575 








GI 


none 








Score 


.94 








Exons 


6. .11, 365. 


.452, 


483. :575 












Seq. No. 


27306 








Seq. ID 


OJ000150_ 


_21 


.0124 


.C32 


Gene No. 


56537 








Strand 


+ 








Start 


102 








End 


482 








Name 


OJ000i50 21 


.0124 


.C32.ol 


.gs 


Method 


GENSCAN 








Start 


102 








End 


482 








GI 


none 








Score 


.82 








Exons 


102. .159, 202. .482 














Seq. No. 


27306 








Seq. ID 


OJ000150_ 


_21 


.0124 


.C32 


Gene No. 


56538 








Strand 


- 








Start 


2679 








End 


3577 








Name 


OJ000150 21 


.0124 


.C32.o2 


.gs 


Method 


GENSCAN 








Start 


2679 








End 


3577 








GI 


none 








Score 


.6 








Exons 


2679. .2760, 


2795 


. .2961, 


3497. 


.3577 










Seq. No. 


27307 








Seq. ID 


OJ0001„50_ 


_21 


.0124 


.C34 


Gene No. 


56539 . 








Strand 


+ 








Start "W- 


426 








End 


538 








Name 


OJ000150 21 


.0124 


.C34.ol 


. gs 


Method 


GENSCAN 








Start 


426 








End 


538 








GI 


none 








Score 


.97 








Exons 


426. .538 


















Seq. No. 


27308 








Seq. ID 


OJ000150_ 


_21 


.0124 


.C35 


Gene No. 


56540 








Strand 


- 








Start 


146 








End 


233 








Name 


OJ000150 21 


.0124 


.C35.ol 


.gs 


Method 


GENSCAN 








Start 


146 








End 


233 








GI 


none 








Score 


.58 








Exons 


146. .233 


















Seq. No. 


27309 








Seq. ID 


OJ000150_ 


21 


.0124 


-C41 


Gene No. 


56541 








Strand 


+ 








Start 


50 








End 


220 








Name 


OJ000150 21 


.0124 


.C41.ol 


.gs 


Method 


GENSCAN 








Start 


50 • 








End 


220 









27310 




GI ' 


none 


Score 


.92 




Exons 


50. .220 








Seq. No. 


27310 


Seq. ID 


OJ000150_21 


.0124. C43 


Gene No. 




Strand 


+ 




Start 


169 


End 


524 




Name 


OJ000150 21.0124.C43.ol.gs 


Method 


GENSCAN 




Start 


169. 


End 


524 




GI ' 


none 1 "* 


Score 


.65 




Exons . 


169. .328, 467. .524 








Seq. No. 


27311 


Seq. ID 


OJ000150_21 


.0124. C44 


Gene No. 


ooo4 3 


Strand 






Start 


349 


End 


465 




Name 


OJ000150 21.0124.C44.ol.gs 


Method 


GENSCAN 




Start ■ 


349 


End 


465 




GI 


none 


Score 


.44 




Exons 


349. .465 








Seq. No. 


27312 


Seq. ID 


OJ000150_21 


.0124. C46 


Gene No. 


C C C A A 

ooo4 4 


strand 






Start 


160 


•. End 


540 




Name . 


OJ000150 21.0124.C46.ol.gs 


-Method 


GENSCAN 




Start 


160 


End 


540 




GI 


none- 


Score 


.77 




Exons 


160. .440, 483. .540 








Seq. No. 


27313 


Seq. ID- 


,OJ006l50_21 


.0124. C47 


Gene No. 


56545 


Strand 


+ 




Start 


234 - 


End 


560 




Name 


OJ000150 21.0124.C47.ol.gs 


Method 


GENSCAN 




Start 


234 


End 


560 




GI 


none 


Score 


.97 




Exons 


234. .560 








Seq. No. 


27314 


Seq. ID 


OJ000150_21 


.0124. C48 


Gene No. 


56546 


Strand 


- . , 




Start 


35 " ' - 


End 


91 




Name 


OJOO'0150 21.0124.C48.ol.gp 


Method 


AAT/GAP 




Start 


35 


End 


91 




GI 


LIB3477-003-P1-K1-E9 


Score 


60 




Exons 


35. .91 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


27315 


Seq. ID 


OJ000150_21 


.0124. C49 


Gene No. 


56547 


Strand 


+ 




Of y»4- 

otart 


253 


End 


306 




Name 


OJ000150 21.0124.C49.ol.np 


Method 


AAT/NAP 




Start 


253 


End 


30.6 




GI 


5042454 


Score 


73 




Exons 


253. .306 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. . 


27315 


Seq. ID 


OJ000150_21 


.0124. C49 


Gene No. 


56548 


Strand 


+ 





27311 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 



362 End 851 

OJ000150_21.0124.C49.o2.np Method AAT/NAP 
362 End 851 

5042454 Score 439 

362. .461, 515. .851, 

(AC007789) putative polyprotein [Oryza sativa] 

27316 Seq. ID OJ000150_21 . 0124 . C54 

56549 Strand 

1 End 721 

OJ000150_21 . 0124 . C54 . ol . np Method AAT/NAP 

1 End 721 

6498441 Score 969 

1..721 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No; 


27316 






Seq. ID 


OJ000150_21.0124 


.C54 


Gene No. 


56549 






Strand 


_ 




Start 


1 






End 


721 




Name 


OJ000150 21.0124.C54 


.ol 


.gs 


Method 


GEN SCAN 




Start 


68 






End 


697 




GI 


none 






Score 


.94 




Exons - 


68. .697 












Seq. No. 


27316 






Seq. ID 


OJ000150_21.0124 


.C54 


Gene No . 


56549 






Strand 






Start 


1 






End 


721 




Name 


OJ000150 21.0124.C54 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


251 






End 


574 




GI 


none 






Score 


67 




Exons 


251. .574, 387. .572 












Seq. No. 


27317 






Seq. ID 


OJ000150_21.0124 


.C58 


Gene No. 


56550 






Strand 


+ 




Start 


76 






End 


303 




Name 


OJ000150 21.0124.C58 


.ol 


.gs 


Method 


genscan;-,^ . 




Start 


76 






End 


303 . 




GI 


none 






Score 


.81 




Exons 


76. .303 












Seq. No. 


27318 






Seq. ID 


OJ000150_21.0124 


.C59 


Gene No. 


56551 






Strand 


+ 




Start 


181 






End 


990 




Name 


OJ000150 21.0124.C59 


.ol 


.gs 


Method 


GENSCAN 




Start 


181 






End 


990 




GI 


none 






Score 


.76 




Exons 


181. .289, 929. .990 












Seq. No. 


27318 






Seq. ID 


OJ000150_21.0124 


.C59 


Gene No. 


56551 






Strand 


+ 




Start 


181 






End 


990 




Name 


OJ000150 21.0124.C59 


.ol 


.gp 


Method 


AAT/GAP 




Start 


591 




End 


968 




GI 


2309880 ■ 






Score 


477 




Exons 


591. .968 













27312 




GI Descrip." 4521194 /dbj I AB0l3'613 . 1 | AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 


27319 










Seq. ID 


OJ000150_ 


_21 


.0124 


.C61 


Gene No. 


56552 










Strand 


+ 








Start 


66 










End 


451 








Name 


OJ000150 21. 


0124 


.C61 


.ol 


.gs 


Method 


GENSCAN 








Start 


66 










End 


451 








GI 


none 










Score 


.78 








Exons 






















Seq. No. 


27319 










Seq. ID 


OJ000150_ 


_21 


.0124 


.C61 


Gene No. 


56553 










Strand 


- 








Start 


790 










End 


1104 








Name 


OJ000150 21. 


0124 


.C61 


.o2 


.gs 


Method 


GENSCAN 








Start 


790 










End 


1104 








GI 


none 










Score 


.41 








Cj AUUo 


7 QH 1104 




















Seq. No. 


27320 










Seq. ID 


OJ000150_ 


_21 


.0124 


.C62 


Gene No. 


56554 










Strand 


- 








-Start • 


7 










End 


521 








Name 


OJ000150 21. 


0124 


.C62 


.ol 


.gs 


Method 


GENSCAN 








Start 


7 










End 


521. 








GI 


none 










Score 


.68 








Exons 


7. .171, 437. 


.521 


















Seq. No. 


27321 










Seq. ID 


OJ000150_ 


_21 


.0124 


.C63 


Gene No. 


56555 










Strand 


+ 








Start 


64 










End 


198 








Name 


OJ000150 21. 


0124 


.C63 


.ol 


.gs 


Method 


GENSCAN 








Start 


64 










End 


198 








GI 


none 










Score 


.83 








Exons 


64. .198 





















Seq. No. . 27322 Seq. ID 

Gene No. 56556 Strand 

Start 233 End 

Name OJ000150_21 . 0124 . C65 . ol . gs Method 

Start 233 End 

GI none Score 

Exons 233. .553 



OJ000150_21.0124.C65 
553 

GENSCAN 

553 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27323 Seq. ID OJ000150_21 . 0124 . C66 

56557 Strand 

1 • End 532 

OJ000150_21.0124.C66.ol.np Method AAT/NAP 

1 End 532 

6630696 Score 702 

1. .532 

(AP000969) ESTs D22114 {C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



27323 
56557 
1 



Seq. ID 

Strand 

End 



OJ000150 21.0124.C66 



532 



27313 




Name 


OJ000150 21.0124.C66.ol.gs 


Method 


GENSCAN 




Start 


- 114 


End 


518 




GI 


none 


Score 


.55 




Exons 


114. .518 








Seq. No. 


27323 


Seq. ID' 


OJ000150_21.0124 


.C66 


Gene No . 


56557 


Strand 






Start 


1 


End 


532 




Name 


OJ000150 21.0124.C66.ol.tm 


Method 


TBLASTX: Maize 




Start 


333 


End 


528 




GI 


none 


Score 


124 




Exons 


333. .527, 334. .528 








Seq. No. 


27323 


Seq. ID 


OJ000150_21.0124 


.C66 


Gene No. 


56557 


Strand 






Start 


1 


End 


532 




Name 


OJ000150 21.0124.C66.ol.tw 


Method 


TBLASTX: Wheat 




Start 


392 


End 


530 




GI 


none 


Score 


131 




Exons 


392.. 523, 392.. 523, 393'.. 530, 


412. .528 






Seq. No. 


27324 


Seq. ID 


OJ000150_21.0124 


.C67 


Gene No. 


56558 


Strand 






Start 


223 


End 


1053 




Name 


OJ000150 21.0124.C67.ol.gs 


Method 


GENSCAN 




Start 


223 


End 


1053 




GI 


none 


Score 


.57 




Exons 


223.. 245, 969.. 1053 








Seq. No. 


27325 


Seq. ID 


OJ000150_21.0124 


-C68 


Ggftg No. 


56559 


Strand 






Start 


298 


End 


359 




Name 


OJ000150 21.0124.C68.ol.gs 


Method 


GENSCAN 




Start 


298 


End 


359 




GI 


none 


Score 


.52 




Exons 


298. .359 








Seq. No. 


27325 


Seq. ID 


OJ000150_21.0124 


.C68 


Gene No. 


56560 


Strand 






Start 


320 


End 


546 




Name 


OJ000150 21.0124.C68.ol.gp 


Method 


AAT/GAP 




Start 


320 


End 


546 




GI 


2309880 


Score 


290 




Exons 


320. .546 








GI Descrip. 


4521194/dbj IAB013613. 1 IAB013613 3.0e-60 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


27326 


Seq. ID 


OJ000150_21.0124 


.C70 


Gene No. 


56561 


Strand 






Start 


108 


End 


661 




Name 


OJ000150 21.0124.C70.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


661 




GI 


none 


Score 


.74 




Exons 


108.. 227, 317.. 353, 432.. 661 








Seq; No.. 


27327 


Seq. ID 


OJ000150_21.0124 


.C73 


Gene No. 


56562 


Strand 







27314 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No: 
Gene No. 



OJ000150_21.0124.C73.ol.np 
1 

4680203 
1..1432, 1751. .1799 

(AF114171) TNP2-like protein [Sorghum bicolor] 



End 

Method 
End 
Score 



17 99 ■' 
AAT/NAP 
1799 
1034 



27327 
56562 
1 

OJ000150_21.0124.C73.ol.tm 

4 * 

none 



Seq. ID OJ000150_21.0124, 
Strand 

End 1799 

Method TBLASTX : Mai ze 

End 444 

Score 69 



C73 



4. .219, 30. .194, 201. .443,- 202. .444 



27327 
56562 
1 

OJ000150_21.0124.C73.o2.tw 
39 

none 



Seq. ID OJ000150_21.0124. 
Strand 

End 1799 

Method TBLASTX : Wheat 

End 383 

Score 73 



C73 



39. .194, 225. .332, 238. .333, 240. .335, 342. .383 



27327 
56562 
1 

OJ000150_21.0124.C73.ol.gs 
41 

none ' . 

41. .769, 890. .1430 

27327 
56562 
1 

oj000150_21.0124.C73.ol.tc 

288 

none 

288. .638, 289. .441, 481. .630 

27327 
56562 
1 

OJ000150_21.0124.C73.o2.ts 

369 

none 

369.. 638, 370.. 624 

27327 
56562 
1 

OJ000150_21.0124.C73.ol.tw 

384 

none 



Seq. ID - OJ000150_21.0124 . 
Strand 

End 1799 
Method GENSCAN 
End 1430 
Score .46 



Seq. ID OJ000150_21.0124, 
Strand 

End 1799 

Method TBLASTX : Cress 

End 638 

Score 91 



Seq. ID OJ000150_21.0124. 
Strand 

End 1799 

Method TBLASTX : Soybean 

End 638 

Score 131 



Seq. ID OJ000150_21.0124. 
Strand 

End 1799 

Method TBLASTX : Wheat 

End 1007 

Score 87 



C73 



C73 



C73 



C73 



384. .509, 516. .635, 529. .618, .648. .1007, 649. .840, 931. 



27327 
56562 • 



Seq. . ID OJ000150_21.0124 
Strand ■ - 



.975 
.C73 



27315 




Start 


1 




End- • 


1799 


Name 


OJ000150 21.0124.C73.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


655 




End 


992 


GI 


none 




Score 


169 


Exons 


655.-939, 657. .938, 782 


. .943, 


943. .987 


, 945. .992 


Seq. No. 


27328 




Seq. ID 


OJ000150_21.0124.C74 


Gene No. 


56563- 




Strand 




Start 


467 




End'"' ' 


2202 


Name 


OJ000150 21.0124.C74.ol 


.np 


Method 


AAT/NAP . 


Start 


467 




End 


2202 ■ 


GI 


4218003 




Score 


286 


Exons 


467. .1349, 2177. .2202 









GI Descrip. (AC006135) putative flavonol ^3-0-glucosyltransf erase 



[Arabidopsis thaliana] 



Seq. No. 


27328 








Seq. ID 


OJ000150_21.0124 


.C74 


Gene No. 


56563 








Strand 






Start 


467 








End 


2202 




Name 


OJ000150 


21.0124.C74 


.ol 


.gs 


Method 


GENSCAN 




Start 


587 








End 


1928 




GI 


none 








Score 


.52 




Exons 


587. .772, 


- 840.. .1928 












Seq. No. 


27328 








Seq. ID 


OJ000150 21.0124 


.C74 


Gene No. 


56563 








Strand 


- 




Start 


467 








End 


2202 




Name 


OJ000150 


21.0124.C74 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


695 








End 


1190 




GI 


none 








Score 


63 




Exons 


695. .808, 


726. .809, 


810 


. .878, 


814. :879, 


957.. 1106, 1134 


. .1190 


Seq. No. 


27328 








Seq. ID 


OJ000150_21.0124 


.C74 


Gene No. 


56563 








Strand 






Start 


467 








End 


2202 




Name 


OJ000150 


21.0124.C74 


,o2 


• ts 


Method 


TBLASTX: Soybean 




Start 


695 .-.'■-/'. 








End 


1106 




GI 


none ' ** 








Score 


74 




Exons 


695.. 808, 


711. .809, 


810 


. .917, 


817, .942, 


972. .1106 




Seq. No. 


27328 








Seq. ID 


OJ000150_21.0124 


.C74 


Gene No. 


56563 








Strand 






Start 


467 








End 


2202 




Name 


OJ000150 


21.0124.C74 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


695 








End 


1190 




GI 


none 








Score 


95 




Exons 


695. .808, 


696. .809, 


809 


. .856, 


810. .878, 


888. .914, 963.. 


1103, 




1164. .1190 












Seq. No. 


27328 








Seq. ID 


OJ000150_21.0124 


.C74 


Gene No. 


56563 








Strand 






Start 


•467 








End 


2202 




Name' 


OJ000150 


21.0124.C74 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1164 








End 


1905 




GI 


none 








Score 


64 





Exons 1164. .1361, 1398.. 1556, 1629.. 1772, 1758.. 1904, 1774.. 1905 



27316 




Seq. No. 


27329 




Seq.' ID 


OJ000150_21 


.0124.C75 




56564 




Strand 


+ 




Start 


75 




End 


956 




Name 


OJ000150 21.0124.C75.ol 


.gs 


Method 


GENS CAN 




Start 


75 




End 


956 




GI 


none 




Score 


.66 




Exons 


75. .131, 544. .680, 773. 


.956 








Seq. No. 


• ■ V 

27329 




Seq. ID 


OJ000150_21 


.0124.C75 


Gene No. 


56565 




Strand 


+ 




Start 


1747 




End 


2584 




Name 


OJ000150 21.0124.C75.ol 


.gp 


Method 


AAT/GAP 




Start 


1747 




End 


2584 




GI 


533 1.R1084 




Score 


150 




Exons 


1747. .1786, 1809. .1905, 


2548. 


.2584 






GI Descrip. 


'113172/spl P15543IACP3 


HORVU 


9.0e-52 ACYL CARRIER 


PROTEIN III 



PRECURSOR (ACP III) >gi_100561_pir S17 928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 


27329 






Seq. ID 


OJ000150_21. 


0124 


.C75 


Gene No. 


56566 






Strand 


+ 






Start 


7327 






End 


7993 






Name 


OJ000150 21.0124 


.C75.o3 


.gs 


Method 


GENSCAN 






Start 


7327 






End 


7993 






PT 


none 






Score 


.85 






Exons 


7327. .7352, 7762 


. .7993 












Seq. No. 


27329 






Seq. ID 


OJ000150_21. 


0124 


.C75 


Gene No. 


56567 






Strand 








Start 


5379 






End 


6643 






Name 


OJ000150 21.0124 


.C75.o2 


.gs 


Method 


GENSCAN 






Start 


5379 






End 


6643 






GI 


none 






Score 


.55 






Exons 


5379.. 6038, 6313 


. .6526, 


6642. 


.6643 








Seq. No. 


27329 






Seq. ID 


OJ000150_21. 


0124 


.C75 


Gene No. 


56568 






Strand 








Start 


10702 






End 


11576 






Name 


OJ000150 21.0124 


.C75.o2 


. tin 


Method 


TBLASTX: Maize 




Start 


10694 






End 


11125 






GI 


none 






Score 


321 






Exons 


10694. .11125, 10717.. 11124 . 










Seq. No. 


27329 






Seq. ID 


OJ000150_21. 


0124 


.C75 


Gene- No. 


56568 






Strand 








Start 


10702 






End 


11576 






Name 


OJ000150 21.0124 


.C75.o4 


. gs 


Method 


GENSCAN 






Start 


10702 






End 


11556 






GI 


none 






Score 


.97 






Exons 


10702. .11556 














Seq. No. 


27329 






Seq. ID 


OJ000150_21. 


0124 


.C75 


Gene No. 


56568 






Strand 








Start 


10702 






End 


11576 






Name 


OJ000150 21.0124 


,C75.ol 


.np 


Method 


AAT/NAP 






Start 


10705 






End 


11576 







27317 




GI 4914330 Score 1037 

Exons 10705. .11576 

GI Descrip. (AC005489) F14N23.16 [Arabidopsis thaliana] 



Seq. No. 


27329 




Seq. ID 


OJ000150_21.0124 


.C75 


Gene No. 


56568 




Strand 






Start 


10702 




End 


11576 




Name 


OJ000150 21.0124.C75 


,o2.ts 


Method 


TBLASTX : Soybean . 




Start 


10720 




End 


11223 




GI 


none 




Score 


52 




Exons 


1U / c.\J • . 1UO 1Z , 1U / JU . 


i din 

. 1U / / / , 


: 10816. .10989, 10844. .10936, 






10993. .11223, 11033. 


.11140 








Seq. No. 


27329 




Seq. ID 


OJ000150_21.0124 


.C75 


Gene No. 


56568 




Strand 






Start 


10702 




End 


11576 




Name 


OJ000150 21.0124.C75 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10813 




End 


11019 




C T 
OX 


none 




Score 


185 




Exons 


10813. .11019, 10817. 


.11017 








Seq. No. 


27329 




Seq. ID 


OJ000150_21.0124 


.C75 


Gene No. 


56568 - 




Strand 






Start 


10702 




End 


11576' 




Name 


OJ000150 21.0124.C75 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10906 




End 


11382 




GI 


none 




Score 


69 




Exons 


i none i 1 riQQo irtGQn 

iuyuo . . i-uyyz, luyyu. 


1 1 TOO 

. llooZ/ 


11033. .11152/*- 11219. .11254 




Seq. No. 


27329 




Seq. ID 


OJ000150_21.0124 


.C75 


Gene No. 


56568 




Strand 






Start 


10702 




End 


11576 




Name 


OJ000150 21.0124.C75 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


11131 




End 


11575 




GI 


none 




Score 


52 




Exons 


1 1 1 oi 111 70 111 10 
llljl . . Ill / Z, 111 jZ . 


1 1 no 
• 111 to, 


11173. .11235, 11174. .11233, 






11237. .11575, 11239. 


.11574 








Seq. No. 


' '27329 "•" 




Seq. ID 


OJQ00150_21.0124 


.C75 


Gene No. 


56568 




Strand 






Start 


10702 




End 


11576 




Name 


OJ000150 21.0124.C75 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


11228 




End 


11574 




Vjl 


none 




Score 


190 




Exons 


11228. .11563, 11230. 


.11574 








Seq. No. 


27330 




Seq. ID 


OJ000150_21.0124 


.C76 


Gene No. 


56569 




Strand 






Start 


1375 




End 


2450 




Name 


OJ000150 21.0124.C76 


. o2.gs 


Method 


GENSCAN 




Start 


1375 


End 


2450 




GI 


none 




Score 


.46 




Exons 


1375. .1444, 2422. .24 


50 








Seq.. No. 


27331 




Seq. ID 


OJ000150_21.0124 


.C77 


Gene No. 


56570 




Strand 






Start 


1756 




End 


3337 





27318 



# • 



Name 


OJ00015.0 .21 


.0124.C77.o2 


.gs 


Method 


GENS CAN 






Start 


1756 




End 


3337 






GI 


none 






Score 


.61 






Exons 


1756. .1815, 


2110. .2219, 


2800. 


.2962, 3250.. 3337 






Seq. No. 


27332 






Qorr T H 




,0124 


.C78 


Gene No . 


D DO / 1 






uLI ailU 


+ 






Start 


1504 






r nr i 








Name**-— - 


OJ000150 21 


.0124.C78.ol 


.gs 


Vlxz U 11 {J \J. 








Start 


1504 






Hii in 








GI 


none 






Score 


.7 






Exons 


1504. .1587, 


2491. .3165, 


3215. 


.3373 








Seq. No. 


27333 






Seq. ID 


OJ000150_21. 


,0124 


.C79 


Gene No. 


56572 






Strand 


+ 






Start 


121 






End 


3013 






Name. 


OJ000150 21 


.0124.C79.ol 


.gp 


Method 


AAT/GAP 






Start 


121 






End 


709 






GI 


2310235 






Score 


301 






Exons 


121.. 158, 570.. 709 












GI Descrip. 


5852182/emb 


ICAB55420.il 


; 9.0e- 


13 (AL117265) zhb0012. 


. 1 [Oryza 




sativa] 














Seq. No. 


27333 • 






Seq. ID - 


OJ000150_21, 


.0124 


;C79 


Gene No. 


56572 






Strand 


+ 






Start 


121 






End 


3013 






Name 


•OJ000150 21 


.0124.C79.o2 


-gp 


Method 


AAT/GAP 






Start 


574 - 






End 


2948 






GI 


342 1.R1084 






Score 


3966 






Exons 


574. .2948 















GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 


27333 






Gene No. 


56572 






Start 


121 






Name^. 


OJ000150 21 


.0124 


.C79.o4 


StartK , 


921 






GI 


none 






Exons 


921. .1028, 


1011. 


.1262, 


Seq. No. 


27333 






Gene No. 


56572 






Start 


121 






Name 


OJ000150 21 


.0124 


,C79.ol 


Start 


1193 






GI 


none 






Exons 


1193. .1276, 


1194 


. .1268, 


Seq. No. 


27333 






Gene No. 


56572 






Start 


121 






Name 


OJ000150 21 


.0124 


-C79-ol 


Start 


1355 






GI 


none 






Exons ^ 


1355. .1507, 


1362 


. .1703, 



Seq. ID OJ000150_21.0124.C79 

Strand + 

End 3013 

.tw Method TBLASTX: Wheat 

■ End 1277 

Score 103 
1019. .1261, 1020. .1277, 1021. .1272 

Seq. ID OJ000150_21.0124.C79 

Strand + 

End 3013 

.ts Method TBLASTX: Soybean 

End 1622 

Score 102 
1269. .1331, 1326. .1622, 1380. .1604 

Seq. ID OJ000150_21.0124.C79 

Strand + 

End 3013 

.tc Method TBLASTX: Cress 

End 1703 

Score 318 
1547.'. 1684 



27319 




Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79. 


bene no. 


JDJ 1 £. 










+ 


Start 


121 








End 


3013 


Name 


OJ000150 21 


.0124 


.C79.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1362 








End 


1750 


GI 


none 








Score 


67 


Exons 


1362. .1451, 


1467 


. .1748, 


1490. 


.1750 




Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124 .C7 9 


Gene No. 


56572 








Strand 


+ 


btart 


121 








End 


Jul J 


Name 


OJ000150 21 


.0124 


.C79.ol 


.np 


Method 


AAT/NAP 


Start 


1383 








End 


3013 


GI 


6742729 








Score 


2436 


Exons 


1383. .3013 












GI Descrip. 


(AF121139) 


RIM2 ] 


protein 


[Oryza sativa] 




Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79 


Gene No. 


56572 








Strand 


+ 


Start 


1 oi 








End 


3013 


Name 


OJ000150 21 


.0124 


.C79.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1491 








End 


1959 


GI - - 


_none * 








Score 


•72 • . ■■ > 


Exons 


1^91. .1544/ 


1499 


. .1543, 


1545 . 


.1649, 1556.. 1645,' 1653.. 1751, 




1658. .1750, 


1731 


. .1850, 


1754 . 


.1849, 1871. .1954, 1879. .1959 


Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79 


Gene No. 


56572 








Strand 


+ 


Start 


lzl 








End 


3013 


Name 


OJ000150 21 


.0124 


.C79.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2098 








End 


2508 


GI 


none 








Score 


71 


Exons 


2098. .2145, 


2099 


. .2161, 


21ol . 


.2349, 2171. .2389, 2417. .2506, 




2422. .2508, 


2423 


. .2506 








Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79 


Gene No. 


ODD / £. 








Strand 


+ 


Start 


121 ; 








End 


3013 


Name 


OJ000150 21 


.0124 


.C79.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2509 








End 


2948 


GI 


none 








Score 


556 


Exons 


2509. .2946, 


2510 


. .2947, 


2517. 


.2948 




Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79 


Gene No . 


ODD 1 £. 








Strand 


+ 


Start 


121 








End 


3013 


Name . 


OJ000150 21 


.0124 


.C79.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2552 








End 


2866 


GI 


none 








Score 


314 


Exons 


2552. .2866, 


2563 


. .2724, 


2755. 


.2838 




Seq. No. 


27333 








Seq. ID 


OJ000150_21.0124.C79 


Gene No. 


56572 








Strand ' 


+ 


Start 


121 








End 


3013 


Name 


OJ000150 21 


.0124 


.C79.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2797 








End 


'2947 


GI 


none 








Score 


179 



27320 




Exons 2797.. 2946, 2801.. 2947 



Seq. No. 


27334 




Seq. ID 


OJ000150_21.0124 


.C80 


Gene No. 


56573 




Strand 


+ 




Start 


564 




End 


806 




Name 


OJ000150 21.0124.C80 


.ol .gs 


Method 


GEN SCAN 




Start 


564 




End 


806 




GI 


none . 


- 


Score 


. 62 




Exons 


564. .806 










Seq. No; 


27335 




Seq. ID 


OJ0001'50_21.0124 


.C81 


Gene No. 


56574 




Strand 






Start 


1 




End 


823 




Name 


OJ000150 21.0124.C81 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


823 




GI 


100484 




Score 


599 




Exons 


1. .823 










GI Descrip. 


hypothetical protein 


- garden snapdragon 




Seq. No. 


27335 




Seq. ID 


OJ000150 21.0124 


.C81 


Gene No. 


56574 




Strand 






Start 


1 ■. . . 




End 


823 




Name. . . 


• OJ000150 .21.0124 :G81 


. o 1 . tm 


Method 


TBLASTX : Mai ze 




Start 


2 




End ■ 


350 




GI 


none 




Score 


106 




Exons 


2. .283, 9. .284, 2911 


.350, 296 


. .349 






Seq. No. 


27335 




Sea ID 


OJ000150 21.0124 


-C81 


Gene No. 


56574 




Strand 






Start 


1 




End 


823 




Name 


OJ000150 21.0124.C81 


* ol . tw 


Method 


TBLASTX : Wheat 




Start 


2 




•End 


338 




GI 


none 




Score 


180 




Exons 


2. .337, 9. .338 










Seq. No. 


27335 




Seq. ID 


OJ000150_21.0124 


.C81 


Gene No. 


56574 




Strand 






Start 


. 1 




End 


823 




Name 


6J000150 21.0124.C81 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


348 




End 


649 




GI 


none 




Score 


40 




Exons 


348.-425, 452. .535, 


483. .524, 


536. .649 


, 566. .637 




Seq. No. 


27335 




Seq. ID 


OJ000150_21.0124 


.C81 


Gene No. 


56574 




Strand 






Start 


1 




End 


823 




Name 


OJ000150 21.0124.C81 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


461 




End 


649 




GI 


none 




Score 


73 




Exons 


461. .649, 462. .581 










Seq. No. 


27335 




Seq. ID 


OJ000150_21.0124 


.C81 


Gene No. 


56574 




Strand 






Start 


1 




End 


823 




Name. 


OJ000150 21.0124.C81 


.ol.gs 


Method 


GEN SCAN 




Start 


602 




End 


723 




GI 


none 




Score 


.93' 





27321 



Exons 



602. .723 



Seq. No. 


27336 




Seq. ID 


OJ000150_21. 


0124 


.C85 


t^ene wo . 


56575 




Strand 








Start 


68 




End 


441 






Name 


OJ000150 21.0124.C85.ol 


.gp 


Method 


AAT/GAP 






Start 


68 




End 


441 






GI 


4107129 




Score 


572 






Exons 


68. .441 












GI Descrip. 


1330273/dbj i D85055 | RICSINE11 


2.0e-18 Rice retroposon p- 


SINE1 




gene 












Seq. No. 


27337 




Seq. ID 


OJ000150_21 . 


0124 


.C86 


Gene No. 


56576 




- Strand 


+ 






Start 


263 




End 


496 






Name 


OJ000150 21.0124.C86.ol 


.gs 


Method 


GENSCAN 






Start 


263 




End 


496 






GI 


none 




Score 


.57 






Exons 


263.-496 












beq. no. 


27338 




Seq. ID 


OJ000150_21. 


0124 




Gene No. 


56577 




Strand 


+ 






Start . 


1\ • 




End . - 


-716 - 






Name 


OJ000150 21.0124. C87.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


716 






GI 


6907089 




Score 


990 






Exons 


1..716 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


27338 




Seq. ID 


OJ000150_21. 


0124 


.C87 


Gene No. 


56577 




Strand 


+ 






Start 


1 




End 


716 






Name 


OJ000150 21.0124.C87.ol 


.gs 


Method 


GENSCAN 






Start 


72 




End 


644 






GI 


none 




Score 


.54 






Exons 


72. .644 












Seq. No. 


27339 • 




Seq. ID 


OJ000150 21. 


0124 


.C88 


Gene No. 


56578 




Strand 


+ 






Start 


306 




End 


380 






Name 


OJ000150 21.0124.C88.ol 


.gs 


Method 


GENSCAN 






Start 


306 




End 


380 






GI" 


none 




Score 


.7 






Exons 


306. .380 












oeq. jno. 


27340 




Seq. ID 


OJ000150_21. 


0124 




Gene No. 


56579 




Strand 


+ 






Start 


1 




End 


572 






Name 


OJ000150 21.0124.C92.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


572 






GI 


4680204 




Score 


116 






Exons 


1..284, 359. .572 












GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


27340 




Seq. ID 


OJ000150_21. 


0124 


.C92 


Gene No. 


56579 




Strand 


+ 






Start 


1 




End 


572 







27322 




: Name 


OJ000150 21.0124.C92.ol.gs 


Method 


GENSCAN . 




Start 


33 


End 


500 




GI 


none 


Score 


.7 




Exons 


33.. 119, 1.65.. 284, 359.. 500 








Seq. No. 


27341 


Seq. ID 


OJ000150_21.0124 


.C94 


Gene No. 


56580 


btrana 


+ 




Start 


91 


End 


382 




Name 


OJ000150 21.0124-.C94.ol.gs 


Method 


GENSCAN 




Start 


91 


End 


382 




GI 


none 


Score 


.7 




Exons 


91. .243, 347. .382 








Seq. No. 


27342 


Seq. ID 


OJ000150_21.0124 


.C99 


Gene No. 


56581 


btrana 


+ 




Start 


58 


End 


233 




Name 


OJ000150 21.0124.C99.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


233 




GI 


none 


Score 


.56 




Exons 


58.. 233 








Seq. No. 


27343 


Seq. ID 


OJ000150_21.0124 


.C108 


.Gene No.. 


56582 . . 


. '^Strand 






Start " 


742 


End 


1118 




Name 


OJ000150 21.0124.C108.ol.gs 


Method 


GENSCAN 




Start 


742 


End 


1074 




GI 


none 


Score 


.96 




Exons 


742. .1074 








Seq. No. 


27343 


Seq. ID 


OJ000150_21.0124 


.C108 


Gene No. 


56582 


Strand 






Start 


742 


End 


1 1 1 p 

J. J. J. 0 




Name 


OJ000150 21.0124.C108.ol.np 


Method 


AAT/NAP 




Start 


745 


End 


1118 




GI 


6907089 


Score 


558 




Exons 


745. .1118 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27344 


Seq. ID 


OJ000150_21.0124 


.C109 


Gene No. 


56583 


Strand 


+ 




Start 


1 


End 


814 




Name 


OJ000150 21.0124.C109.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


814 




GI 


6498441 


Score 


708 




Exons 


1. .814 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


27344 


Seq. ID 


OJ000150_21.0124 


.C109 


Gene No. 


56583 


Strand 


+ 




Start 


1 


End 


814 




Name 


OJ000150 21.0124.C109.ol.gs 


Method 


GENSCAN 




Start 


187 


End 


606 






none 


Score 


.71 




Exons 


187.. 606 









"27323 




Seq. No. 


27345 • 




Seq. ID 


OJ000150_21.0124 


.cm 


Gene No. 


56584 




Strand 


+ 




Start 


179 




End 


585 




IN dlllc 


OJ000150 21. 0124. Clll 


.ol.gp 


Method 


AAT/GAP 




Start 


179 


End 


585 




GI 


4107129 




Score 


502 




Exons 


179. .323, 404. .585 










GI Descrip. 


1330273/dbj | D85055 | RICSINE11 


2.0e-18. Rice retroposoh. p- 


SINEl- 




gene 










Seq. No. 


27346 




Seq. ID 


OJ000150_21.0124 


.C117 


Gene No . 


56585 




Strand 


+ 




Start 


^15 




End 


586 




Name 


OJ000150 21.0124.C117 


.ol.gs 


Method 


GEN SCAN 




Start 


215 


End 


586 




GI 


none 




Score 


.51 




Exons 


215. .444, 523. .586 










Seq. No. 


27347 




Seq. ID 


OJ000150_21.0124 


.C120 


Gene No. 


56586 




Strand 








1 




End 


438 




Name 


OJ000150 21.0124.C120 


. o 1 . np 


Method 


AAT/NAP 




StVrt 


1. 




End 


a438 




GI 


100484 




Score 


"234 




Exons 


1..438 










GI Descrip. 


hypothetical protein 


- garden 


snapdragon 




Seq. No. 


27347 




Seq. ID 


OJ000150_21.0124 


.C120 


Gene No. 


56586 




Strand 






Start 


1 




End 


438 




Name 


OJ000150 21.0124.C120 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


102 




End 


290 




GI 


none 




Score 


68 




Exons 


102.. 290, 103.. 222 










Seq. No. 


27347 




Seq. ID 


OJ000150_21.0124 


.C120 


bene no. 


56586 




Strand 






Start 


1 




End 


438 




Name 


OJ000150 21.0124.C120 


.ol.gs 


Method 


GEN SCAN 




Start 


243 


End 


364 




GI 


none 




Score 


.99 




Exons 


243. .364 










Seq. No. 


27348 




Seq. ID 


OJ000150_21.0124 


.C122 


Gene No. 


56587 




Strand 


- + 






1 




End 


616 




Name 


OJ000150 21.0124.C122 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


616 




GI 


100484 




Score 


288 




Exons 


1..23, 144. .616 










GI Descrip. 


hypothetical protein ■ 


- garden 


snapdragon 




Seq. No. 


27348 




Seq. ID 


OJ000150_21.0124 


.C122 


Gene No. 


56587 




Strand 


+ 




Start ■ 


1 




End 


616 




Name 


OJ00015.0 21.0124.C122 


.ol.gs 


Method 


GENSCAN 




Start 


207 




End 


328 





27324 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

207. .328 

27348 
56587 
1 

OJ000150_21.0124.C122.ol.tm 

284 

none 

284. .469, 349. .468 

27349 
56588 
1807 

OJ000150_20.0124.-C2.ol.gp 

1807 

427569 

1807. .2061 

27349 
56589 
2652 

OJ000150_20.0124.C2.o2.gs 

2652 

none 

2652. .2790, 2839.. 2855 

27349- 

56590 

379 

OJ000150_20.0124.C2.ol.gs 

379 

none 

379. .2043 



27349 
56590 
379 

OJ000150_20 
397 

3461846 
397. .1605, 
(AC005315) 
thaliana] 



.0124.C2.ol.np 



Score .42 



Seq. ID OJ000150_21.0124.C122 

Strand + 

End 616 

Method TBLASTX : Mai ze 

End 4 6,9 

Score 211 



Seq. ID OJ000150_20.0124.C2 

Strand + 

End 2061 

Method AAT/GAP 

End 2061 

Score 4 90 



Seq. ID OJ000150_20..0124.C2 

Strand + 

End 2855 

Method GENSCAN 

End ' 2855 

Score . 64 



Seq. ID OJ000150_20.0124.C2 
Strand 

End 11456 

Method GENSCAN 

End 2043 

Score .77 



Seq. ID OJ000150_20.0124.C2 
Strand 

End 11456 

Method AAT/NAP 

End 5417 

Score 770 



5362. .,5417 

putative SCARECROW gene regulator [Arabidopsis 



OJ000150 20. 0124. C2 



Seq. No. 27349 Seq. ID 

Gene No. 56590 Strand 

Start 379 End 

Name OJ000150_20 . 0124 . C2 . o2 . ts Method 

Start 397 End 

GI none Score 

Exons 397. .465, 410. .478, 556. .603, 557. .601, 694. .873, 734. .862, 
994. .1092 



11456 

TBLASTX : Soybean 

1092 

67 



Seq. No. 
Gene No'. 
Start 



27349 
56590 
379 



Seq. ID 

Strand 

End 



OJ000150 20. 0124. C2 



11456 



27325 



Name OJ000150_20 . 0124 . C2 . o2 . tm ' Method TBLASTX: Maize - 

Start 406 End 1332 

GI none Score 64 

Exons 406. .465, 407. .478, 556. .708, 557. .601, 694. .864, 734. .874, 

856.-939, 958.-993, 991. .1194, 1016. .1183, 1075. .1188, 
1195.. 1332 




Seq. . No. 


27349 








Seq. ID 


OJ000150_20.0124;C2 


Gene No. 


56590 








Strand 




btiar u 


379 








End 


11456 


Name 


OJ000150 20 


.0124 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


694 








End 


1353 


GI 


none 








Score 


119 


Exons 


694.. 864, 865.. 930, 994 


. .1143, 


1186. .1353 


Seq. No. 


0*7 04 Q 
Z / Oft y 








UClj • J- u 


OJ0001S0 20 0124 C2 


Gene No. 


oboyu 












otart 


0 /y 








End. 


11456 


Name 


OJUUUloU 


m 0 a 


no ^"3 
. OZ . OJ . 


tm 


Method 


TBLASTX: Maize 


Start 


T *3 *3 *3 








End 


1557 


GI 


none 








Score 


62 


Exons, 


1333. .1557, 


1433 


. .1531 








Seq. No. 


27349 








Seq. ID 


OJ000150_20.0124.C2 


Gene No.- 


56590 








Strand 




Start 


379 








End 


11456 


,Name 


OJ000150 20 


.0124 




ts 


Method 


TBLASTX : Soybean 


Start . 


1384 








End 


1551 


GI 


none 








Score 


76 


Exons 


1384. .1551, 


1390 


. .1518, 


1439. . 


1525 




Seq. No. 


27349 








Seq. ID 


OJ000150_20.0124.C2 


Gene No. 


56590 








Strand 




Start 


379 








End 


11456 


Name 


OJ000150 20 


.0124 


-C2.o3. 


gs 


Method 


GENSCAN 


Start 


5239 








End 


11456 


GI 


none 








Score 


.63 


Exons 


5239. .5273, 


5308 


. .5528, 


5740. . 


5824, 6162.. 6269, 6697.. 7089, 




8059. .8242, 


8378 


. .8449, 


8485. . 


8538, 8771.. 8910, 9109.. 9139, 




9250. .9422, 


9544 


. .9748, 


9848. . 


10018, 10097. .10237, 10847.. 1 




11040. .11456 










Seq. No. 


27349 








Seq. ID 


OJ000150_20.0124.C2 


Gene No. 


56590 








Strand 




Start 


379 








End 


11456 


Name 


OJ000150 20 


.0124 


.C2,o2. 


np 


Method 


AAT/NAP 


Start 


5322 








End 


6242 


GI 


6498461 








Score 


801 


Exons 


5322. .5645, 


5740 


. .5824, 


5851.. 


5937, 6162.. 6242 


GI Descrip. 


(AP000816) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


27349 








Seq. ID 


OJ000150_20.0124.C2 


Gene No. 


56590 








Strand 




Start 


379 








End 


11456. 


Name 


OJ000150 20 


.0124 


.C2.o3. 


np 


Method 


AAT/NAP 


Start 


6770 








End 


7234 ' 


GI 


4581120 








Score 


358 



27326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



Exons 


6770. .7234 ■ 






GI Descrip. 


(AC005825) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27349 


Seq. ID 


OJ000150_20.0124.C2 


Gene No. 


56590 


Strand 




Start 


379 


End 


11456 




OJ000150 20.0124.C2.o4.np 


Method 


AAT/NAP 


Start 


8706 


-End 


11456 


GI 


2252863 


Score 


787 


Exons 


8706. .8762, 8817. .8910, 9057. 


.9148, 9250. .9422, 9544. .9750, 




9844. .10018, 10094. .10250, 10824 .. 10981 , 11022.. 11456 


GI Descrip. 


(AF013294) similar to nucleolin protein - [Arabidopsis thaliana] 


Seq. No. 


2734 9 


Seq. ID 


OJ000150_20.0124.C2 


Gene No. 


56590 


Strand 




Start 


379 


End 


11456 


Name 


OJ000150 20.0124.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9056 


End 


11183 


GI 


none 


Score 


50 


Exohs 


9056.. 9121, 9521.. 9658, 9564. 


.9623, 9626.. 9751, 9633.. 9770, 



9639. .9767, 9838.-9996, 9839. .10018, 9846. .10001, 10097 .. 10237, 
10119. .10244, 11037. .11090, 11103 .. 11183, 11104. .11181 



27349 
56590 
379 

OJ00.0150_20.0124.C2.ol.tm 

9059 

none 



Seq: ID OJ000150_20 . 0124 . C2 
Strand 

End 11456 

Method TBLASTX: Maize 

End 11211 

Score 112 



9059. .9142, 9060. .9143, 9239. .9286, 9240. .9287, 9275. .9385, 
9302.. 9364, 9303.. 9389, 9357.. 9467, 9376.. 9471, 9524.. 9751, 
9543. .9755, 9564. .9749, 9851. .10006, 9861. .10004, 9872. .10006, 
9873.. 10019, 9883.. 10020, 10080 .. 10238 , 10097 .. 10243, 
10098. .10238, 10147. .10242, 10846 10959, 10847 10948 , 
11028. .11138, 11032. .11211, 11037 .. 11207, 11038.. 11208 



27349 
56590 
379 

OJ000150_20.0124.C2.o2.gp 
9117 

20710_1.R1084 
9117. .9139, 9250. .9422, 9544. .9748, 9848. .10016 
1 2252863 3.0e-27 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 20. 0124. C2 



11456 
AAT/GAP 
10016 
1022 



27349 
56590 
379 

OJ000150_20.0124.C2.o2.tc 
9710 
none 

9710. .9754, 9851. .10003, 9873. .10004, 
10097. .10240, 10847.. 10933 



Seq. ID OJ000150_20.0124.C2 
Strand 

End 11456 

Method TBLASTX : Cress 

End 10933 

Score 143 

10094. .10237, 



27349 
56590 



Seq. ID 
Strand 



OJ000150 20. 0124. C2 



27327 




Start ■ 


379 


End 


11456 




Name 


OJ000150 20.0124.C2.o3.gp 


Method - 


AAT/GAP 




Start 


10091 


End 


11240 




GI 


2280544 


Score 


824 




Exons 


10091. .10237, 10847. .10957, 


11040. .11240 




GI Descrip. 


2252863 3.0e-27 (AF013294) similar to 


nucleolin protein 






[Arabidopsis thaliana] 








Seq. No. 


27350 


Seq. ID 


OJ000150_20.0124 


.C3 


Gene No . 


56591 


Strand 


+ 




Start 


1959 


End 


2108 




Name 


OJ000150 20.0124.C3.o2.gs 


Method 


GENSCAN 




Start 


1959 


End 


2108 




GI 


none 


Score 


.99 




Exons 


1959.. 2108 








Seq. No. 


27350 


Seq. ID 


OJ000150_20.0124 


.C3 


Gene No. 


56592 


Strand 


— 




Start 


1 


End 


1915 




Name 


OJ000150 20.0124.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


608 




GI 


4049341 


Score 


690 




Exons 


1. . 608. 








GI Descrip. 


(AL034567) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


27350 


Seq.' ID 


OJ000150_20.0124 


,C3 


Gene No . ~ 


56592 


Strand 


— 




Start 


1 ' 


End 


1915 




Name- 


OJ000150 20 0124 C3 ol tw 


Mpt hod 


TBLASTX: Wheat 




Start 


1 


End 


302 




GI 


none 


Score 


185 




Exons 


1..45, 3. .155, 3. .302, 151.. 


300 






Seq. No. 


27350 


Seq. ID 


OJ000150_20.0124 


,C3 


Gene No . 


56592 


Strand 






Start 


1 


End 


1915 




Name 


OJ000150 20. 0124 .C3.ol . tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


575 




GI 


none 


Score 


165 




Exons 


1..45, 3. .155, 3. .362, 151.. 


567, 426.. 


575 




Seq. No. 


27350 


Seq. ID 


OJ000150_20.0124 


-C3 


Gene No . 


56592 


Strand 


— 




Start 


1 


End 


1915' 




Name 


OJ000150 20.0124.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


120 


End 


575 




GI 


none 


Score 


136 




Exons 


120. .362, 151. .339, 426. .575 


, 427.. 546 


, 441. .554 




Seq. No. 


27350 


Seq. ID 


OJ000150_20.0124 


. C3 


Gene No. 


56592 


Strand 






Start 


1 


End 


1915 




Name 


OJ000150 20.0124.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


123 


End 


575 




GI 


none 


Score 


172 




Exons 


123. .149, 150. .362, 151. .351 


, 426. .575 


, 427. .546, 441.. 


560 



27328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27350 
56592 
1 

OJ000150_20.0124 .C3.o2.tw 

426 

none 



Seq. ID OJ000150_20.0124.C3 
Strand 

End 1915 

Method TBLASTX : Wheat 

End 1915 

Score 133 



426.-575, 427..S67, 1693. .1770, 1859. .1915 



Seq. ID OJ000150_20.0124.C4 

Strand + 

End 470 

Method AAT/GAP 

End 407 

Score :,- 243 



27351 
56593 
151 

OJ000150_20.0124 .C4.ol.gp 
151 

LIB3434-014-P1-K1-D7 
151.. 254, 365.. 407 

' 3861188/emb|CAA15088 1 7.0e-18 (AJ235272) SOS RIBOSOMAL PROTEIN 
L24 (rplX) [Rickettsia prowazekii] 1 

27351 Seq. ID OJ000150_20 . 0124 . C4 

56593 Strand + 

151 End 470 

OJ000150_20.0124 .C4.ol.np Method AAT/NAP 

.151 * End ^470 , 

6225984 Score 85 

.151.. 254, 365.. 470 

SOS RIBOSOMAL PROTEIN L24 gi | 3861188 | emb | CAA15088 | (AJ235272) 
SOS RIBOSOMAL PROTEIN L24 (rplX) [Rickettsia prowazekii] 



27351 
56594 
2183 

OJ000150_20.0124 .C4.ol.tw 

150 

none 



Seq. ID OJ000150_20. 0124.C4 
Strand 

End 3285 

Method TBLASTX : Wheat 

End 1189 

Score 173 



150. .257, 151. .255, 151. .267, 152. .256, 363. .497, 365.-499, 
366. .500, 1070. .1189, 1071. .1151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ 27351 
56594 
2183 ■ 

OJ000150_20 . 0124 . C4 . o2 . tm 

150 . 

none 



-Seq. ID OJ000150_20 . 0124 . C4 
Strand 

End 3285 

Method TBLASTX: Maize 

End ^ ■ 442 

Score" 179 



150. .257, 151. .255, 151. .267, 363. .440, 364. .438, 365. .442, 
366. .440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



27351 
56594 
2183 

OJ000150_20.0124.C4.o2.ts 

151 

none 



Seq. ID OJ000150_20.0i24.C4 
Strand 

End 3285 

Method TBLASTX : Soybean 

End 1151 

Score 164 



151. .255, 151. .267, 363. .494, 365. .502, 366. .497, 545. .565, 
1070. .1144, 1071. .1151 



27351 
56594 



Seq. ID OJ000150_20.0124.C4 
Strand 



27329 




Start 


■ 2183 








End 


3285 


Name 


OJ000150 20 


.0124 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2089 ^ 








End 


2425 


Gi 


none 








Score 


85 


Exons 


2089. .2124, 


2180 


. .2296, 


2180 


..2317, 2297. .2425 


Seq. No. 


27351 








Seq. ID 


OJ000150_20.0124.C4 


Gene No. 


56594 








Strand 




Start 


2183 








End 


3285 


Name 


OJ000150 20 


.0124 


.C4..o2. 


np 


Method 


AAT/NAP 


Start 


2183 








End 


3205 


GI 


542058 








Score 


658 


Exons 


2183. .3205 












GI Descrip. 


HSR203J- protein. 


- common tobacco gi | 4 44.002 | emb | CAA54 393 | 




(X77136) HSR203J 


[Nicotiana 


tabacum] 




Seq. No. 


97 








Seq. ID 


OJ000150_20.0124.C4 


Gene No. 










Strand 




Start 


9 1 ft ^ 








End 


3285 


Name 




m 94 


• k>4 • Ol . 


+- e 
Lo 


Method 


TBLASTX: Soybean 


Start 


2420 








End 


3187 


GI 


none 








. Score 


53 


Exons 


949D 9fi9Q 

^4^U. .ZOZ-7, 


94ft 1 






..2722, 2664.. 2750, 2780.. 2875 




97ft 1 9ft 7 *3 
£. / Ol . . ZO / J/ 


9ft Q7 




z y 4 y 


..2984, 3032.. 3127, 3033.. 3128 
















Seq. No. 


97 *3M 








Seq. ID 


OJ000150_20.0124.C4 


Gene * No . 


J D-J .7 4 








Strand 




jLdIL - 


2183 








End 


3285 


Name 


OJ000150 20 


.0124 


-C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 










End 


3187 


GI 


none 








Score 


145 


Exons 


9fifiQ 9ftft7 


OCOC 




9ft ft Q 

Z O O _7 


..2987, 2897. .2983, 2981. .3127 




^D^Q ^1 9ft 


JlJl 


"31 ft7 








Seq. No. 


27351 








Seq. ID 


OJ000150_20.0124..C4 


OCilC Vi\J • 


56594 








Strand 




Start 


2183 








End 


3285 


Name 


OJ000150 20 


.0124 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


2985 








End 


3285 


GI 


none 








Score 


598 


Exons 


2985. .3285 












Seq. No. 


27352 








Seq. ID 


OJ000150_20.0124.C5 




56595 








Strand 


+ 


Start 


1267 ' 








End 


1288 


Name 


OJ000150 20 


.0124 


. CS.ol. 


gs 


Method 


GENSCAN 


Start 


1267 








End 


1288 


GI 


none 








Score 


.45 


Exons 


1267. .1288 












Seq. No. 


27352 








Seq. ID 


OJ000150_20.0124.C5 


Gene No. 


56596 








Strand 




Start 


524 








End 


700 


Name 


OJ000150 20 


.0124 


.CS.ol. 


gp 


Method 


AAT/GAP 


Start 


524 








End 


700 


GI 


10431 1.R1084 






. Score 


307 



27330 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



524. .700 

'1256198/dbj I D63711 | RICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence' 



27352 
56597 
2115 

OJ000150_20.0124 .C5.o2.gp 

2115' 

none 

2115. .2395 



Seq. ID OJ000150_20.0124.C5 
Strand 

End 2395 

Method AAT/GAP 

End 2395 

Score 380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Expns 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27352 
56598 
2468 

OJ000150_20.0124.C5.o2.gs 

2468 

none 

2468.. 3250, 3373.-3555 



Seq. ID OJ000150_20.0124.C5 
Strand 

End 3564 

Method GENSCAN 

End 3555 

Score .94 



27352 
56598 
2468 

OJ000150_20.0124.C5.ol.np 
2471 
542058. 
2471. .3035, 3072. .3528 

HSR203J protein - common tobacco gi | 444002 | emb | CAA54393 | 
(X77136) HSR203J [Nicotiana tabacum] 



Seq. ID OJ000150_20.0124.C5 
Strand 

3564 
AAT/NAP 
3528 
629 



End ■ 
Method 
End 
Score 



27352 
56598 
2468 

OJ000150_20.0124.C5.ol.ts 

2732 

none 



Seq. ID OJ000150_20.0124.C5 
Strand 

End 3564 

Method TBLASTX : Soybean 

End 3516 

Score 105 



2732.. 2905, 2763.. 2915, 2969.. 3028, 2973.-2996, 3089.. 3184, 
3101. .3154, 3220. .3261, 3260. .3280, 3454. .3516 



27352 
56598 
2468 

OJ000150_20 . 0124 .C5.ol.tm 

2957 

none 



Seq. ID OJ000150_20.0124.C5 
Strand 

End 3564 

Method TBLASTX : Mai ze 

End 3564 

Score 61 



2957. .3025, 2969. .3046, 3077. .3196, 3078. .3215, 3212. .3280, 
3217. .3261, 3370. .3447, 3454. .3564 



Seq. ID OJ000150_20.0124.C6 
Strand 

End 5386 

Method AAT/NAP 

End 5386 

Score 325 



27353 
56599 
2875 

OJ000150_20.0124.C6.o2.np 
2875 
2191178 
2875. .2893, 4857. .5386 

(AF007270) - contains similarity to MIPP proteins [Arabidopsis. 
thaliana] 



27331 



Seq. No. 


27353 




Seq. ID 


OJ000150_20.0124.C6 


Gene No. 


56599 




Strand 




Start 


2875 




End 


5386 


Name ■ 


OJ000150 20 


.0124.C6.ol.np 


Method 


AAT/NAP 


Start 


3270 




' End 


3805 


GI 


4510378 




Score 


246 


Exons 


3270. .3805 








GI Descrip. 


(AC007017) 


putative RING zinc finger protein [Arabidopsis 




thaliana] 








Seq. No. 


27353 




Seq. ID 


OJ000150_20.0124.C6 


Gene No. 


56599 




Strand 




Start 


2875 




End 


5386 


Name 


OJ000150 20 


.0124.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3288 




End 


3738 


GI 


none 




Score 


89 


Exons 


3288. .3482, 


3304.. 3477, 3657 


..3734, 3658. .3738 


Seq. No. 


27353 




Seq. ID 


OJ000150_20.0124.C6 


Gene No. 


56599 




. Strand 




Start 


2875 




End 


5386 


Name 


OJ000150 20 


. 0124.C6.ol.tm - 


Method 


TBLASTX: Maize * 


Start 


3316 




End 


3525 


GI 


none 




Score 


144 


Exons 


3316. .3525, 


3354. .3524 






Seq. No. 


27354 




Seq. *ID 


OJ000150_20.0124.C7 


Gene No. 


56600 




Strand 


+ 


Start 


135 




End 


4655 


Name 


OJ000150 20 


.0124.C7.ol.gs 


Method 


GENSCAN 


Start 


135 




End 


4625 


GI 


none 




Score 


.59 


Exons 


135.. 238, 1887.. 2140, 3216.. 


3367, 3706 


..3816, 3896.. 4160, 




4432. .4625 








Seq. No. . 


27354 




Seq. ID 


OJ000150_20.0124.C7 


Gene No. 


56600 




Strand 


+ 


Start 


135 




End 


4655 


Name 


OJ000150 20 


.0124.C7.o2.np 


Method 


AAT/NAP 


Start 


3269 




End 


4655 


GI 


6561992 




Score 


390 


Exons 


3269. .3367, 


3539.. 3589, 3706 


..3816, 3896. .4027, 4126. .4201, 




4432. .4655 








GI Descrip. 


(AL133363) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27354 




Seq. ID 


OJ000150_20.0124.C7 


Gene No. 


56600 




Strand 


+ 


Start 


135 




End 


4655 


Name 


OJ000150 20 


.0124.C7.ol.gp 


Method 


AAT/GAP 


Start 


4196 




End 


4645 


GI 


none 




Score 


859 


Exons 


4196. .4645 








Seq. No. 


27354 




Seq. ID 


OJ000150_20.0124.C7 


'Gene No. 


•56601 




Strand 


+ 


Start 


6176 




End 


6599 



27332 




Name 


OJ000150 20 


.0124 


.C7.o3. 


np 


Method 


AAT/NAP 




Start 


6176 








End 


6599 




GI- 


4204095 








Score 


172 




Exons 


6176. .6599 














GI Descrip. 


(AF030260) 


CYP94A1 [Vicia sativa] 






Seq. No. 


27354 








Seq. ID 


OJ000150 


_20.0124.C7 


Gene No. 


56602 








Strand 






Start 


1 








End 


1749 




Name 


OJ000150 20 


.0124 


.C7.ol. 


np ; .. 


Method 


AAT/NAP 




Start 


1 








End 


1749 




GI 


6729484 








Score 


51 




Exons 


1..85, 245. 


.335, 


1653. . 


1749 








GI Descrip. 


(AL132966) 


putative protein 


[Arabidopsis thalianaj 


Seq. No. 


27354 








Seq. ID 


OJ000150 




Gene No. - 


56603 








Strand 






Start 


5698 








End 


6598 




Name 


OJ000150 20 


. 0124 


.C7 .ol . 


tm 


Method 


TBLASTX: 


Maize 


O Lai. U 










End 


4520 




GI 


none 








Score 


76 




Exons ■ 


3240. .3311, 


3301 


. .3363, 


3302 


..3367, 3534.. 359.0; 


, 3535. .3591 




3536..3S95, 


3692 


. .3808, 


3701 


..3811, 3705.. 3815, 


3705. .3818 




3706. .3819, 


3871 


. . 4014 , 


3895 


..3945, 3896. .4027, 


o nn n ofific 




4125. .4202, 


4126 


. .4209, 


4430 


..4498, 4431. .4520 




Seq. No. 


27354 








Seq. ID 


OJ000150 


20 . 0124 . C / 


Gene No. 


56603 








Strand 
















End 


6598 




Name 


OJ000150 20 


.0124 


.C7.ol. 


tc 


Method . 


TBLASTX: 


Cress 


Start 


3290 








End 


4652 




GI 


none 








Score 


74 




Exons 


3290. .3352, 


3518 


. . 3595, 


3547 


..3591, 3702. .3764, 


on AO O O O C 

0 /Ui . . Jozo 




3914. .4027, 


4125 


. . 4202, 


4126 


. .4209, 4431. .4550, 


A C C O / tCO 

4ooy . . 4ooz 


Seq. No. 


27354 








Seq. ID 


OJ000150 


Zu . Ul-^4 . C / 


UCilC ViKJ • 


JUUu J 








Strand 






Start 


5698 








End 


6598 




Name 


OJ000150 20 


.0124 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


5698 








End 


6553 




GI 


none 








Score 


.88 




Exons 


5698. .5767, 


6339 


. .6553 










Seq. No. 


27354 








Seq. ID 


OJ000150 


_20.0124.C7 




J U UU 0 








Strand 






Start 


5698 








End 


6598 




Name 


OJ000150 20 


.0124 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6227 








End 


6598 




GI 


none 








Score 


119 




Exons 


6227. .6592, 


6230 


. .6403, 


6307 


. .6597, 6443. .6598 




Seq. No. 


27354 








Seq. ID 


OJ000150 


_20.0124.C7 


Gene No. 


56603 








Strand 






Start 


5698 








End 


6598 




Name 


OJ000150 20 


.0124 


.C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6284 ■ 








End 


6598 




GI 


none 








Score 


56 





27333 



Exons 



6284.. 6331, 6335.. 6598, 6337.. 6597- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.27355 Seq. ID 

56604 Strand 

1 End 

OJ000150_20 . 0124 . C8 . ol .np Method 

1 End 

2979544 Score 
1. .574 

(AC003680) putative cytochrome P450 [Arabidopsis thaliana] 



OJ000150_20.0124.C8 
+ 

574 

AAT/NAP 
574 
320 



27355 
56605 
2148 

OJ000150_20.0124.C8.ol.gp 

2148 

none 

2148. .2218, 2351. .2683 

27355 
56606 
3114 

OJ'000150_20;0124..C8.o2.np 
3114 



Seq. ID OJ000150_20.0124-.C8 

Strand + 

End 2683 

Method AAT/GAP 

End 2683 

Score 748 



Seq. ID OJ000150_20.0124, 

Strand + 

End 5568 . 

Method AAT/NAP 

End 5568 

Score 1352 



C8 



5903044 
3114.. 5568 

(AC008016) Contains 3 PF| 01535 DUF domains. [Arabidopsis 
thaliana] 



Seq. No. 


27355 










. Seq. ID 


OJ000150_ 


_20 


.0124 


.C8 


Gene No. 


56607 










Strand 


+ 








Start 


6452 










End 


6609 








Name 


OJ000150 20. 


0124 


.C8 


.o2 


.gp 


Method 


AAT/GAP 








Start 


6452 










End 


6609 








GI 


3090639 










Score 


231 








Exons 


6452. .6609 




















Seq. No. 


27355 










Seq. ID 


OJ000150._ 


_20 


.0124 


• C8 


Gene No. 


56608 










Strand 


+ 








Start 


10668 










End 


11248 








Name 


OJ000150 20. 


0124 


.C8 


.o4 


.gs 


Method 


GEN SCAN 








Start 


10668 








End 


11248 








GI 


none 










Score 


.74 








Exons 


10668. .11248 




















Seq. No. 


27355 










Seq. ID 


OJ000.150_ 


20 


.0124 


.C8 


Gene No. 


56609 










Strand 










Start 


7548 










End 


9132 








Name 


OJ000150 20. 


0124 


.C8 


.o2 


.gs 


Method 


GEN SCAN 








Start 


7548 








End 


9098 








GI 


none 










Score 


.64 








Exons 


7548. .9098 




















Seq. No. 


27355 










Seq. ID 7 


OJ000150_ 


20 


.0124 


.C8 


Gene No. 


56609 










Strand 










Start 


7548 










End 


9132 








Name 


OJ000150 20. 


0124 


.C8 


.o3 


.np 


Method 


AAT/NAP 









27334 



Start 


7557 








End 


9132 


GI 


4204095 








Score 


867 


Exons 


7557. .9132 












GI Descrip. 


(AF030260) 


CYP94A1 [Vicia sativa] 




Seq. No. 


27355 








Seq. ID 


OJ000150_20.0124.C8 


Gene No. 


56610 








Strand 




Start 


9545 








End 


10163 


Name 


OJ000150 20 


.0124. 


L/O . ox • 


ts 


Method 


TBLASTX: Soybean 




1 








End 


8853 


GI 


none 








Score 


35 


Exons 


1..48, 2. .49, 85. 




98. .331, 331.. 


432, 332. .478, 500. .556, 




7572. .7628, 


7650. 


77 Qfi 


7690. 


.7797, 7797. .8030, 7798. .7974, 




7971. .8042, 


8070. 


ft 91 n 


8110. 


.8211, 8274. .8453, 8460. .8573, 




8607. .8849, 


8695. 


.8853 








Seq. No. 


27355 








Seq. ID 


OJ000150_20.0124.C8 


Gene No. 


56610 








Strand 




Start 


9545 








End 


10163 


NT 3 7T1 0 


OJ000150 20 


.0124. 


fft n9 


tm 


Method 


TBLASTX: Maize 


Start 


64 








End 


8564 


GI 


none 








Score 


263 


Exons 


64.. 336, 68 


. .337, 


359. . 


475, 361.. 435,., 


.7653. .7769, 7693.-7767, 




7791. .8060, 


7792. 


.8061, 


8070. 


.8144, 8128.. 8211, 8175.. 8252, 




8293. .8358, 


8458. 


.8481, 


8475. 


.8564 




Seq. No. 


27355 








Seq. ID 


OJ000150_20.0124.C8 


Gene No. 


56610 • 








Strand 




C -4- -3 


9545 








End 


10163 


Name 


OJ000150 20 


.0124. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


121 








End 


8006 


GI 


none 








Score 


237 


Exons 


121.. 333, 122.. 334, 329 


. .451, 


361. .429, 7677. .7799, 7687. .7767, 




7794. .8006, 


7795. 


.7968 








Seq. No. 


27355 








Seq. ID 


OJ000150_20.0124.C8 




56610 








Strand 




Start 


9545 








End 


10163 


Name 


OJ000150 20 


.0124. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


124 








End 


7997 


GI 


none 








Score 


220 


Exons 


124.. 330, 131.. 334, 332 


. .475, 


7653. .7796, 7794. .7997, 7798. .7980 


Seq. No. 


27355 








Seq. ID 


OJ000150_20. 012.4. C8 


Gene No. 


56610 








Strand 




Start 


9545 








, End 


10163 


Name 


OJ000150 20 


.0124. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3690 








End 


5394 


GI 


none 








Score 


49 


Exons 


3690. .3764, 


3770. 


.3991, 


3773. 


.3871-, 4021..4386, 4027.. 4182, 




4029. .4406, 


4036. 


.4284, 


4084. 


.4287, 4099. .4290, 4138. .4491, 




4140. .4412, 


4194. 


.4523, 


4195. 


.4608, 4204. .4413, 4327. .4506, 




4332. .4700, 


4351. 


.4704, 


4392. 


.4706, 4396.-4623, 4402. .4809, 




4519. .4710, 


4543. 


.4914, 


4597. 


.4815, 4< 


665.. 4919, 4666.. 5037, 




4729. .4920, 


4767. 


.5123, 


4771. 


.5130, 4855.. 5037, 4858.. 5121, 




4866. .5129, 


4927. 


.5124, 


5188. 


.5394, 5251.. 5382 



27335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27355 
56610 
9545 

OJ000150_20.0124.C8.o3.tm 

3926 

none 

3926.. 4030, 3932.. 4060, 4018. 
4342.. 4965, 4456.. 5058, 4558. 

27355 
56610 
9545 

OJ000150_20 . 0124 .C8 . o2 . ts 

3932 

none 

3932.. 4036, 3973.-4566, 3991. 
4104. .4460, 4141. .5007, 4240. 
4441. .5121, 4585.-4752, 4632. 
4678. .4821, 4750. .5121, 4771. 
4875. .4994, 4876.-4989, 4963. 

27355 
56610 
9545 

OJ000150_20 . 0124 . C8 . o3 . tc 

8475 

none 

8475.. 8564, 8607.. 8849, 8695. 



OJ000150_20.0124.C8 
10163 

TBLASTX: Maize 
5391 
65 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4566, 4027. .4662, 4246. 
.5121, 4 657;; 5 5124,- 5236. 



,4845, 
,5391 



Seq. ID OJ000150_20. 012.4. C8 
Strand 

End 10163 

Method TBLASTX : Soybean 

End 5379 

Score 44 

.4797, 4018.-4398, 4054. .4176, 
.5010, 4350. .4490, 4363. .4491, 
.4793, 4648. .5010, 4653. .4772, 
.5136, 4777. .4914, 4854. .5009, 
.5100, 5212. .5379 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8838, 8712. .8849 



OJ000150_20.0124-C8 
10163 

TBLASTX: Cress 
8849 
106 



Seq. No. 27355 

Gene No. 56610 

Start 9545 

Name OJ000150_20 . 0124 . C8 - ol . tm 

Start 8607 

GI none 

Exons 8607.. 8855, 8607.. 8963, 8695. 

Seq. No. 27355" 

Gene No. 56610 

Start 9545 

Name OJ000150_20 . 0124 .C8 . o3 . gs 

Start 9545 

GI none 

Exons' 9545. .9814, 9864. .10163 

Seq. No. 27356 

Gene No.. 56611 

Start 47 6 

Name OJ000150_20 . 0124 .C9,.ol.gs 

Start 476 

GI none 

Exons 476.. 912 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8961, 8967.. 9014 



OJ000150_20.0124.C8 
10163 

TBLASTX: Maize 
9014 
193 



Seq. ID OJ000150_20.0124.C8<. 
Strand 

End 10163 

Method GENSCAN 

End 10163 

Score . 9 



Seq. ID OJ000150_20.0124.C9 

Strand + 

End 912 

Method GENSCAN 

End 912 

Score .88 . 



Seq. No. 27356 Seq. ID 

Gene No. 56612 Strand 

Star J. 6641 End 

Name OJ000150_20 . 0124 .C9.ol.np Method 



OJ000150_20.0124 .C9 
+ 

12285 
AAT/NAP 



27336 




Start 6641 End 12285 

GI 6498441 Score 6944 

Exons 6641.. 7702, 8033.. 8496, 8560.. 8933, 9117.. 9251, 9426.. 9852, 

10045. .10341, 10513. .11910, 12004.. 12285 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


27356 








Seq. ID 


OJ000150_20.0124.C9 


Gene No. 


. 56613 








Strand 




Start 


1114 








End 


4011 


Name 


OJ000150 20 


.0124. 


C9.o2 . 


gs 


Method 


GEN SCAN 


Start 


1114 








End 


4011 


GI 


none 








Score 


.82 


Exons 


1114. .1212, 


2442. 


.2530, 


3101. 


.3314, 3423. .3641, 3919.. 4011 


Seq. No. 


27356 








Seq. ID 


OJ000150_20.0124.C9 


Gene No. 


56614 








Strand 




Start 


12919 








End 


15318 


Name 


OJ000150 20 


.0124. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3967 








End 


4947 


GI 


. none 








Score 


•115-. • ■ 


Exons 


3967. .4110, 


3975. 


.4112, 


3989. 


.4120, 4756.. 4947,, 4761.. 4943 


Seq. No. 


27356 " 








Seq. ID 


OJ000150_20.0124.C9 


Gene No. 


56614 








Strand 




Start 


12919 








.End 


15318 


Name 


OJ000150 20 


.0124. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


6630 








End 


7182 


GI 


none 








Score 


34 


Exons 


6630. .6665, 


6790. 


.6837, 


6844. 


.6942, 6849.. 6941, 6909.. 7148 



6925. .7182 



Seq. No. 27356 Seq. ID 

Gene No. 56614 Strand 

Start 12919 End 

Name OJ000150_20 . 0124 . C9 . o4 . tm Method 

Start 6795 End 

GI none Score 

Exons 6795.. 7079, 6832.. 7080 



OJ000150_20.0124.C9 
15318 

TBLASTX: Maize 

7080 ' 

199 



Seq. No. 27356 Seq. ID OJ000150_20 . 0124 . C9 

Gene No. 56614 Strand - 

Start 12919 End 

Name OJ000150_20 . 0124 . C9 . o5 . tw Method 

Start 7190 End 

GI none Score 

Exons 7190.. 7243, 10189 .. 104 43, 10213 .. 10464, 
10498. .10647, 10509. .10646 



15318 

TBLASTX: Wheat 

10647 

232 

10278. . 10463, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27356 
56614 
12919 

OJ000150_20.0124.C9.o3.tw 

7917 

none 



Seq. ID OJ000150_20.0124.C9 
Strand 

End 15318 

Method TBLASTX : Wheat 

End' 8403 

Score 401 



7917. .8054, 7918. .8403, 8112. .8372, 8122. .8376 



27337 




O n i-T XT /«v 

beg. no. 


Z / Jj D 








Seq. ID 


OJ000150_20.0124 




Gene No. 


56614 








Strand 






Start 


12919 








End 


15318 




Name 


OJ000150 20. 


0124 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8567 








End 


9030 




GI 


none 








Score 


224 




Exons 


8567.. 9010, 


8568 


. .9023, 


8569 


..9030, 8569. .9024 




beq. no. 


once 








Seq. ID 


OJ000150_20.0124 


PQ 


Gene No. 


56614 








Strand 






Start 


12919 










J- J J J. 0 




Name 


OJ000150 20. 


0124 


.C9.o3. 


ts 








Start 


8608 










ft Q7^ 

O -7 ' J 




GI 


none 








Score 


lift 
J. J_ O 




Exons 


8608. .8832, 


8839 


. .8973 










oeq. no. 


97^ c; c. 








Seq. ID 


OJ000150_20.0124 


PQ 


Gene No. 


56614 








Strand 






Start 


12919 










1 R?! ft 

JL J J J. O 




Name 


OJ000150 20. 


0124 


.C9.ol. 


tm 


Ml a -f— V\ /-\ /^J 


1 DijHb 1 a . jxiai ze 




Start 


8698 








PnH 


QH *\A 




GI 


'. none 








Score 


j _? fx 




Exons 


8698. .9054, 


8733 


. .9044, 


8749 


QPl ^4 

• • J\J Jfi 






beq. no. 


Z /ODD 








Seq. ID 


OJ000150_20.0124 


PQ 


Gene No. 


56614 








Strand 






Start 


12919 










1 "=1^1 ft 




Name 


OJ000150 20. 


0124 


.C9.o2. 


tm 




1 dlho 1 a • lYiai ze 




Start 


9081 










Q4 £ R 




GI 


none 








Score 


^R7 
j j / 




Exons 


9081. .9446, 


9082 


. .9465 










beq. no. 


Z / jj 0 








Seq. ID 


OJ000150_20.0124 


PQ 


Gene No. 


56614 








Strand 






Start 


12919 








RnH 


1 S^l ft 

IJJlO 




Name 


OJ000150 20. 


0124 


.C9.o2. 


tw 


l v jc unoci 


1 D-UriO 1A. Wiled l. 




Start 


9138 








TT-nH 
HiIlvJ. 


Q 1 ^ ^ft 
7 J JO 




GI 


none 








Score 


A ft 7 




Exons 


9138. .9551, 


9139 


. .9558 










beq. NO. 


97 0 c c 
c / jjO 








Seq. ID 


OJ000150_20.0124 


PQ 


Gene No. 


56614 








Strand 






Start 


12919 








End 


15318 




Name 


OJ000150 20. 


0124 


.C9.ol. 


ts 


Method . 


TBLASTX : Soybean 




Start 


9217 








End 


9588 




GI 


none 








Score 


282 




Exons 


9217. .9588, 


9234 


. .9392 










Seq. No. 


27356 








Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614. 








Strand 






Start 


12919 








End 


15318 




Name 


OJ000150 20. 


0124 


.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


.-- 10336 








End 


10902 




GI 


5666795 








Score 


68 




Exons 


10336. .10434, 10510 .. 10647, 


10702.. 10902 





GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 

27338 




Seq. No. 


27356 


Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614 


Strand 






Start 


12919 


End 


15318 




Name 


OJ000150_20.0124 ,C9.o8 . tw 


Method 


TBLASTX: Wheat 




Start 


10650 


End 


10962 




GI 


none t 


Score 


185 




Exons 


10650 .. 10826, 10702 10962- 








Seq. No. 


27356 


Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614 


Strand 






Start 


12919 


End 


15318 




Name 


OJ000150_20.0124 .C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


11154 


End 


11478 




GI 


none 


Score 


75 




Exons 


11154 11249, 11253 .. 11465, 


11254. .11478 




Seq. No. 


27356 


Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614 


Strand 






Start 


12919 


End 


15318 




Name 


OJ000150_20.0124 .C9.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


11292 


End 


11673 - • * 




GI 


none 


Score 


372 




Exons 


11292. .11348, 11293. .11673, 


11296. .11634, 11394. .11642 




Seq. No. 


27356 


Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614 


Strand 






Start - 


12919 


End 


15318 




Name 


OJ000150_20.0124 .C9.o7 .tw 


Method 


TBLASTX: Wheat 




Start 


11674 


End 


12276 




GI 


none 


Score 


264 




Exons 


11674. ,11958, 11679. .11957, 


12150. .12272, 12151.. 12276 




Seq. No. 


27356 


Seq. ID 


OJ000150_20.0124 


.C9 


Gene No. 


56614 


Strand 






Start 


12919 


End 


15318 




Name 


OJ000150' 20.0124.C9.o2.np 


Method 


AAT/NAP 




Start 


12919 


End 


15318 




GI 


6907089 


Score 


3603 




Exons 


12919. .14851, 14946. .15318 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27357 


Seq. ID 


OJ000150_20.0124 


.Cl( 


Gene No. 


56615 


Strand 






Start * 


1 


End 


722 




Name 


OJ000150 20.0124.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


722 




GI 


6907089 


Score 


1214 




Exons 


1. .722 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27358 


Seq. ID 


OJ000150_20.0124 


.CI] 


Gene No. 


56616 


Strand 






Start 


227 


End 


3827 




Name 


OJ000150 20.0124.Cll.ol.np 


Method 


AAT/NAP 




Start- 


227 


End 


3827 




GI 


3850583 


Score 


314 





27339 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



227. .361, 1019. .1119, 2348. .2491, 3647. .3827 
(AC005278) Contains similarity to transcription initiation 
factor HE, alpha subunit gb|X63468 from Homo sapiens. 
[Arabidopsis thaliana] 



27359 
56617 
1 

OJ000150_20.0124.C12.ol.np 
1 

6598445 



Seq. ID OJ000150_20.0124 .C12 

Strand + 

End 16178 

Method AAT/NAP 

End 14786 

Score 3626 



1..90, 654. .790, 869. .980, 1051. .1220, 1266. .1371, 2163. .2343, 
3869. .3980, 5169. .5228, 5573. .5691, 5794. .6189, 6266. .6430, 
6521. .6593, 7464. .7617, 7716 .. 7885 , 7 969 .. 8313, 8967. .9134, *• 
9243. .9536, 9935. .10111, 10248 .. 10530 , 10747 .. 11033, 
11143. .11478, 11644. .11782, 12130 .. 12318 , 12993 .. 13119, 
13408. .13550, 13665 .. 13784, 13885 .. 13944 , 14598.. 14786 
(AC005168) unknown protein [Arabidopsis thaliana] 



0.0124.C12.ol.gs 



27359 
56617 
1 

OJ000150_2 
184 
none 

184. .273, 
2163. .2315 
5573. .5691 
7716. .7885 
9935. .1011 
11143. .114 
12993. .131 

27359 
56617 
1 

OJ000150_20.0124.C12.ol.gp 
13727 

3859 1.R1084 



OJ000150_20.0124.C12 
+ 

16178 
GEN SCAN ■ 
14810 
.87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

654.. 790, 869.-959, 1101.. 1183, 1265.. 1371, 
, 3702. .3780., 3872. .3980, 4168.. 4254, 5169.. 5228, 
,5794. .6169, 6246. .6430, 6807. .6837, 7347. .7614, 
, 8077. .8236, 8663. .8757, 8967.. 9134, 9243.. 9536, 
1, 10248. .10511, 10648. .10746, 1084 9 .. 11033, 
78, 11644. .11797, 11887 .. 11997 , 12151 .. 12318 , 
19, 13408. .13566, 13901 .. 1394 4 , 14598. .14810 

Seq. ID OJ000150_20.0124.C12 



Strand 
End 

Method 

End 

Score 



+ 

16178 
AAT/GAP 
16178 
2012 



13727. .13784, . 13885. .13944, 14598 .. 15097 , 15632. .16178 
•3426048 6.0e-26 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] ' 

27359 Seq. ID OJ000150_20 . 0124 . C12 

56618 Strand 

11027 End ' 15251 

OJ000150_20 . 0124 .C12 . o2 .np Method AAT/NAP 

11027 End -15251 

4539658 Score 38 

11027. .11057, 15095.. 15251 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



27359 
56619 
15929 

OJ000150 20. 



0124.C12.o3.ts 



Seq. ID 

Strand 

End 

Method 



OJ000150_20.0124.C12 
16352 

TBLASTX : Soybean 



27340 




Start 


8155 




End 


9137 




GI 


none 




Score 


206 




Exons 


8155. .8313, 8229. .8315, 8964. .9131, 8966. .9136, 8967. .9137 


Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


Gene No. 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


• o4 • t s 


Method 


TBLASTX : Soybean 




Start 


{ 9977 ~ 




End 


10403 


- 


GI 


none 




Score 


35 




Exons 


9977 10033, 10070 


10114, 


10239. .10403, 10239. .10376, 






10247 10402 










Seq. No; 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


Gene No. ■ 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


. ol . tin 


Method 


TBLASTX: Maize 




Start 


10857 ~" 




End 


11974 




GI 


none 




Score 


245 




Exons 


10857. .11033, 10858. 


. 11022, 


10861. .11034, 11136. .11306, 






11140. .11478. 11141. 


. 11482, 


■ 11629. .11706, 11636. .11704, 






/•'■v, 11641; ',117:21, 11643. 


. 1172Q,v 


^117,07..;.:117.96,- 11708-. .11797, 


■ 

*■ ^ 




;\ 11884 . ".1197Bv v e llc385 . 




-118^'. .119 72 : 




Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 




56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20 0124 C12 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


10933 ~ 




End 


11436 




GI 


none 




Score 


92 




Exons 


10933. .11022, 10959. 


.11024, 


11140. .11436, 11141. .11434 




Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 




56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11010 — 




End 


11482 




GI 


none - 




Score 


50 




Exons 


11010. .11033, 11132. 


.11470, 


11141. .11482, 11142. .11477 




Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


fjonp No 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


. o3 . tc 


'Method 


TBLASTX: Cress 




Start 


11632 ~~ 




End 


12015 




GI 


none 




Score 


160 




Exons 


11632. .11796, 11636. 


.11797, 


11884. .12015, 11886. .11996 




Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


Gene No. 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11653 




End 


12255 




GI 


none 




Score 


145 




Exons 


11653. .11796, 11654. 


.11797, 


11884. .11997, 11886. .12008, 





12148. .12255 



27341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27359 
56619 
15929 

OJ000150_20. 
12137 
none 
12137. 
12990. 
13401 s . 



0124 .C12.o3.tm 



.12325, 
.13085, 
.13499, 



12141. 
12992. 
13402. 



,12326, 
,13099, 
,13500, 



Seq. ID OJ000150_20.0124.Cl2 
Strand 

End 16352 

Method TBLASTX : Mai ze 

End 13500 

Score 212 
12141. .12326, 12148. .12351, 
12994. .13119, 13400. .13498, 
13414. .13500 



Seq. No. 27359 
Gene No. 56619 
Start 15929 

Name OJ000150_20 . 0124 . C12 . o4 . tm 

Start 13548 
GI none 
Exons 13548 
13870 

14595. .14774 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13565, 13679. .13756, 13680 .. 13799, 13723 
13944, 13873. .13962, 14578 .. 14769, 14592 



OJ000150_20.0124.C12 
16352 

TBLASTX: Maize 
14774 
37 

13791, 
14768, 



Seq. No. . 27359 Seq. ID OJ000150_20 . 0124 . C12 

Gene -No. ' 56619 . -Strand .„ 

Start " 15929 ^ . " End 16352 

Name OJ000150_20 . 0124 . C12 . o3 . np Method AAT/NAP 

Start ' 15914 End 16352 

GI 3426048. Score 357 

Exons 15914. .16162, 16280.. 16352 

GI Descrip. (AC005168) putative hydroxymethylglutaryl-CoA lyase [Arabidopsis 
thaliana] 



Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


Gene No. 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


,o2.gs 


Method 


GENSCAN 




Start 


15929 




End 


16162 




GI 


none 




Score 


1 




Exons 


15929. .16162 










Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


.C12 


Gene No. 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15930 




End 


16130 




GI 


. none 




Score 


243 




Exons 


15930. .16121, 15940, 


.16122, 


15965. .16129, 15966. .16130 




Seq. No. 


27359 




Seq. ID 


OJ000150_20.0124 


• C12 


Gene No. 


56619 




Strand 






Start 


15929 




End 


16352 




Name 


OJ000150 20.0124.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


15965 




End 


16349 




GI 


none 




Score 


212 




Exons 


15965. .16183, 15966. 


.16166, 


16105. .16173, 16274. .16348, 






16277. .16348, 16281. 


.16349 








Seq. No. 


.27359 




Seq. ID" 


. OJ000150_20.0124 


.C12 


Gene No'.* 


' 56619 • 




Strand* 







27342 



Start.. 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ex^ns A ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15929' £>■ • ' End 

OJ000150_20 . 0124 . C12 . ol . ts Method 

15971 End 

none Score 



16352 

TBLASTX: Soybean 

16349 

221 



15971. .16183, 15972. .16160, 15983 .. 16165, 16030 .. 16176, 
16277. .16348, 16284. .16349 



Seq. ID OJ000150_20.0124.C13 

Strand + 

End 566 

Method GEN SCAN 

End 566 

Score .82 



27360 
56620 
25 

OJ000150_20.0124.C13.ol.gs 

25 

none 

25. .163, 334. .566 

27360 
56621 
5478 

OJ000150_20.0124.C13.o3.gs 
5478 
none 

.5478. .6188,. 6490.. 6545, 7543.. 7666,. 7751;. 7861 



Seq. ID OJ000150_20.0124.C13 

Strand + 

End 7861 

Method GENSCAN 

End 7861 

Score .84 



27360 
56622 

1. 

OJ000150_20.0124.C13.ol.np 

i : 

6721541 



Seq. ID OJ000150_20.0124.C13 
Strand 

End 6208 

Method AAT/NAP 

End 6208 

Score 664 



1..270, 366. .529, 667. .747, 1189. .1368, 5807. .5975, 6089. .6208 
(AP001073) ESTs C97134 (C52296) , C97133 (C52296) correspond to a 
region of the predicted gene.; Similar to Putative 
hydroxymethylglutaryl-CoA lyase precursor. (AC005168) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name. 



27360 
56622 
1 

OJ000150_20.0124.C13.ol.tm 
61 

none 



Seq. ID OJ000150_20.0124.C13 

Strand „ - 

End 6208 

Method ' TBLASTX: Maize 

End 1345 

Score 193 



61. .270, 132. .269, 356. .451, 360. .530, 363. .521, 667. .753, 
667. .744, 668. .769, 1186. .1344, 1187. .1345 



27360 
56622 
1 

OJ000150_20.0124.C13.ol.ts 
61 

none 



Seq. ID OJ000150_20.0124.C13 
Strand 

•End 6208 

Method TBLASTX : Soybean 

End 1374 

Score 207 



61. .270, 108. .272, 128. .283, 132. .269, 152. .271, 356. .451, 
360. .542, 405. .536, 667. .744, 1186. .1374, 1193. .1354 



27360 
.56622 

- 1 

. OJOOblSO 20.0124.C13.ol/gp 



Seq. ID OJ000150_20. 0124 .C13 
Strand 

End 6208 

Method " AAT/GAP . 



27343 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 



351- End 1689 

uC-osflM202047h01bl Score 856 

351 ? .529, 667. .747, 1189. .1368, 1634. .1689 

•3426048 2.0e-43 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] 1 



27360 
56622 . 
1 

OJ000150_20.0124.C13.ol.tw 

667 

none 



Seq. ID OJ000150_20.0124.C13 
Strand 

End 6208 

Method TBLASTX: Wheat 

End 1371 ■ 

Score 59 



667. .744, 668. .769, 1184. .1354, 1185. .1352, 1186. .1371, 
1187.. 1357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

'Exons ., 



27360 
56622 
1 

OJ000150_20.0124.C13.q2.gs 

1042 

none 



Seq. ID OJ000150_20.0124.C13 
Strand 

End 6208 

Method GEN SCAN 

End 5092 

Score .8 



.1042. .1083,. 1189. .1368, 1634, .1766, 2030.. 2149, 2621.. 2673, 
''^733.. 2903, 4141.^4297, 4344. . 4408, . 4.949 : 1 5092 . ■ 



Seq. No. 27360 

Gene No. 56622 

Start 1 

Name OJ000150_20 . 0124 .C13 . o2 .gp 

Start 2253 

GI 4879942 

Exons 2253.. 2718 



Seq. ID OJ000150_20.0124.C13 

Strand - 

End 6208 

Method AAT/GAP 

End 2718 

Score 932 ' 



Seq. No. 27360 

Gene No. 56622 

Start 1 

Name OJ000150_20 . 0124 .C13.o2 .tm 

Start 5559 

GI none 

Exons 5559.. 5720, 5630.. 5716 



Seq. ID OJ000150_20.0124.C13 
Strand 

End 6208 

Method TBLASTX: Maize 

.End ■ 5720 

Score 215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27361 
56623 
281 

OJ000150_20.0124.C14.ol.gs 

281 

none 



Seq. ID OJ000150_20.0124.C14 

Strand + 

End 1728 

Method GENSCAN 

End 1728 

Score .82 



281. .292, 822. .875, 953. .1094, 1448. .1524, 1564. .1728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27361 
56623 
281 

OJ000"l50_20 . 0124 . C14 . ol . tm 

683 

none 



Seq. ID OJ000150_20.0124.C14 

Strand + 

End 1728 

Method TBLASTX : Maize 

End 1094 

Score 104 



683. .739, 685. .738, 820. .876, 821. .874, 822. .878, 950. .1027, 
950. .994, 1044. .1094 . ' . • 



27344 




Seq. No. 


27362 


Seq. ID 


OJ000150 22.01z4 


. CI 


Gene No. 


56624 


Strand 






Start 


93 


End 


233 




Name 


OJ000150 22 . 0124 . CI . ol . gs 


Method 


GENSCAN 




Start 


93 


End 


O *5 *5 

233 




GI 


none 


Score 


. 75 




Exons 


93. .233 








Seq. No. 


27363 


Seq. ID 


/-\ t A A A 1 C r\ OO A 1 A /I 

OJ000150 2z.Ulz4 


. QZ 


Gene No. 


56625 


Strand 


+ 




Start 


1 


End 


175 




Name 


OJ000150 22.0124.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


175 




GI 


3767066 


Score 


289 




Exons 


1. . 175 








GI Descrip. 


3402817/emb | CAA07704 | 3.0e-21 


(AJ007829) lacZ' [Cloning 


vector 




pGreen] 








Seq. No. 


27364 


Seq. ID 


OJ000150_22.0124 


. Co 


Gene No. 


56626 


o Tirana 






Start 


149 


End 


692 




Name - 


OJ000150. 22.0124.C3. ol.gs 


Method 


GENSCAN ;. ' 




Start 


• 149 


End 


692 




GI 


none 


Score 


. 64 




Exons 


149. .501, 512. . 692 








Seq. No. 


27365 


Seq. ID 


OJ000150_22.0124 


. C4 


Gene No. 


56627 


Strand 






Start 


75 


End 


352 




Name 


OJ000150_22 . 0124 .C4 .ol .gp 


Method 


AAT/GAP 




Start 


75 


End 


352 




GI 


none 


Score 


487 




Exons 


75 . . 352 








Seq. No. 


27366 


Seq. ID 


OJ000150_22.0124 


. C5 


Gene No. 


56628 


Strand 






Start 


171 


End 


1201 




Name 


OJ000150 22 . 0124 .C5 . ol . gs 


Method 


GENSCAN 




Start 


171 


End 


1201 




GI 


none 


Score 


.87 




Exons 


171. .319, 1141. .1201 








Seq. No. 


2.1 obi 


Seq. ID 


OJ000150_22.0124 




Gene No. 


56629 


Strand 


+ 




Start 


243 


End 


692 




Name 


OJ000150 22.0124.C7.ol.gp 


Method' 


AAT/GAP 




Start . 


243 


End 


692 




GI 


uC-osflcypl69f03bl 


Score 


874 




Exons 


.243.-692 








GI Descrip. 


'5441872/dbj | AP000366 . 1 1 AP000366 1 . Oe- 


17 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) ' 




Seq. No. 


27368 


Seq. ID 


OJ000150_22.0124 


.C9 


Gene No. 


56630 


Strand 


+ 




Start 


73 


End 


419 




,Name 


*OJ000150 22.0124.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


65 


End ' 


419 





27345 



GI 


none 


Score 


36 




Exons 


65. .109, 65. .97, 110. .217, 112. .204, : 


135. .233, 216. 


.278, 




290. .418, 293. .346, 390. .419 








Seq. No. 


27368 


Seq. ID 


OJ000150_22. 


0124. C9 


bene wo . 


56630 


Strand 






Start 


73 


End 


419 




Name 


OJ000150 22.0124.C9.ol.gs 


Method 


GEN SCAN 




Start 


73 


End 


174 




GI 


none 


Score 


.96 




Exons 


73. .174 








Seq. No. 


27369 


Seq. ID 


OJ000150_22. 


0124 .CIO 


Gene No. 


56631 


Strand 


+ 




Start 


329 


End 


415 




Name 


OJ000150 22.0124.C10.ol.gp 


Method 


AAT/GAP 




o tar z 


329 


End 


415 




GI 


LIB3477-003-P1-K1-E9 


Score 


119 




Exons 


329. .415 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I ) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 ■ . 








Seq. No. 


27370 


Seq. ID 


OJ000150_22. 


0124. Cll 


bene jno . 


56632 


Strand 






Start 


212 


End 


317 




Name 


OJ000150 22.0124.Cll.ol.gs 


Method 


GENS CAN 




Start 


212 


End 


317 




GI 


none 


Score 


.85 . 




Exons 


212. .317 








Seq. No. 


27371 


Seq. ID 


OJ000150_22. 


0124. C12 


bene no. 


56633 


Strand 


+ 




Start 


643 


End 


1244 




Name 


OJ000150 22.0124.C12.ol.gs 


Method 


GENSCAN 




Start 


643 


End 


1244 




GI 


none 


Score 


.49 




Exons 


643.. 774, 1002.. 1032, 1069.. 


1244 






Seq. No. 


27371 


Seq. ID 


OJ000150_22. 


0124. C12 


Gene No . 


56634 


Strand 


+ . 




Start 


6434 


End 


8287 




Name 


OJ000150 22.0124.C12.o3.gs 


Method 


GENSCAN 




Start 


6434 


End 


8287 




GI 


none 


Score 


.77 




Exons 


6434.. 6463, 6682.. 6778, 7544 


..7614, 8147. .8287 




Seq. No. 


27371 


Seq. ID 


OJ000150_22. 


0124. C12 


Gene No . 


56635 


Strand 


+ 




Start 


9589 


End 


9877 




Name 


OJ000150 22.0124.C12.ol.gp 


Method 


AAT/GAP 




Start 


9589 


End 


9877 




GI 


426253 


Score 


518 




Exons 


9589. .9877 








Seq. No. 


27371 . 


Seq. -.ID 


OJ000150_22. 


0124. C12 


Gene No. 


56636 


Strand 


+ 





27346 



Start 10454 ' End 14257 

Name . OJ000150_22 . 0124 .C12 . ol .np Method AAT/NAP 

Start 10454 End 14257 

GI 6630696 Score 6617 

Exons 10454. .14257 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_22.0124.C12 

Strand + 

End 14257 

Method AAT/GAP 

End 11386 

Score 1455 

contains similarity to 



27371 
56636 
10454 

OJ000150_22.0124.C12.o2.gp 
10496 

101595_1.R1084 
10496. .11196, 11312.. 11386 
'3047066 3.0e-15 (AF058825) 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No. 27371 Seq. ID 

Gene No. 56637 Strand 

Start -.. 15018 , t . End 
Name • .OJ00.015<_22 . 0124 . C12 .o3 .g£ ; Method 

Start 15018 End 

GI 426253 Score 

Exons 15018. .15306 



OJ000150_22.0124.C12 
+ 

15306 
AAT/GAP 
15306 
518 



Seq. No. 27371 Seq. ID 

Gene No. 56638 Strand 

Start 16965 -End 

Name OJ000150_22 . 0124 . C12 . o5 . gs Method 

Start 16965 End 

GI none Score 

Exons 16965. .17198 



OJ000150_22.0124.C12 
+ 

17198 
GENSCAN 
17198 
.53 



Seq. No. 27371 

Gene No. 56639 

Start 18870 

Name OJ000150_22 . 0124 . C12 . o4 . tw 

Start 10345 

GI none 

Exons 10345. .10446, 10346 .. 10483, 
10563. .10745 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_22.0124.C12 
21631 

TBLASTX: Wheat 

10745 

135 



10460. .10744, 10534. .10725, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



27371 
56639 
18870 

OJ000150_22.0124.C12.o4.tm 

10496 

none 



Seq. ID OJ000150_22.0124.C12 
Strand 
End 

Method 
End 
Score 



21631 

TBLASTX: Maize 

10804 

317 



10496. .10804, 10543. .10725, 10596 .. 10739, 10625.. 10801 



27371 Seq. ID 

56639 Strand 

18870 End 

OJ000150_22 . 0124 . C12 . ol . tm Method 

11327 ' : ' • End 



OJ000150_22. 0124 .C12 

21631 . 
TBLASTX: Maize 
11671 



27347 



GI 


none 




Score 


391 




Exons 


11327. .11599, 11328. 


.11600, 


11328. .11600, 11329. .11601, 






11329. .11601, 11630. 


.11671 








Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 




J D \j J .7 




Strand 


- 




Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o5:.ts 


Method 


.TBLASTX : Soybean 




Start 


11645 




End 


12025 




GI 


none 




Score. 


88 




Exons 


11645. .11794, 11777. 


.12025 








Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 








Strand 


- 




Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o5.tm 


Method 


TBLASTX: Maize 




Start 


11783 




End 


12247 




GI 


none 




Score . 


309 




Exons 


11783. .12247, 12022. 


.12174 








Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 




S ^ Q 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


,o5.tw 


Method 


TBLASTX: Wheat 




Start 


11888 




End 


12090 




GI 


none 




Score 


274 




Exons 


11888. .12088, 11890. 


.12090, 


11891. .12088, 11893. .12090 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


bene ino . 






Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12035 




End 


12433 




GI 


none 




Score 


203 




Exons 


12035. .12256, 12037. 


.12252, 


12260.. 12433 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 




JUD J J 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12091 




End 


12838 




GI 


none 




Score 


261 




Exons 


12091. .12498, 12091. 


.12588, 


12098. .12838, 12584.. 12838 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12758 




End 


13222 




GI 


5509260 




Score 


389 




Exons 


12758. .13222, 12853. 


.13014 








GI Descrip. 












Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


. ol.'tc 


Method 


TBLASTX: Cress 





27348 




Start 


12851 




End 


13111 




GI 


none 




Score 


291 




Exons 


12851. .13111, 12853. 


.13023 








Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


5ooo9 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


. o2 . tm 


Method 


TBLASTX: Maize . 




Start 


12892 




End 


.13357 




GI 


none 




Score 


359 




Exons 


12892. .13023, 12893. 


.13357, 


13028. .13108, 13144.. 13254 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


C C tl "3 Ck 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12893 




End 


13438 




GI 


none 




Score 


316 




Exons 


12893. .13237, 12910. 


.13074, 


13232. .13438 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand. 






Start 


loo /U 




End 


21631 ' 




Name 


OJ000150 22.0124. C12 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


13291 




End 


13642 




GI 


none 




Score 


141 




Exons 


13291. .13455, 13292. 


.13450, 


13450. .13638, 13451 .. 13639, 






13460.. 13642 










Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


-C12 


Gene No. 


56639 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


13418 




End 


13790 




GI 


none 




Score 


358 




Exons 


13418. .13789, 13441. 


.13788, 


13542. .13790 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand 






Start 


TOOTH 

loo /U 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13646 




End 


14121 




GI 


none 




Score 


105 




Exons 


1364 6. .13720, '13647. 


.13706, 


13651. .13746,. 13651 . .13719, 






13735. .'14 ? Mv 13736. 


.14119. 








Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand 






Start 


18870 




End 


21631 




Name 


OJ000150 22.0124.C12 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13652 




End 


13993 




GI 


none 




Score 


97 




Exons 


13652. .13765, 13687. 


.13755, 


13784. .13993, 13789.. 13914 




Seq. No. 


27371 




Seq. ID 


OJ000150_22.0124 


.C12 


Gene No. 


56639 




Strand 






Start 


18870 




End 


21631 





27349 




Name ... 


r\ th nm<^n oo r\i o a pi o r\£ 4-1.1 
UJUUUIjU ZZ . U±Z*t . V^±Z . OD . IW 


Method 


TBLASTX : 1 






Start . 


14394 . ~ 


End 


14748 






GI 


none 


Score 


36 






Exons 


14394. .14438, 14394 .. 14426, 


14439. .1454 


16, 14441 


. .14533, 






14464. .14562, 14545 .. 14 607, 


14546. .14572, 14619 


. . 14747, 






14622. .14675, 14719.. 14748 










Seq. No. 


27371 


Seq. ID 


O.J000150 


_22.0124 


.C12 


Gene No. 




Strand 








Start 


18870 


End 


21631 






Name 


OJ000150 22.0124.C12.o6.gs 


"Method 


GENSCAN 






Start 


18870 


End 


21631 






GI 


none 


Score 


A. 1 






Exons 


18870. .18967, 21379.. 21631 










Seq. No. 


27371 


Seq. ID 


OJ000150 


_22.0124 


.C12 


Gene No. 


56639 


Strand 


- 






otalL. 


18870 


End 


21631 






Name 


OJ000150 22.0124 .C12.o2.np 


. Method 


AAT/NAP 






Start 


20104 


End 


21052 






GI 


6539571 


Score 


c 0 

DO 






Exons 


20104. .20190, 20791.. 21052 










GI ' Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27372 


Seq. ID.. 


OJ000150 


_22.0124 


.C13 


Gene No. 


56640 


Strand 


- 






Start 


832 


End 


1120 






Name 


OJ000150 22 . 0124 . C13 . ol . gs 


Method 


GENSCAN 






Start 


832 


End 


1120 






GI 


none 


Score 


.67 






Exons 


832. .1020, 1052.. 1120 










Seq. No. 


27373 


Seq. ID 


OJ000150 


_22.0124 


.CI 4 


Gene No. 


56641 


Strand 


+ 






Start 


1 


End 


435 






Name 


OJ000150 22.0124.C14.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


435 






GI 


3767066 


Score 


739 






Exons 


1..435 










GI Descrip. 


3402817/emb|CAA07704| 3.0e- 


21 (AJ007829) lacZ' 


[Cloning 


vector 




pGreen] 










Seq. No. 


27373 


Seq. ID 


OJ000150 


_22.0124 


• C14 


Gene No. 


56641 ■ 


Strand 


+ 






Start 


1 • ' • - 


'~End ' 


435 






Name 


OJ000150 22.0124.C14.ol.gs. 


Method 


GENSCAN 






Start 


30 


End 


281 






GI 


none 


Score 


.47 






Exons 


30. .281 










Seq. No. 


27374 


Seq. ID 


OJ000150 


_22.0124 


.C15 


Gene No. 


56642 


Strand 


+ 






Start 


42 


End 


924 






Name 


OJ000150 22.0124.C15.ol.gs 


Method 


GENSCAN 






Start 


42 


End 


924 






GI 


none 


. Score 


.76 






Exons 


42. .141, 222. .356, 589. .716 


, 843.;924' 









27350 




Seq. No. 


27374 


Seq. ID 


OJ000150 


_22.0124.C15 


Gene No. 


56643 


Strand 


+ 






0 4 0 


End 


924 




Name 


OJ000150 22.0124.C15.ol.gp 


Method 


AAT/GAP 




Start 


846 


End 


924 




GI 


1382 1.R1084 


Score 


130 




Exons 


846. .924 








GI Descrip. 


, 3402817/emb|CAA07704 | 3.0e- 


21 (AJ007829) lacZ 1 


' [Cloning vector 




p.Green] 1 








Seq. No. 


O *7 O *7 C 


Seq. ID 


OJ000150 


__ . Ul_4 .LID 


Gene No. 


56644 


Strand 


+ 




Start 


503 


End 


564 




Name 


OJ000150 22.0124.C16.ol.gs 


Method 


GENSCAN 




Start 


503 


End 


564 




GI 


none 


Score 


.45 




Exons 


503. .564 








Seq. No. 


27375 


Seq. ID 


OJ000150 


_22.0124.C16 


Gene No. 


56645 


Strand 






brart: 


4 y 0 


End 


704 




Name 


OJ000150 22.0124.C16.ol.gp .. 


Method 


AAT/GAP 




Start 


496 


End 


704 




GI 


1382 1.R1084 


Score 


381 




Exons 


496. .704 








GI Descrip. 


, 3402817/emb|CAA07704 | 3.0e- 


-21 (AJ007829) lacZ' 


' [Cloning vector 




pGreen] 1 








Seq. No. 


27376 


Seq. ID 


OJ000150 




Gene No. 


56646 


Strand 


+ 




Start 


54 


End 


291 . 




Name 


OJ000150 22.0124.C17.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


291 




GI 


none 


Score 


.57 




Exons 


54. .157, 177. .291 








Seq. No. 


27377 


Seq. ID 


OJ000150 


_22.0124.C18 


Gene No . 


56647 


Strand 


+ 




Start 


1 


End 


1152 




Name 


OJ000150 22.0124.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1152 




GI 


4680186 


Score 


192 




Exons- 


1. .31, 284. .366, -842. .1022, 


1134. .1152 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


27377 


Seq. ID 


OJ000150 


__ . Ul_4 . Llo 


Gene No. 


56648 


Strand 






Start 


355 


End 


951 




Name 


OJ000150 22.0124.C18.ol.gs 


Method 


GENSCAN 




Start 


355 


End 


951 




GI 


none 


Score 


.84 




Exons 


355.. 428, 897.. 951 








Seq. No. 


27378 


Seq. ID 


OJ000150 


_22.0124.C19 


Gene No. 


56649 , 


Strand 






Start 


42 


End 


191 " 





27351 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_22.0124.C19.ol.gs 
42 

none 
42. .191 

27379 
56650 
636 

OJ000150_22 . 0124 . C20 . ol . gs 

636 

none 

636.. 653, 686.. 820 

27380 
56651 
733 

OJ000150_22.0124 .C22.ol.gs 

733 

none 

733. .835, . 1379. .1446 



Method GENSCAN 
End 191 
Score .57 



Seq. ID OJ000150_22.0124.C20 

Strand 

End 820 

Method GENSCAN 

End 820 

Score .85 



Seq. ID, OJ000150_22.0124.C22 

Strand + 

End 14 4 6 

Method GENSCAN 

End 14 4 6 

Score .73 



OJ000150_22.0124.C22 
+ 

4491 
AAT/GAP 
4491 
503 



27380 Seq. ID 

56652 ■ Strand 

4175 End 
OJ000150_22 . 0124 . C22 . ol . gp Method 
4175 End 
LIB3432-004-P1-K1-G2 Score 
4175. .4491 

•132672/sp|P12137 |RK14_ORYSA 4.0e-50 CHLOROPLAST 5 OS .RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



27380 Seq. ID OJ000150_22 . 0124 . C22 

56653 Strand 

4066 End 4690 

OJ000150_22 . 0124 .C22 .ol .np ■ Method AAT/NAP 

4066 End 4434 

132672 Score 372 

4066.. 4434 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 7 1224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi 1 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 Iprf | 1 1603356BU ribosomal protein L14 [Oryza sativa] 



27380 Seq. ID 

56653 Strand 
4066 End 
OJ000150_22 . 0124 . C22 . ol . tc Method 
4153 End 
none Score 

4153. .4260, 4174. .4260, 4261. .4353, 4262 

4342. .4443, 4349. .4441, 4355. .4453, 4375 

27380*- Seq. ID 

56653 Strand 



OJ000150 22.0124.C22 



4690 

TBLASTX: Cress 
4476 
87 

4366, 4263. .4361, 
4476 



OJ000150 22.0124.C22 



27352 



C 4- -i v4- 

otart 


a c\ a c 

H U DO 




End 


4690 


Name 


OJ000150 22.0124.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4153 




End 


4453 


GI 


none 




Score 


149 


Exons 


4153. .4308, 4174. .4353, 


4193. 


.4366, 4223.. 4354, 4239.. 4358, 




4342. .4443, 4349.-4453 








Seq. No. 


27380 




Seq. ID 


OJ000150_22.0124.C22 


Gene No . 


c c c c o 
DDDO J 




Strand 




Start 


4066 




End 


4690 


Name 


OJ000150 22.0124.C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4174 




End 


4314 


GI 


none 




Score 


204 


Exons 


4174. .4314, 4186. .4308, 


4220. 


.4312, 4236. .4313 


Seq. No. 


27380 




Seq. ID 


OJ000150_22 .0124 .C22 


Gene No. 


56653 




Strand 




otart 


a n a c 

H U DD 




End 


4690 


Name 


OJ000150 22.0124.C22.ol 


.tm 


Method 


TBLASTX: Maize . ; 


Start 


4204 




End 


4478 


GI 


none 




Score 


81 


Exons 


4204. .4248, 4205. .4249, 


4251. 


.4301, 4253.. 4465, 4253.. 4465, 




4254. .4478 








Seq. No. 


27380 




Seq. ID 


OJ000150_22.0124.C22 


Gene No. 






Strand 




Start 


4066 




End 


4690 


Name 


OJ000150 22.0124.C22.o3 


.gs 


Method 


GENSCAN 


Start 


4285 




End . 


4690 


Gi""' 


none 




Score 


.88 


Exons 


4285. .4419, 4602. .4690 








Seq. No. 


27381 




Seq. ID 


OJ000150_22.0124.C23 


Gene No. 


56654 




Strand 


+ 


Start 


405 




End 


4021 


Name 


OJ000150 22.0124.C23.ol 


.np 


Method 


AAT/NAP 


Start 


405 




End 


4021 


GI 


6523547 




Score 


170 


Exons 


405.. 434, 2017.. 2267, 238S..2533, 2756 


. .2872, 3994. .4021 - 


GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


27381 




Seq. ID 


OJ000150_22.0124.C23 


Gene. No . 


56654 




Strand 


+ 


Start 


405 




End 


4021 


Name 


OJ000150 22.0124.C23.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2307 




End 


2891 


GI 


none 




Score 


109 


Exons 


2307. .2459, 2535. .2615, 


2673. 


.2774, 2727.. 2891 


Seq. No. 


27382 




Seq. ID 


OJ000150_22.0124.C24 


Gene No. 


56655 




Strand 


+ 


Start 


830 




End 


3020 


Name 


OJ000150 22.0124 .C24.ol 


.gs 


Method 


GENSCAN 


Start 


830 




End 


2066 


GI 


none 




Score 


-56 - 


Exons 


830.. 881, 1651.. 2066 









27353 




Seq. No. 


27382 




Seq. ID 


OJ000150_22.0124 


.C24 




56655 




Strand 


+ 




Start 


830 




End 


3020 




Name 


OJ000150 22.0124.C24.ol. 


np 


Method 


AAT/NAP 




Start 


1417 




End 


3020 




GI 


6907086 




Score 


923 




Exons 


1417.. 2193, 2251.. -2418, 


2633. 


.3020 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Qorr NIr\ 


97 ^ft ^ 

L / JO J 




Seq. ID 


O.Tftnm 5f) 99 0194 


T96 


Gene No. 


56656 




c+- ran H 


+ _ 




Start 


253 




Hino. 


477 




Name 


OJ000150 22.0124.C26.ol. 


gs 




GEN SCAN 




Start 


253 






477 




GI 


none 




Score 


.59 




Exons 


253. .300, 410. .477 










ocq • inl> • 


97 ? 

L / JO J 




Seq. ID 


o.Tnnni 5n 99 0194 




Gene No. 


56657 




our ana 






Start 


949 




•bna 


1040 




Name , 


OJ000150 22.0124.C26.o2. 


gs. 


Metnoa 


GENSCAN 




Start 


949 ■ 




j^na 


1040. 




GI 


none 




Score 


.79 




Exons 


949. .1040 










oeq . ino . 


£. / J 0 *± 




Seq. ID 


n.Tnnm 99 ni 94 


P97 


Gene No. 


56658 




Strand 


+ ~ . 




Start 


278 






756 




Name 


OJ000150 22.0124.C27.ol. 


gs 


Method 


GENSCAN 




Start 


278 




rjna 


683 




GI 


none 




Score 


.88 




Exons 


278. .366, 549. .683 










Octj. LM U • 


97^ft 4 

£. I JO *1 




Seq. ID 


o.Tnnm sn 99 ni94 


P97 


Gene No. 


56658 




Strand 


+ ~~ 




Start 


278 






756 




Name 


OJ000150 22.0124.C27.ol. 


Lin 




TBLASTX: Maize 




Start' 


4 90 






717 




GI 


none 




Score 


328 




Exons 


490. .699, 503. .715, 503. 


• f XD f 


£7 717 






Seq. No. 


27384 




Seq. ID 


OJ000150_22.0124 


.C27 




jDDjo 




Strand . 


4. 




Start 


278 




End - 


756 




Name 


OJ000150 22.0124.C27.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4 92 




End 


707 




GI 


none 




Score 


87 




Exons 


492. .593, 515. .613, 525. 


.626, 


526. .612, 


527. .619, 607.. 


699, 




614. .706, 615. .707 










Seq. No. 


27384 




Seq. ID 


OJ000150_22.0124 


.C27 


Gene No. 


56658 




Strand 


+ 




Start 


278 




End 


756 




Name 


OJ000150 22.0124.C27.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


515 




End., , 


756 • 




GI 


none 




Score 


131 





27354 



Exons 



515. .619, 525. .626, 614. .736, 615 .. 74 6, 660 .. 755, 691. .756 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27384 Seq. ID 

56658 Strand 
278 End 
OJ000150_22 . 0124 .C27 . ol . np Method 
534 End 
132672 r Score 
534. .756 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 7 1224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 | prf | 1 1603356BU ribosomal protein L1'4 [Oryza sativa] 



OJ000150_22 .0124 . C27 
+ 

756 

AAT/NAP 

756 

333 



27385 Seq. ID 

56659 Strand 

270 End 
OJ000150_22.0124 .C30.ol.gs Method 

270 End 

none Score 
270. .495 



OJ000150_22.0124.C30 
+ 

495 

GENSCAN..-. 

495 

.91 



Seq. No. 27386 • Seq. ID 

Gene No. 56660 Strand 

Start 240 End 

Name OJ000150_22 . 0124 . C32 . ol . gs Method 

Start 240 End 

GI none Score 

Exons 240.. 409 



OJ000150_22.0124.C32 
409 

GENSCAN 

409 

.97 



Seq. No. 27387 Seq. ID 

Gene No. 56661 Strand 

Start 105 End 

Name OJ000150_22 . 0124 . C33 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 161, 497.. 566 



OJ000150_22 . 0124 . C33 
566 

GENSCAN 

566 

.61 



Seq. No. 27388 Seq. ID 

Gene No. 56662 Strand 

Start 58 End 

Name OJ000150_22 . 0124 .C34 . ol .gs Method 

Start . - 58 End 

GI none Score 

Exons 58.. 170 



OJ000150_22.0124.C34 
170 

GENSCAN 

170 

.96 



Seq. No. 27389 Seq. ID 

Gene No. 56663 Strand 

Start 519 End 

Name OJ000150_22 . 0124 .C36. ol . gs Method 

Start 519 End 

GI none Score 

Exons 519.. 579 



OJ000150_22.0124.C36 
579 

GENSCAN 

579 

.87 



Seq. No. 
Gene No. 
Start 



27390 
56664 
1 



Seq. ID OJ000150_22.0124.C39 
Strand ' + 
End 682 



27355 




Name 


OJ000150 22.0124.C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


682 




GI 


4680183 




Score 


958 




Exons 


1. .682 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


27390 




beq. id 


UJUUU10U ZZ.U1Z4 


.C39 


Gene No . 


JDDD4 




otianu 


1 




Start 


1 




.bnci 


(TOO 




Name 


OJ000150 22.0124.C39.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


49 




End 


411 




GI 


none 




Score 


z u u 




Exons 


A ft A 1 1 

4 y . . 4 n 










Seq. No. 


O T O ft ft 




beq. id 


UJUUUl jU Z Z . U 1 Z *t 


.C39 


Gene No . 


c c a c a 




Strand 


_l_ 

f 




Start 


1 






DO Z 




Name 


OJ000150 22.0124.C39.ol 


. gs 


Method 


GENSCAN 




Start 


112 




End 


639 




GI 


none 




Score 






Exons 


1 1 /-\ f ~2 ft 

112 . . 639 










Seq. No. 


27391 . • 




Seq. ID 


V J UUUIOU ZZ.U1Z4 


.C41 


Gene No. 


c r r /~ c 

56665 




Strand 


+ 




Start 


44 / 




End 


yu / 




Name 


OJ0Q0150 zz . 0124 . C41 . ol 


.gs 


Method 


(jhlNbLAlN 




Start 


4 4 7 




End 


907 




GI 


none 




Score 


.47 




Exons 


447. .504, 649. .752, 784 


. . 907 






Seq. No. 


27392 




Seq. ID 


OJ000150_22.0124 


.C42 


Gene No. 


56666 




Strand 






Start 


46 




End 


102 




Name 


OJ000150 22.0124.C42.ol 


.gp 


Method 


AAT/GAP 




Start 


46 




End 


102 




GI 


uC-osflM202097dl0bl 




Score 


88 




Exons 


46. .102 










GI Descrip. 


■4062935/dbj [AB0034 95.1 


IAB003495 3.0e- 


14 Oryza sativa DNA for 



dihydroflavonol 4-reductase f complete cds ' 



Seq. No. 27393 Seq. ID 

Gene No. 56667 Strand 

Start 453 End 
Name * OJ000150_22 . 0124 .C44 . ol . gs Method 

Start 453 End 

GI none Score 

Exons 453.. 640 



OJ000150_22.0124.C44 

+ 

640 

GENSCAN 

640 

.41 



Seq. No. 27394 Seq. ID 

Gene No. 56668 Strand 

Start 80 End 

Name OJ000150_22 . 0124 . C45 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 583 



OJ000150_22.0124.C45 
+ 

583 

GENSCAN 

583 

.78 



Seq. No. 



27395 



Seq. ID OJ000150_22.0124.C47 



27356 



Gene No. 56669 . Strand + 

Start 363 End 460 

Name OJ000150_22 . 0124 . C47 . ol .gs • Method GENSCAN 

Start 363 End 460 

GI none Score .41 

Exons 363. .460 



Seq. No. 27396 

Gene No. 56670 

Start 296 

Name OJ000150_22 . 0124 . C50 . ol . gs 

Start 296 

GI none 

Exons 296.. 390 



Seq. ID OJ000150_22.0124.C50 
Strand 

End 390 

Method GENSCAN 

End 390 

Score .9 



Seq. No. 27397 Seq. ID OJ000150_22 . 0124 .C51 

Gene No. 56671 Strand 

Start 39 End 177 

Name OJ000150_22 . 0124 . C51 . ol . gp Method AAT/GAP 

Start 39 End 177 

GI LIB3433-003-Q6-K6-A1 Score 235 

Exons 39.. 177 

GI Descrip. • 1 3298546 3 . Oe-20 (AC004681 ) unknown protein [Arabidppsis 
thaliana] 1 



Seq. No. 27397 Seq. ID 

Gene No. 56671 Strand 

Start 39 End 

Name : OJ000150_22 . 0124 .C51 . ol . gs ' Method 

Start 44 End 

GI none Score 

Exons 44.. 177 



OJ000150_22.0124.C51 
177 

GENSCAN 

177 

.62 



Seq. No. 27398 Seq. ID 

Gene No. 56672 Strand 

Start 234 End 

Name OJ000150_22 . 0124 . C52 . ol . gs Method 

Start 234 End 

GI none Score 

Exons 234.. 419 



OJ000150_22 . 0124 . C52 
419 

GENSCAN 

419 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27398 Seq. ID 

56673 Strand 

336 End 
OJ000150_22 . 0124 . C52 . o2 . tm Method 

63 End 

none Score 

63. .212, 63. .212, 64. .216, 65. .214 



OJ000150_22.0124.C52 
610 

TBLASTX: Maize 

216 

113 



27398 
56673 
336 

OJ000150_22.0124 .C52.ol.np 
336 

4768986' 
336.. 610 

(AF140493) hypothetical protein [Oryza sativa] 



Seq. ID OJ000150_22.0124.C52 
Strand 

610 

AAT/NAP 
610 
226 



End 

Method 

End 

Score 



27357 





71 *}Qft 

Z / O ./O 














Gene No. 


56673 








Strand 






Start 


336 








End 


610 




Name 


OJ000150 


22.0124.C52, 


.ol. 


tm 


Method- 


TBLASTX: Maize 




Start 


372 








End 


608 




GI 


none 








Score 


248 




Exons 


372. .608, 


376. .606 












Seq. No. 


27399 








Seq. ID 


OJ000150_22.0124 


.C53 


Gene No. 


56674 








Strand 


+ 




Start 


79 








End 


272 




Name 


OJ000150 


22.0124.C53. 


,ol. 


gs 


Method 


* GEN SCAN 




Start 


79 








End 


272 




GI 


none 








Score 


.65 




Exons 


79. .272 















Seq. No. 27400 . Seq. ID 

Gene No. 56675 Strand 

Start 435 End 

Name . OJ000150_22 . 0124 . C54 . ol . gs Method 

Start 435 End.;. ' ' 

GI . none Score 

Exons ' 435. . 632 



OJ000150_22.0124.C54 
632 

GEN SCAN 

632 

.44 



Seq. No. 27401 Seq. ID 

Gene No. 5667 6 Strand 

Start 4 86 End 

Name OJ000150_22 . 0124 .C55 . ol .gp Method 

Start 4 86 End 

GI 426253 Score 

Exons 4 8 6.. 688 



OJ000150_22.0124.C55 
+ 

688 

AAT/GAP 

688 

342 



Seq. No. 27402 Seq. ID OJ000150_22 . 0124 . C58 

Gene No. 56677 Strand + 

Start 1 End 701 

Name OJ000150_22 . 0124 .C58 .ol.np Method AAT/NAP 

Start 1 End 701 

GI 2126090 Score 1221 

Exons 1..701 

GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 

gil 455676|bbs| 140379 (S.67119) transposase [Escherichia coli, 
LBB84 , plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTranspos'onlnsertionMutant, 402 aa] [Escherichia coli] 
gi J 6634720 |gb|AAF19728.1 I AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 


27403 




Seq. ID 


OJ000150 


_22, 


.0124 


.C59 


Gene No. 


56678 




Strand 










Start 


242 




End 


731 








Name 


OJ000150 


22.0124.C59.ol.gs 


Method 


GENSCAN 








Start 


242 




End 


731 








GI 


none 




Score 


.53 








Exons 


242. .295, 


632. .731 












Seq. No. 


27404 




Seq. ID 


OJ000150_ 


_22. 


,0124 


.C60 


Gene No. 


56679 




Strand 











27358 




Start 1 End 88 

Name OJ000150_22 . 0124 .C60.ol.gp Method AAT/GAP 

Start 1 End 88 

GI LIB3477-009-P1-K1-E12 Score 176 

Exons 1..88 



GI Descrip. 1 4544462/gb | AAD22369 . 1 1 AC006580_1 3.0e-18 (AC006580) putative 
NAM protein [Arabidopsis thaliana] ' 



Seq. No. 


27404 










Seq. ID 


OJ000150 22 . 


0124 


.C60 


Gene No. 


56680 










Strand 








Start ■ 


475 










End' 


593 






Name 


OJ000150_22. 


0124 


.C60 


.ol 


. gs 


Method 


GEN SCAN 






Start 


475 










End 


593 






GI 


none 










Score 


. 43 






Exons 


475. .593 


















Seq. No. 


27405 










Seq. ID 


OJ000150 22. 


0124 


. C61 


Gene No. 


56681 










Strand 


+ 






Start 


349 










End 


991 






Name 


OJ000150 22. 


0124 


.C61 


-ol 


.gp 


Method 


AAT/GAP 






Start 


349 










End 


991 






GI 


none 










Score 


1188 






Exons 


349. .991 










■ 








Seq. No. 


27405 










Seq. ID 


OJ00O150_22. 


0124 


.C61 


Gene No. 


56681 










Strand 


+ 






Start 


349 










End 


991 






Name 


OJ000150 22. 


0124 


.C61 


.ol 


. gs 


Method 


GENSCAN 






Start 


512 










End 


727 






GI 


none 










Score 


1 






Exons 


512. .727 


















Seq. No. 


27405 










Seq. ID 


OJ000150_22. 


0124 


. C61 


Gene No. 


56682 










Strand 








Start 


1002 










End 


1182 






Name 


OJ000150 22. 


0124 


.C61 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


505 










End 


645 






GI 


none 










Score 


215 






Exons 


505. .645, 512. .640 














Seq. No. 


27405 










Seq. ID 


OJ000150_22. 


0124 


.C61 


Gene No. 


56682 










Strand 








Start 


1002 










End 


1182 






Name 


OJ000150 22. 


0124 


.C61 


.o2 


. gs 


Method 


GENSCAN 






Start 


1002 










End 


1182 






GI 


none 










Score 


.87 






Exons 


1002. .1105, 


1173 


. .1182 












Seq. No. 


27406 










Seq. ID 


OJ000150_22. 


0124 


.C62 


Gene No. 


56683 










Strand 


+ 






Start 


64 










End 


202 






Name 


OJ000150 22. 


0124 


.C62 


.ol 


.gp 


Method 


AAT/GAP 






Start 


64 










End 


202 






GI 


none 










Score 


196 






Exons 


64. .202 


















Seq. No." 


27406 










.'Seq. ID 


OJ000150_22. 


0124 


.C62 



27359 




Gene No. 


56684 




Strand 


+ 








Of av-t - 
O L. a. JL L 


2335 




End 


3766 








Name 


OJ000150 22.0124.C62.ol. 


np 


Method 


AAT/NAP 








Start 


2335 




End 


3766 








GI 


6907088 




Score 


1004 








Exons 


233S..2472, 2648. .2884, 


3383. 


.3766 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


Z f *± U D 




Qc*n T H 
otr ^ • J- u 


OJ000150 


_22 


.0124 


.C62 


Liene no . 


jDOOj 














Start ' 


917 

Z X I 




End 


613 








Name 


OJ000150 22.0124.C62.ol. 


gs 


Method 


GEN SCAN 








Start 


217 




End 


613 








GI 


none 




Score 


.71 








Exons 


917 "316 A 69 61 ^ 
Z J. / • . jlD, *i OZ . . Dl J 














Seq. No. 


Z 1 fl U D 




Seq. ID 


OJ000150 


_22 


.0124 


.C62 


Gene No. 


66Q 6 




Strand 










Start 


i a 7 o 




End 


2283 








Name 


OJ000150 22.0124.C62.o2. 


gp 


Method 


AAT/GAP 








Start 


1470 




End 


1987 








GI 


1 151 f|Q A 

Aq/oZ 1.K1U04 




Score 


799 








Exons 


1 •#7 O 1 Q Q 7 














GI Descrip. 


» cr»£Q£/i *5 /rjm inonoo6i6 i i 


AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, • chromosome 6, clone 


!:.P0514G12' ' 










Seq. No. 






Seq. ID 


OJ000150 


_22 


.0124 


.C62 


Gene No . 


56686 




Strand 










Start 


1470 




End 


2283 








Name 


f^Tonm^n 99 ni o/ P69 /-\9 


gs 


Method 


GENS CAN 








Start 


lion 
1 / oU 




End 


2283 








GI 


none 




Score 


.98 








Exons 


1 7R0 1 QR"^ 9969 99fi*3 
1 / OU . . lOJJ; zz oz . . zz o o 














Seq. No. 


97 407 
Z / f± U / 




Seq. ID 


OJ000150 


_22 


.0124 


.C63 


bene wo. 


56687 




Strand 


+ 








Start 


1040 




End 


2029 








Name 


rnoooiRO 99 0194 P6^ 

UJUUUIjU ZZ . U J.Z *i . ^DO . OX • 


gs 


Method 


GENSCAN 








Start 






End 


2029 








GI 


none 




Score 


.97 








Exons 


1 04 O 909Q 

. . zuz y 














Seq. No. 


9 7 4 07 
Z / *l U / 




Seq. ID 


OJ000150 


22 


.0124 


.C63 


bene ino . 


56688 




Strand 


+ 








Start 


4008 




End 


4 94 4 








Name 


OJ000150 22.0124.C63.o2. 


gs 


Method 


GENSCAN 








Start 


4008 




End , 


4944 








GI 


none 




Score 


.69 








Exons 


4008. .4518, 4529. .4944 














Seq. No. 


27407 




Seq. ID 


OJ000150 


22 


.0124 


.C63 


Gene No. 


56689 




Strand 


■f 








Start 


9349 




End 


10691 








Name 


OJ000150 22.0124.C63.o4. 


gs 


Method 


GENSCAN 








Start 


9349 


End 


10691 








GI 


none 




.Score. 


.79 








Exons 


9349.. 9496, 9710.. 10110, 


10176. '.10691 











27360 



Seq. No. 27407 Seq. ID OJ000150 22.0124.C63 

Gene No. 56690 Strand 

Start 11941 End 
Name OJ000150_22 . 0124 . C63 . o5 . gs Method 

Start 11941 End 

GI none Score 

Exons * 11941. .12016, 12084 .. 1224 9, 12984 13131, 14 085 .. 14280, 
14391. .14422 



OJ000150_22 
+ 

14422 
GENSCAN 
14422 
. 65 



Seq. No. - 27407 
Gene No. 56691 • 

Start 14819 

Name OJ000150_22 . 0124 . C63 . o2 . np 

Start 14819 
GI 3915000 
Exons 14819. .14897, 14978. 

GI Descrip. SUPEROXIDE DISMUTASE 
superoxide dismutase 



Seq. ID OJ000150__22.0124.C63 
Strand + 
End 15277 
Method AAT/NAP 
End 15277 
Score 153 
15076, 15163. .15277 

[CU-ZN] gi 12305109 (AF009734) Cu/Zn 
[Capsicum annuum] 



oeq. ino. 


97 _07 




Seq. ID 


OJ000150 


99 m 94 rfi*3 


Gene No. 


56692 




Strand 


+ 




Start . 


18839 




. End' '■ 


23909 




Name 


OJ000150 22.0124.C63 


.o7.gs 


Method 


GENSCAN 




Start 


18839 




End 


23755 




GI 


none 




Score 


.73 




Exons 


18839. .19507, 19607. 


.19742, 


20572. .20744, 22481 


. .22554, 




22933.. 23755 










Seq. No. 


27407 




Seq. ID 


OJ000150 


_22.0124.C63 


Gene No. 


56692 




Strand 


+ 




Start 


18839 




End 


23909 




Name 


OJ000150 22.0124.C63 


.ol.gp 


Method 


AAT/GAP 




Start 


22671 


End 


22959 




GI 


3107294 




Score 


574 




Exons 


22671. .22959 










Seq. No. 


27407 




Seq-. ID 


OJ000150 


_22.0124.C63 


Gene No. 


56692 




Strand 


+ 




Start 


18839 




End 


23909 




Name 


OJ000150 22.0124.C63 


. o2 . gp 


Method 


AAT/GAP 




Start 


23503 


End 


23909 




GI 


3767066 




Score 


735 




Exons 


23503. .23909 










GI Descrip. 


3402817/emb|CAA07704 


I 3.0e- 


21 (AJ007829) lacZ' 


[Cloning vector 




pGreen] 










Seq. No. 


27407 




Seq. ID 


OJ000150 


_22.0124.C63 


Gene No. 


56693 




Strand 


+ 




Start 


26107 




End 


27198 




Name 


OJ000150 22.0124.C63 


.08 .gs 


Method 


GENSCAN 




Start 


26107 




End 


27198 




GI 


none 




Score 


.96 




Exons 


26107. .27198 










Seq. No. 


27407, / 




Seq. -ID 


OJ000150 


_22.0124.C63 


Gene No. 


56694 * * 




Strand 


+ 





27361 



Start 
Name 
Start 
GI 

Exons 



29918 . End 35910 

OJ000150_22 . 0124" . C63 . olO . gs Method GENSCAN 

29918 End . 35910 

none Score .41 

29918. .30646, 30662 30722, 31317 31500, 33129 .. 33386, 

33397. .34134, 34553 34727, 34885.. 35910 



Seq. No, . 27407 - Seq. ID 

Gene No. 56695 Strand 

Start-. 15659 End 

Name OJ000150_22 . 0124 . C63 . 06 . gs Method 

Start 15659 End 

GI none Score 

Exons 15659. .15752, 18067.. 18155 

Seq. No. 27408 Seq. ID 

Gene No. 56696 Strand 

Start 4 9 End 

Name OJ000150_22 . 0124 . C65 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 110 



OJ000150_22.0124.C63 

18155 
GENSCAN 
18155 
.69 



OJ000150_22.0124.C65 
110 

GENSCAN 

110 

.96 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_22.0124.C66 
+ 

700 

AAT/GAP 
-700 
151 



27409 Seq; ID 

56697 Strand 
58 6 End 
OJ000150_22.0124.C66.ol.gp Method 
58 6 • End 
LIB3432-004-P1-K1-G2 Score 
586. .700 

l 132672/sp|P12137|RK14_ORYSA 4.0e-50 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 

27409 Seq. ID OJ000150_22 . 0124 . C66 

56698 Strand 

1 End 760 

OJ000150_22 . 0124 . C66 . ol . np Method AAT/NAP 
1 End 760 

132672 Score 140 

1..30, 5.85.. 760 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 71224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 |prf | 1 1603356BU ribosomal protein L14 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27409 Seq. ID 

56698 Strand 

1 End 
OJ000150_22.0124.C66.ol.gs Method 

294 End 

none Score 
294. .355 



OJ000150_22.0124 .C66 
760 

GENSCAN 

355 

.91 



Seq. No. 



27409 



Seq. ID OJ000150_22.0124 .C66 



27362 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56698 Strand 

1 End 

OJ000150_22.0124 .C66.ol,tw Method 

585 End 

none Score 
585. .695, 597. .701 



760 

TBLASTX: Wheat 

701 

172 



OJ000150 22.0124.C67 



27410 * Seq. ID 

56699 Strand 
1 End 519 

OJ000150_22.0124.C67.ol.np Method AAT/NAP 
1 End 415 

6630696 Score 460 

1..415 

(AP000969) ESTs 022114(010364), AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


27410 


Seq. ID 


OJ000150 


Gene No. 


56699 


Strand 


- 


Start • 


1 


End 


519 


Name 


OJ000150 22.0124.C67.ol.tm 


Method 


TBLASTX:] 


Start ... 


62 


End 


372 * 


GI 


none 


Score 


140 


Exons 


62. .307, 64. .372 






oeq. no. 


27410 


Seq. ID 


rvinnm c;n 

VJU UUUlJU 


Gene No. 


56699 


■ Strand 




Start 


1 


End 


519 


Name 


OJ000150 22.0124.C67.ol.tw 


Method 


TBLASTX: 1 


Start 


124 


End 


519 


GI 


none 


Score 


119 


Exons 


124. .384, 126. .305, 131. .316, 


385. .519 




Seq. No. 


27411 


Seq. ID 


OJ000150 


Gene No. 


56700 


Strand 




Start 


150 


End 


611 


Name 


OJ000150 22.0124.C73.ol.gs 


Method 


GENSCAN 


Start 


150 


End 


611 


GI 


none 


Score 


.88 


Exons 


150. .611 






Seq. No. 


27412 


Seq. ID 


OJ000150 


Gene No. 


56701 


Strand 


+ 


Start 


1 


End 


1134 


Name 


OJ000150 22.0124.C75.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1134 


GI 


6907086 


Score 


1058 


Exons 


1..675, 733.. 979, 1010. .1134 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


27412 


Seq. ID 


OJ000150 


Gene No. 


56701 


Strand 


+ 


Start 


1 


End 


1134 


Name 


OJ000150 22.0124.C75.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


658 


GI 


none 


Score 


.98 



27363 



Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.Gi 

Exons 

Seq. No. 

Gene No. 

.Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
/.Start 
Name . 
Start" 
GI 

Exons 



125. .658 

27413 
56702 
115 

OJ000150_22.0124.C79.ol.gs 

115 

none 

115. .224. 

27414 
56703 
1 

OJ000150_22.0124.C82.ol.np 



5777623 
1..167, 418, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_22.0124.C79 
224 

GEN SCAN 

224 

.97 



OJ000150_22.0124 
+ 

519 

AAT/NAP 

519 

198 



.C82 



.519 



(AJ245900) CAA303711.1 protein [Oryza sativa] 



27414 Seq. ID 

56703 Strand 

1 . End 
OJ000150_22.0124.C82.ol.gs Method 

121 End 

none Score 
121. .407 



OJ000150_22.0124.C82 
+ 

519 

GEN SCAN 

407 

.97 



Seq. No. 27415 Seq. ID 

Gene No. 56704 Strand 

Start 116 End 

Name OJ000150_22 . 0124 .C83 .ol . gs Method 

Start 116 End 

GI none Score 

Exons 116.. 256 



OJ000150_22.0124.C83 
256 

GENSCAN 

256 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27416 Seq. ID 

56705 Strand 

352 End 
OJ000150_22 . 0124 . C84 .ol . gp Method 

352 End 

none Score 

352.. 627, 913.. 1025 



OJ000150_22.0124.C84 

1025 
AAT/GAP 
1025 
644 



OJ000150_22, 
+ 

4431 
AAT/GAP 
4431 
136 



27417 Seq. ID OJ000150_22 . 0124 . C86 

56706 Strand 
4197 End 
OJ000150_22.0124.C86.ol.gp Method 
4197 End 
5867_1.R1084 Score 
4197. .4228, 4334. .4431 
' 46498 6/sp | P35132 | UBC9_ARATH 5 . 0e-58 
ENZYME E2-17 KD'9 (UBIQUITIN-PROTEIN 

CARRIER PROTEIN 9) (UBCAT4B) ' >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 



27364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27417 Seq. ID 

56707 Strand 

4334 End 

OJ000150_22.0124 .C86.o3.gp Method 

4334 End 

LIB3431-004-P1-K1-G12 Score 
4334. .4407 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



OJ000150_22.0124.C86 
+ 

4407 
AAT/GAP 
4407 
98 



27417 
56708 
8519 

OJ000150_22.0124.C8 6.o4.gp 
8422 

LIB3477-009-P1-K1-E12 
8422. .8923 

f 4544462/gb|AAD22369. 1 |AC006580_1 3 
NAM protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_22.0124.C86 
+ 

10618 
AAT/GAP 
8923 
968 



Oe-18 (AC006580) putative 



Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124.C86 


Gene No. 


56708 




Strand 


+ 


Start 


8519 




End 


10618 


Name 


OJ000150 22 


.0124 


.C8 6.o2.gs Method 


GENSCAN 


Start 


8519 




End 


10304 


GI 


none 




Score 


.52 


Exons 


8519. .8771, 


8883 


..9271, 9774.. 10304 




Seq. No. 


27417 




Seq. ID 


OJ000150_22 . 0124 . C86 


Gene No. 


56708 




Strand 


+ • 


Start 


8519 




End 


10618 


Name 


OJ000150 22 


.0124 


.C8 6.o2.np Method 


AAT/NAP 


Start 


8579 




End 


10618 


GI 


4544462 




Score 


524 


Exons 


8579. .8775, 


8890 


..9171, 9766.-9866, 10514.. 10618 


GI Descrip. 


(AC006580) 


NAM ( 


no apical meristem) -like protein [Arabidopsis 




thaliana] 








Seq. No. 


27417 




Seq. ID 


OJ000150_22 . 0124 .C86 


Gene No. 


56709 




Strand 




Start 


183 




End 


6450 


Name 


OJ000150 22 


.0124 


.C8 6.ol.np Method 


AAT/NAP 


Start ' 


183 




End 


3836 


GI 


4680183 




Score 


4115 



Exons 

GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



183. .718, 806. .848, 1344. .3836 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



27417 
56709 
183 

OJ000150_22 . 0124 . C8 6 . ol . gs 

297 

none 



OJ000150 22.0124.C86 



Seq. ID _ 
Strand 

End 6450 
Method GENSCAN 
End 6450 
Score .75 

297. .795, 892. .2614, 2741. .3106, 3170. .3453, 3571. .3884, 
6382.. 6450 



27365 




Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C86 


Gene No . 


o o / u y 




ourana 






Start 


183 




End 


6450 




Name 


OJ000150 22.0124.C86.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


381 




End 


737 




GI 


none 




Score 


189 




Exons 


381. .737, 391. .696 










Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C86 


bene no. 


dd /uy 










Start 


183 




End 


6450 




Name 


OJ000150 22.0124.C86.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


411 




End 


746 




GI " 


none 




Score 


199 




Expns 


411. .746, 412. .714 










Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C86 


Gene No . 


o d / u y 




OLI allvj. 






Start 


183 




End 


6450 




Name 


OJ000150 22.0124.C86.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


462 




End 


827 




GI 


none 




Score 


129 




Exons 


462. .596, 606.. 827 










Seq. No. 


27417 




Seq. ID 


-OJ000150_22.0124 


.C86 


Gene No . 


56709 




Strand 






Start 


.183 




End 


6450 




Name 


- OJ000150 22.0124.C86.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


747 




End 


1544 




GI 


none 




Score 


116 




Exons 


747. .1040, 751. .912, 1087. .1323, 1089. 


.1319, 1368.. 1544 




Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C8 6 


Gene No . 


56709 




Strand 






Start 


183 




End 


6450 




Name 


OJ000150 22.0124. C86.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2124 




End 


2525 




GI 


none 




Score 


269 




Exons 


2124. .2525 










Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C86 


bene wo . 


56710 




Strand 






Start 


8636 




End . 


9165 




Name 


OJ000150 22.0124.C86.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


8636 




End 


9139 




GI 


none 




Score 


170 




Exons 


8636..8782, 8900. .9016, 


8900. 


.8971, 8968. .9006, 9044. .9139 


Seq. No. 


27417 




Seq. ID 


OJ000150_22.0124 


.C8 6 


Gene No . 


56710 




Strand 






Start 


8636 




End 


9165 




Name 


OJ000150 22.0124.C86.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


8636 




End 


9139 




GI 


none 




Score 


178 




Exons 


8636. .8776, 8885. .9025, 


9026. 


.9139 






Seq. No. 


27417 




Seq. ID 


OJ000I.5O_22.0124 


.C86 



27366 




Gene No. 


56710 








Strand 




Ofa r f 
OLal L 










End 


9165 


Name 


OJ000150 22 


.0124 


.C86.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


8648 








End 


9159 


GI 


none 








Score 


130 


Exons 


8648. .8782, 


8885 


. .9046, 


8887. 


.8988, 8900.. 8992, 9053.. 9148, 




9055. .9159, 


9062 


. .9139 








Seq. No. 


27417 








Seq. ID 


OJ000150_22.0124 .C86 


(tlono Mo 

UClld Vi\J . 


56710 








Strand 




Start 


8636 








End 


9165 


Name 


OJ000150 22 


.0124 


.C86.o4 


.tw 


Met hod 


TBLASTX : Wheat 


Start 


8900 








End 


9165 


GI 


none 








Score 


138 


Exons 


8900. .9016, 


9044 


. .9148, 


9055. 


.9165 




Seq. No. 


27418 








Seq. ID 


OJ000150_22.0124.C87 




56711 








Strand 


+ 


Start 


406 








End 


1086 


Name 


OJ000150 22 


.0124 


.C87.ol 


.gs 


Met* hod 


GENS CAN 


Start 


406 








End 


1086 


GI 


none 








Score 


.77 


Exons 


406,. .411, 851. .895, 979 


. .1086 






Seq. No. 










Seq. ID 


OJ000150_22.0124 .C87 












Strand 


+ 


Start • 










End 


4870 


Name 




.0124 


.C87.o3 


. gs 


Method 


GENSCAN 


Start 


4095 








End 


4870 


GI 


none 








Score 


.9 


Exons 


4095. .4129, 


4207 


. .4870 








Seq. No. 


27418 








Seq. ID 


OJ000150_22.0124.C87 


Gene No. 


56713 








Strand 




Of art 


2058 








End 


4937 


Name 


OJ000150'22 


.0124 


.C87.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1950 








End 


2332 


GI 


none 








Score 


50 


Exons ' 


1950. .2012, 


1955 


. .2005, 


2013. 


.2084, 2073. .2156, 2084. .2143, 




2085. .2150, 


2257 


. .2331, 


2258. 


.2332, 2258.. 2332 


Seq. No. 


27418 








Seq. ID 


OJ000150_22.0124.C87 


Gene No. 


56713 








Strand 




Start 


2058 








End 


4937 


Name 


OJ000150 22 


.0124 


.C87.ol 


.np 


Method 


AAT/NAP 


Start 


2058 








End 


4937 


GI 


3201611 








Score 


210 


Exons 


2058. .2129, 


2243 


. .2341, 


2421. 


.2565, 2650. .2860, 2957. .3056, 




4883. .4937 












GI Descrip. 


(AC004669) i 


unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


27418 








Seq. ID 


OJ000150_22.0124 .C87 


Gene No. 


56713 








Strand 




Start 


2058 








End 


4937 


Name 


OJ000150 22 


.0124 


.C87.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2597 








End 


2792 


GI 


none 








Score 


172 



27367 



Exons 



2597:. 2791, 2598-. .2792, 2602.. 2790 



Seq. No. 27419 Seq. ID 

Gene No. 56714 ■ Strand 

Start 855 End 

Name OJ000150_22 . 0124 . C88 . ol . gs Method 

Start 855 End 

GI none Score 

Exons 855.. 2015 



OJ000150_22.0124 .C88 

2110 
GEN SCAN 
2015 
.91 



Seq. No. 27419 ' Seq. ID 

Gene No. 56714 Strand 

Start 855 End 

Name OJ000150_22 . 0124 .C88 . ol .np Method 

Start 1034 End 

GI 119714 Score 

Exons 1034.. 1166, 1208.. 1397, 1637.. 1734, 
GI Descrip. 



OJ000150_22.0124 .C88 
2110 

AAT/NAP t 
2110 
117 
1776. .2110 



EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi 1 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No/ -27420 Seq. ID 

Gene No. 56715 Strand 

Start 5043 End 

Name . OJ000150_22 . 0124 . C8? . o2 . gs Method 

Start 5043 End 

GI none Score 

Exons 5043.. 5309, 5976.. 6079, 6274.. 6384, 
7538.. 7751 



OJ000150_ 
+ 

7751 
GENSCAN 
7751 
.93 

6463. .6613, 



22.0124.C89 



7154. .7428, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27420 Seq. ID OJ000150_22 . 0124 . C89 

56715 Strand + 

5043 - End 7751 

OJ000150_22.0124.C89.o3.gp Method AAT/GAP 
5575 End 6100 

uC-osflcypl69f03bl Score 971 

5575.. 6100 

'5441872/dbj | AP000366 . 1 | AP000366 1.0e-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



27420 Seq. ID 

56715 Strand 

5043 End 
OJ000150_22 . 0124 .C89.o4 .gp Method 

7004 * End 

none Score 
7004. .7195 



OJ000150_22.0124.C89 
+ 

7751 
AAT/GAP 
7195 
384 



Seq. No. 27420 Seq. ID 

Gene No. 56716 Strand 

Start 17471 End 

Name OJ000150_22 . 0124 . C8 9 . 08 . gp Method 

Start 17471 End 

GI 533_1.R1084 Score 

Exons 17471. .17556, 17579.. 17632 

GI Descrip. ■ 113172/sp| P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 



OJ000150_22.0124.C89 
+ 

17632 
AAT/GAP 
17632 
173 



27368 



PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 27420 Seq. ID 

Gene No. 56717 Strand 

Start 18006 End 

Name OJ000150_22 . 0124 . C89 . o9 . gp Method 

Start 18006 End 

GI 5816500 Score 

Exons 18006. .18278 

GI Descrip. 5091496/dbj | AB023482 . 2 | AB023482 4.0e-44 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



OJ000150_22.0124.C89 
+ 

18278 
AAT/GAP 
18278 
354 



Seq. No. 


27420 


Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56718 


Strand 




Start 


590 


End 


935 


Name 


OJ000150_22.0124.C89.ol.gp 


Method 


AAT/GAP 


Start 


590 


End 


935 


GI 


3769263 


Score 


664 


Exons 


590. .935 






Seq. No. 


27420 


Seq. ID 


OJ000150_22.0124 .C89 


Gene No. 


56719 


Strand 




Start 


910 


End 


2819 


Name 


OJ000150 22.0124.C89.ol.np 


Method 


AAT/NAP 


Start 


881 


End 


2786 


GI 


3298546 


Score 


419 


Exons 


881. .1247, 2606. .2786 






GI Descrip. 


(AC004 681) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


27420 


Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56719 


Strand 




Start 


910 


End 


2819 


Name 


OJ000150 22.0124.C89.ol.gs 


Method 


GENSCAN 


Start 


910 


End 


2819 


GI 


none 


Score 


.88 


Exons 


910. .1247, 2606. .2819 






Seq. No. 


27420 . 


Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56919 


Strand 




Start 


910 


End 


2819 


Name 


OJ000150 22.0124.C89.o2.gp 


Method 


AAT/GAP 


Start 


1012 


End 


2733 


GI 


LIB3433-003-Q6-K6-A1 


Score 


677 


Exons 


1012. .1247, 2606. .2733 






GI Descrip. 


'3298546 3.0e-20 (AC004681) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


27420 


Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56720 


Strand 




Start 


7565 


End 


18215 


Name 


OJ000150 22.0124.C89.o2.ts 


Method 


TBLASTX : Soybean 


Start 


919 


End 


2723 


GI 


none 


Score 


212 


Exons 


919. .1200, 926. .1108, 2517. 


.2603, 2694 


. .2723 



27369 




Seq. No. 


. 27420 






"Seq. ID 


OJ000150_22 . 0124 .€89 


Gene No . 








Strand 




Start 


7565 






End 


18215 


Name 


OJ000150 22 


.0124 


.C89.o6.tm 


Method 


TBLASTX: Maize 


Start 


937 






End 


1249 


GI 


none 






Score 


228 


Exons 


937. .1194, 


938. . 


1114, 939.. 1202, 1207. 


vl248, 1208.. 1249 


Seq. No. 


27420 






Oar. t n 
beq. iu 


OJ000150_22.0124 .C89 


Gene No. 


DD/ZU 






Strand 




Start 


7565 






End 


18215 


Name 


OJ000150 22 


.0124 


.C89.o3.tc 


Method 


TBLASTX: Cress 


Start 


940 






End 


1194 


GI 


none 






Score 


115 


Exons 


940. .1194, 


947. . 


1 1 1 A 
1114 






Seq. No. 


27420 






Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56720 






Strand 




Start 


7565 






End 


18215 


Name 


UJUUUlOU zz 


. Ulz 4 


. Co y . oiu . tm 


Method 


TBLASTX: Maize 


Start 


5228 






End 


6545 


GI 


none 






Score 


125 


Exons 


5228. .5305, 


5229 


. .5306/ 5974. 


.6078, 5985.. 6077, 5987. .6082, 




6271. .6384, 


6273 


. . Dj / 1 , DZ / D . 


.6379, 6456.. 6545, 6462. .6542, 




6494. .6544 










Seq. No. 


27420. 






Seq. ID 


OJ000150_22.0124 .C89 


Gene No. 


56720 






Strand 




Start 


7565 






End 


18215 


Name 


OJOOOloO 22 


. Ulz4 


.C89.o3.tm 


Method 


TBLASTX: Maize 


Start 


7150 






End 


7747 


GI 


none 






Score 


158 


Exons 


7150. .7263, 


7151 


..7273, 7272. 


.7439, 7275.. 7376, 7301. .7444, 




7376. .7429, 


7535 


..7618, 7536. 


.7616, 7536.. 7622, 7537.. 7623, 




7610. .7663, 


7614 


..7742, 7651. 


.7731, 7709.. 7747 


Seq. No. 


27420 






Seq. ID 


. OJ000150_22.0124.C89 


Gene No. 


56720 






Strand 






/ODD 






End 


18215 


Name 


OJ000150 22 


.0124 


.C89.o2.np 


Method 


AAT/NAP 


Start 


7565 






End 


15102 


GI 


4467124 






Score 


792 


Exons 


7565. .7689, 


9481 


..11012, 13387. .13605, 


15074. .15102 


GI Descrip. 


(AL035538) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27420 






Seq. ID 


OJ000150_22.0124.C89 


bene mo. 


ob /zu 






Strand 




Start 


7565 






End 


18215 


Name 


OJ000150 22 


.0124 


.C89.o5.gp 


Method 


AAT/GAP 


Start 


8074 






End 


9119 


GI 


none 






Score 


941 


Exons 


8074. .8349, 


8635 


..8715, 8807. 


.8878, 9018.. 9119 


Seq. No. 


27420 






Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56720 






Strand 




Start 


7565 






End 


18215 


Name ' 


OJ000150 22 


.0124 


.C89.o9.tm 


Method 


..TBLASTX: Maize 



27370 



iff 



Start 


8225 








End . 


9253 ' 


GI 


none 








Score 


125 


Exons 


8225. .8311, 


8230. 


.8319, 


8235. 


.8309, 8239. .8310, 8317. .8349, 




8318. .8350, 


8698. 


.8718, 


8804. 


.8884, 8808.. 8885, 9006. .9053, 




9019. .9054, 


9057. 


.9125, 


9066. 


.9125, 9197.. 9253 


Seq. No. 


27420 








Seq. ID 


OJ000150 22 0124 C89 


bene no . 










Strand 




Start 


7565 




■i; ' 




End 


18215 


Name 


OJ000150. 22. 


0124. 


C89.o3. 


gs 


Method 


GEN SCAN 


Start 


8631 








End 


13884 


GI 


none 








Score 


.75 


Exons 


8631. .8806, 


9218. 


.11279, 


11525. .11584, 


12862 13884 


Seq. No. 


27420 








Seq. ID 


OJ000150 22 0124 C89 


Gene No. 


0 D / £. U 








Strand 




Start 


7565 








End 


18215 


Name 


OJ000150 22. 


0124. 


C89.o6. 


9P 


Method . 


AAT/GAP 


Start 


9275 








End . 


9704 


GI 


none 








Score 


852 


Exons 


9275. .9704 












Seq. No. 


27420 








Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56720 








Strand 




Start 


, / ODD 








End 


18215 


Name 


OJ000150 22. 


0124. 


C8 9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9278 








End 


9800 


GI' 


none 








Score 


59 


Exons 


9278. .9334, 


9278. 


.9346, 


9361. 


.9582, 9369. .9581, 9381. .9587, 




9566. .9784, 


9585. 


.9800, 


9588. 


.9797 




Seq. No. 


27420 








Seq. ID 


OJ000150_22.0124.C89 


Gene No . 


D D / ZU 








Strand 




Start 


7565 








End 


18215 


Name 


OJ000150 22. 


0124. 


C89.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


9801 








End 


10067 


GI 


none 








Score 


233 


Exons 


9801. .10055, 


9801 


.. .10067 






Seq. No. 


27420 








Seq. ID 


OJ000150_22.0124.C89 


Gene No. 


56720 








Strand 




Start 


7565 








End 


18215 


Name 


OJ000150 22. 


0124. 


C89.ol. 


tw 


Method 


TBLASTX: Wheat. 


Start 


10071 








End 


10478 


GI 


none 








Score 


226 


Exons 


10071.. 10478 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27420 
56720 
7565 

OJ000150_22, 
10071 
none 
10071. 
10230. 
10369. 



0124.C89.o2.tm 



10235, 
,10373, 
10509, 



10073. 
10231. 
10405. 



,10225, 
,10380, 
,10509 



Seq. ID OJ000150_22.0124.C89 
Strand 

End 18215 

Method TBLASTX: Maize 

End 10509 

Score 174 
10105. .10236, 10215. .10409, 
10368. .10508, 10368. .10508, 



27371 



Seq. No. 


27420 - 




Seq. ID 


■OJ000150_22.0124 


.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


. 18215 




Name 


OJ000150 22.0124.C89 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10092 




End 


10650 




GI 


none 




Score 


128 




Exons 


10092. .10226, 10320. 


.10649,' 


10345. .10650, 10504.. 10650 




Seq. No. 


27420 




Seq. ID 




.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.0124.C89 


.ol.tc 


Metnoa 


l biiAb i a : ores s 




Start 


10395 




End 


1U / z4 




GI 


none 




Score 






Exons 


10395. .10724 










Seq. No. 


27420 




Seq. ID 


ATnrim en o o n i o ^ 
OJUUUloU ^.Ulz4 


.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.0124.C89 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10518 




End 


10766 




GI 


none 




Score 


255 




Exons 


10518. .10766,. 10526. 


.10765 








Seq. No. 


27420 




Seq. ID 


OJ000150_22.0124 


.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.0124.C89 


. o4 .tm 


Method 


TBLASTX: Maize 




Start 


10926 




End 


11288 




GI 


none 




Score 


206 




Exons 


10926. .11288, 10928. 


.11188, 


10929. .11288 




Seq. No. 


27420 




Seq. ID 


OJ000150_22.0124 


.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.0124.C89 


. o7.gp 


Method 


AAT/GAP 




Start 


13125 




End 


13576 




GI 


4969151 




Score 


857 




Exons 


13125. .13576 










Seq. No. 


27420 




Seq. ID 


OJ000150_22.0124 


.C89 


Gene No. 


56720 




Strand 






Start 


/ODD 




End 


18215 




Name 


OJ000150 22.0124.C89 


. o3 . np 


Method 


AAT/NAP 




Start 


13985 




End 


18055 




GI 


6686396 




Score 


269 




Exons 


13985. .14031, 15552. 


.15934, 


18024.. 18055 




GI Descrip. 


(AC007234) F1E22.10 


[Arabidopsis thaliana] 




Seq. No. 


27420 




Seq. ID 


OJ000150_22.0124 


.C89 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.0124.C89 


. o4.gs 


Method 


GENSCAN 




Start 


15221 




-End 


16036 




GI 


none 




Score 


.81 




Exons 


15221. .15436, 15469. 


.15801, 


15803.. 16036 





27372 




Seq. No. 


O *7 A O A 

Z f QZv 




Seq. ID 


OJUUUlbU ZZ.ULZ*t 


. cyy 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


ATftflni CA OO A1 O /I PQQ 

OJUUUlbU ZZ . U124 . Coy . 


OZ . tc 


Method 


TBLASTX : Cress 




Start 


lbbbo 




End 


lb / bo 




GI 


none 




Score 


O A O 

zUo 




Exons 


lbbbo . . 1 0 /bo 










Seq. No. 


z / 4 Z U 




Seq. ID 


/^TAAAI CA O O A 1 O ^ 

OJUUUlbU ZZ.V1Z4 


. Cby 


Gene No. 


. 56720 




Strand 






Start 


7565 




End 


18215 




Name 


r\ innn i ca o o a 1 o /l poo 
OJUUUlbU zz.UlZ4.Loy. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


lbbbo 




End 


15952 




GI 


none 




Score 


109 




Exons 


lOODO . . 10 / bo, 13DJ4 . . 


lb / yb, 


15803. .15937, 15809.. 15952 




Seq. No. 


z /4zU 




Seq. ID 


OJ000150_22:0124 


. Co y 


Gene No. 


56720 




Strand 






Start 


7565 




End 


18215 




Name 


^ntaaaica oo mo/ poo 
OJUUUlbU ZZ . U ±Zh .\^oy * 


OO . ts 


Method 


TBLASTX: Soybean 




Start 






End 


15934 




GI 


none 




Score 


104 .... 




Exons 


1 C C C O ICOIO 1 C O A O 

lOOOO . . lOO 1 O, lDoUj. . 


1 C A "3 A 

lbyJ4 








Seq. No. 


o n a o a 
274zU 




Seq.' ID 


OJ000150_22.0124 


. cby 


Gene No. 


3 O / ZKJ 




Strand 






Start 


7565 




End 


18215 




Name 


OJ000150 22.-0124.C89. 


o5 . gs 


Method 


GENSCAN 




Start 


16375 




End 


18215 




GI 


none 




Score 


.87 




Exons 


16375. .16458, 17158.. 


17303, 


18209. .18215 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27421 Seq. ID 

56721 Strand 
2635 End 
OJ000150_22.0124.C90.ol.gs Method 
2635 End 
none Score 

2635.. 2738, 2854.. 2911, 3056.. 3159, 3191.. 3314, 4174 

4624. .4955, 4989. .5105, 5715. .5875, 6653. .6850, 7561 

7825. .7987, 8446. .8506, 8528. .8706, 9446. .9524 



OJ000150_22.0124.C90 
+ 

9768 
GENSCAN 
9524 
.81 



.4226, 
,7744, 



27421 Seq. ID 

56721 Strand 

2635 End 

OJ000150_22.0124.C90.ol.gp Method 

8449 End 

1382 1.R1084 Score 



OJ000150_22.0124.C90 
+ 

9768 
AAT/GAP 
9768 
886 



8449. .8527, 8654. .8706, 8844. .8910, 9463. .9768 

1 3402817/emb | CAA07704 | 3.0e-21 (AJ007829) lacZ ' f [Cloning vector 
pGreen] 1 



27421 Seq. ID 

56722 Strand 

10194 End 

OJ000150_22 . 0124 . C90 . o2 . gp Method 

9862 End 



OJ000150_22.0124.C90 

10974 

AAT/GAP 

10974 



27373 



GI " 896^1. R108'4 ^ Score 1894 

Exons 9862.. 10050, 10160.. 10974 

GI Descrip. • 34028 17 /emb | CAA07 704 | 3.0e-21 (AJ007829) lacZ' 1 [Cloning vector 
pGreen] 1 



Seq. No. 


27421 




Seq. ID 


OJ000150_22.0124 


.C90 


Gene No. 


56722 




Strand 


- 




Start 


10194 




End 


10974 




Name 


OJ000150^22.0124 .C90 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10194 




hnci 






GI 


none 




Score, 


399 




Exons 


10194. .10484, 10198. 


.10485 








Seq. No. 


27421 




Seq. ID 


OJ000150_22.0124 


.C90 


Gene No. 


56722 




Strand 


- 




Start ' 


10194 




End 


10974 




Name 


OJ000150 22.0124.C90 


. o2.gs 


Method 


GENSCAN 




Start 


10194 


End 


10904 




f T 


none 




Score 


.99 




Exons 


10194. .10904 










Seq. No. 


27421 




-Seq. ID 


OJ000150_22.0124 


.C90 


Gene No., 


56722 




Strand 






Start 


10194 




'■ End 


10974 




Name 


OJ000150 22.0124.C90 


. ol.np 


Method- 


AAT/NAP 




Start 


10197 




End 


10904 




GI 


3885892 




Score 


1181 




Exons 


10197. .10904 










GI Descrip. 


(AF093634) photosystem-1 F 


subunit precursor [Oryza sativa] 


Seq. No. 


27421 




Seq. ID 


OJ000150_22.0124 


.C90 


Gene No. 


56722 




Strand 






Start 


10194 




End 


10974 




Name 


OJ000150 22.0124.C90 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


10197 




End 


10664 




GI 


none 




Score 


665 




Exons 


10197. .10664, 10198. 


.10662 








Seq. No. 


27421 




Seq. ID 


OJ000150_22.0124 


.C90 


Gene No. 


56722 




Strand 






Start 


10194 




End 


10974 




Name 


OJ000150 22.0124.C90 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10201 




End 


10670 




GI 


none 




Score 


437 




Exons 


10201. .10662, 10212. 


.10670 








Seq. No. 


27421 




Seq. ID 


OJ000150_22.0124 


.C90 


Gene No. 


56722 




Strand 






Start 


10194 




End 


10974 




Name 


OJ000150 22.0124.C90 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10212 




End 


10670 




GI 


none 




Score 


457 




Exons 


10212. .10670, 10213. 


.10662 








Seq. No. 


27422 




Seq. ID 


OJ000150_22.0124 


.C91 


Gene No. 


56723 




Strand 


+ 




Start 


72 




End 


1246 





27374 




Name 


OJ000150 22.0124.C91 


.ol.gs 


-Method 


GENS CAN 






Start 


72 




End 


1246 






GI 


none 




Score 


.49 






Exons 


72. .119, 829. .1026, 


1058. .1246 








Seq. No. 


27423 




beq. iu 


OJ000150_29. 


0124 


.CI 


Gene No. 


rf TO/1 

DO /24 




btrana 








Start 


670 






906 






Name 


OJ000150 29. 0124. CI. 


ox . tw 




TBLASTX: Wheat 




Start 


181 




End 


510 






GI 


none 




Score 


144 






Exons 


181. .267, 319. .510 












Seq. No. 


27423 




beq. iu 


OJ000150_29. 


0124 


.CI 


Gene No. 


C C 1 O A 

5 67z4 












Start 


670 






906 






Name 


OJ000150 29. 0124. CI. 


ol . tm 


ne tnou 


TBLASTX: Maize 




Start 


235 




End 


624 






GI 


none 




Score 


94 






Exons 


235. .267, 334. .624, 


4 Do . . DID 










Seq. -No. 


27423 




beq. lu 


ojuuuiou zy, 


U1Z4 


.CI 


Gene No . 


od/24 




Strand 








Start 


670 






906 ' 






Name 


OJ000150 29. 0124. CI. 


ol . gs 


jut-. 4- 1— Ay -] 

Metnoa 


GENSCAN 






Start 


670 




End 


906 






GI 


none 




Score 


.94 






Exons 


670.. 906 












Seq. No. 


27424 




Seq. ID 


OJ000150_29. 


0124 


.C2 


Gene No. 


56725 




Strand 


T 






Start 


90 




End 


969 






Name 


OJ000150 29. 0124. C2. 


ol . gs 


Method ■ 


GENSCAN 






Start 


90 




End 


969 






GI 


none 




Score 


.5 






Exons 


90. .112, 913. .969 












. Seq. No. 


27425 




beq. id 


OJ000150_29. 


0124 


.C3 


. Gene No. 


C H T O C 




Strand 


+ 






Start 


731 




tna 


844 






Name 


OJ000150 29. 0124. C3. 


ol . gs 


lUT^i 4- V\ /"n /*) 


GENSCAN 






Start 


731 




Htna 


844 






GI 


none 




Score 


.74 






Exons 


.731. .844 












Seq. No. 


27426 




beq. ID 


OJ000150_29. 


0124 


.C4 


Gene No. 


56727 




Strand 


+ 






Start 


1 




End 


774 






Name 


OJ000150 29. 0124. C4. 


61 . np 


Method 


AAT/NAP 






Start 


1 




End 


774 






GI 


4206306 




Score 


695 






Exons 


1. .774 












GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


27426 




Seq. ID 


OJ000150_29. 


0124 


.C4 


Gene No. 


56727 




Strand 








Start 


• 1 




End 


774 







27375 



Name OJ000150_29.012/4 .C4 . o2 . tm 

Start 7 

GI none 

Exons 7.. 228, 87.. 227 

Seq. No. 27426 

Gene No. 56727 

Start 1 

Name OJ000150_29. 0124 ,C4 . ol . gs 

Start 61 

GI none 

Exons 61 . . 550 



Method TBLASTX : Mai ze 
End 228 
Score 209 



Seq. ID OJ000150_29.0124.C4 

Strand + 

End 774 

Method GEN SCAN 

End 550 

Score .47 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27426 
56727 
1 

OJ000150_29.0124.C4 .ol.tw 
70 

none 

70. .459, 114.. 281, 336.. 455 

27426 
56727 
1 

OJ000150_29.0124.C4.ol.tm 
229 
none 

229. .591, 321. .383, 402. .590, 415. .606 



OJ000150_29.0124.C4 
+ 

774 

TBLASTX: Wheat 

4.59 

254 



Seq. ID OJ000150_29.0124.C4 
Strand 
End 

.Method 
End 
Score 



-f 

774 

TBLASTX: Maize 

606 

352 



27426 
56727 
1 

OJ000150_29.0124.C4 .ol.ts 

232 

none 

232.. 372, 261.. 365, 382.. 603 

27427 
56728 
426 

OJ000150_29. 0124 .C7 . ol . gs 

426 

none 

426. .613 



Seq. ID OJ000150_29.0124.C4 



Strand 
End 

Method 

End 

Score 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



+ 

774 

TBLASTX : Soybean 

603 

89 



OJ000150_29.0124.C7 
+ 

613 

GENSCAN 
613 
. 96 



Seq. No. 27428 Seq. ID 

Gene No. 56729 Strand 

Start 71 End 

Name OJ000150_29. 0124 .C8 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 168 



OJ000150_29.0124.C8 
+ 

168 

GENSCAN 

168 

.78 



Seq. No. 27429 Seq. ID 

Gene No. 56730 Strand 

Start 1 . End 

Name OJ000150 29.0124 .C9.ol.np Method 



OJ000150_29.0124.C9 
707 

AAT/NAP 



27376 




Start 


1 - 


End 


707 




GI 


5902445 


Score 


758 




Exons 


1. .707 








GI Descrip. 


(AB030283) GAG-POL precursor JOryza sativa] 




Seq. No. 


27429 


Seq. ID 


OJ000150_2 9. 0124 


.C9 


Gene No. 


56730 


Strand 






Start 


1 


End 


707 




Name 


OJ000150 29 . 0124 . C9 . o2 . tm 


Method 


TBLASTX : Maize 




Start 


1 


End 


354 




GI 


none 


Score 


91 




Exons 


1..354, 11. .193, 162..320 








Seq. No. 


27429 


Seq. ID 


/-» -r /-\ a a i cia on a i a /i 

0 JO 0015 0_2 9.0124 


.C9 


Gene No. 


56730 


Strand 






Start 


1 


End 


/U / 




Name 


OJ000150 29 . 0124 . C9 . ol . gs 


Method 


GENSCAN 




Start 


61 


End 


600 




GI 


none 


Score 


.42 




Exons 


61 . .600 








Seq. No. 


27429 


Seq. ID 


OJ000150 29.0124 


.C9 


Gene No. 


56730 


Strand 






Start 


1 


End 


707 




Name 


OJ000150 29.0l24.C9.ol.ts 


Method 


TBLASTX: Soybean . 




Start 


85 


End 


321 




GI 


none 


Score 


69 




Exons 


85. .321, 86. .193 








Seq. No. 


27429 


Seq. ID 


OJ000150_29. 0124 


.C9 


Gene No. 


56730 


Strand 






Start 


1 


T-l J 

End 


1 A T 

707 




Name 


OJ000150 29 . 0124 . C9 .ol . tw 


Method 


TBLASTX : Wheat 




Start 


94 


End 


513 




GI 


none 


Score 


96 




Exons 


n A E 1 O A r- 1 A /T TOT C "1 O 

94. .513, 95. .196, 127. .513 








Seq. No. 


27429 


Seq. ID 


s\ T A A A 1 C A OA A1 O Jl 

OJ000150_29. 0124 




Gene No . 


56730 


Strand 


— 




Start 


1 


End 


707 




Name 


/»\ T A A A "1 C A A A A "1 A VI /"» /"\ 1 i 

OJ000150 29 . 0124 . C9 . ol . tm 


Method 


TBLASTX: Maize 




Start 


382 


End 


650 




GI 


none 


Score 


67 




Exons 


382. .543, 532. .645, 542. .646, 


tZ A O /" C A 

543 . . 650 


, 550 . . 648 




Seq. No. 


27429 


Seq. ID 


OJ000150 29.0124 


.C9 


Gene No . 




on diiu 






Start 


1 


End 


707 




Name 


OJ000150 29.0124.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


514 


End 


656 




GI 


none 


Score 


46 




Exons 


514. .546, 515. .547, 549. .656, 


550. .648 






Seq. No. 


27430 


Seq. ID 


OJ000150_29.0124 


.C10 


Gene No. 


56731 


Strand 


+ 




Start 


1 


End 


321 




Name 


OJ000150 29.0124.C10.ol.np 


Method 


AAT/NAP 





27377 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



264 
323 



3510249 
1. .264 

(AC005310) unknown protein [Arabidopsis thaliana] 



27430 Seq. ID 

56731 Strand 

1 End 

OJ000150_29. 0124. CIO. ol.ts Method 

1 End 

none Score 
1..111, 3. .110, 130. .249 

27430 Seq. ID 

56731 Strand 

1 End 

OJ000150_29. 0124. C10. ol.tc Method 

1 End 

none Score 
1..132, 3. .116, 129. .245, 130. .252 

27430 Seq. ID 

56731 Strand 

1 End 

OJ000150_29.0124.C10.ol.tm Method 

21 End 

none Score 

21. .116, 22. .132, 120. .248, 121. .252 

27430 Seq. ID 

56731 Strand 

1 End 

OJ000150_29. 0124. C10. ol.gs Method 

40 End 

none Score 
40. .321 



OJ000150_29. 0124. C10 
+ 

321 

TBLASTX: Soybean 

249 

128 



OJ000150_29. 0124. C10 
+ 

321 

TBLASTX: Cress 

252 

141 



OJ000150_29. 0124 .C10 
+ 

321 

TBLASTX: Maize 

252 

141 



OJ000150_29. 0124. C10 
+ 

321 

GENSCAN 

321 

.95 



Seq. No. 27431 T. . Seq. ID 

Gene No. 56732 Strand 

Start 76 End 

Name OJ000150_29 . 0124 . C12 . ol . gs Method 

Start 76 End 

GI none Score 

Exons '76.. 187 



OJ000150_29.0124.C12 
+ 

187 

GENSCAN 

187 

.98 



Seq. No. 27432 Seq. ID OJ000150_29 . 0124 . C13 

Gene No. 56733 Strand + 

Start 1 End 375 

Name OJ000150_29. 0124 .C13 .ol .np Method AAT/NAP 

Start 1 End 375 

GI 6063554 Score 238 

Exons 1..98, 203.. 375 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



27432 



Seq. ID OJ000150_29.0124.C13 



27378 




Gene No. . 


56734 


Strand 




Start 


106 


End 


1381 


Name 


OJ000150 29.0124.ci3.ol.gs 


Method 


GEN SCAN 


Start 


106 


End 


1381 


GI 


' none 


Score 


.93 


Exons 


106. .230, 434. .536, 593. .794 


, 1010.. 1381 


Seq. No. 


27432 


Seq.- ID 


OJ000150_29.0124 .C13 


Gene 'No. 


56734 


Strand 




Start 


106 


End 


1381 


Name 


OJ000150 29 . 01^4 . Clo . ol . gp 


Method 


AAT/GAP 


- Start 


733 


End 


989 


GI 


61605 3.R1084 


Score 


438 


Exons 


733. .989 






GI Descrip. 


»1402920/emb|CAA66965| 2.0e- 


20 (X98321) peroxidase [Arabidops 




thaliana] 1 






Seq. No. 


27433 


Seq. ID 


OJ000150 29.0124.C14 


Gene No. 


56735 


Strand 


- 


Start 


14 


End 


1012 


Name 


OJ000150 29.0124.C14.ol.gs 


Method 


GEN SCAN 


Start 


14 


End 


1012 


GI 


none 


Score 


.52 


Exons 


14. .74, 927. .1012 






*3 Seq. No. 


27434 


Seq. ID 


OJ000150_29.0124.C15 


.;f! ^ Gene No. 


56736 


Strand 


+ 


«il Start 


120 


' End 


622 


=="[ Name 


OJ000150 29.0124.C15.ol.gs 


Method 


GEN SCAN 


£ i Start 


120 


End 


622 


a y gi 


none 


Score 


.9 


•s3 Exons 


120. .295, 604. .622 






r\l 

! s " Seq. No. 


27435 


Seq. ID 


OJ000150_29.0124.C16 


*]=.. Gene No. 


56737 


Strand 


+ 


;; s ! Start 


687 


End 


818 


Name 


OJ000150 29.0124.C16.ol.gs 


Method 


GEN SCAN 


H= Start 


687 


End 


818 


O GI 


none 


Score 


.53 


r=: Exons 


687. .818 






Seq. No. 


27436 


Seq. ID 


OJ000150_29.0124.C19 


Gene No. 


56738 


Strand 




Start 


1 


End 


685 


Name 


OJ000150 29.0124.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


400 


;% " " GI 


5922636 


Score 


115 


Exons 


1..57, 267. .400 






GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] gi | 6016869 | dbj | BAA85212 . 1 1 (AP000570) ESTs 




C99517 (E20319) , AU078130 (E20319) correspond to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


27436 


Seq. ID 


OJ000150_29.0124 .C19 


Gene No. 


56738 . 


Strand 




Start 


1 


End 


685 



27379 



Name 

Start 

GI 

Exons 



OJCHD0150_29 . 0124 . C19 . ol . gs Method 

266 End 

none Score 
266. .685 



GEN SCAN 

685 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



27437 
56739 
203 

OJ000150_29.0124.C24.ol.gs 

203 

none 

203. .394, 541. .691, 774.. 1405 

27438 
56740 
53 

OJ000150_29.0124.C25.ol.gs 
53 

none 
53. .664 



Seq. ID OJ000150_29.0124.C24 
Strand 

End 14 05 

Method GENSCAN 

End 1405 

Score .82 



Seq. ID OJ000150_29.0124.C25 

Strand 

End 664 

Method GENSCAN 

End 664 

Score , .69 



Seq. ID OJ000150_29.0124.C27 

Strand ■ ' - 

End 240 

Method AAT/GAP 

End 24 0 

Score 318 



27439 
56741- 
41 

OJ000150_29.0124.C27.ol.gp 
41 

61S05_3.R1084 
41. .240 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



27439 
56742 
595 

OJ000150_29.0124.C27.ol.np 
595 

6063554 
595.-686 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 <E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000150_29.0124.C27 
Strand 

End 68 6 

Method AAT/NAP 

End 686 

Score 139 



27440 

56743. ■'■■". J -* 
1 

OJ000150_29.0124.C29.ol.np 
1 

100484 

1..314, 376. .773, 2049. .2076 
hypothetical protein - garden snapdragon 



Seq. ID OJ000150_29.0124.C29 

Strand +.■*■■ 

End 3318 

Method AAT/NAP 

End 2076 

Score 54 0 



27440 
56743 
1 

OJ000150_29.0124.C29.ol.ts 
1 

none 



Seq. ID OJ000150_29.0124.C29 

Strand + 

End 3318 

Method TBLASTX : Soybean 

End 210 

Score 222 



27380 




-Exons ' 1..210, 6.. 131 



Seq. No. 


27440 


Seq. ID 


ojuuuiou ^y. 


012.4 


.C29 


Gene No. 


56743 


Strand 


+ 






Start 


1 


End 


3318 






Name 


OJ000150 29.0124.C29.ol.gs 


Method 


GENS CAN 






Start 


181 


End 


3318 






GI 


none 


Score 


.59 






Exons 


181. .393, 1083.. 1124, 1538. .1625, 2433 


..2564, 2653. 


.2985, 




3199.. 3318 










Seq. No. 


27440 


Seq. ID 


OJ000150_29. 


0124 


. cz y 


Gene No. 


56743 


Strand 


+ 






Start 


1 


End 


3318 






Name 


OJ000150 29.0124.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


377 


End 


736 






GI 


none 


Score 


139 






Exons 


377. .580, 379.-579, 616. .705, 


617. .736 








Seq. No. 


27441 


Seq. ID 


OJ000150_29. 


0124 


. C30 


Gene No. 


56744 


Strand 


+ 






Start 


213 


End 


1853 






Name 


OJ000150 29.0124.C30.ol.gs 


Method 


GENS CAN 






Start 


213 


End 


1853 






GI 


none 


Score 


.5 






Exons 


213. .400, 478. .1853 










Seq. No. 


-.^27442 


Seq. ID 


OJ000150_29. 


0124 


.C31 


Gene No. 


56745 


Strand 


+ 






Start 


290 


End 


1384 






Name 


OJ000150 29.0124.C31.ol.gs 


Method 


GENS CAN 






Start 


290 


End 


1384 






GI 


none 


Score 


.68 






Exons 


290. .439, 873. .956, 1126. .1260, 1304.. 


1384 






Seq. No. 


27443 


Seq. ID 


OJ000150_29. 


0124 


.C32 


Gene No. 


56746 


Strand 


+ 






Start 


1180 


End 


1674 






Name 


OJ000150 29.0124.C32.ol.np 


Method 


AAT/NAP 






Start 


1180 


End 


1674 






GI 


5902448 


Score 


421 






Exons 


1180. .1674 










GI Descrip. 


(AB030283) orf3 [Oryza satiya] 










Seq. No. 


27443 


Seq. ID 


OJ000150 29. 


0124 


.C32 


Gene No. 


56747 


Strand 


+ 






Start 


10528 


End 


10770 






Name 


OJ000150 29.0124.C32.o3.gs 


Method 


GENSCAN 






Start 


10528 


End 


10770 






GI 


none 


Score 


.42 






Exons 


10528.. 10770 










Seq. No. 


27443 


Seq. ID 


OJ000150_29. 


0124 


.C32 


Gene No. 


56748 


Strand 


+ 






Start . 


11886 


End 


15093 






Name 


OJ000150 29.0124.C32.o4.gs 


Method 


GENSCAN 






Start 


11886 


End 


15093 







27381 



GI none - Score .7 

Exons 11886. .12205, 12471 .. 12486, 12529 1287 6, 12934 13011, 

13076. .13282, 13355 .. 13430, 13519 .. 13582 , 13589. .14501, 

14602. .15093 



Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56749 








Strand 






Start 


5499 








End 


7337 




Name 


OJ000150 29 


.0124 


.C32.o2 


.np 


Method 


AAT/NAP 




Start 


5028 








End 


7262 




(~1T 


JJlUt. JU 








Score 


1472 




Exons 


5028. .5052, 


5566 


. .7262 










GI Descrip. 


(AC005310) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56749 








Strand 






Start 


5499 








End 


7337 




Name 


OJ000150 29 


.0124 


.C32.o2 


.gs 


Method 


GENSCAN 




jLalL 


J *a j j 








End 


7337 




GI 


none 








Score 


1 




Exons 


5499. .7337 














Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


0124 


. J £. . \J£. 




Method 


TBLASTX: Cress 




JLdl L. 










End 


5892 




GI 


none 








Score 


109 




Exons 


. 5568. .5690, 


5575 


. .5691, 


5688. 


.5891, 5704. .5892 




Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 


.C32.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


5568 








End 


5751- 




GI 


none 








Score 


145 




Exons 


5568. .5699, 


5572 


. .5700, 


5688. 


.5750, 5704. .5751 




Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 


.C32.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


5571 








End 


5886 




GI 


none 








Score 


150 




Exons 


5571. .5690, 


5709 


. .5885, 


5710. 


.5886 







Seq. No. 27443 

Gene No. 56750 

Start 13688 

Name OJ000150_29. 0124 .C32 .ol . tw 

Start 5730 

GI none 

Exons 5730.. 5891, 5730.. 6074, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5731. .6072 



OJ000150_29.0124.C32 
15592 

TBLASTX: Wheat 

6074 

144 



Seq. No. 
Gene No. 
Start 



27443 
56750 
13688 



Seq. ID 

Strand 

End 



OJ000150 29.0124.C32 



15592 



27382 




Name"" 1 ' 


OJ000150 29 


.0124 . 


C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5751 








End 


6129 




GI 


none 








Score - 


220 




Exons 


5751. .5954, 


5752. 


.5955, 


5956. 


.6129, 5958. .6128 




Seq. No. 


27443 








Seq. ID 


OJ000150 29.0124 


.C32 


Gene No . 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 . 


C32.o4 


♦ ts 


Method . 


TBLASTX : Soybean 




Start 


5943 








End 


6284 




GI 


none 








Score 


78 




Exons 


5943. .6083, 


6087. 


.6176, 


6195. 


.6284 






Seq. No. 


27443 








' Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 . 


C32.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


6369 








End 


6686 




GI 


none 








Score 


122 




Exons 


6369. . 6686, 


6517. 


. 6672 










Seq. No. 


27443 








Seq. ID 


OJ000150 29.0124 


-C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124. 


C32.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6489 








End 


6908 




GI 


none 








Score 


203 




Exons 


6489. .6908, 


6526. 


.6900 










Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Q@ne No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 . 


C32.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6582 








End 


7239 




GI 


none 








Score 


88 




Exons 


6582. .6689, 


6589. 


.6675, 


6723. 


.7238, 6724. .7239 




Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


;C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


■15592 




Name 


OJ000150 29 


.0124 . 


C32.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6736 








End 


7242 




GI 


none 








Score 


256 




Exons 


6736. .7242, 


6753. 


.7241 










Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


OJ000150 29 


.0124 . 


C32.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8531 








End 


8920 




GI 


none 








Score 


221 




Exons 


8531. .8821, 


8539. 


.8667, 


8888. 


.8920 






Seq. No. 


27443 








Seq. ID 


OJ000150_29.0124 


.C32 


Gene No. 


56750 








Strand 






Start 


13688 








End 


15592 




Name 


. OJ000150 29 


.0124. 


C32.o2 


,tw 


Method 


"TBLASTX: Wheat 





27383 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8645 - End 

none Score 

8645. .8836, 8888.". 8974 

27443 Seq. ID 

56750 Strand 

13688 End 
OJ000150_29.0124.C32.o5.tm Method 

9111 End 

none Score 



8974 
144 



OJ000150_29.0124 .C32 
15592 

TBLASTX: Maize 

9383 

173 



9111.. 9287, 9125.. 9202, 9225.. 9.296, 9282.. 9383 



27443 
56750 
13688 

OJ000150_29.0124.C32.o4.np 
13688 
6322068 

13688. .13848, ' 15332 
(putative) invovled 



OJ000150 29.0124.C32 



Seq. ID 
Strand 

End 15592 

Method AAT/NAP 

End 15592 

Score 40 ■ 
.15430, 15553.. 15592 

in control of DNA replication; Simlp 



gi|731867|sp|P40472|SIMl_YEAST SIM1 PROTEIN 

gi 1 1077757 |pir | IS49886 probable membrane protein YIL123w - yeast 
(Saccharomyces cerevisiae) gi | 599994 | emb | CAA8 68 69 | (Z4 6833) 
unknown [Saccharomyces cerevisiae] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27444 Seq. ID 

56751 Strand 

144 End 
OJ000150_29.0124.C33.ol.gs Method 

144 End 

none Score 

144.. 232, 866.. 1006, 1323.. 1488 



OJ000150_29,0124 .C33 

1610 
GENSCAN 
1488 
.71 



Seq. No. 


27444 


Seq. ID 


OJ000150_29.0124 


.C33 


Gene No. 


56751 


Strand 






Start 


144 .. 


End 


1610 




Name 


OJ000150 29.0124.C33.ol.np 


Method 


AAT/NAP 




Start 


729 


End 


1610 




GI 


4206306 


Score 


635 




Exons 


729.. 1610 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. . 


27444 


Seq. ID 


OJ000150_29.0124 


.C33 


Gene No. 


56751 


Strand 






Start 


144 


End 


1610 ' 




Name 


OJ000150 29.0124.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


738 


End 


1296 




GI 


none 


Score 


101 




Exons 


738. .863, 982. .1149, 1177.. 


1296 







Seq. No. 27444 Seq. ID 

Gene No. 56751 Strand 

Start 144 End 

Name OJ000150_29 . 0124 . C33 . o2 . tm Method 

Start 985 End 

GI none Score 

Exons 985.. 1251, 1010.. 1069, 1148.. 1249 



OJ000150_29.0124.C33 
1610 

TBLASTX: Maize 
1251 

42 - 



27384 




06(4. NO. 


9*7 AAA Q»rr T D 


o.Tfinm SO ?Q 01 ?4 


Gene No. 


56751 Strand 




Start 


144 End 


1610 


Name 


OJ000150 29.0124.C33.ol.tm Method 


TBLASTX: Maize 


Start 


1267 End 


1552 


GI 


none Score 


99 


Exons 


1267. .1458, 1282. .1551, 1283.. 1471, 14 


90. .1552 


oeq. wo. 


OlAA^i Q&n Tn 

£ 1 H H D OC^. XU 


OJ0001S0 29 0124 C34 


Gene No. 


56752 Strand 


+ ~ . 


Start 


709 End 


1268 


Name 


OJ000150 29.0124.C34.ol.gs Method 


GENSCAN 


Start 


709 End 


1268 


GI 


none Score 


.44 


Exons 


709. .825, 1078. .1268 




Seq. No. 


27446 Seq. ID 


OJ000150_29.0124.C35 


Gene No. 


56753 Strand 




Start 


77 End 


1674 


NT a m 0 


OJ000150 29.0124.C35.ol.np Method 


AAT/NAP 


Start 


77 End 


1674 


GI 


6063554 Score 


281 


Exons 


77. .251, 868. .898, 1555. .1674 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (-E04 64 ) 


correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 




Seq. No. 


27446 Seq. ID 


OJ000150_29.0124.C35 


Gene No. 


56753 Strand 




otaru 


77 End 


1674 


Name 


OJ000150 29.0124.C35.ol.gp Method 


AAT/GAP 


Start 


237 End 


650 


GI 


2428185 Score 


661 


Exons 


237. .650 




GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 


indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. ' No. 


27446 Seq. ID 


OJ000150_29.0124.C35 


Gene No. 


56753 Strand 




Cf a r-+- 

Otalt 


77 End 


1674 


Name 


OJ000150 29.0124.C35.o2.gp Method 


AAT/GAP 


Start 


666 End 


91S. 


GI 


101153 1.R1084 Score 


373 


Exons 


666.. 915 




GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone: t 17804 1 


oeq. wo. 


27447 Seq. ID 


OJ000150_29.0124.C37 


Gene No. 


56754 Strand 




Start 


315 End 


438 


Name 


OJ000150 29.0124.C37.ol.gs Method 


GENSCAN 


Start 


315 End 


438 


GI 


none Score 


.76 


Exons 


315. .438 




Seq. No. 


27448 Seq. ID 


OJ000150_29.0124.C38 



27385 




Gene No . 


OD/OO 


btrana 






Start 


200 


End 


703 




Name 


OJ000150 29.0124.C38.ol.gs 


Method 


GENSCAN 




Start 


200 


End 


703 




GI 


none 


Score 


.93 




Exons 


200. .375, 685. .703 








Seq. No. 


27449 


Seq. ID 


OJ.000150_2S.0124 


,C42 


Gene No. 


56756 


Strand * 


+ 




btart 


1 


End 


O U 




Name 


OJ000150 29.0124.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


609 




GI 


6721512 


Score 


77 




Exons 


1. .214, 243. .339, 547. .609 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27449 


Seq. ID 


OJ000150_29.0124 


.C42 


Gene No. 


56756 


Strand 


+ 




Start 


1 


End 


609 




Name 


OJ000150 29.0124.C42.ol.gs 


Method 


GENSCAN 




Start 


111 


End 


440 




GI 


none 


Score 


.45 




Exons 


111. .214, 355. .440 








Seq. No. 


27450 


Seq. ID 


OJ000150_29.0124 


.C43 


Gene No. 


56757 


Strand 






Start 


379 


End 


658 




Name 


OJ000150 29.0124.C43.ol.np 


Method 


AAT/NAP ' 




Start . 


379 


End 


658 




GI 


3510249 


Score 


314 




Exons 


379. .658 








GI Descrip. 


(AC005310) unknown protein [Arabidopsis thaliana] 




Seq. No. 


27450 


Seq. ID 


OJ000150_29.0124 


.C43 


Gene No . 


56757 


Strand 






Start 


379 


End 


658 




Name 


OJ000150 29.0124.C43.ol.tm 


Method 


TBLASTX: Maize ■ 




Start 


382 


4 End 


622 




GI 


none 


Score 


141 




Exons 


382.. 522, 398.. 523, 523.. 621, 


527. .622 






Seq. No. 


27450 


Seq. ID 


OJ000150_29.0124 


.C43 


Gene No. 


56757 


Strand 






Start 


379 


End 


658 




Name 


OJ000150 29.0124.C43.ol.tc 


Method 


TBLASTX: Cress 




Start 


391 


End 


657 




GI 


none 


Score 


106 




Exons 


391. .516, 395. .514, 526. .657, 


527. .655 






Seq. No. 


27450 


Seq. ID 


OJ000150_29.0124 


.C43 


Gene No. 


56757 


Strand 






Start 


.379 


End 


658 




Name 


OJ000150 29.0124.C43.ol.ts 


Method 


TBLASTX : Soybean 




Start 


394 


End 


657 




GI 


none 


Score 


108 




Exons 


394. .513, 532. .657, 533. .655 









27386 



beq . INO . 


01 A ^1 

Z / fiO ± 


oeq. .-iu 


ninnm^n 9Q m oa 
uuuuuiou zy.uxz^i 


CA R 


Gene No. 


56758 


Strand 


+ 




Start 


403 


End 


521 




Name 


UJUUU1DU Z y . U ±Z4 . LrH 0 . Ol . gs 


mi^s ^ v** 


PTT MQPZiNT 
(jjtiJNbL/HN 








tna 


^91 
OZ 1 




PT 


none 


Score 


*7 Q 




Exons 


4 U J . . OZ 1 








beq. ino. 


Z / ft 


beq . iu 


nTnnm^n 9Q moA 


CA 


Gene No. 


56759 


Strand 


+ ~~ 




Start 


278 


End 


357 




Name 


PiTnnm^n oo m oa fM£ rrc 
UuUUUiOU z y . U ±Z 4 . 0 . O J. . gs 




PTT MQPZiNT 
LstiNbUHN 




otart 


Z /o 




JJ / 






none 


Score 


i q 
. / o 




Exons 


OH Q *5 c;'7 








beq. wo. 


Z / 4 jj 


beq. iu 


UJUUUIjU zy.uizfi 


CA 1 


Gene No . 


0 0 / DU 


ouranu 






OLdlL 


1 


End 


739 




Name 


OJ000150 29.0124.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


739 




GI 


6498441 


Score 


350 




Exons 


1. .739 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) . corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




beq. NO. 


27453 


Seq. "ID 


OJ000150_29.0124 


.C47 


Gene No. 


56760 


Strand 






Start 


1 


End 


739 




Name 


OJ000150 29.0124.C47.ol.gs 


Method 


GENSCAN 




otart 


69 


End 


547 




CT 
KjX 


none 


Score 


.92 




Exons 


69. .547 








beq. no. 


27453 


Seq. ID 


OJ000150_29.0124 


.C47 


Gene No. 


56760 


Strand 






Start 


1 


End 


739 




Name 


OJ000150 29.0124.C47.ol.tw 


Method 


TBLASTX: Wheat 




b car l 


432 


End 


707 






none 


Score 


88 




Exons 


432. .707, 433. .666 








beq. no. 


27454 


Seq. ID 


OJ000150_29.0124 


.C48 


Gene No . 


56761 


Strand 








57 


■ End 


109 




Name 


OJ000150 29.0124.C48.ol.gp 


Method 


AAT/GAP 




Start 


57 


End 


109 






28928 1.R1084 


Score 


54 




Exons 


57. .109 








GI Descrip. 


'3860323/emb|CAA10129| 6.0e- 


-10 (AJ012688) hypothetical ] 


prot< 




^ [Cicer arietinum] 1 








Seq. • No. 


27455 


Seq. ID 


OJ000150_29.0124 


.C49 


Gene No. 


56762 


Strand 






Start 


107 


End * 


812 




Name 


OJ000150 29.0124.C49.ol;gs~ 


Method 


GENSCAN 





27387 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107 End 

none Score 

107. .316, 354. .812 

27456 , Seq. ID 

56763 Strand 

54 End 
OJ000150_29 . 0124 . C52 . 61 . gs' Method 

54 End 

none Score 
54.. 197 



812 
.46 



OJ000150_29.0124.C52 
197 

GENSCAN 

197 

.64 



29.0124.C53 



27457 Seq. ID OJ000150_ 

56764 Strand + 

1 End 638 

OJ000150_29.0124.C53.ol.np Method AAT/NAP 
1 End 638 

6721561 Score 174 

1..201, 500. .638 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27457 
56765 
34 

OJ000150_29.0124.C53.ol.gs 

34 

none 
34. .451 

27458 
56766 
1 

OJ000150_29.0124.C54.ol.np 
1 

5902448 
1. .472 

(AB030283) orf3 [Oryza sativa] 

27459 
56767 
179 

OJ000150_29.0124.C55.ol.gs 
179 
none 

179. .256, 321. .527, 600. .675, 764. .873 



OJ000150_2 9. 0124.C53 
451 

GENSCAN 

451 

.53 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_29.0124.C54 
472 

AAT/NAP 

472 

399 



Seq. -ID; Oj000150_29.0124.C55 
Strand + 

873 

GENSCAN 
873 
.7 



End 

Method 

End 

Score 



27460 Seq. ID 

56768 Strand 

1 End 
OJ000150_29.0124.C56.ol.np Method 

1 End 

5922636 Score 
1..181, 476..707 



OJ000150_29.0124 .C56 
+ 

707 

AAT/NAP 

707 

282 



27388 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) ESTs C99517 (E20319).,'AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



27460 Seq. ID 

56768 Strand 

1 End 
0 J000150_2 9 . 0124 . C5 6 . ol . gs Method 

191 End 

none Score 
191. .610 



OJ000150_29.0124.C56 
+ 

707 

GEN SCAN 

610 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 



27461 
56769 
48 

OJ000150_29.0124.C57.ol.gs 
48 

none 

48. .213, 422. .492 
27462 

56770 ■ ' 

234 

OJ000150_29.0124.C59.ol.gs 

234 

none 

234. .284, 318. .371, 463. .567 



Seq. ID OJ000150_29.0124.C57 

Strand + 

End 4 92 

Method GENSCAN 

End 4 92 

Score .41 



Seq. ID OJ000150_29.0124.C59 
Strand 

End 567 

Method GENSCAN 

End 567 

Score .48 



27463 
56771 
1 

OJ000150_29.0124.C62.ol.np 
1 

3510251 
1..594 

(AC005310) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000150_29.0124.C62 
Strand 

594 

AAT/NAP 
594 
341 



End 

Method 

End 

Score 



27463 
56771 
1 

.OJ00015Q_29.0124.C62.ol.gs. 
262 
none 

262. .534 



Seq. ID OJ000150_29.0124 .C62 
Strand 

End 594 

.Method -GENSCAN 1 " 

'End 534 

Score .96 



Seq. No. 27463 

Gene No. 56771 

Start 1 

Name OJ000150_29 . 0124 . C62 . ol . ts 

Start 265 

GI none 

Exons 265.. 585, 413.. 583 

Seq. No. 27464 

Gene No. 56772 



Seq. ID OJ000150_29.0124.C62 

Strand 

End 594 

Method TBLASTX : Soybean 

End 585 

Score 127 



Seq. ID OJ000150_29.0124.C63 
Strand 



27389 



Start 


518 ■? ■ 


End 


597 




Name 


OJ000150 29.0124.C63.ol.gs 


Method 


GEN SCAN 




Start 


518 


End 


597 




GI 


none 


Score 


.84 




Exons 


518. .597 








Seq. No. 


27465 


Seq. ID 


OJ000150_29. 


0124. C64 


bene wo . 


t; cm 

DD / / J 




r 
i 




Start 


451 


End 


705 




Name 


OJ000150 29.0124.C64.ol.gs 


Method 


GENSCAN 




Start 


451 


End 


705 




GI 


none 


Score 


.86 




Exons 


451.. 658, 681.. 705 








Seq. No. 


27466 


Seq. ID 


OJ000150_29. 


0124. C66 


Gene No. 


56774 


Strand 


+ 




Start 


305 


End 


692 




Name 


OJ000150 29.0124.C66.ol.gp 


Method 


AAT/GAP 




Start 


305 


End 


692 




GI 


uC-osflcyp033a04bl 


Score 


571 




Exons 


305. .692 








GI Descrip. 


•6016845/dbj I AP0005.70 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome -1, ' clone : P0711E10 ' v;; ;'. 






Seq. No. 


27466 


Seq. ID 


QJ000150 29. 


0124. C66 


bene no . 


56774 


Strand 


+ 




Start 


305 


End 


692 




Name 


OJ000150 29.0124.C66.ol.gs 


Method 


GENSCAN 




Start 


410 


End 


475 




GI 


none 


Score 


.47 




Exons 


410. .475 








Seq. No. 


27466 


Seq. ID 


OJ000150_29. 


0124. C66 


Gene No. 


56775 


Strand 






C +- a r-h 
OLaiu 


233 


End 


693 




Name 


OJ000150 29.0124.C66.ol.np 


Method 


AAT/NAP 




Start 


233 


End 


693 




GI 


4680186 


Score 


196 




Exons 


233. .438, 666. .693 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


27467 


Seq. ID 


OJ000150. 29. 


0124. C67 - 


bene, no.- 


56776- 


- Strand 


.+ 




Start 


125 


End 


403 




Name 


OJ000150 29.0124.C67.ol.gs 


Method 


GENSCAN 




Start 


125 


End 


403 




GI 


none 


Score 


.72 




Exons 


125. .403 








Seq. No. 


27468 


Seq. ID 


OJ000150_29. 


0124. C68 


Gene No. 


56777 


■ Strand 


+ 




Start 


1 


End 


722 





Name OJ000150_29 . 0124 .C68 . ol .np Method AAT/NAP 

Start 1 End 722 

GI 5902444 Score 299 

Exons 1..722 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



27390 



Qoo* Mo 
o e tj • IN U • 


i *» D O 




JC\| • -L U 


ojnnm ?q m ?4 




Gene No . ■ 


56777 




Strand 


+ _ 




Start 


1 




End 


722 




Name 


OJ000150 29.0124.C68.ol 


.gs 


Method 


GENSCAN 




Start 


122 




End 


675 




GI 


none 




Score 


.8 




Exons 


122. .326, 467. .675 










C o rr Mo 
Octj INvJ . 


974 fift 






OJ0001 R0 99 0124 




Gene ■ No . 


56777 




.Strand 


+ ~~ 




Start 


1 




End 


722 




Name 


OJ000150 29.,0124.C68.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


322 




End 


630 




GI 


none 




Score 


169 




Exons 


322. .630 










Seq. No. 


27469 




Seq. ID 


OJ000150_29.0124 


.C72 


Gene No. 


56778 




Strand 


+ 




Start 


1 




End 


-743 




Name 


OJ000150 29 0124 C72 ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


743 




GI 


4378066 




Score 


554 




Exons 


1. .743 










GI Descrip. 


(AF098806) polyprotein 


[Sorghum bicolor] 






gi | 4 680208 | gb | AAD27571 . 


1IAF114171 12 


(AF114171) polyprotein 




[Sorghum bicolor] 










Q^rr Mo 

oeq. in u • 


on A GQ 




Seq. ID 


OJ000150_29.0124 


.C72 


Gene No. 


56778 




Strand 


+ 




Start 


1 




End 


743 




Name 


OJ000150 29.0124.C72.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


107 




End 


514 




GI 


none 




Score 


211 




Exons 


107.. 328, 108.. 332, 147 


. .335, 


360. .443, 452. .514 




Con Mn 


974 fiQ 




Seq. ID 


OJ000150_29.0124 


.C72 


Gene No. 


56778 




Strand 


+ 




Start 


1 




End 


743 




Name 


OJ000150 29.0124.C72.ol 


.gs 


Method 


GENSCAN 




Start 


129 




End 


707 




GI 


none 




Score 


.66 




Exons 


129.. 305, 410.. 707 










Cpn Mo 






Seq. ID 


OJ000150_29.0124 


.C74 


Gene No. 


56779 




Strand 


+ 




Start 


277 




End 


395 




Name 


OJ000150 29.0124.C74.ol 


. gs 


Method 


GENSCAN 




Start 


277 




End 


395 




GI 


none 




Score 


.82 




Exons 


277. .395 










Seq. No. 


27471 




Seq. ID 


OJ000150_29.0124 


.C75 


Gene No. 


56780 




Strand 


+ 




Start 


302 




End 


1517 




Name 


OJ000150 29.0124.C75.ol 


.gs 


Method 


GENSCAN 




Start 


302 




End 


1517 





27391 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

S&art 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
"Start 
Name 
Start 



none Score .63 

302. .439, 722. .811, 1061. .1155, 1280.. 1517 



Seq. ID OJ000150_29.0124.C76 
Strand 

End 3268 

Method AAT/NAP 

End 3268 

Score 1084 



Seq. ID OJ000150_29.0124.C76 
Strand 

3268 

TBLASTX: Wheat 
455 
46 



End 

Method 

End 

Score 



27472 
56781 
1 

OJ000150_29.0124.C76.ol.np 
1 

4206306 

1..1388, 3245. .3268 
(AF049110) prpol [Zea mays] 

27472 
56781 
1 

OJ000150_29.0124.C76.o2.tw 
66 

none 

66. .455, 70. .189, 244. .411 

27472 
56781 
1 

OJ000150_29.0124.C76.ol.tm 
105 
none 

105. .5.63, 144. .257, 244. .438 

27472 
56781 
1 

OJ000150_29.0124.C76.ol.gs 
127 
none 

127. .1412, 1421. .1630, 1723. .1932, 1970. .2428 



Seq. ID OJ000150_29.0124.C76 
Strand 

3268 

TBLASTX: Maize. ' 
563 
51 



End " 
Method 
End 
Score 



Seq. ID OJ000150_29.0124.C76 
Strand 

3268 
GENSCAN 
2428 
.6 



End 

Method 

End 

Score 



27472 
56781 
1 

OJ000150_29.0124.C76.ol.tw 

765 

none 

765. .1196, 766. .1197 

27472 
56781 
1 

OJ000150_29.0124.C76.o3.tw 

1197 

none 

1197. .1382, 1201. .1389 

27473 
56782 
1 

OJ000150_29.0124.C77.ol.np 
1 



Seq. ID OJ000150_29.0124.C76 
Strand 

End 3268 

Method TBLASTX : Wheat 

End 1197 

.Score 174 



Seq. ID OJ000150_29.0124.C76 
Strand 

End 3268 

Method TBLASTX : Wheat 

End 1389 

Score 80 



Seq. ID OJ000150_29.0124 .C77 
Strand 

End 1708 

Method AAT/NAP 

End 1708 



27392 




GI 


5852179 


Score 


430 




Exons 


1..108, 189. .41.7, 491. .699, 


1688. .1708 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] . 






Seq. No. 


27473 


Seq. ID 


OJ000150_29. 


0124. C77 . 


Gene No. 


DO foZ 


Strand. 






Start 


1 


End 


1708 




Name 


OJ000150 29.0124.C77.ol.gs 


Method 


GENS CAN 




Start 


209 


End 


594 




GI 


none 


Score 


' .7 . 




Exons 


209. .366, 395. .594 








Seq. No. 


27474 


Seq. ID 


OJ000150_29. 


0124. C78 


Gene No.. 


56783 


Strand 


+ 




Start 


39 


End 


158 




Name 


ujuuuiou £ y . ui^4 . l / o . ox . gp 


ixie unoa 


HJ\ 1 / UAr 




Start 


39 


End 


158 




GI 


61605 3.R1084 


Score 


180 




Exons 


39. .158 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e 


-20 (X98321 


) peroxidase 


[Arabidopsi 




thaliana] ' 








Seq. No. 


27474 


Seq. ID. 


OJ000150_29. 


0124. C78 


Gene No. 


56784 


■ Strand 


+ 




OA — k 


217 


End 


3374 




Name 


OJ000150 29.0124.C78.ol.np 


Method 


AAT/NAP 




Start 


217 


End 


3374 




GI 


- 6473880 


Score 


77 




Exons • 


217.. 344, 1201.. 1522, 3120. 


.3166, 3320 


. .3374 




GI Descrip. 


(AB027890) Hypothetical protein [Schizosaccharomyces pombe] 


Seq. No. 


27474 


Seq. ID 


OJ000150_29. 


0124. C78 


Gene No. 


56785 


Strand 






Start 


177 


End 


3220 




Name 


OJ000150 29.0124.C78.ol.gs 


Method 


GENSCAN 




Start 


177 


End 


3220 






none 


Score 


.66 




Exons 


177. .586, 675. .1560, 1981.. 


2048, 2086. 


.2223, 2831.. 


2891, 




3125. .3220 








Seq. No. 


27475 


Seq. ID 


OJ000150_29. 


0124. C79 . 


Gene No . 


56786 


Strand 


.+ 




Start 


.67.7 


End '. 


2927 




Name 


OJ000150 29.0124.C79.ol.gs 


Method 


GENSCAN 




Start 


677 


End 


2927 




GI 


none 


Score 


.79 




Exons 


677. .750, 773. .1066, 1094.. 


2028, 2425. 


.2927 




Seq. No. 


27475 


Seq. ■ ID 


OJ000150_29. 


0124. C79 


Gene No. 


56786 


Strand 


+ 




Start 


677 


End 


2927 




Name 


OJ000150 29.0124.C79.ol.np 


Method 


AAT/NAP 




Start 


1443 


End 


2735 




GI 


6721562 


Score 


451 




Exons 


1443.. 1826, 1858.. 2735 








GI Descrip.. 


(AP001073) Similar to Zea mays 22-kDa . 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 



27393 




gi I 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_29.0124.C79 
Strand + 
End 10751 
Method AAT/NAP 
End 10751 
Score 627 

3645. .3692, 4690. .4807, 4859. .5269, 5975. .6045, 10718. .10751 
(AL117265) zhb00010.1 [Oryza sativa] 

OJ000150 29.0124.C79 



27475 
56787 
3645 

OJ000150_29.0124.C79.o2.np 

3645 

5852180 



Seq. No. 27475 Seq. ID 

Gene No. 56788 Strand 

Start 3541 End 3925 

Name OJ000150_29. 0124 .C79.ol.gp Method AAT/GAP 

Start 3541 End 3925 

GI uC-osflcyp033a04bl Score 600 

Exons 3541.. 3925 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


27475 


Seq. ID 


OJ000150_29.0124.C79 


Gene No. 


56789 


Strand 




Start 


4344 


End 


6755 


Name 


OJ000150 29.0124.C79.o2.gs 


Method 


GENSCAN 


Start 


4344 


End 


6755 


GI 


none 


Score 


.41 


Exons 


4344. .4451, 4712. .4834, 5014. 


.5241, 6030. .6168, 6640. .6755 


Seq. No. 


27475 


Seq. ID 


OJ000150_29.0124.C79 


Gene No. 


56789 


Strand 




Start 


4344 


End 


6755 


Name 


OJ000150 29.0124.C79.o3.gp 


Method 


AAT/GAP 


Start 


4353 


End 


5278 


GI 


2428924 


Score 


600 


Exons 


4353. .4451, 5014. .5278 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe- 


50 Oryza sativa 



indica(GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 



Seq., No. 


27475 








Seq. ID 


OJ000150_29.0124.C79 


Gene No. 


56790 








Strand 




Start 


8059 








End 


10136 


Name 


OJ000150 29 


0124. 


C79.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2142 








End 


2540 


GI 


none 








Score 


59 


Exons 


2142. .2192, 


2193. 


.2306, 


2216. 


.2254, 2265.. 2540, 2312.. 2539 


Seq. No. 


27475 








Seq. ID 


OJ000150_29.0124.C79 


Gene No. 


56790 








Strand 




Start 


8059 








End 


10136 


Name 


OJ000150 29 


0124. 


C79.o3 


. gs 


Method 


GENSCAN 


Start 


8059 








End 


10136 


GI 


none 








Score 


.42 


Exons 


8059. .8214, 


8323. 


.9711, 


10005 


. .10136 





27394 



Seq. No r > , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI- Descrip. 



27475 . 
56790 
8059 

OJ000150 
8402 
729704 
8402. .8471, 
DNA-BINDING 



OJ000150 29.0124.C79 



29.0124.C79.o3.np 



Seq. ID _ 
Strand 

End 10136 
Method AAT/NAP 
End 10025 
Score 83 

8727.. 8809, 9052.. 9108, 9331.. 9426, 9993.. 10025 
PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 
gi|1078700|pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. 


27476 


Seq. ID 


OJ000150 


_29.0124.C80 


Gene No. 


56791 


Strand 


+ ' ' 




Start 


1452 


End 


4569 




Name 


OJ000150 29.0124.C80.ol.np 


Method 


AAT/NAP 




Start 


1452 


End 


4569 




GI 


5902445 


Score 


2958 




Exons 


1452.. 3243, 3283. .4569 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


27476 


Seq. ID 


OJ000150 


_29.0124.C80 


Gene No. 


.56791 


Strand 


+ 




Start 


1452 


End 


4569 




Name 


OJ000150 29.0124.C80.o2.gs 


Method 


GENSCAN ' 




Start 


3829 


End 


4269 




GI 


none 


Score 


.49 




Exons . 


3829. .4269 








Seq. No. 


27476 


Seq. ID 


OJ000150 


_29.0124.C80 


Gene No. 


56792 


Strand 


+ 




Start 


10531 


End 


19779 




Name 


OJ000150 29.0124.C80.o5.np 


Method 


AAT/NAP 




Start 


10531 


End 


19779 




GI 


5922636 


Score 


394 




Exons 


10531. .10844, 11139. .11366, 


16481. .16599, 19716 


..19779 


GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) 


correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 |dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517(E20319),AU078130(E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

I.0124.C80 



Seq. No. • 


27476 




Seq. ID 


OJ000150 


Gene No. 


56792 




Strand 


+ 


Start 


10531 




End 


19779 


Name 


OJ000150 29.0124.C80 


. oS.gs 


Method 


GENSCAN 


Start 


10854 


End 


11273 


GI 


none 




Score 


.79 


Exons 


10854. .11273 








Seq. No. 


27476 




Seq. ID 


OJ000150 


Gene No. 


56792 




Strand 


+ 


Start 


10531 




End 


19779 


Name 


OJ000150 29.0124.C80 


. ol . gp 


Method 


AAT/GAP 


Start 


16922 




End 


17658 


GI 


101153 1.R1084 




Score 


374 


Exons 


16922. .16961, 17409. 


.17658 







27395 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t!7804 1 



27476 Seq. ID 

56792 Strand 
10531 End 
OJ000150_29 . 0 124 . C8 0 . o2 . gp Method 
17674 End 
2428185 Score 
17674. .18087 

5852170/emb|AL117265. 1IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



OJ000150_29.0124.C80 
+ 

19779 
AAT/GAP 
18087 
681 



27476 
56793 
3831 

OJ000150 29.0124.C80.o2.np 



OJ000150 29.0124.C80 



Seq. ID _ 
Strand 

End 8028 
Method AAT/NAP 
3831 End 7128 

6721561 Score 449 

3831. .3861, 5390. .5710, 5795;. 5853, 5923. .6114, 7057. .7128 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il .(AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27476 - Seq. ID 

56793 Strand 
3831 End 
OJ000150_29 . 0124 . C80 . o3 . gs Method 
5338 End 
none Score 

5338.. 5710, 5795.. 5853, 5923.. 6117, 

7007.. 7112, 7832.. 7870 



OJ000150 29.0124.C80 



8028 
GENS CAN 
7870 
.77 

6183. .6307, 



6474. .6605, 



OJ000150 29.0124.C80 



27476 Seq. ID 

56793 Strand 

3831 End 8028 

OJ000150_29 . 0124 . C80 . o3 . np Method AAT/NAP 

5977 End 7106 

6721558 Score 256 
5977. .6307, 7007. .7106 . 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj |BAA90369.1| (AP001081) hypothetical protein 

[Oryza sativa] 



27476 Seq. ID 

56793 Strand 

3831 End 

OJ000150_29.0124.C80.o4 .np Method 

6315 End 

6721512 Score 



OJ000150_29.0124.C80 

8028 
AAT/NAP 
8028 
73 



6315. .6378, 7772. .7907, 7936. .8028 

(AP001072) hypothetical protein [Oryza sativa] 



27476 
56794 



Seq. ID 
Strand 



OJ000150 29.0124.C80 



27396 




Start ' -r 


8944 








End '' - 


9557 


Name 


OJ000150_29. 


0124 


.C80 .o4 


. gs 


Method 


GENSCAN 


Start 


8944 








End 


9557 


GI 


none 








Score 


. 66 


Exons 


8944 . . 9172, 


9319 


. . 9557 








Seq. No. 


27476 








Seq. ID 


OJ000150 29.0124.C80 


Gene No . 


56795 








Strand 




Start 


14680 








End 


16903 


Name 


OJ000150_29. 


0124 


,C80.o7 


. gs 


Method 


GENSCAN 


Start 


14680 








End 


16903 


GI 


none 








Score 


.79 


Exons 


14680. .14850 


,16474.-16675, 16734. .16903 


Seq. No. 


27476 








Seq. ID 


OJ000150_29.0124.C80 


Gene No. 


56796 








Strand 




Start 


18610 








End 


18864 


Name 


OJ000150 29. 


0124 


.C80.O5 


. tw 


Method 


TBLASTX: Wheat 


Start 


759 








End 


1214 


GI 


none 








Score 


144 


Exons 


759. .941, 767. .940, . 978 


. .1214 


, 980. .1165, 990. .1193 


Seq. No. 


27476 








Seq. ID 


OJ0001'50_29.0124.C80 


Gene No. 


56796 








Strand 




Start 


18610 








End 


18864 


Name 


OJ000150 29 


0124 


C80 ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1397 ~~ 








End 


1851 


GI 


none 








Score 


339 


Exons 


1397. .1714, 


1407 


. .1715, 


1425. 


.1715, 1694. .1837, 1717. .1851, 




1718. .1840 












Seq. No. 


27476 








Seq. ID 


OJ000150_29.0124.C80 


Gene No. 


56796 








Strand 




Start 


18610 








End 


18864 


Name 


OJ000150 29. 


0124 


.C80.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


1527 








End 


1882 


GI 


none 








Score 


229 


Exons 


1527. .1721, 


1568 


. .1714, 


1573. 


.1722, . 1581. .1721, 1640. .1732, 




1721. .1882 












Seq. No. 


27476 








Seq. ID 


OJ000150_29.0124.C80 


Gene No. 


56796 








Strand 




Start 


18610; - 








End 


18864 


Name 


OJ000150 29. 


0124 


.C80.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1910 








End 


2293 


GI 


none 








Score ' . 


299 


Exons 


1910. .2293, 


2071 


. .2292 








Seq. No. 


27476 








Seq. ID 


OJ000150_29.0124.C80 


Gene No. 


56796 








Strand 




Start 


18610 








End 


18864 


Name 


OJ000150 29. 


0124 


.C80.O2 


. tw 


Method 


TBLASTX -.Wheat 


Start 


1967 








End 


2391 


GI 


none 








Score 


441 


Exons 


1967. .2389, 


1972 


. .2391 









Seq. No. 27476 ' Seq. ID OJ000150_29 . 0124 . C80 



27397 




bene no. 


jo / yo 






Of- ra nH 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


.C80.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2021 






End 


2446 


GI 


none 






Score 


301 


Exons 


2021.. 2446, 2071 


. .2205 








Seq. No. 


27476 






Seq. ID 


OJ000150_29.0124:C80 


Gene No. 


DO / y o 






Strand 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


.C8O.06 




Method 


TBLASTX: Wheat 


Start 


2536 




End 


2943 


GI 


none 






Score 


211 


Exons 


2536.-2757, 2537 


. .2761, 


2576 


..2764, 2789. .2872, 2881. .2943 


Seq. No. 


27476 








n.Tnnm so ?q oi?4 pro 


L?ene no . 


O D / y D 






q+- ran H 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


,C80.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


2.982 






End 


3302 


GI 


none 






Score 


178 


Exons 


2982.. 3302, 2983 


. .3240 








Seq. No. 


27476 






Seq. ID 


OJ000150_29.0124 V C80 


Gene No . 


do / yo 






Strand 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


.C80.ol 


. tm 


Method . 


TBLASTX: Maize 


Start 


3445 






End 


3750 


GI 


none 






Score 


355 


Exons 


3445.. 3750, 3531 


. .3749 








Seq. No. 


27476 






Seq. ID 


OJ000150_29.0124 .C80 


Gene No . 


Do / yo 






Strand 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


.C80.O4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3445 






End 


10411 


GI 


none 






Score 


355 


Exons 


3445.. 3831, 3453 


. .3749, 


3783 


..3827, 10304.. 10411 


Seq. No. 


27476 






Seq. ID 


OJ000150_29.0124 .C80 


bene no • 


DO / jo 






Strand 




Start 


18610 






End 


18864 


Name 


OJ000150 29.0124 


.C80.O3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3952 






End 


4560 


GI 


none 






Score 


313 


Exons 


3952.. 4404, 3966 


. .4055, 


4101 


..4208, 4429. .4560 


Seq. No. 


27476 






Seq. ID 


OJ000150_29.0124 .C80 


Gene No. 


56796 






Strand 




Start 


18610 






End 


18864 


Name , 


OJ000150 29.0124 


.C80.o3 


.gp 


Method 


AAT/GAP 


Start 


18610 






End 


18864 


GI 


61605 3.R1084 






Score 


424 


Exons 


18610. .18864 










GI Descrip. 


•1402920/61110 ICAA66965I 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 



thaliana] 1 



27398 



Seq. No. 


274,77 


Seq. ID 


OJ000150 


_29.0124 


.C81 


Gene No. 


56797 


Strand 


+ 






Start 


4453 


End 


27345 






Name 


OJ000150 29.0124.C81.o2.gs 


Method 


GENSCAN 






Of i 

otart: 


4453 


End 


27345 






GI 


none 


Score 


.7 






Exons 


4453.. 5262, 7066.. 7321, 7827.. 8717, 9103.. 9310, 


9333. .9357, 




9452.. 9675, 16240 .. 16319, 16960.. 17077 


, 18054.. 


18181, • 






19180. .19415, 24327. .24418, 


25523. .25640, 26572 


. .26769, 






27133. .27345 










Seq. No. 


27477 


Seq. ID 


OJ000150 


_29.0124 


.C81 


Gene No. 


56797 


Strand 


+ 








4453 


End 


27345 






Name 


OJ000150- 29.0124.C81.ol.np 


Method 


AAT/NAP 






Start 


4547 


End 


8662 






GI 


3510249 


Score 


1429 






Exons 


4547.. 5262, 7066.. 7314, 7823.-8662 








GI Descrip. 


(AC005310) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


on Ann 


Seq. ID 


OJ000150 




.C81 


Gene No . 


56798 


Strand 


+ 






Start 


33149 


End 


35517 






Name 


OJ000150 29.0124.C81.o4.gs 


Method 


GENSCAN 






Start 


33149 


End 


35517 






GI 


none 


Score 


.59 






Exons 


33149. .33272, 34958 35074, 


35327. .35517 






Seq. No. 


on Ann 


Seq. ID 


OJ000150 


Oft f\ T O A 

29 . 0124 


.C81 


Gene No . 


56799 


Strand 








Start 


1682 


End 


17 95 






Name 


OJ000150 29.0124.C81.ol.gs 


Method 


GENSCAN 






Start 


1682 


End 


1795 






GI 


none 


Score 


.92 






Exons 


1682.. 1795 










Seq. No. 


27477 


Seq. ,ID 


OJ000150 


_29.0124 


.C81 


Gene No. 


56800 


Strand 








b tar xl 


35660 


End 


42397 






Name 


OJ000150 29.0124.C81.o5.gs 


Method 


GENSCAN 






Start 


35660 


End 


42397 






GI 


none 


Score 


.47 






Exons 


35660. .35874, 37283 .. 37331, 


37423.-37476, 38846 


. .38964, 






41883. .41988, 42281. .42397 










Seq. No. 


27477 


Seq. ID 


OJ000150 


_29.0124 


.C81 


Gene No • 


56801 


Strand 








Start 


45677 


End 


46059 






Name 


OJ000150 29.0124.C81.o6.gs 


Method 


GENSCAN 






Start 


45677 


End 


46059 






GI 


none 


Score* 


.91 






Exons 


45677. .45745, 45871. .46059 










Seq. No. 


27477 


Seq. ID 


OJ000150 


_29.0124 


-C81 


Gene No. 


56802 


Strand 








Start 


47097 


End 


49109 






Name 


OJ000150 29.0124.C81.ol.tc 


Method 


TBLASTX: Cress 





27399 



Start 


4695 








End 


5264 


GI 


none 








Score 


160 


Exons 


4695. .4766, 


4696 


. .4890, 


4884. 


.5045, 4885. .5178, 5091. .5156, 




5227. .5259, 


5232 


. .5264 








Seq. No. 


27477 








Seq. ID 


OJ000150_29.0124.C81 


bene JNO . 


OOtJUz 








Strand 


- 


Start 


47097 








End 


49109. 


Name 


OJ000150 29. 


0124 


.C81.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4696 








End 


5148 


GI* 


none 








Score 


167 


Exons 


4696. .4890, 


4884 


. .5045, 


4885. 


• JllO 




Seq. No. 


27477 








Seq. ID 


OJ000150_29.0124.C81 


bene no. 


JuoUZ 








Strand 


- 


Start 


47097 








End 


49109 


Name 


OJ000150 29. 


0124 


.C81.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7054 








End 


7293 


GI 


none 








Score 


228 


Exons 


7054. .7293, 


7062 


. .7289 








Seq. No. 


27477 . 








Seq. ID 


OJ000150_29.0124.C81 


bene jno. 


0 DO UZ 








Strand 


- 


Start 


47097 








End 


'49109 


Name 


OJ000150 29. 


0124 


,C81.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


7928 








End 


8275 


GI 


none * 








Score 


89 


Exons 


7928. .8017, 


8036 


. .8131, 


8135. 


.8275 




Seq. No. 


27477 








Seq. ID 


OJ000150_29.0124.C81 


Gene No . 


D DO UZ 








Strand 




Start 


47097 








End 


49109 


Name 


OJ000150 29. 


0124 


.C81.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8095 








End 


8467 


GI 


none 








Score 


185 


Exons 


8095. .8262, 


8096 


. .8260, 


8264. 


.8467, 8314. .8466 


Seq. No. 


27477 








Seq. ID. 


OJ000150_29.0124.C81 


bene jno. 


DOO 








Strand 




Start 


47097 








End 


49109 


Name 


OJ000150 29. 


0124 


.C81.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8138 








End 


8488 


GI 


none 








Score 


391 


Exons 


8138. .8488, 


8146 


. .8271, 


8314. 


.8487 




Seq. No. 


27477 








Seq. ID 


OJ000150_29.0124.C81 


bene ino . 










Strand 




Start 


47097 








End 


49109 


Name 


OJ000150 29. 


0124 


.C81.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


8326 








End 


8650 


GI 


none 








Score 


219 


Exons 


8326. .8514, 


8327 


. . 8515, 


8525. 


.8650, 8527.. 8646 


Seq. No. 


27477 








Seq. ID 


OJ000150_29.0124.C81 


Gene No. 


56802 








Strand 




Start 


47097 








■ End 


49109 


Name 


OJ000150 29. 


0124 


.C81.o2 


.ts 


Method 


TBLASTX : Soybean ' 



27400 




Start 


8332 


End 


8647 








GI 


none 


Score 


204 








Exons 


8332.. 8508, 8333.. 8509, 8528 


. .8647 










Seq. No. 


27477 


Seq. ID 


OJ000150 


_29. 


0124 


.C81 


bene wo . 


0 ooUZ 


Strand 










Start 


47097 


End 


49109 








Name 


OJ000150 "29.0124.C81.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


8468 


. End 


8659 








GI 


none 


Score 


72 








Exons 


8468.. 8518, 8468 8509, ^8518 


. .8643, 8519. .8659 








Seq. No. 


27477 


Seq. ID 


OJ000150 


_29. 


0124 


.C81 


Gene No. 


56802 


Strand 












47097 


End 


49109 








Name 


OJ000150 29.0124.C81.o2.np 


Method 


AAT/NAP 








Start 


47097 


End ■ 


48778 








GI 


6539588 


Score 


173 








Exons 


47097. .47122, 48463.-48778 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


Z /4 / / 


Seq. ID 


OJ000150 


_29. 


0124 


.C81 


Gene No . 


oboU^ 


Strand 










Start 


4 /Uy / 


"End 


49109 








Name 


UJUUUlOU zy . U1Z4 . Lol . O / . CJS 


Method 


GEN SCAN 








Start 


48478 


End 


49109 








GI 


none 


Score 


.5 








Exons 


4 o4 / o . . 4o b 3D, 4ooo4 . . 4o/3±, 


48990. .49109 








Seq. No. 


Z /4 / o 


Seq. ID 


OJ000150 


_29. 


0124 


.C82 


Gene No . 


56803 


Strand 


+ 








Start 


230 


End 


325 








Name 


OJ000150 29.0124.C82.ol.gs 


Method 


GEN SCAN 








Start 


230 


End 


325 








GI 


none 


Score 


.46 








Exons 


230. .325 












Seq. No. 


27479 


. Seq. ID 


OJ000150 


_29. 


0124 


.C83 


Gene No . 


56804 


Strand 










Start 


524 


End 


657 








Name 


OJ000150 29.0124.C83.ol.gs 


Method 


GENSCAN 








Start 


524 - 


End 


657 








GI 


none 


Score 


.59 








Exons 


524. .657 












Seq. No. 


27480 


Seq. ID 


OJ000150 


_29. 


0124 


.C85 


Gene No . 


56805 


Strand 


+ 








Start 


171 


End 


563 








Name 


OJ000150 29.0124.C85.ol.gs 


Method 


GENSCAN 








Start 


171 


End 


563 








GI 


none 


Score 


.4 








Exons 


171. .563 












Seq. No. 


27481 


Seq. ID 


OJ000150 


JL5. 


0124 


.C3 


Gene No. 


56806 


Strand 


+ 








Start 


75 


End 


231 








Name 


OJ000150 15.0124.C3.ol.gs 


Method 


GENSCAN 









27401 




Start 


75 




End 


231 






GI 


none 




Score 


.95 






Exons 


75. .231 












Seq. No. 


27481 




Seq. ID 


OJ000150JL5. 


0124 


.C3 


Gene No. 


56807 




Strand 








C 4- a r-f- 






End 


2955 






Name 


OJ000150 15 


.0124.C3.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2955 






GI 


5042463 . 




Score 


167 






Exons 


1..126, 172 


..309, 1019. .1217, 2922. .2955 






GI Descrip. 


(AC007789) 


unknown protein 


[Oryza sativa] 






Seq. No. 


27482 




Seq. ID 


UOUUU13U LD • 


0124 


.C4 


Gene No . 


juoUo 




Strand 








Start 


515 




End 


Q 1 A 
O 1 4 






Name 


OJ000150 15 


.0124.C4.ol.gs 


Method 








Start 


515 




End 


Q1 yl 
O 1 ft 






GI 


none 




Score 


.4 






Exons 


515. .814 












Seq. No. 


27482 




Seq. ID 


UJ UUU loll 1 D . 


0124 


.C4 


Gene No. 


56809 




Strand 














End 








Name 


OJ000150 15 


.0124.C4.ol.np 


Method 








Start 


1652 




End 








GI 


6539588 




Score 


o o a 






Exons 


1652. .1707, 


3022.. 3326 










GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


27482 




Seq. ID 


OJ000150_15. 


0124 


.C4 


Gene No. 






Strand 








Start 


3109 




End 


3599 






Name 


OJ000150 15 


.0124.C4.o2.gs 


Method 


GENSCAN 






Start 


3109 




End 


3599 






GI 


none 




Score 


.76 






Exons 


3109. .3272, 


3542. .3599 










Seq. No. 


27483 




Seq. ID 


OJ000150_15. 


0124 


.C5 


Gene No. 


56810 




Strand 


+ 






O Ldl L 


O f JJ 




End 


5968 






Name 


OJ000150 15 


.0124.C5.ol.np . 


Method 


AAT/NAP 






Start 


3755 




End 


5697 






GI 


4731912 




Score 


288 






Exons 


3755. .3781, 


5139.. 5697 










GI Descrip. 


(AF111941) 


development protein DG1148 


[Dictyostelium discoideum] 


Seq. No. 


27483 




Seq. ID 


OJ000150_15. 


0124 


.C5 


uene no . 


jOoIU 




• Strand 


+ 






Start 


3755 




End 


5968 






Name 


OJ000150 15 


.0124.C5.ol.gs 


Method 


GENSCAN 






Start 


4788 




End 


5968 






GI 


none 




Score 


.83 






Exons 


4788. .5726, 


5864. .5968 










Seq. No. 


.27483 




Seq. ID 


OJ000150JL5. 


0124 


.C5 


Gene No. 


56810 




Strand 


+ 







27402 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3755 - , End 

OJ000150_15 . 0124 . C5 . ol . tm Method 

5162 End 

none Score 



5968 

TBLASTX: Maize 

5514 

100 



5162. .5227, 5169. .5228, 5238. .5396, 5240. .5389, 5398. .5421, 
5419. .5514, 5481. .5504 



27484 Seq. ID 

56811 Strand 
1733 End 
OJ000150_15 . 0124 . C6 . ol . gp Method 
1733 End 
62810JL.R1084 . Score 
1733. .2051, 2672.. 2783 

■ 1076748/pir | IS52003 5.0e-12 major intrinsic protein - rice 
>gi_440869_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 
sativa] 1 



OJ000150_15.0124.C6 
+ 

5708 
AAT/GAP 
2783 
830 



Seq. No. 


27484 






Seq. ID 


OJ000150_15.0124 


.C6 


Gene No . 


56811 






Strand 


+ 




Start 


1733 






End 


5708 




Name 


OJ000150 15. 


0124 


.C6.ol.gs 


Method 


GEN SCAN 




Start 


1887 






End ' ■ 


2200 




GI 


none 






Score 


.83 




Exons 


1887. .2051, 


2120 


..2200 








Seq. No. 


27484 






Seq. ID 


OJ000150_15.0124 


.C6 


Gene No. 


56811 






Strand 


+ 




Start 


1733 






End 


5708 




Name 


OJ000150 15. 


0124 


.C6.ol.np 


Method 


AAT/NAP 




Start 


1905 






End 


5708 




GI 


1076748 






Score 


587 




Exons 


1905. .2051, 


2672 


..3094, 4803. 


.4864, 5616.. 5708 




GI Descrip. 


major intrinsic 


protein - rice gi | 440869 | dbj | BAA04 257 | 


(D17443) 




major intrinsic protein [Oryza sativa] 






Seq. No. 


27484 






Seq. ID 


OJ000150_15.0124 


.C6 


Gene No. 


56811 






Strand 


+ 




Start 


1733 






End 


5708 




Name 


OJ000150 15. 


0124 


.C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


2669 






End 


4874 




GI 


none 






Score 


295 




Exons 


2669. .2902, 


2674 


..2901, 2984. 


.3097, 2989.. 3093, 4803.. 4874 


Seq. No. 


.27484 






• Seq. ID 


OJ000150_15.0124 


.C6 


Gene No. 


56811 






Strand 


+ 




Start 


1733 






End 


5708 




Name 


OJ000150 15. 


0124 


.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2669 






End 


2871 




GI 


none 






Score 


178 




Exons 


2669. .2869, 


2767 


..2871, 2788. 


.2871 






Seq. No. 


27484 






Seq. ID 


OJ000150_15.0124 


.C6 


Gene No. 


56811 






Strand 


+ 




Start 


1733 






End 


5708 




Name 


OJ000150 15. 


0124 


.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2669 






End 


4874 





27403 



GI 

Exons 



none v Score 320 

2669. .2902, 2674. .2901, 2977. .3093, 2978. .3097, 4802. .4864, 
4803. .4874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27484 
56811 
1733 

OJ000150_15.0124.C6.ol.ts 

2669 

none 



Seq. ID OJ000150_15.0124.C6 

Strand + 

End 5708 

Method TBLASTX : Soybean ^ .. 

End 3102 

Score 270 



2669. .2902, 2677. .2901, 2977. .3102, 2978. .3097 



Seq. ID OJ000150_15.0124.C7 

Strand + 

End 936 

Method AAT/NAP 

End 936 

Score 229 



27485 
56812 
1 

OJ000150_15.0124.C7.ol.np 

1 

1076748 
1..23, 707. .936 

major intrinsic protein - rice gi | 440869 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



Seq. . .No. 


27485 




Seq. ID 


OJ000150_15.0124 


.C7 


Gene "No. 


56812 




Strand 


+ 




Start 


1 




End 


936 




Name 


UJUUU1DU 1 J . Ui£^ . L / « Ol * 


gs 








Start 


736 




End 


927 




GI 


none 




Score 


.8 




Exons 


736. .927 










Seq. No. 


27485 




Seq. ID 


OJ000150_15.0124 


.C7 


Gene No. 


56813 




Strand 


+ 




Start 


2333 




End 


3198 




Name 


OJ000150 15.0124.C7.o2. 


gs 


Method 


GENSCAN 




Start 


2333 




End 


3198 




GI 


none 




Score 


1 




Exons 


2333.. 2433, 2520.. 3198 










Seq. No. 


27485 




Seq. ID 


OJ000150_15.0124 


.C7 


Gene No. 


56814 




Strand 






Start 


3888 




End 


4619 




Name 


OJ000150 15.0124.C7.ol. 


ts . 


Method 


TBLASTX : Soybean 




Start 


702 




End 


909 




GI 


none 




Score 


251 




Exons 


702. .908, 706. .909 










Seq. No. 


- 27485 




Seq. ID 


OJ000150JL5.0124 


.C7 


Gene No. 


56814 




Strand 






Start 


3888 




End 


4619 




Name 


OJ000150 15.0124.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


706 




End 


920 




GI 


none 




Score 


250 




Exons 


706. .918, 708. .920 










Seq. No. 


27485 




Seq. ID 


OJ000150_15.0124 


-C7 


Gene No. 


56814 




Strand 






Start 


3888 




End . 


4619' 





27404 



Name 


OJ000150 15.0124.C7.ol.tm 


Method . 


TBLASTX: Maize ' 


Start 


706 


End 


925 


GI 


none 


Score 


289 


Exons 


706. .921, 717. .920, 727. .921, 


731. .925, 


837. .923 


Seq. No. 


27485 


Seq. ID 


OJ000150_15.0124.C7 


Gene No. 


56814 


Strand 




Start 


3888 


End 


4619 


Name 


OJ000150 15.0124.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


706 


End 


925 


GI 


none 


Score 


276 


Exons 


706. .921, 717. .920, 731. .925, 


837. .923 




Seq. No. 


27485 


Seq. ID 


OJ000150_15.0124.C7 


Gene No. 


56814 


Strand 




Start . 


3888 


End 


4619 


Name 


OJ000150 15.0124.C7.o2.np 


Method 


AAT/NAP 


Start 


3888 


End 


4619 


GI 


4512673 


Score 


297 


Exons 


3888..3944, 4302.. 4376, 4530. 


.4619 




GI Descrip. 


(AC006931) putative phosphoprotein phosphatase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 

27486 *Seq. ID 

56815 Strand 

1 End 

OJ000150_15.0124.C8.ol.gp Method 

1 End 

27075 1.R1084 Score 



OJ000150_15.0124 .C8 

3673 
AAT/GAP 
1652 
1372 



1..151, 592. .840, 999. .1146, 1337. .1454, 1544. .1652 
, 4512673/gb|AAD21727.1| 1.0e-130 (AC006931) putative 
phosphoprotein phosphatase [Arabidopsis thaliana] ' 



27486 
56815 
1 

OJ000150_15.0124.C8.ol.np 
1 

4512673 

1..151, 592. .840, 999. .1146, 



OJ000150 15. 0124. C8 



Seq. ID _ 
Strand 

End 3673 
Method AAT/NAP 
End .3670 :-.y 

Score 1439 
1337. .1454, 1544. .1796, 2315. .2468, 
2657.. 2728, 2801.. 2970, 3595.. 3670 

(AC006931) putative phosphoprotein -phosphatase [Arabidopsis 
thaliana] 



27486 
56815 
1 

OJ000150_15, 
21 

none 

21. .146, 23, 
1004. .1132, 
1342. .1476,, 
2313. .2468, 
2655. .2738, 
2802. .2972, 



0124.C8.ol.tm 



Seq. ID 
Strand " 
End 

Method 
End 
Score 



OJ000150 15. 0124. C8 



.154, 27. .152, 590. .859, 590 
1006.. 1149, 1322.. 1453, 1331 
1536. .1583, 1536 
2317.. 2478, 2320 
2656.. 2736, 2656 
2851.. 2973, 3596 



3673 

TBLASTX: Maize 
3673 
164 

838, 1003. .1149, 
1456, 1341. .1457, 
1652, 1540.. 1662, 1541.. 1654, 
2469, 2645. .2728, 2654. .2728, 
2766, 2789.. 2971, 2801.. 2971, 
3673 



27405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27486 
56815 
1 

OJ000150_15.0124.C8.ol.gs 
26 

none 

26. .151, 592. .840, 999. .1146, 1337. .1454, 1544 
2318. .2468, 2657. .2728, 2801. .2970, 3595... 3667 



Seq. IB-r-OJ000150_15.0124.C8 
Strand ' - 
End 3673 
Method GENSCAN 
End 3667 
Score .94 



1652, 



27486 Seq. ID 

56815 Strand 

1 End 

OJ000150_15 . 0124 . C8 . ol . ts Method 

800 End 

none Score 



OJ000150_15.0124.C8 
3673 

TBLASTX : Soybean 

2971 

88 



800. .853, 1000. .1080, 1004. .1081, 1070. .1129, 1084. .1149, 
1307. .1456, 1331. .1456, 1339. .1473, 1529. .1654, 1540. .1653, 
2313. .2468, 2320. .2469, 2645.-2728, 2655. .2693, 2801. .2971, 
2802. .2960 



OJ000150 15. 0124. C8 



Seq. No. 27486 Seq. ID 

Gene No. 56815 Strand 

Start .1 End 

Name ' OJ000150_15. 0124 .C8 . ol . tc Method 

Start 2645 End 

GI none Score 

Exons 2645.. 2728, 2649. .2696, 2801.. 2968, 2805.. 2966, 2807.. 2968, 
2851.. 2976 



3673 

TBLASTX : Cress 

2976 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27487 Seq. ID 

56816 Strand 
218 End 
OJ000150_15 . 0124 . C9 . ol . gs Method 
218 End 
none Score 
218. .337, 1017.. 1133 

27487 Seq. ID 

56817 Strand 
3075 End 
OJ000150_15.0124.C9.ol.np . Method 
3075 End 
161752 Score 
3075.. 3162, 3211.. 3255, 3283.. 3391 

(L03710) cnjB [Tetrahymena thermophila] gi | 737494 | prf | | 1922371A 
cnjB gene [Tetrahymena thermophila] 



OJ000150_15.0124.C9 

1133 
GENSCAN 
1133 
.71 



OJ000150_15.0124.C9 

3391 
AAT/NAP 
3391 
44 



Seq. No. 


27487 








Seq. ID 


OJ000150_15.0124 


.C9 


Gene No. 


56818 








Strand 






Start 


10143 








End 


10439 




Name 


OJ000150 15 


.0124 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4476 








End 


4757 




GI 


none 








Score 


49 




Exons 


4476. .4586, 


4477 


. .4584, 


4587. 


.4757, 4641. .4748 




Seq. No. 


27487 








Seq. ID 


OJ000150_15.0124 


.C9 


Gene No. 


56818 








Strand 







27406 




Start 


10143 


End 


1 n A *3 Q 






Name 


OJ000150 15.0124.C9.o2.np 


Method 


AAT/NAP 






Start. 


10088 


End 


10346 






GI 


3618316 


Score 


72 






Exons 


10088. .10149, 10190.. 10346 










GI Descrip. 


(AB001886) zinc finger protein [Oryza 


sativa] 






Seq. No. 




Seq. ID 


OJ000150_15 


.0124 


.C9 


Gene No. 


C CO 1 o 
ODOlo 


Strand 








Start 


10143 


End 


10439 






Name 


OJ000150_15.0124.C9.o3.gs 


Method 


GENS CAN 






Start 


1U14 O 


End 


10439 






GI 


none 


Score 


.93 






Exons 


1014 J . . 1U4 53 










Seq. No. 




beq. ID 


OJ000150_15 


.0124 


.C10 


Gene No. 




Strand 








Start 


420 


End 


766 






Name 


OJ000150JL5. 0124. C10. ol.gs 


Method 


GEN SCAN 






Start 


420 


End 


766 






GI 


none 


Score 


.84 






Exons 


420 . .482, 668 . . 766 










Seq. No. 


27489 


Seq. ID 


OJ000150_15 


.0124 


.C13 


Gene No. 


56820 


Strand 


+ 






Start 


237 


End 


3397 






Name 


. OJ000150_15. 0124. C13. ol.gs 


Method 


GEN SCAN 






Start 


237 


End 


3397 






GI 


none 


Score 


.87 






Exons 


237.-275, 2356.-2736, 2741. 


.2926, 2968 


..3161, 3241 


. .3397 


Seq. No. 


27489 


Seq. ID 


OJ000150JL5 


.0124 


.C13 


Gene No. 


56821 


Strand 








Start 


3588 


End 


4665 






Name 


OJ000150 15.0124.C13.o2.gs 


Method 


GENSCAN 






Start 


3588 


End 


4665 






GI 


none 


Score 


.75 






Exons 


3588. .3744, 4631. .4665 










Seq. No. 


27490 


Seq. ID 


OJ000150_15 


.0124 


.C14 


Gene No . 


56822 


Strand 


+ 






Start 


275 


End 


1557 






Name 


OJ000150 15. 0124. C14. ol.gs 


Method 


GENSCAN 






Start 


275 


End 


1557 






GI T 


none 


Score 


.56 






Exons 


275. .328, 468. .589, 1148. .1220, 1321..; 


1557 

V 






Seq. No. 


27490 


Seq. ID 


OJ000150_15 


.0124 


.C14 


Gene No. 


56823 


Strand 


+ 






btart 


1939 


End 


O A A C 






Name 


OJ000150 15.0124.C14.ol.np 


Method 


AAT/NAP 






Start 


1939 


End 


2045 






GI 


5852172 


Score 


92 






Exons 


1939. .2045 










GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 








Seq. No. 


27490 


Seq. ID 


OJ000150JL5 


.0124 


.C14 



27407 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start •• ° 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



56824 Strand 

3765 End 4487 

OJ000150_15 . 0124 . C14 . o2 . gs Method GENSCAN 

3765 End 4487 

none Score .63 

3765. .3792, 4137. .4228, 4350. .4487 



27491 Seq. ID 

56825 Strand 
1 End 
OJ000150JL5 . 0124 . CIS . ol . np Method 
1 .End 
4336434 Score 
1..22, 1301. .1412, 1474. .1588, 1615. .1680, 1844, 
3400. .3449 

(AF092431) nodule-enhanced protein phosphatase type 2C [Lotus 
japonicus] 



OJ000150_15.0124.C15 
+ 

3449 
AAT/NAP 
3449 
109 

1951, 



27491 Seq. ID 

56825 Strand 
1 End 
OJ000150_15 . 0124 .C15.ol.gs Method 
207 End 
none Score 
207. .469, 1360. .1703, 1813.. 1991 

27492 Seq. ID 

56826 Strand 
577 End 
OJ000150_15.0124.C17.ol.gs Method 
577 End 
none Score 
577. .927, 2662. .2867, 2966. .3150, 4072. .4382, 4704 
4905. .5019, 5273. .5337, 6563. .6630 



OJ000150_15.0124 .C15 
+ 

3449 
GENSCAN 
1991 
.63 



OJ000150_15.0124.C17 
+ 

6630 
GENSCAN 
6630 
.46 

4866, 



27492 
56827 
6015 * 

OJ000150_15.0124.C17.ol.gp 
6015 
576771 
6015.. 6225, 6252.. 6508 

576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 ' -end sequence 



Seq. ID 

Strand 

End * . 

Method 

End 

Score 



OJ000150 15.0124.C17 



6508 
AAT/GAP 
6508 
816 



27492 Seq. ID 

56828 Strand 

6785 End 

OJ000150_15 . 0124 . C17 . ol . np Method 

6785 End 

6723392 Score 



OJ000150_15.0124.C17 

9162 
AAT/NAP 
9162 
90 



6785. .6807, 8046.. 8283, 8413.. 8505, 9132.. 9162 

(AL132956) pectinesterase-like protein [Arabidopsis thaliana] 



27492 
56828 
6785 



Seq. ID 

Strand 

End 



OJ000150 15.0124.C17 



9162 



27408 




Name 


OJ000150 15 


.0124 


-C17.o2 


.gs 


Method 


GENSCAN 




Start 


7142 








End 


8971 




GI 


none 








Score 


.66 




Exons 


7142. .7158, 


8409 


. .8635, 


8681. 


.8971 






Seq. No. 


27492 








Seq. ID 


OJ000150_15.0124 


.C17 


Gene No. 


56828 








Strand 






Q4- -a r-4- 
OLdiL 


fi7 ft ^ 








End 


9162 




Name ' 


OJ000150 15 


.0124 


-C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8606 








End 


8917 




GI 


none 








Score 


54 




Exons 


8606. .8671, 


8625 


. .8672, 


8631. 


.8681, 8675. .8917, 8686. .8907, 




8777. .8908 














Seq. No. 


27493 








Seq. ID 


OJ000150_15.0124 


.C18 


bene inu . 










Strand 






Start 


1084 








End 


2455 




Name 


OJ000150 15 


.0124 


.C18.ol 


.gs 


Method 


GENSCAN 




Start 


1084 








End 


2455 




GI 


none 








Score 


.57 




Exons 


1084. .1305, 


1626 


. .1746, 


2043. 


.2148, 2349. .2455 




Seq. No. 


27494 








Seq. ID 


OJ000150_15.0124 


.C20 


bene wo . 










Strand 


+ 




Start 


4465 








End 


4714 




Name 


OJ000150 15 


.0124 


.C20.o2 


.gs 


Method 


GENSCAN 




Start 


4465 








End 


4714 




GI*"- 


none 








Score 


: .71 




Exons 


4465. .4572, 


4599 


. .4714 










Seq. No. 


27494 








Seq. ID 


OJ000150_15.0124 


.C20 


bene wo. 


jOOjI 








Strand 






Start 


1340 








End 


2946 




Name 


OJ000150 15 


.0124 


.C20.ol 


.gs 


Method 


GENSCAN 




Start 


1340 








End 


2946 




GI 


none 








Score 


.63 




Exons 


1340. .1406, 


2067 


. .2161, 


2227. 


.2581, 2831. .2946 




Seq. No. 


27495 








Seq. ID 


OJ000150_15.0124 


.C21 


bene ino . 










Strand 


+ 




Start 


7173 








End 


7855 




Name 


OJ000150 15 


.0124 


,C21.ol 


.gp 


Method 


AAT/GAP 




Start 


7173 








End 


7855 




GI 


none 








Score 


1116 




Exons 


7173. .7609, 


7683 


. .7855 










Seq. No. 


27495 








Seq. ID 


OJ000150_15.0124 


.C21 


Gene No. 


56833 








Strand 






Start 


1972 








End 


6798 




Name 


OJ000150 15 


.0124 


.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1972 








End 


4113 




GI 


1176665 








Score 


111 




Exons 


1972. .1993, 


3931 


. .4113 











GI Descrip. PUTATIVE HISTONE DEACETYLASE C08B11.2 gi | 3874 170 | emb | CAA8 6662 . 1 1 
(Z46676) similar to transcriptional regulatory protein (RPD3) 
[Caenorhabditis elegans] 



27409 




Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


.C21 


Gene No. 


56833 






Strand 






OZ3.TZ 


1972 






' End 


6798 




Name 


OJ000150 15 


.0124.C21.o3 


.np 


Method 


AAT/NAP 




Start 


3170 






End 


6798 




GI 


3269287 






Score 


177 




Exons 


3170. .3359, 


4609. .4877, 


6755 


. .6798 






GI Descrip. 


(AL030978) 


GH3 like protein 


[Arabidopsis thaliana] 




Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


.C21 


Gene No. 


56833 






Strand 






Start 


1972 






End 


6798 




Name 


OJ000150 15 


.0124.C21.o2 


.np 


Method 


AAT/NAP 




Start 


4266 






End 


6420 




GI 


2541876 






Score 


105 




Exons 


4266. .4900, 


6379. .6420 










GI Descrip. 


(D26015) CND41, chloroplast 


nucleoid DNA binding protein 




[Nicotiana 


tabacum] 










Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


. CZ 1 


Gene No . 


56834 






Strand 






Start 


8145 






End 


13816 




Name 


OJ000150 15 


.0124.C21.o2 


.tm 


Method 


' TBLASTX: Maize 




Start 


4321 






End 


4569 




GI 


none 






Score 


97 




Exons 


4321. .4569, 


4325. .4549 










Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


. C21 


VI,-. 

Gene No. 


56834 






Strand 






Start 


8145 






End 


13816 




Name 


OJ000150 15 


.0124.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4611 






End 


4873 




GI 


none 






Score 


91 




Exons 


4611. .4751, 


4619. .4750, 


4775 


..4873, 4775.-4873 




Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


.C21 


Gene No . 


56834 






Strand 






Start ' 


8145 . 






End . 


.13816 




Name 


OJ000150 15 


.0124.C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4617 






End 


4879 




GI 


none 






Score 


83 




Exons 


,..4 617. .4751, 


4619. .4750, 


4799 


..4879, 4799. .4876 




Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


.C21 


Gene No . 


56834 






Strand 






Start 


8145 






End 


13816 




Name 


OJ000150 15 


.0124.C21.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4619 






End 


4876 




GI 


none 






Score 


82 




Exons 


4619. .4780, 


4623. .4751, 


4772 


..4876, 4791. .4874. 




Seq. No. 


27495 






Seq. ID 


OJ000150_15.0124 


.C21 


Gene No. 


56834 






Strand 






Start 


8145 






End 


13816 




Name 


OJ000150 15 


.0124.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4661 






End 


4876 




GI 


none 






Score 


91 





27410 



Exons 



4661. .4759, 4665.. 4751, 47*66". . 4876, 4766.-4876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27495 Seq. ID 

56834 Strand 

8145 End 

OJ000150_15 . 0124 . C21 . o4 . np Method 

8145 End 

6069646 Score . 



OJ000150_15.0124.C21 

13816 
AAT/NAP 
13816 
165 



8145. .8171, 9288. .9538, 13655. .13816 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


27496 


Seq. ID 


OJ000150_15.0124 


.C22 


Gene No. 


56835 


Strand 


+ 




Start 


398 


End 


2774 




Name 


OJ000150 15.0124.C22.ol.gs 


Method 


GENS CAN 




Start 


398 


End 


2774 






none 


Score 


.84 




Exons 


398... 410, 1319. .1532, 2232.. 


2308, 2713 


. .2774 




Seq. No. 


27496 


Seq. ID 


OJ000150_15.0124 


.C22 


Gene No. 


56835 


Strand 


+ 




Start 


398 


End 


2774 




Name 


OJ000150 15.0124.C22.ol.gp 


Method 


AAT/GAP 




Start 


653 


End 


1954 




C T 


uC-osflcyp061g02bl 


Score 


564 




Exons 


653. .715, 1273. .1532, 1915.. 


1954 






GI Descrip. 


■2130078/pirl IS59480 3.0e-44 


MADS-box protein 3 - rice 






>gi_886405 (L37528) MADS box protein [Oryza sativa] 1 




Seq. No. 


27496 


Seq. ID 


OJ.000150_15.0124 


.C22 


Gene No. 


56835 


Strand 


+ 




Start 


398 


End 


2774 




Name 


OJ000150 15.0124.C22.ol.np 


Method 


AAT/NAP 




Start 


1306 . 


End 


1532 




GI 


4218162 


Score 


259 




Exons 


1306. .1532 








GI Descrip. 


(AJ009723) MADS-box protein, 


GAGA2 [Gerbera hybrida] 




Seq. No. 


27496 


Seq. ID 


OJ000150_15.0124 


.C22 


Gene No. 


56836 


Strand 


+ 




Start 


3152 


End 


5317 




Name 


OJ000150 15.0124.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1342 


End 


1533 




GI 


none 


Score 


237 




Exons 


1342. .1533, 1356. .1529 








Seq. No. 


27496 


Seq. ID 


OJ000150 15.0124 


.C22 


Gene No. 


56836 


Strand 


+ 




Start 


3152 


End 


5317 




Name 


OJ000150 15.0124.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


1356 


End 


1532 




GI 


none 


Score 


282 




Exons 


1356.. 1532, 1357.. 1530 









27411 



Seq. No. 


27496 




Seq. ID 


OJ000150_15 . 0124 . C22 


Gene No. 


56836 




Strand 


+ 


Start 


3152 




End 


5317 


Name 


OJ000150 15.0124.C22.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1356 




End 


1532 


GI 


none 




Score 


62 


Exons 


1356.. 14.54, 1356.. 1532, 


1357 


. .1530 




Seq. No. 


27496 




Seq. ID 


OJ000150_15 . 0124 . C22 


Gene No. 


56836 




Strand 


+ 


Start 


3152 




End 


5317 


Name 


OJ000150 15.0124.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1356 




End 


1532 


GI 


none 




Score 


123 


Exons 


1356. .1448, 1356. .1532, 


1357 


. .1530 




Seq. No. 


27496 




Seq. ID 


OJ000150_15.0124 .C22 


Gene No. 


56836 




Strand 


+ 


Start 


3152 




End 


5317 


Name 


OJ000150 15 . 0124 .C22 .o2 


.gp 


Method 


AAT/GAP 


Start 


3152 




End 


5317 


GI 


LIB3477 T 003-P1-K1-E9 




Score 


93 


Exons 


3152.. 3212, 5280.. 5317 








GI Descrip. 


, 2498586/sp|Q40638 |MP01 


0RYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


27497 




Seq. ID 


OJ000150_15.0124 .C25 


Gene No. 


56837 




Strand 


+ 


Start 


1303 




End 


4464 


Name 


OJ000150 15.0124.C25.ol 


.gs 


Method 


GENSCAN 


Start 


1303 




End 


4464 


GI 


none 




Score 


.85 


Exons 


1303.. 1398, 1938.. 1999, 


2094 


..2193, 2436. .2477, 2662. .2833, 




3851. .4051, 4376. .4464 








Seq. No. 


27497 




Seq. ID 


~OJ000150_15.0124.C25 


Gene No. 


56837 




Strand 


+ 


Start 


1303 




End 


4464 


Name 


OJ000150 15.0124.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


1314 




End 


1992 


GI 


uC-osflcyp061g02bl 




Score 


208 


Exons 


1314.. 1398, 1938.. 1992 








GI Descrip. 


•2130078/pirl IS59480 3. 


Oe-44 


MADS-box 


protein 3 - rice 




>gi_886405 (L37528) MADS box protein 


[Oryza sativa] 1 


Seq. No. 


27497 




Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56837 




Strand 


+ 


Start 


1303 




End 


4464 


Name 


OJ000150 15.0124.C25.o2 


.gp 


Method 


AAT/GAP 


Start 


2657 




End 


- 3449 


GI 


uC-osflcypl01h04al 




Score 


760 


Exons 


2657.. 2833, 3227.. 3449 









GI Descrip. ' 542191/pir || JQ2289 5.0e-ll floral homeotic protein ZAG1 - maize 
>gi_309574 (L18924) homologue of Arabidopsis gene AGAMOUS [Zea 
mays] ' 



27412 



Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124 .C25 


Gene No. 


56838 








Strand 


+ 


Start 


5687 








End 


12166 


Name 


OJ000150 15. 


0124 


.C25.ol 


.np 


Method 


AAT/NAP 


Start 


5654 








End 


12166 


GI 


4680179 . 








Score 


2569 


Exons 


5654. .6348, 


6377 


. .6708, 


8005. 


.8073, 9281. .9722, 11226. .11321, 




11504. .12166 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


27497 








Seq. ID 


OJ000150 15. 0124. C2 5 


Gene No. 


56838 








Strand 


+ 


Start 


5687 








End 


12166 


Name 


OJ000150 15. 


0124 


.C25.o2 


.gs 


Method 


GENSCAN 


Start 


5687 








End 


6733 


GI 


none 








Score 


.44 


Exons 


5687. .5815, 


6064 


. .6340, 


6432. 


.6733 




Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56838 








Strand 


+ 


Start 


5687 








End 


12166 


,Name 


OJ000150 15. 


0124 


.C25.o3 


.gs 


Method 


GENSCAN 


Start 


8203 _ 








End 


10016 


GI 


none 








Score 


.53 


Exons 


8203. .8267, 


8381 


. .8552, 


9026. 


.9269, 9383.-9679, 9886.. 10016 


Sea. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56839 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124 


.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1315 ~~ 








End 


2483 


GI 


none 








Score 


86 


Exons 


1315. . 1431, 


1929 


. .2018, 


2092. 


.2193, 2290.. 2334, 2433. .2483 


Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56839 








Strand 




Start ~. • 


11015 








End 


12161 


Name : " 


OJ000150 15. 


0124 


. C25 . o3 


.tm 


Method 


TBLASTX: Maize ' * 


Start 


5654 ~~ 








End 


6024 


GI 


none 








Score 


114 


Exons 


5654. .5791, 


5784 


. .5915, 


5923. 


.6024 




Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56839 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124 


.C25.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


5654 








End 


5994 


GI 


none 








Score 


167 


Exons 


5654. .5791, 


5663 


. .5797, 


5683. 


.5799, 5784. .5918, 5791. .5892, 




5792. .5917, 


5917 


. .5994 








Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124 .C25 


Gene No. 


56839 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124 


.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5935 








End 


6324 



27413 




GI * 


none 








Score 


54 


Exons 


5935. .5967, 


5971. 


.6210, 


5974. 


.6114, 6087. .6209, 6211. .6324, 




6225. .6323 












Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No . 










Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6043 








End 


6354 


GI. 


none 








Score 


165 


Exons 


6043. .6201, 


6073. 


.6216, 


6211. 


.6354, 6219. .6344 


Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No . 


c a o ^ q 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6211 








End 


6679 


GI 


none 








Score 


111 


Exons 


6211. .6354, 


6225. 


.6341, 


6368. 


.6679, 6478. .6666 


Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


obooy 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6368 








End 


8029 


GI 


none 








Score 


458 


Exons 


6368. .6712, 


6392. 


.6712, 


6475. 


.6720, 6574. .6720, 7991. .8029 


Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No . 


56839 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6374 








End 


6619 


GI 


none 








Score 


187 


Exons 


6374. .6619 












Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56839 








Strand 




btart 


IlUio 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9337 








End 


11546 


GI 


none 








Score 


181 


Exons 


9337. .9558, 


9381. 


.9557, 


9543. 


.9623, 9551.. 9622, 9621.. 9719, 




9622. .9729, 


11215 


. .11325 


, 11223.. 11318 


, 11505.. 11546 


Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


bene no. 










Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.o4. 


gs 


Method 


GEN SCAN 


Start 


11015 








End 


12099 


GI 


none 








Score 


.53 


Exons 


11015. .11190 


, 11892.. 12099 






Seq. No. 


27497 








Seq. ID 


OJ000150_15.0124.C25 


Gene No. 


56839 








Strand 




Start 


11015 








End 


12161 


Name 


OJ000150 15. 


0124. 


C25.ol. 


tw 


Method 


TBLASTX: Wheat 



27414 



Start . 11556 End 12153 

GI none Score 71 

Exons 11556. .11639, 11651. . 11968, 11652 11972, 11673 11969, 

11955. .12152, 11962.. 12153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27497 
56839 
11015 

OJ000150_15 . 0124 . C25 . ol . tm 

11706 

none 

11706. .11867, 
11865. .11963, 



11712. .11780, 
11955. .12161, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

11714 

11962 



.11860, 
.12156 



OJ000150JL5.0124 .C25 
12161 

TBLASTX : Maize 
12161 * 
'180 

11806. .11862, 



15.0124.C26 



27498 Seq. ID OJ000150_ 

56840 Strand + 

1 End 206 

OJ000150_15.0124.C26.ol.np Method AAT/NAP 

1 End 206 

4512673 Score 181 
1..206 

(AC006931) putative phosphoprotein phosphatase [Arabidopsis 

thaliana] . • ' 



Seq. No. 27498 - Seq. ID 

Gene No. 56840 Strand 

Start 1 End 

Name OJ000150_15 . 0124 . C2 6 . ol . tm Method 

Start 45 End 

GI none Score 

Exons 45. .173, 46. .201, 47. .205, 48. .206 



OJ000150JL5 . 0124 . C26 
+ 

206 

TBLASTX: Maize 

206 

54 



Seq. No. 


27498 










Seq. ID 


OJ000150_15.0124 


.C26 


Gene No. 


56840 










Strand 


+ 




Start 


1 










End 


206 




Name 


OJ000150 


_15. 


0124. 


C26. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


47 










End 


202 




GI 


none 










Score 


194 




Exons 


47. .202, 


64. 


.201 












Seq. No. 


27498 










Seq. ID 


OJ000150_15.0124 


.C26 


Gene No. 


56840 










Strand 


+ 




Start 


1 










End 


206 




Name 


OJ000150 


JL5. 


0124. 


C26. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


50 










End 


205 




GI 


none 










Score 


213 




Exons 


50. .205, 


52. 


.201, 


78. 


.203 









Seq. No. 27499 Seq. ID OJ000150_15 . 0124 . C28 

Gene No. 56841 Strand + 

Start 1 End 34 9 

Name OJ000150_15 . 0124 .C28 .ol.np Method AAT/NAP 

Start 1 End 34 9 

GI " 2119980 Score 605 

Exons 1..34 9 

GI Descrip. transposase (transposons) - Escherichia coli 

gi|43089|emb|CAA42760| (X60200) transposase [Escherichia coli] 



27415 




gi | 303566 | dbj | B/&03914 | (D16449) transposase [Escherichia coli] 



Seq. No. 


27499 






Seq. ID 


OJ000150_15.0124 


.C28 


Gene No. 


56841 






Strand 


+ 




Start 


1 






End 


349 




Name 


OJ000150 15.0124.C28 


.ol 


.gs 


Method 


GENSCAN 




Start 


76 






End 


275 




GI . • 


none 






Score . 


.8 




Exons 


■-7 6. .275 












oeq. ino . 


27500 






Seq. ID 


OJ000150 15. 0124 


.C30 


Gene No. 


56842 






Strand 






Start 


1 






End 


327 




Name 


OJ000150 15.0124.C30 


.ol 


.np 


Method 


AAT/NAP- 




Start 


1 






End 


321 




GI 


3618316 






Score 


207 




Exons 


1. .321 












GI Descrip. 


(AB001886) zinc finger protein [Oryza 


sativa] 




Seq. No. 


O T C f\ f\ 






beq. iu 


OJ000150_15.0124 


.C30 


Gene No. 


56842 






btrana 


- 




Start 


1 






T7> _ J 

Lna 


327 




Name 


OJ000150. 15.0124.CoU 


. ol 


. gs 


Method 


GENSCAN 




Start 


97 






Lna 


321 




GI 


none 






Score 


.99 




Exons 


97. .321 












Seq. No. 


27500 






beq. iu 


OJ000150_15.0124 


.C30 


Gene No. 


56842 






Strand 


- 




Start 


1 






End 


327 




Name 


OJ000150 15.0124.C30 


. ol 


. ts 


Metnoa 


TBLASTX : Soybean 




Start 


97 






T-l 

hna 


324 




GI 


none 






Score 


180 




Exons 


97. .114, 190. .324 












Seq. No. 


27500 






Seq. ID 


OJ000150JL5.0124 


.C30 


Gene No. 


56842 






Strand 


- 




Start 


" 1 ' 






End 


327 




Name 


OJ000150 15.0124.C30 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


97 






End 


324 




GI 


none 






Score 


184 




Exons 


97. .114, 190. .324 












Seq. No. 


27500 






Seq. ID 


OJ000150_15.0124 


.C30 


Gene No. 


56842 






Strand 


- 




Start 


1 






End 


327 




Name - 


OJ000150 15.0124.C30 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


190 






End 


327 




GI 


none 






Score 


182 




Exons 


190.. 327, 190.. 309 












Seq. No. 


27501 






Seq. ID 


OJ000150_15.0124 


.C34 


Gene No. 


. 56843 






Strand 


+ 




Start 


584 






End 


639 




Name 


OJ000150 15.0124.C34 


.ol 


.gs 


Method 


GENSCAN 




Start 


584 






End 


639 




GI 


none 






Score 


.59 





27416 



Exons 



584. .639 



Seq. No. . 27502 Seq. ID OJ000150__15 . 0124 . C36 

Gene No. 56844 Strand 

Start 1 End 145 

Name OJ000150_15.0124.C36.ol.gp Method AAT/GAP 

Start 1 End 14 5 

GI 62810JL.R1084 Score 286 

Exons 1. . 145 

GI Descrip. 1 1076748/pir | | S52003 5.0e-12 major intrinsic protein - rice 

>gi_440869_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 
sativa] ' 



Seq. No. 27503 Seq. ID 

Gene No. 56845 Strand 

Start 1 End 

Name OJ000150_14 . 0124 .CI . ol . np Method 

Start 1 End 

GI 6539570 Score 

Exons 1..162, 350.. 565 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ000150_14.0124.C1 
565 

AAT/NAP 
565 
126 



Seq. No. 


27503 


Seq. ID 


OJ000150_14.0124.C1 


Gene No. 


56845 1 • 


Strand 


- ' 


Start 


1 


End 


565 


Name 


OJ000150 14.0124.Cl.ol'.gs 


Method 


GENSCAN 


Start 


311 


End 


500 


GI 


none 


Score 


.4 


Exons 


311. .500 






Seq. No. 


27504 


Seq. ID 


OJ000150_14.0124.C2 


Gene No. 


56846 


Strand 




Start 


180 


End 


604 


Name 


OJ000150 14.0124.C2.ol.gs 


Method 


GENSCAN 


Start 


180 


End 


604 


GI 


none 


Score 


.86 


Exons 


180.. 215, 536.. 604 






Seq. No. 


27505 


Seq. *ID 


OJ000150_14.0124.C4 


Gene No. 


56847 


Strand 


+ 


Start 


47 


End 


362 


Name 


OJ000150 14.0124.C4.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


362 


GI 


none 


Score 


.81 


Exons 


47. .114,. 236. .362 






Seq. No. 


27506 


Seq. ID 


OJ000150_14. 0.124. C5 


Gene No. 


56848 


Strand 


+ 


Start 


290 


End 


538 


Name 


OJ000150 14.0124.C5.ol.gp 


Method 


AAT/GAP 


Start 


290 


End 


538 


GI 


57713 5.R1084 


Score 


405 


Exons 


290. .538 






GI Descrip. 


'6015116/sp 10826531 ERG ARATH 


3.0e-34 GTP-BINDING PROTEIN ERG 




>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 



27417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



27507' Seq. ID 

56849 Strand 
177 End 
OJ000150_14 . 0124 . C6 . ol . gs Method 
177 End 
none Score 
177. .545 

27508 Seq. ID 

56850 Strand 
521 End 
OJ000150_14 . 012 4 . C7 . ol . gs Method 
521 End 
none Score 
521.. 619 

27509 

56851 Strand 
9889 End 
OJ000150_14 . 0124 . C8 . o2 . np Method 
9889 End 
4982518 Score 



OJ000150_14.0124,C6 
+ 

545 

GEN SCAN 

545 

.87 



OJ000150_14 .0124 .C7 
+ 

619 

GENSCAN 

619 

.92 



Seq. ID OJ000150_14.0124.C8 



+ 

13201 
AAT/NAP 
13201- 
390 



9889.-9948, 11607 .. 12354 , 12691.. 13201 
(AC000107) F17F8.24 [Arabidopsis thaliana] 



27509 
56852 ■ 
15210 

OJ000150_14 . 0124 . C8 . o2 . gs 
15210 
none 



Seq. ID OJ000150_14.0124.C8 



Strand 
End 

Method 

End 

Score 



+ 

15935 
GENSCAN 
15935 
.92 



15210. .15358, 15441. .15601, 15763.. 15935 



27509 
56853 
18945 

OJ000150_14 . 0124 . C8 . o4 . gs 

18945 

none 

18945. .19085, 19473 .. 19590, 
21381. .21570, 215.99. .22119 



Seq. ID OJ000150_14.0124.C8 

Strand + 

End 22119 

Method GENSCAN 

End 22119 

Score .73 
20454. .20566, 20963 .. 21109, 



27509 Seq. ID OJ000150_14 . 0124 . C8 

56854 Strand + 

24699 End 24783 

OJ000150_14.0124.C8.o4.np Method AAT/NAP . 

24699 End 24783 

6721547 Score 95 

24699.-24783 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



27509 Seq. ID 

56855 Strand 
26620 End 
OJ000150_14 . 0124 . C8 . o5 . np Method 

26620. " End 
5257266 Score 



OJ000150_14 .0124 . C8 
+ 

27067 
AAT/NAP 
27067 
176 



27418 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start-. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26620. .26660, 26827.. 27067 

(AP000364) EST C99024 (E4337) corresponds to a region of the 
predicted gene.; Similar to Silk moth; silkworm final instar 
larvae posterior. (D83241) [Oryza sativa] 



27509 Seq. ID 

56856 Strand 

27610 End 

OJ000150_14 . 0124 . C8 . 06 . np Method 

27610 End 

4755191 Score 
27610. .28530 

(AC007018) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000150_JL4.0124.C8 
+ 

28530 
AAT/NAP 
28530 
323 



27509 
56857 
32900 

OJ000150_14.0124.C8.o6.gs 

32900 

none 



Seq. ID OJ000150_14.0124.C8 

Strand + 

End 36873 

Method GENSCAN 

End 36105 

Score . 67 



32900. .32974, 32992 33105, 33502 33651, 33926 34003, 
34321. .34398, 35001 .. 35249, 35283.-35549, 36019.. 36105 



Seq. No. 27509 

Gene No. 56857 

Start 32900 

.Name OJ000150_14 . 0124 .G8 .o9.np 

Start 32913 

GI 5922620 

Exons 32913. .32951, 32992 .. 33126, 
35071. .35246, 35283 35367, 

GI Descrip. (AP000492) EST D15357 (C0514 ) 



Seq. ID OJ000150_14.0124.C8 

Strand + 

End 36873 

Method AAT/NAP 

End 36873 

Score 741 
34440. .34514, 34 616 .. 34741, 
36743. .36873 
corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


27509 




Seq. ID 


OJ000150_ 


14.0124 


.C8 


Gene No. 


56858 




Strand 


+ 






Start 


37054 




End 


45277 






Name 


OJ000150 14. 0124. C8. 


o7 .gs 


Method 


GENSCAN 






Start 


37054 




End 


38824 






GI 


none 




Score 


.84 






Exons 


37054. .37473, 37744. 


.38046, 


38240. .38366, 38814. 


.38824 




Seq. No. 


27509 




Seq. ID 


OJ000150_ 


14.0124 


.C8 


Gene No. 


56858 




Strand 


+ 






Start 


37054 




End 


'45277 






Name 


OJ000150 14. 0124. C8. 


olO . np 


Method 


AAT/NAP 






Start 


37169 




End 


45277 






GI 


3924603 




Score 


' 962 






Exons 


37169. .37211, 39583. 


.39920, 


40053. .40172, 41173. 


.41250, 






42218. .42391, 43302. 


.43379, 


43796. .43988, 44229. 


.44375, 





45186.. 45277 

GI Descrip. (AF069442) putative WD-repeat protein [Arabidopsis thaliana] 



27419 



Seq. No. . 27509 

Gene No. 56858 

Start 37054 

Name OJ000150_14 . 0124 .C8 .08 .gs 

Start 39552 

GI none 

Exons 39552. .39920, 40053 .. 40172, 
42218. .42391, 43302 .. 43379, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
41173. .41250, 
43796. .43972 



OJ000150_r4.0124.C8 
+ 



45277 
GENSCAN 
43972 
.83 

41888. 



,41932, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27509 Seq. ID 

56858 Strand 

37054 End 

OJ000150_14 . 0124 .C8 . o4 .gp Method 

39567 End 

2310412 Score 
39567. .39920 

3924603 9.0e-20 (AF069442) putative WD-repeat protein 
[Arabidopsis thaliana] 



OJ000150_14.0124. 
+ 

45277 
AAT/GAP 
39920 
688 



C8 



27509 
56858 
37054 

OJ000150_14.0124.C8.o5.gp 
42200 

uC-osflcypll0b07bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

42200. .42391, 43302 43379, 43796.-43968, 44215. .44295 
'3122326/sp|Q40153|L14B_LITER 9.0e-64 LEC14B PROTEIN 
>gi_1181604_dbj_BAA11768_ (D83074) LEC14B protein • [Lithospermum 
erythrorhi zon] ' ! 



OJ000150_14.0124.C8 
+ 

45277 
AAT/GAP 
44295 
947 



27509 
56859 
53 

OJ000150_14.0124.C8 .ol.gs 
53 

none 



OJ000150_14.0124.C8 

14114 
GENSCAN 
14114 
.49 

53. .425, 562. .630, 1448. .1550, 1637. .2154, 2850. .3715, 
3869. .4178, 4283.. 4630, 4837. .5263, 5342.. 6712, 6807.. 6872, 
6969. .7230, 7744 .. 7819, 9088 .. 9170, 9311. .9420, 9522. .9674, 
9978, .10269, 10415. . 10525, 10665 .. 10744 , 10940 11269, 
11489. .11566, 11949. .11965, 12198 .. 12248, 14026. .14114 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 


27509 


Seq. ID 


OJ000150_14.0124.C8 


Gene No. 


56859 


Strand 




Start 


53 


End 


14114 


Name 


OJ000150 14 


. 0124 . C8 . ol .np Method 


AAT/NAP 


Start 


2459 


End 


7484., 


GI 


4585985 


Score 


2162' 


Exons 


2459. .3339, 


3367. .3990, 4119. .5263, 5342. .5818, 6041. .6584, 




7445. .7484 






GI Descrip. 


(AC005287) 


Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27509 


Seq. ID 


OJ000150_14.0124.C8 


Gene No. 


56860 


Strand 




Start 


16358 


End 


21875 


Name 


OJ000150 14 


. 0124 . C8 . o3 . np Method 


AAT/NAP 


Start 


16358 


End 


21875 



27420 




GI 4539660 Score 1474 

Exons 16358. .17726, 21757.. 21875 

GI Descrip. . (AF061282) polyprotein [Sorghum bicolor] 



Seq. No. 


27509 


Seq. ID 


OJ000150 


Gene No. 


56860 


Strand 




Start 


16358 


End 


21875 


Name 


OJ000150 14.0124.C8.o3.gs 


Method 


GENSCAN 


Start 


16403 


End 


16975 


GI 


none 


Score 


.99 


Exons . 


16403. .16975 






Seq. No. 


27509 


Seq. ID 


OJ000150 


Gene No. 


56861 


Strand 




Start 


32191 


End 


32648 


Name 


OJ000150 14.0124.C8.o7.np 


Method 


AAT/NAP 


Start 


32191 


End 


32648 


GI 


6539570 


Score 


188 


Exons 


32191. .32257, 32445. .32648 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27509 
56862 
32775 

OJ000150_14 . 0124 . C8 . ol2 . tm 

233 

none 



Seq. ID OJ000150_14.0124.C8 



Strand 
End 

Method 

End 

Score 



34119 

TBLASTX: Maize 

1258 

72 



233.-358, 371. .490, 372. .491, 54 6 . . 662 , 1037 . . 1099, 1193. .1258 



27509 Seq. ID 

56862 Strand 

32775 End 
OJ000150_14 . 0124 . C8 . o!3 . tm Method 

1749 End 

none Score 

1749. .1904, 2001. .2147 



OJ000150_14.0124.C8 
34119 

TBLASTX: Maize 

2147 

106 



Seq. No. 27509 Seq, ID 

Gene No. 56862 Strand 

Start 32775 End 

Name OJ000150_14 . 0124 .C8 .o4 . ts Method 

Start 2555 End 

GI none Score 

Exons 2555.. 2737, 2574.. 2738, 2589.. 2735 



OJ000150 14. 0124. C8 
34119 

TBLASTX : Soybean 

2738 

87 



Seq. No. 


27509 






Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 






Strand 






Start 


32775 






End 


34119 




Name ' 


OJ000150 14 


.0124 


.C8.oll.tm 


Method 


TBLASTX: Maize 




Start 


2663 






End 


2983 




GI 


none 






Score 


56 




Exons 


2663. .2737, 


2664 


..2744, 2747. 


.2983, 2844. .2981 




Seq, No. 


27509 






Seq. ID 


OJ000150_14 .0124 


.C8 


Gene No. 


56862 






Strand 






Start 


32775 






End 


34119 




Name 


OJ000150 14 


.0124 


.C8.ol.tc 


Method 


TBLASTX: Cress 





27421 



Start 


2729 






End 


2974 




GI 


none 






Score 


196 




Exons 


2729. .2974 












Seq. No. 


27509 






Seq. ID 


OJ000150_14 .0124 


.C8 




56862 






Qf rand 






Start 


32775 






End 


34119 




Name 


OJ000150 14. 


0124. 


C8.o7.tm 


Method 


TBLASTX: Maize 




Start 


3290 






End 


3659 




GI 


none 






Score 


171 




Exons 


3290. .3658, 


3399. 


.3659 








Seq. No. 


27509 






Seq. ID 


OJ000150_14 .0124 


.C8 


f?ono Mo 
ucnc vi\j • 








O L. -L CLi IKJL. 






Start 


32775 






End 


34119 




Name 


OJ000150 14. 


0124. 


C8.o9.tm 


Method 


TBLASTX: Maize 




Start 


3803 






End 


4258 




GI 


none 






Score 


74 




Exons 


3803. .4024, 


4037. 


.4102, 4190 


. .4258 






Seq. No. 


27509 






Seq. ID 


OJ000150_14 .0124 


.C8 


VJCllC Vl\J • 








Strand 






Start 


32775 






End 


34119 




Name 


OJ000150 14. 


0124 . 


C8 .06. tm 


Method 


TBLASTX: Maize 




Start 


5190 






End 


5595 




GI 


none 






Score 


77 




Exons 


5190. .5264, 


5343. 


.5462, 5356 


..5475, 5.466.. 5591, 5473.. 5595 


Seq. No. 


27509 






Seq. ID 


OJ000150_14.0124 


.C8 










Strand 






Start 


32775 






End • 


34119 




Name 


OJ000150 14. 


0124. 


C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


5478 






End 


5753 




GI 


none 






Score 


124 




Exons 


5478. .5753, 


5479. 


.5628 








Seq. No. 


27509 






Seq. ID 


OJ000150_14.0124 


.C8 


Hp rip No 
\J cue liw • 


56862 






Strand 






Start 


32775 






End 


34119 




Name 


OJ000150 14. 


0124. 


C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


5598 






End 


6401 . 




GI 


none 






Score 


75 




Exons 


5598. .5879, 


5686. 


.5841, 5883 


. .6332, 6348. .6401 




Seq. No. 


27509 






Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 






Strand 






Start 


32775 






End 


34119 




NT a rri O 


UU \J \J \J jl *J \J -L *i . 


0124. 


C8 .o3.tm 


Method 


TBLASTX: Maize 




Start 


11819 






End 


28215 




GI 


none 






Score 


113 




Exons 


11819. .11965 


, 12008. .12121, 


12123. .12347, 12194 .. 12352, 






12702. .13076 


, 13107. .13133, 


27612. .27761, 27 613 .. 28215, 






27736. .28095 


, 27942.. 28214 








Seq. No. 


27509 






Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 






Strand 






Start 


32775 






End 


34119 





27422 



Name 




06 • tw 


Method 


TBLASTX: Wheat 




Start 


12123 




End 


27963 




GI 


none 




Score 


162 




Exons 


12123. .12299, 12309. 


.12362, 


12708. .12791, 12814. .12840, 






27577 . .27729, 27618. 


.27722, 


27739. .27891, 27843 .. 27890, 






27883. .27963 










Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 




Strand 






C +- >~ +- 

O Let L L. 






End 


34119 




Name 


OJ000150 14. 0124. C8. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


12717 




End 


28331 




GI 


none 




Score 


53 




Exons 


12717. .12773, 12828. 


.13067, 


13149. .13196, 27820. .27876, 






27946. .28173, 28162. 


.28272, 


28263.. 28331 




Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


otrllti LN\J • 






Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12867 




End 


28520 




GI 


none 




Score 


233 




Exons 


12867. .13199, 27970. 


.28281, 


28263. .28331, 28404.. 28520 




Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 




JDO 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8. 


ol . tw 


Method 


TBLASTX: Wheat . 




Start 


16370 




End 


16789 




GI 


none 




Score 


138 




Exons 


16370. .16789, 16371. 


.16748, 


16637. .16750 




Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 




Strand 






OLdl L. 






End 


34119 




Name 


OJ000150 14. 0124. C8. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


16553 




End 


17169 




.GI 


none v-- t . - 




Score 


69 




Exons 


16553. .16984, 16566. 


.16745, 


16818. .16976, 17011 .. 17133, 






17016. .17126, 17134. 


.17169 








Seq. No. 


27509 




Seq. ID 


OJ000150JL4.0124 


.C8 


Gene No. 


56862 




Strand 






Cfarf 

o Lai L. 


"3977S 




End 


34119 




Name 


OJ000150 14. 0124. C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16815 




End 


17348 




GI 


none 




Score 


124 




Exons 


16815. .16985, 16835. 


.16984, 


16978. .17136, 16979. .17071, 






17122. .17238, 17232. 


.17348 








Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17287 




End 


17543 




GI 


none 




Score 


223 




Exons 


17287. .17541, 17289; 


.17543 









27423 




o6q. MO. 






oeq. iu 






Gene No. 


56862 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 


.ol.ts- 


Method 


TBLASTX: Soybean 




Start 


17307 




End 


17556 




GI 


none 




Score 


143 




Exons 


17307. .17555, 17308 


. .17556 








oeq. wo. 






Seq. ID 


OJ000150_14 .0124 




Gene .No. 


56862 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


17354 




End 


17705 




GI 


none 




Score 


150 




Exons 


17354. .17599, 17355 


. .17606, 


17355. .17705, 17359. .17691 




Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


-C8 


(jene jno . 


C coco 
3 DO 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17732 




End 


28889 




GI 


none 




Score 


54 




Exons 


17732. .17884, 17920 


. .17979, 


28418. .28636, 28419 .. 28790, 






28656. .28790, 28808 


. .28885, 


28857. .28889 




Seq. No. 


Z tDKJy 




Seq. ID 


OJ000150_14.0124 


pq 


Gene No. 


56862 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17920 




End 


28943 




GI 


none 




Score 


80 




Exons 


17920. .18024, 28617 


. .28805, 


28821. .28937, 28857.. 28943 




Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


ueue wo • 


c coco 
D DO 




Strand 






Start 


32775 




End 


34119 ■ ' 




Name 


OJ000150 14. 0124. C8 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


18219 




End 


29338 




GI 


none 




Score 


132 




Exons 


18219. .18386, 29060 


. .29230, 


29095. .29229, 29104 .. 29247 , 






29252. .29338 










Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 




Strand 






o tarn 


jZ / / O 




End 


34119 




Name 


OJ000150 14. 0124. C8 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


26737 




End 


27050 




GI 


none 




Score 


98 




Exons 


26737. .26862, 26740 


. .26931, 


26741. .26938, 26756 .. 26950, 






26940. .26969, 26940 


. . 26987, 


26942. .26980, 26943 27050, 






26987. .27049 










Seq. No. 


27509 




Seq. ID 


OJ000150_14.0124 


.C8 


Gene No. 


56862 




Strand 






Start 


32775 




End 


34119 




Name 


OJ000150 14. 0124. C8 


. 08 .np 


Method 


AAT/NAP 





27424 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32775 End 34119 

6630699 Score 64 

32775. .32852 f 34100 34119 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 1 dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



27509 
56863 . 
43299 

OJ000150_14 . 0124 .C8 . olO . tm 

43299 

none 



Seq. ID OJ000150_14.0124.C8 
Strand 

End 44364 

Method TBLASTX : Maize 

End 44359 

Score 125 



43299. .43382, 43301 43390, 43793 .. 4 4038 , 4 3835 .. 43963, 
44233. .44340, 44234 .. 44356, 44342.. 44359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27509 
56863 
43299 

OJ000150_14.0l24.C8.o3.ts 

43820 

none 



Seq. ID OJ000150_14.0124.C8 
Strand 

End 44364 

Method - TBLASTX: Soybean 

End 44364 

Score 206 



43820. .43963, 43822 .. 43962, 44225 44362, 4 4233 .. 44361, 
44236.-44364 



Seq. No. 27510 

Gene No. 568 64 

Start 1 

Name OJ000150_14 . 0124 .C9 .o2 .np 

Start 1 

GI 3122313 

Exons 1..29, 799.. 862, 1650.. 1838 

GI Descrip. LEC14B HOMOLOG gi 12351587 (U82760) LEC14B homolog [Prunus 
armeniaca] 



Seq. ID OJ000150_14.0124.C9 

Strand + 

End 1933 

Method AAT/NAP 

End 1838 

Score 186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



27510 
56864 
1 

OJ000150_14.0124.C9.ol.gs 
479 
none 

479. .589, 769. .813, 1863. .1933 



Seq. ID OJ000150_14.0124.C9 

Strand + 

End 1933 

Method GEN SCAN 

End 1933 

Score .41 



27510 
56865 
1 

OJ000150_14.0124.C9.ol.np 
1 

4539462 
1. .72,' 195. .624, 1796. .1830 

(AL049500) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000150_14.0124.C9 
Strand 

1832 
AAT/NAP 
1830 
105 



End 

Method 

End 

Score 



27510 
56865 
1 

OJ000150_14.0124.C9.ol.tm 
169 



Seq. ID OJ000150_14.0124.C9 
Strand 

End 1832 

Method TBLASTX: Maize 

End 590 



27425 




GI 


none 


Score 


62 


Exons 


169. .315, 170. .316, 204. .353, 


280. .342, 


348. .590, 349. .507, 




432.. 590 






Seq. No. 


27510 


Seq. ID 


OJ000150_14.0124.C9 


Gene No. 


IT /" ft f C 

56865 


Strand 




Start 


1 


End 


1832 . 


Name 


OJ000150 14.0124.C9.ol.tw 


Method 


TBLASTX: Wheat „ . 


Start 


186 


End 


519 


GI 


none 


Score 


167 


Exons 


186. .509, 244. .519 






Seq. No. 


i 

27510 


Seq. ID 


OJ000150_14.0124.C9 


Gene No. 


C f ft /? c 

56865 


Strand 




Start 


1 


End 


1832 


Name 


OJ000150 14.0124.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


798 


End 


1832 


GI 


none 


Score 


87 


Exons 


798. .863, 800. .865, 801. .866, 


803. .865, 


1652. .1831, 1653. .1832 


Seq. No. 


27511 


Seq. ^ID 


OJ000150_14. 0124. C10 


Gene No. 


56866 


Strand 


+ 


Start 


1015 


. End 


10008 


Name 


OJ000150 14 . 0124 . C10 . ol . gs 


Method 


GENSCAN 


Start 


1015 


End 


9988 


GI 


none 


Score 


.74 


Exons 


1015.. 1067, 2402.. 2519, 2592. 


.3275, 4353.. 4381, 4410.. 4560, 




4566. .4755, 6740. .6892, 7434. 


.7957, 8035. .8157, 8344. .8457, 




8679.. 8841, 9393.. 9988 






Seq. No. 


27511 


Seq. ID 


OJ000150_14. 0124. C10 


Gene No. 


56866 


Strand 


+ 


Start 


1015 


End 


10008 


Name 


OJ000150 14.0124.C10.ol.np 


Method 


AAT/NAP 


Start 


5731 


End 


10008 


GI , 


4914343 


Score 


456 


Exons 


5731.. 5752, 9525.. 10008 






GI Descrip. 


(AC005489) F14N23.29 [Arabidopsis thaliana] 


Seq. No. 


27511 


Seq. ID 


OJ000150_14. 0124. C10 


Gene No. 


-56866 


Strand 


+ 


Start 


1015 


End 


10008 


Name 


OJ000150 14.0124.C10.ol.gp 


Method 


AAT/GAP 


Start 


7548 


End 


7817 


GI 


uC-osflcypl44f 04bl 


Score 


490 


Exons 


7548. .7817 






GI Descrip. 


■5852077/emb|AL117264.1|OSB6015 3.0e-94 


Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone: b6015 f 


Seq. No. 


27511 


Seq. ID 


OJ000150_14. 0124. C10 


Gene No. 


56867 


Strand 


+ 


Start 


15216 


End 


23162 


Name 


OJ000150 14.0124.C10.o3.gs 


Method 


GENSCAN 


Start 


15216 


End 


23162 


GI 


none 


Score 


.75 



Exons 15216. .15232, 19414 .. 19481/ 21361 .. 214 55, 224 69 .. 227 15, 

22855. .23162 



27426 






Seq. No. 


0 *7 c 1 n 

27511 


Seq. ID 


OJUU0150 14.0124.C1U 




Gene No. 


56868 


Strand 


+ 




Start 


29255 


End 


30124 




Name 


OJ000150 14.0124.C10.o5.gs 


Method 


GEN SCAN 




Start 


29255 • 


End 


30124 




GI 


none 


Score 


.62 




Exons 


- 29255. .30124 








Seq. No. 


2. /oil 


Seq. ID 


OJUUUloU 14.U124.C1U 




Gene No. 


56869 


Strand 






Start 


24167 


End 


25883 




Name 


OJ000150 14.0124.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9518 


End 


9996 




GI 


. none 


Score 


517 




Exons 


9518.. 9985, 9556.. 9978, 9745 


. .9996 






Seq. No. 


. 27511 . 


Seq. ID 


OJ000150_14. 0124. C10 




Gene No. 


56869 


Strand 






Start 


24167 


End 


25883 




Name 


OJ000150 14.0124.C10.ol.tm 


Method 


TBLASTX .-Maize 




Start 


9536 


End 


10001 




GI 


none 


Score 


362 




Exons 


9536.-9847, 9553.. 9849, 9742 


..9870, 9822. .9968, 9860. .9982, 


'".J 
':. ""H 




9862.. 9978, 9879.. 10001 






,= 3::, 
Li 


Seq. No. 


27511 


Seq. ID 


OJ000150_14. 0124. C10 




Gene No. 


56869 


Strand • 






Start 


24167 


End 


25883 




Name 


OJ000150 14.0124.C10.o4.gs 


Method 


GENSCAN 


Up 


Start 


24167 


.End 


25883 




GI 


none 


Score 


.78 


ry 


Exons 


24167. .24309, 24712. .24966, 


25856. .25883 


~z 


Seq. No. 


27512 


Seq. ID 


OJ000150_14.0124.C11 




Gene No. 


56870 


Strand 


+ 


■•■4 


Start 


1 


End 


880 




Name 


OJ000150 14.0124.Cll.ol.np 


Method 


AAT/NAP 


:. "5 


otart 


1 


End 


732 


::? 


GI 


1785621 ' 


Score 


822 


:" "'a 


Exons 


1..732 








GI Descrip. 


(Z84202) AtPK2324 [Arabidopsis thaliana] gi 1 2465927 (AF024650) 






receptor-like serine/threonine kinase 


[Arabidopsis thaliana] 






gi | 4249408 | gb | AAD13705 . 1| (AC006072) putative protein kinase 






[Arabidopsis thaliana] 








Seq. No. 


27512 


Seq. ID 


OJ000150_14.0124.C11 




Gene No. 


56870 


Strand 


+ 




Start 


1- 


End 


880 




Name 


OJ000150 14.0124.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


677 




GI 


none 


Score 


750 




Exons 


1..561, 3. .98, 16. .324, 174. 


.554, 577. 


.633, 582.. 647, 639.. 677 




Seq. No. 


27512 


Seq. ID 


OJ000150_14.0124.C11 




Gene No. 


56870 


Strand 


+ 




t Start 


1 


End 


880 



27427 



Name 


OJ000150 14 


.0124.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13 




End 


555' 




GI 


none 




Score 


361 




Exons 


13. .336, 19 


. .336, 174. .338, 216. .422, 


376. .555 




Seq. No. 


27512 




Sea. ID 


OJ000150JL4.0124-. 


Cll 




56870 




Strand 


+ 




Start 


1 ' 




End 


880 




Name 


OJ000150 14 


.0124.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 


22 




End 


342 




GI 


none 




Score 


324 




Exons 


22.. 342, 174.. 341 








Seq. No. 






Seq. ID 


OJ000150_14.0124. 


Cll 




Sfifl70 

JDO / U 




Strand 


+ 




Start 


1 
J. 




End 


880 




Name 


n.Tnnm i 4 


01 2d n 1 nl i-m 


Method 


TBLASTX: Maize 




Start 


35 




End 


444 




GI 


none 




Score 


599 




Exons 




444 ^7 444 








Seq. No. 


97M 9 




Sea ID 


OJ000150_14.0124. 


Cll 


OCllC LN VJ • 






Strand 


+ 




Start 


1 

J. 




End 


880 




Name 


n.Tnnm sn i 4 


01 ?4 PI 1 ol rr«5 


Met hod 


GENS CAN 




Start 


58 




End 


738 




GI 


none 




Score 


.69 




Exons 


JO • . / JO 










Seq. No. 






Spa ID 


OJ000150JL4.0124. 


Cll 




JDO (U 




St" rand 






Start 


1 

X 




End 


880 




Name 


VJUUUUUU X M 


0124 Cll o2 tm 


Method 


TBLASTX: Maize 




Start 


444 ~~ 

*i *i *i 




End 


880 




GI 


none 




Score 


374 




Exons 


444. .800, 4 


45. .810, 571. .810, 


851. .880 






Seq. No.. 


27513 




Seq. .ID 


OJ000150_14.0124. 


C12 


OCllC LN(J • 


56871 




Strand 






Start 


2313 




End 


3499 




Name 


OJ000150 14 


.0124.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1289 




End 


2182 




GI ' 


none 




Score 


107 




Exons 


1289. .1474, 


1514.. 1591, 1687. 


.1896, 1688. .1846, 2138. .2182 


Seq. No. 


27513 




Seq. ID 


OJ000150_14.0124. 


C12 


Gene No. 


56871 




Strand 






Start ' 


2313 




End 


3499 




Name 


OJ000150 14 


.0124.C12.ol.np 


Method 


AAT/NAP 




Start 


2313 




End 


3499 




GI 


6815062 




Score 


1138 




Exons 


2313. .3499 










GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


BAC 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 27513 > Seq. ID OJ000150_14 . 0124 . C12 



27428 




Gene No. 


ODD / 1 






Strand 






Start 


2313 






End 


3499 




Name 


OJ000150 14 


.0124.C12.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


2486 






End 


2764 




GI 


none 






Score 


76 




Exons 


2486. .2764, 


2583. .2708 










Seq. No. 


27513 






Seq. ID 


OJ000150JL4.0124 


.C12 


Gene No. 


O DO / 1 






o Tirana 






Start 


2313 






End 


3499 




Name 


OJ000150 14 


.0124.C12.ol 


.tm 


Method 


TBLASTX: Maize : 




Start 


2891 






End 


3457 




GI 


none 






Score 


249 




Exons 


2891. .3280, 


2913. .3281, 


3308. 


.3457 


- 




Seq. No. 


27514 






Seq. ID 


OJ000150_14.0124 


.C13 


Gene No. 


56872 












Start 


264 






End 


653 




Name 


OJ000150 14 


.0124.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


264 






End 


653 




GI 


none 






Score 


108 




Exons 


264.. 593, 324.. 602, 591 


..653 








Seq. No. 


£ /OLD 






Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


boo 13 






Strand 


+ 




Start 


i c c a 
1 bob 






End 


6695 




Name 


OJ000150 14 


.0124.C14.ol 


.gs 


Method 


GENSCAN 




Start 


1666 






End 


66,95 




GI . 


none 






Score 


.6' 




Exons 


1666. .1802, 


2314. .2378, 


3065. 


.3438, 4762. .4840, 6096. .6274, 




6447. .6695 












Seq. No. 


27515 






Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56873 






Strand 


+ 






1666 






End 


6695 




Name 


■ OJ000150 14 


.0124.C14.ol 


.np 


Method 


AAT/NAP 




Start 


3271 






End 


5284 




GI 


6815052 






Score 


136 




Exons 


3271. .3420, 


3481. .3566, 


5253. 


.5284 






GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


27515 






Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56874 






Strand 


■+ 




Start 


6985 






End 


7811 




Name 


OJ000150 14 


.0124.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


6985 






End 


7811 




GI 


none 






Score 


1601 




Exons 


6985. .7811 












Seq. No. 


27515 






Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56875 






Strand 


+ 




Start 


15457 






End 


15804 




Name 


OJ000150 14 


.0124.C14.o4 


.gs 


Method 


GENSCAN 




Start 


15457 






End 


15804 




GI 


none 






Score 


.73 





Exons 15457. .15804 



27429 



Seq. No. 27515 Seq. ID 

Gene No. 56876 Strand 

Start 22730 End 25082 

Name OJ000150_14 . 0124 .C14 . 06 . gs Method GENS CAN 

Start 22730 End . 25082 

GI none Score . 54 

Exons 22730. .22811, 22907 .. 23031, 23227 23517 , 23799 

24100. .24184, 2484*9.-25082 



OJ000150_14 . 0124 .C14 
+ 



.23824, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27515 

56877 

23885 

OJ0001 

5205 

none 

5205. . 

5376. . 

5572. . 

5730. . 

13030. 

13046. 

13158. 

13176. 

13314. 

13332. 

13336. 

13424. 

13548. 

13558. 

13710. 

13822. 



50 14.0124.C14.o2.tm 



Seq. ID OJ00.0150_14.0124.C14 
Strand 

End 27264 

Method TBLASTX : Mai ze 

End 13984 

Score 66 



5324, 

5519, 

5679, 

5780, 

.13125 

.13222 

.13277 

.13286 

.13481 

.13442 

.13566 

.13669 

.13634 

.13680 

.13823 

.13887 



5235. .5414, 5239 
5403. .5492, 5493 
5579.. 5686, 5580 
5750. .5788, 5768 
13032. .13166, 
13054. .13125, 
13166. .13279, 



13178, 
13320. 
13334, 
13337, 
13467, 



,13279, 
,13439", 
,13474, 
,13480, 
,13655, 



13548. .13676, 
13558. .13680, 



13711, 
13824. 



,13839, 
,13886, 



..5373, 5240.. 5383, 5 
..5555, 5557. .5682, 5 
..5684, 5597. .5680, 5 
..5836, 13015. .13131, 
13033.. 13131, 13044.. 
13133. .13273, 13148.. 

13280, 13173.. 
13288, 13181.. 
13438, 13328.. 
13435, 13335.. 
13416. .13442, 13423.. 
13510. .13662, 13525.. 
13551. .13676, 13557.. 
13705. .13824, 13710.. 
13713. .13835, 13717.. 
13825. .13899, 13937.. 



13167 
1-3181 
13322 
13334 



376. .5468, 
571. .5696, 
610.. 5693, 

13015. .13122, 
13133, 
13273, 
13286, 
13285, 
13441, 
13574, 
13482, 
13662, 
13658, 
13.817, 
13839, 
13984 



Seq. No. 27515 Seq. ID 

Gene No. 56877 Strand 

Start 23885 End 

Name OJ000150_14 . 0124 .C14 . o3 . tw Method 

Start 10276 " End 

GI none Score 
Exons 



OJ000150_14.0124.C14 
27264 

TBLASTX: Wheat 

20163 

65 



10276. .10347, 19786 .. 19929, 19788 .. 19940, 19936 20163, 
19993. .20076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27515 

56877 Strand 

23885 End 
OJ000150_14 .0124 . C14 . o3 . tm Method 

19881 End 

none " Score 

19881. .19940, 19981. .20277, 20303.. 20353 



Seq. ID OJ000150_14.0124.C14 



27264 

TBLASTX: Maize 
20353 
60 



Seq. ID OJ000150_14.0124.C14 
Strand 

27264 
AAT/NAP 
27264 
1292 



27515 
56877 
23885 

OJ000150_14.0124.C14 .o2.np 
23885 
6630696 
23885. .23927, 26447.. 27264 

(AP000969) ESTs D22114 (C10364 )~, AU076106 (E20423 ) correspond to a 



End 

Method 

End 

Score 



27430 




region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


27515 




Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56877 




Strand 


- 




Start 


23885 




End 


27264 




Name 


OJ000150 14.0124.C14 


.o7 ,gs 


Method 


GENSCAN 




Start 


26397 


End 


26984 




GI 


none 




Score 


.66 




Exons 


26397 .. 26721, 26941. 


.26984 








Seq. No. 


27515 




Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56877 




Strand 






Start 


23885 




End 


27264 




Name 


OJ000150 14.0124.C14 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


26420 




End 


27059 




GI 


none 




Score 


540 




Exons 


26420 .. 2704 9, 26448. 


. 27059, 


26452.. 27051 




Seq. No. 


27515 




Seq. ID 


OJ000150_14.0124 


.C14 


Gene No. 


56877 




Strand 






Start 


23885 




End 


27264 




Name 


OJ00.Q150 14.0124.C14 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


26709 




End 


27107 




GI 


none 




Score 


102 




Exons 


26709. .26882, 26886. 


.27107, 


26890. .27105 




Seq. No. 


' 27515 




Seq. ID 


OJ000150JL4.0124 


.C14 


Gene No. 


56877 ' < 




.Strand 






Start 


23885 




End 


27264 




Name 


OJ000150 14.0124.C14 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


26895 




End 


27263 




GI 


none 




Score 


72 




Exons 


26895 .. 27263, 26902. 


O *7 T O 

.27078 








Seq. No. 


27515 




Seq. ID 


,OJ000150_14.0124 


.C14 


Gene No. 


56877 




Strand. 






Start 


23885 




End ■ 


27264 




Name 


OJ000150 14.0124.C14 


.o2.tw 


Method 


TBLASTX: Wheat ■ 




Start 


27060 




End 


27252 




GI 


none 




Score 


100 




Exons 


27060. .27251, 27060. 


.27251, 


27061. .27252 




Seq. No. 


27516 




Seq. ID 


OJ000150_14.0124 


.CIS 


Gene No. 


56878 • 




Strand 


+ 




Start 


1495 




End 


3199 




Name 


OJ000150 14.0124.C15 


.ol.gs 


Method 


GENSCAN 




Start 


14 95 




End 


3199 




GI 


none 




Score 


.67 




Exons 


1495.. 1718, 2330.. 2446, 2572 


..2659, 2844.. 2961, 3063. .3199 


Seq. No. 


27516 




Seq. ID 


OJ000150JL4.0124 


.C15 


Gene No. 


56879 




Strand 


+ 




Start 


6131 




End 


6528 




Name 


OJ000150' 14.0124.C15 


. o2 . gp 


Method 


AAT/GAP 




Start 


6131 




. End 


6528 




GI 


none 




Score 


513 





27431 



Exons 



6131. .6361,-6436. .6528 



Seq. No. 27516 . Seq.. ID 

Gene No. 56880 Strand 

Start 8604 End 

Name OJ000150_14 . 0124 . C15 . o4 . gp Method 

Start '8604 . End 

GI 57713_5.R1084 Score 

Exons 8604.. 8851 

GI Descrip. ' 6015 11 6/sp 1 082653 I ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] ' 



OJ000150_14.0124.C15 
+ 

8851 
AAT/GAP 
8851 
405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27516 Seq. ID OJ000150_14 . 0124 . C15 

56881 Strand 

1 End 1896 

OJ000150JL4 . 0124 . C15 . ol . np Method AAT/NAP 

1 End 1896 

6630696 Score 1731 

1..431, 1177. .1896 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000150_14 . 0124 .C15 

1896 
AAT/GAP 
1854 
1185 



Seq. No. „. 27516 Seq. ID 

Gene No. 56881 Strand 

Start 1 End 

Name OJ000150_14 . 0124 . C15 . ol . gp Method 

Start 1162 End 

GI 101595_1.R1084 Score 

Exons 1162.. 1854 

GI Descrip. -'3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 

Seq. No. 27516 Seq. ID OJ000150_14 . 0124 . C15 

Gene No. 56882 Strand 

Start 3494 End 6680 

Name OJ000150_14 .0124 .C15.o2.np Method AAT/NAP 

Start 3494 End 6680 

GI 4567294 Score 139 

Exons 3494.. 3807, 6659.. 6680 

GI Descrip. (AC006918) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



27516 Seq. ID 

56882 Strand 
3494 End 
OJ000150JL4 . 0124 . C15 . o2 . gs Method 
3717 ^ End 
none Score 
3717. .4078, 4474. .4771, 6424. .6510 

27516 Seq. ID 

56883 Strand 
9154 End 
OJ000150_14.0124.C15.o3.gs Method 
9154 End 



OJ000150_14.0124.C15 

6680 
GENSCAN 
6510 
.76 



OJ00'0150_14 .0124 .C15 

10326 

GENSCAN 

10326 



27432 




GI 


none 




Score 


.72 




Exons 


9154. .9360, 


9714.. 9801, 10271. .10326 






Seq. No. 


27516 




Seq. ID 


OJ000150_14.0124. 


C15 


Gene No. 


56884 




Strand 






Start 


11148 




End 


14411 




Name 


OJ000150 14 


.0124.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


11 . 




End 


317 




GI 


none 




Score 


109 




Exons 


11. .145, .12 


..146, 109. .297, 


126. .317, 


136. .294, 143. .298 


Seq. No. 


27516 




Seq. ID 


' OJ000150_14.0124. 


C15 


Gene No. 


56884 




Strand 






Start 


11148 




End 


14411 




Nanie 


OJ000150 14 


.0124. CIS. o2.tm 


Method 


TBLASTX: Maize 




Start 


154 9 




End 


1855 




GI 


none 




Score 


119 




Exons 


1549. . 1740, 


1549.. 1830, 1611 


..1760, 1625.. 1855 




Seq. No. 


27516 




Seq. ID 


OJ000150_14.0124. 


C15 


Gene No. 


56884 




Strand 






Start 


11148 




End 


14411 




Name 


OJ000150 14 


.0124. CIS. ol.tw 


Method 


TBLASTX: Wheat 




Start 


1605 




End 


1965 




GI 


none 




Score 


165 




Exons 


1605. . 1787, 


1606. .1827, 1625 


. .1864, 1867. .1965 




Seq. No. 


27516 




Seq. ID 


OJ000150_14.0124. 


C15 


Gene No. 


56884 




Strand 






Start 


11148 




End 


14411 




Name 


OJ000150 14 


.0124 .C15.o4.gs 


Method 


GEN SCAN 




Start 


11148 




End 


14411 




GI 


none 




Score 


.66 




Exons 


11148. .11214, 13818. .13898, 


14326. .14411 




Seq. No. 


27517 




Seq. ID 


OJ000150_14.0124. 


C16 


Gene No. 


56885 




Strand 






Start 


1 




End 


473 




Name 


OJ000150 14 


.0124.C16.ol.np 


Method 


AAT/NAP - 




Start 


1 




End 


473 




GI 


6967113 




Score 


183 




Exons 


1. .473 










GI Descrip. 


(AL138652) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


27517 




Seq. ID 


OJ000150_14.0124. 


C16 


Gene No. 


56886 




Strand 






Start 


918 




End 


1060 




Name 


OJ000150 14 


.0124.C16.ol.tm 


-Method 


TBLASTX: Maize 




Start 


1 




End 


454 




GI 


none 




Score 


115 




Exons 


1. .453, 7. . 


330, 305.. 454 








Seq. No. 


27517 




Seq. ID 


OJ000150_14.0124. 


C16 


Gene No. 


56886 




Strand 






Start 


918 




End 


1060 




Name 


OJ000150 14 


. 0124. ,C16. ol.tw 


Method 


TBLASTX: Wheat 




Start 


103 




End 


489 





27433 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 37 

103. .183, 175.. 327, 176.. 223, 337.. 489, 344.. 448 



Seq. ID OJ000150_14.0124.C16 
Strand 

End 1060 

Method AAT/NAP 

End 1060 

Score 116 



27517 
56886 
918 

OJ000150_14.0124.C16.o2.np 
918 

6907106 
918. .1060 

(AP001129)„.EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000150_14.0124.C19 

Strand + 

End 1002 

Method AAT/NAP 

End 1002 

Score 1469 



27518 
56887 
1 

OJ000150_14 . 0124 . CI 9 . ol . np 
1 

6630696 
1. .1002 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


27518 




Seq. ID 


OJ000150_14 .0124 


.C19 


Gene No. 


56887 




Strand 


+ . 




Start 


1 




End 


1002 




Name 


OJ00015a-,-14.0124.C19 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


46 




End 


297 




GI 


none 




Score 


34 




Exons 


46. .81, 61. .201, 62. 


.238, 202 


..297, 230. .295 




Seq. No. 


27518 




Seq. ID 


OJ000150 14.0124 


.C19 


Gene No. 


56887 




Strand 


+ 




Start 


1 




End 


1002 




Name 


OJ000150 14.0124.C1.9 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


245 




End 


625 




GI 


none 




Score 


83 




Exons 


'245.. 394, 377.. 625 










Seq. No. 


27518 




Seq. ID 


OJ000150_14 .0124 


-C19 


Gene No. 


56887 




Strand 


+ 




Start 


1 




End 


1002 




Name 


OJ000150 14.0124.C19 


.ol.gs 


Method 


GENSCAN 




Start 


302 




End 


940 




GI 


none 




Score 


.53 




Exons 


302.. 940 










Seq. No. 


27518 




Seq. ID 


OJ000150_14.0124 


-C19 


Gene No. 


56887 




Strand 


+ 




Start 


1 




End 


1002 




Name 


OJ000150 14.0124.C19 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


413 




End 


847 




GI 


none 




Score 


296 




Exons 


413. .847, 664. .840 










Seq. No. 


27518 




Seq. ID 


OJ000150_14 .0124 


.C19 



27434 




Gene No. 


56887 








Strand 


+ 




O Lai L. 










End 


1002 




LN CtlUC 


OJ000150 


14 0124 C19 


. ol 


. tw 


Method 


TBLASTX * Wheat 






490 ~ 








End 


894 




ui. 


none 








Score 


323 






4 90 738 


4 91.. 739, 


712 


. . 894 , 


713 . .892 






Seq. No. 


27518 








Seq. ID 


OJ000150_;.4.0124 


.C19 


Gene No. 


56887 








Strand 


+ 






1 








End 


1002 




LNClllLt? 


o.toooi so 


14 0124 C19 


. ol 


. ts 


Method 


TBLASTX * Sovbean 




O UClI U 


635 ~~ 








End 


856 






none 








Score 


194 




R von 


635 856. 


637 852 












Seq. No. 


27519 








Seq. ID 


OJ000150JL4.0124 


.C21 


Gene No. 


56888 








Strand 


+ 




Start 


62 








End 


166 




LYCllll™ 


OJ000150 


14 0124 C21 


. ol 


* y° 


Mpt hod 


GEN SCAN 




o Lai \~ 


62 ~ 








End 


166 




OX 










Score 


. 85 






62 . . 166 














Seq. No. - 


27520 








Seq. ID 


OJ000150_14.0124 


.C23 


Gene No. 


56889 








Strand 






O Lai U 


491 








End 


617 




Name 


(vrnnm so 


14 0124 P2^ 


ol 


• yo 


Mpfhod 


O— 1 IN O \-/iilN 




D Lai U 


491 "~ 

*4 _7 X 








CjLI\JL 


617 

W X / 




ul 










•OLUI c 


68 




IT v r\T\ q 
Hi 


491 617 

*1 _7 I . . Ul ' 














Seq. No. 


27521 








Seq. ID 


OJ000150_14.0124 


.C27 


Gene No. 


56890 








Strand 


+ 




*D L. a. -L L. 


51 








End 


165 




KT OTT1 Q 

LNCllLL" 


ojoooi so 


14 0124 C27 

X*3 • 1/ I 1 * / 


ol 

. \J X 


• y o 


Mpfhod 


GENS CAN 




OLai L 


ST 

*J X 








End 


165 




ox 


none 








Score 


.46 






51 165 














Seq. No. 


27522 








Seq. ID 


OJ000150JL4.0124 


.C29 


Gene No. 


56891 








Strand 






Start 


316 








End 


530 




Name 


OJ000150 


14 0124 C29 


. ol 


. qs 


Mpfhod 

I 1C L11UU 


GENSCAN 




JLuiL 


316 ' ~ 








End 


530 




(IT 
OX 


none 








'Score 


. 62 






316 326 

JIU • • -J £. \J f 


401 530 

MUX. •«_/_/ W 












Seq. No. 


27523 








Seq. ID 


OJ000150_14.0124 


.C32 


Gene No. 


56892 








Strand 


+ 




lj uai l. 


213 








End 


273 




LN cULic 


o.toooi so 


14 0124 P32 

X*a . U X — *i • £. 


ol 

. *J X 


. y o 


MpfhoH 

1 1C LUUU 


0£j LN O V^rUN 




Start 


213 








End 


273 




GI 


none 








Score 


.66 




Exons 


213. .273 














Seq. No. 


27524 








Seq. ID 


OJ000150_17.0124 


.CI 


Gene No. 


56893 








Strand 







27435 





56 


End 


172 




Name 


OJ000150 17.0124.Cl.ol.np 


Method 


AAT/NAP 




Start 


56 


End 


172 




PT 


3421413 


Score 


80 




Exons 


56. .172 








\j± uescrxp. 


(AF081922) protein phosphatase 2A 55 kDa B regulatory subunit 




rOrT/ , 73 o 3 f "i tra 1 rx i 1 "5^01 ^ 

Lvjryza sauivaj gi | J4<£,i4i j 


(AF081923) protein phosphatase 2A 


55 


- 


KUa d regulatory sujjuiixl 


f f~} r\/72 Cf 1 TT o 1 

[\JLyZ,a, bdLlVdJ 






Seq. No. 


i / j^t , 


(2 art T H 

ocg • iu 






Gene No. 


o do y ^ 


Cf r anH 








1 4 ^ 


End 


204 




Name 


OJ000150 17.0124.Cl.ol.gs 


Method 


GENSCAN 




o tar u 


146 


End 


204 






none 


Score 


.63 




Exons 


146. .204 








OeCJ . 1NO . 


27525 


Seq. ID 


OJ000150 17. 0124. C4 




ucllc • 


56895 


Strand 


+ 




O Loi u 


1 


End 


674 




Name 


OJ000150 17.0124.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


674 






3421413 ; 


Score 


155 




Exons 


1. .76, 172. .249, 338. .440 


, 564. .674 






P "T* r\ A ^ i y*v 

ui uescnp. 


(AF081922) protein phosphatase 2A 55 kDa B regulatory subunit 




[Oryza sativa] gi 13421415 


(AF081923) protein phosphatase 2A 


55 




kDa B regulatory subunit 


[Oryza sativa] 






Seq. No. 


27525 


Seq. ID 


OJ000150_17.0124.C4 




Gene No. 


56895 


Strand 


+ . 






1 


End 


674 




Name 


OJ000150 17.0124.C4.ol.gs 


Method 


GENSCAN 




OLalL 


172 


End 


584 




bl 


none 


Score 


.45 




Exons 


172.. 249, 526.-584 








Q /-r \7/~l 

oeq . iNo . 


27526 


Seq. ID 


OJ000150_17.0124.C5 




Gene No. - 


56896 


Strand 






Start 


1 


End 


233 




M a Tin o 


OJ000150 17.0124.C5.ol.np 


Method 


AAT/NAP 




OLdlL 


1 


End 


233 






6498436 


Score 


176 




Exons 


1. .233 










(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27526 


Seq. ID 


OJ000150_17.0124.C5 




Gene No. 


56896 


Strand 






Of arf 


1 


End 


233 




Name 


OJ000150 17.0124.C5.ol.gs 


Method 


GENSCAN 




Of a y-f- 


2 


End ' 


117 




GI 


none 


Score 


.56 




Exons 


2. .117 








Seq. No. 


27527 


Seq. ID 


OJ000150_17.0124.C6 




Gene No. 


56897 


Strand 


+ 




Start 


137 


End 


276 




Name 


OJ000150 17.0124.C6.ol.gs 


Method 


GENSCAN 





~ 27436 




uLdl L 


1 ^7 






End 


27 6, 




VJJ. 








Score 


.76 






137 276 












Seq. No. 


27528 






Seq. ID 


OJ000150_17.0124 


.C7 


Gene No. 


56898 






Strand 






O I- CI J- L. 


34 






End 


1324 




Name 


o.toooi so 


17 01 ?4 CI 


. o 1 CfS 


Mpt'hod 


GENSCAN 




Qfarf 
oLdl L. 


"34 ~~ 






End 


1081 




PT 
bi 








Score 


. 62 






34 . . 1081 












OCt[ • IN L* • 


27528 






Seq. ID 


OJ000150 17.0124 


.C7 


Gene No. 


56898 






Strand 






Start 


34 






End 


1324 




Name 


OJ0001 so 


17 0124 C7 


.ol.tm 


Method 


TBLASTX: Maize 




Of a r f 
o Lai U 


163 ~~ 






End 


623 




ol 








Score 


47 




CiAUUo 


i fi^ ?i o 


182 331 


224. .325, 383. .511 


, 384 . . 509, 488 . . 


622 




490 618 


S07 623 










O C ^ . IN v<> • 


27528 






Seq. ID 


OJ000150 17.0124 


.C7 


Gene No. 


56898 






Strand 






Start ' 


34 






End 


1324 ■ 




Name 


OJ000150 


17. 0124. C7 


. o l . np 


Method 


AAT/NAP 




jLdiL 


419 






End 


1324 






4218122 






Score 


207 




£*XOIlo 


419. .725, 


759. .1324 












(AL035353) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


27529 






Seq. ID 


OJ000150_17.0124 


.C8 


Gene No. 


56899 






Strand 






Cfa r f 
O LCll L. 


182 






End 


430 




Name 


OJ000150 


17. 0124. C8 


. ol . gp 


Method 


AAT/GAP 




Of a r f- 

O Lai L. 


182 






End 


429 




r t 


4107133 






Score 


415 






182. .429 












Seq. No. 


27529 






Seq. . ID 


OJ000150_17.0124 


.C8 


Gene No. 


56899 






Strand 






Start 


182 






End 


430 




Name 


. OJ000150 


17. 0124. C8 


.ol.tm 


Method 


TBLASTX: Maize 




Qf ar-t- 
O lal l_ 


243 






End 


430 




(IT 


none 






Score 


212 






243. .422, 


250. .429, 


251. .430 








Seq. No. 


27529 






Seq. ID 


OJ000150_17.0124 


.C8 


Gene No. 


56899 






Strand 






ij Lai L. 


182 






End 


430 




Name 


OJ000150 


17. 0124. C8 


.ol.gs 


Method 


GENSCAN 




C+- -a 

O LdlL 


310 






End 


394 




GI 


none 






Score 


.49 




Exons 


310. .394 












Seq. No. 


27530 






Seq. ID 


OJ000150_17.0124 


.C9 


Gene No. 


56900 






Strand 


+ 




Start 


1 






End 


616 





27437 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_17.0124.C9.o2.np . Method AAT/NAP' 
1 End 616 

6815052 Score 165 

1..156, 481. .616 

(AP001080) hypothetical protein [Oryza sativa] 



27531 . Seq. ID 

56901 Strand 
402 " End 
OJ000150_17.0124.Cll.ol.gs Method 
402 - End 
none Score 
402. .523 

27532 Seq. ID 

56902 Strand 
160 End 
OJ000150JL7.0124 .C12.ol.gs Method 
160 End 
none Score 
160.. 202 

27533 Seq. ID 

56903 Strand 
88 End 
OJ000150_17 . 0124 . C13 . ol . gs Method 
88 End 
none Score 
88. .146 - 



OJ000150_17.0124.C11 
523 

GENSCAN 

523 

.59 



OJ000150_17.0124.C12 
202 

GENSCAN 

202 

.88 



OJ000150_17.0124.C13 
146 

GENSCAN 

146 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.: - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27534 Seq. ID 

56904 Strand 

1 End 

OJ000150_17 . 0124 . C16 . ol . np Method 

1 End 

4971998 Score 
1..24, 261.. 398, 488. .586 
(Y14685) polynucleotide phosphorylase 



17.0124.C16 



OJ000150_ 
+ 

586 

AAT/NAP 

586 

265 



[Arabidopsis thaliana] 



gi | 4 972000 | emb | CAB438 65 . 1 1 
[Arabidopsis thaliana] 

27535a 

56905 

90 

OJ000150_17.0124.C17.ol.gs 
90 

none 

90. .160, 461. .599 

27536 
56906 
1 

OJ000150_17.0124 .C18.ol.np 
1 

6721157 



(Y14686) polynucleotide phosphorylase 



Seq. ID OJ000150_17.0124.C17 

Strand + 

End 599 

Method GENSCAN 

End 599 

Score .7 



Seq. ID OJ000150_17.0124.C18 



Strand 
End 

Method 

End 

Score 



+ 

1456 
AAT/NAP 
1447 
1071 



.1..140, 230. .357, 473. .715, 869. .1121, 1216. .1447 
(AC016829) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 



27438 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27536 
56906 
1 

OJ000150_17.0124.C18-ol.ts 

1 

none 



Seq. ID OJ000150_17.0124.C18 

Strand + 

End 1456 

Method TBLASTX : Soybean 

End 991 

Score 215 



1..141, 2. .142, 232. .360, 240. .359, 472. .711, 473. .712, 
863. .919,. 868. .918, 907. .981, "908. .991 



27536 
56906 
1 

OJ000150_17.0124.C18.ol.tc 
1 

none 



Seq. ID OJ000150_17.0124.C18 

Strand + 

End 1456 

Method TBLASTX: Cress 

End 1444 . 

Score 213 



1..144, 2. .142, 231. .359, 232. .360, 472. .711, 473. .712, 
863. .1123, 877. .1110, 1214. .1297, 1215. .1418, 1334. .1444, 
1343. .1417 



.Seq. No. 
Gene No. 
Start 
Name. 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27536 
56906 
1 

OJ000150_17 . 0124 . C18 . ol . tm 
1 

none 



Seq. ID OJ000150_17.0124 .C18 

Strand . + 

End 1456 

Method TBLASTX : Maize 

End 903 

Score 238 



1..144, 2. .142, 230. .355, 231. .359, 232. .360, 468. .530, 
472. .714, 473. .715, 473. .715, 868. .903 



27536 
56906 
1 

OJ000150_17 . 0124 . C18 . ol . gs 
95 

none 



Seq. ID OJ000150_17.0124.C18 

Strand + 

End 1456 

Method GENSCAN 

End 1456 

Score .58 



95. .140, 230. .357, 473. .715, 869. .1152, 1216. .1456 



27536 
56906 
1 

OJ000150_17 .0124.C18.o2.tm 

1033 

none 

1033. .1110, 1034.. 1123, 1214, 



Seq. ID OJ000150_17.0124.C18 

Strand + 

End 1456 

Method TBLASTX : Maize 

End 1441 

Score 124 

.1297, 1215. .1334, 1218. .1334, 



1334. .1441, 1336.. 1425, 1395.. 1427 



27536 
56906 
1 

OJ000150_17.0124.C18.o2.ts 

1046 

none 



Seq. ID OJ000150_17.0124.C18 

Strand + 

End 1456 

Method TBLASTX : Soybean 

End 1435 

Score 82 



1046. .1123, 1142. .1297, 1215. .1334, 1215. .1334, 1334. .1435, 
1334. .1435 



Seq. No. 



27537 



Seq: ID OJ000150_17.0124.C19 



27439 




Gene No. 


56907 ... 


" Strand 


- - - 






Start- 


1 


End 


635 






Name 


OJ000150 17.0124.C19.ol.np 


Method 


AAT/NAP 






O Lai t. 


1 


End 








GI 


5922623 


Score 


267 






Exons 


1..170, 555.-635 










GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






. - 


gi| 6016856 |dbj | BAA85199.il 


(AP000570) : 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


27538 


Seq. ID 


OJ000150_17 


.0124 


.C20 


Gene No. 


56908 


Strand 


+ 








1 , " 


End 


O U •+) 






Name 


OJ000150 17.0124.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


865 






GI 


6498436 


Score 


1297 






Exons 


1. .865 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


OTC1Q 

z / o 


oeq. iu 


OJ000150_17 


.0124 


.C21 


i^ene no . 


ooyuy 


otrana 








Start 




bna 


487 






Name 


UJUUUlpU J./.U1Z4. t^l . 01 . CfS 


Method 


GENS CAN 






Start * 


^y^ 


tnu 


487 






GI 


none 


Score 


.42 






Exons 


292. .421, 463. .487 










Seq. No. 


^ /34 U 


beq. 1U 


OJ000150_17 


.0124 


.C23 


Gene No . 


obyiu 


Strand 








Start 


OD 


XT' -J 


430 






Name 




Method 


TBLASTX: Maize 




Start 




hna 


240 






GI 


none 


Score 


169 






Exons 


71. .232, 72. .239, 106. .240 










Seq. No. 


27540 


Seq. ID 


OJ000150_17 


.0124 


.C23 


bene jno . 


56910 


Strand 








Start 


86 


End 


430 






Name 


OJ000150 17.0124.C23.ol.gs 


Method 


GENSCAN 






Start 


86 


End 


428 






GI 


none 


Score 


.78 






Exons 


86. .175, 347. .428 










Seq. No. 


27540 


Seq. ID 


OJ000150_17 


.0124 


.C23 


bene wo . 


56910 


Strand 








Start 


. 86 


End 


- 430 






Name 


OJ000150 17.0124.C23.ol.gp 


Method 


AAT/GAP 






Start 


. 90 


End 


430 






GI 


none 


Score 


440 






Exons 


90. .247, 347. .430 










Seq. No. 


27541 


Seq. ID 


OJ000150_17 


.0124 


.C25 


Gene No. 


56911 


Strand 








Start 


188 


End 


273 






Name 


OJ000150 17.0124.C25.ol.gp 


Method 


AAT/GAP 






Start 


188 


End 


273 






GI 


43584 1.R1084 


Score 


122 







27440 



Exons 


188. .273 . 






GI Descrip. 


'4971998/emb|CAB43864.1| 1. 


0e-53 (Y14685) polynucleotide 




phosphorylase [Arabidopsis 


thaliana] 


>gi_4 9 7 2 0 0 0_emb_CAB 438 




(Y14686) polynucleotide phosphorylase 


[Arabidopsis thaliana 


Seq. No. 


27541 


Seq. ID 


OJ000150_17.0124.C25 


Gene No. 


56912 


Strand 


- 


Start 


192 


End 


305 


Name 


OJ;000150_17 . 0124 .C25 . ol . gs 


Method 


GEN SCAN 


Start 


192 


End 


305 


GI 


none 


Score 


.61 


Exons 


192. .305 






Seq. No. 


27542 


Seq. ID 


OJ000150_17 .0124 . C26 


Gene No. 


56913 


Strand 


+ ' 


Start 


1 


End 


711 


Name 


OJ000150_17 .0124.C2 6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


711 


GI 


4580455 


Score 


161 


Exons 


1. .67, 133. .201, 319. .389, 


565. .711 




GI Descrip. 


(AC006081) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


27542. 


Seq. ID 


OJ000150 17 . 0124 . C2 6 


Gene No. 


56913 


Strand 


+ 


Start 


1 


End 


711 


Name 


OJ000150_17 .0124 .C26.ol. ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


390 


GI 


none ' 


Score 


86 


Exons 


1..69, 2. .73, 130.. 216, 132 


..203, 313 


. . 390, 327 . . 389 


Seq. No. 


27542 


Seq. ID 


OJ000150_17.0124.C26 


Gene No. 


56913 


Strand 


+ 


Start 


1 


End 


711 


Name 


OJ000150_17 . 0124 .C26 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


396 


GI 


none 


Score 


91 


Exons 


1..63, 2. .73, 130. .216, 130 


..198, 135 


..203, 301. .396, 313.. 




321..395 






Seq. No. 


27542 


Seq. ID 


OJ000150_17.0124.C26 


Gene No. 


56913 A-- 


Strand 


+ 


Start 


1 


End 


711 


Name 


OJ000150 17 .0124 .C26.ol ,gs 


Method 


GEN SCAN 


Start 


2 


End 


387 


GI 


none 


Score 


.83 


Exons 


2. .67, 133. .201, 319. .387 






Seq. No. 


27543 


Seq. ID 


OJ000150_17.0124.C27 


Gene No. 


56914 


Strand 


+ 


Start 


83 


End 


112 


Name 


OJ000150 17.0124.C27.ol.gs 


Method 


GEN SCAN 


Start 


83 


End 


112 


GI 


none 


Score 


.44 


Exons 


83. .112 






Seq. No. 


27544 


Seq. ID 


OJ000150_17.0124.C30 


Gene No. 


56915 


Strand 


+ 



27441 




Start 


86 ; 


End ■ 


160 • 








Name 


OJ000150 17.0124.C30.ol.gs 


Method 


GENSCAN 








Start 


86 


End 


160 








GI 


none 


Score 


.74 








Exons 


86. .160 












Seq. No. 


27545 


Seq. ID 


OJ000150_ 


_17 


.0124 


.C31 


Gene No. 


56916 


Strand 










Start 


456 


End 


708 








Name 


OJ000150 17.0124.C31.ol.gs- 


Method 


GENSCAN 








Start 


456 


End 


708 








GI 


none 


Score 


.97 








Exons 


456. .574, 630. .708 












Seq. No. 


27546 


Seq. ID 


OJ000150 


J.7 


.0124 


.C34 


Gene No. 


56917 


Strand 










Start 


472 


End 


576 








Name 


OJ000150 17.0124.C34.ol.gs 


Method 


GENSCAN 








Start 


472 


End 


576 








GI 


none 


Score 


.69 








Exons 


472. .576 












Seq. No. 


27547 


Seq. ID 


OJ000150 


_17 


.0124 


.C37 


Gene No. 


56918 


Strand 


+ 








Start 


1 


End 


680 








Name 


OJ000150 17.0124.C37.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


680 








GI 


6815052 


Score 


94 








Exons 


1..46, 213. .325, 617. .680 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


27547 


Seq. ID 


OJ000150 


_17 


.0124 


.C37 


Gene No. 


56918 


Strand 


+ 








Start 


1 


End 


680 








Name 


OJ000150 17.0124.C37.ol.gs 


Method 


GENSCAN 








Start 


'443 


End 


529 








GI 


none 


Score 


.82 








Exons 


443.-529 












Seq. No. 


27547 


Seq. ID 


OJ000150 


_17 


.0124 


.C37 


Gene No. 


56918 


Strand 


+ 








Start 


1 


End 


z~ d r\ 

680 








Name 


OJ000150 17.0124.C37.o2.np 


Method 


AAT/NAP 








Start 


443 


End 


680 








GI 


6498436 


Score * 


98 








Exons 


443. .553, 632. .680 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


27548 


Seq. ID 


OJ000150_ 


_17 


.0124 


.C38 


Gene No. 


56919 


Strand 










Start 


89 


End. 


552 








Name 


OJ000150 17.0124.C38.ol.gs 


Method 


GENSCAN 








Start 


89 


End 


552 








GI 


none 


Score 


.59 








Exons ... 


89. .552 












Seq. No. 


27549 


Seq. ID 


OJ000150_ 


_17 


.0124 


.C39 



27442 




Gene No. 


56920 


Strand 


^' .. 




Start 


1388 


End 


2127 




Name 


OJ000150 17.0124.C39.ol.gs 


Method 


GEN SCAN 




Start 


1388 


End 


2127 




GI 


none 


Score 


.87 




Exons 


1388.. 1515, 1580.. 2127 








Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56921 


Strand 


+ 




Start 


16678 


End 


18448 




Name 


OJ000150 17.0124.C39.o5.gs 


Method 


GENSCAN 




Start 


16678 


End 


18448 




GI 


none 


Score 


.61 




Exons 


16678. .16729, 17613. .17742, 


17884. .18448 




Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56921 


Strand 


+ 




Start 


16678 


End 


18448 




Name 


OJ000150 17.0124.C39.o2.np 


Method 


AAT/NAP 




Start 


16882 


End 


17977 




GI 


1732513 


Score 


475 




Exons 


16882. .17031, 17613. .17742, 


17851. .17977 




GI Descrip. 


(U62743) snapdragon myb protein 305 homolog [Arabidopsis 




thaliana] 








Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56922 


Strand 






Start 


2557 . 


End 


4316 




Name 


OJ000150 17.0124.C39.o2.gs 


Method 


GENSCAN 




Start 


2557 


End 


4316 




GI 


none 


Score 


.74 




Exons 


2557. .3054, 3162. .4069, 4136 


. .4316 






Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56922 


Strand 






Start 


2557 


End 


4316 




Name 


OJ000150 17.0124.C39.ol.np 


Method 


AAT/NAP 




Start 


2560 


End 


4028 




GI 


6682236 


Score 


B'6'9 




Exons 


2560.. 3054, 3162.. 3714, 3751 


. .4028 






GI Descrip. 


(AC01 6661) unknown protein [Arabidopsis thaliana] 




Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56923 


Strand 






Start 


5610 


End 


6593 




Name 


OJ000150 17.0124.C39.o3.gs 


Method 


GENSCAN 




Start 


5610 


End 


6593 




GI 


none 


Score 


.84 




Exons 


5610. .6593 








Seq. No. 


27549 


Seq. ID 


OJ000150_17.0124. 


C39 


Gene No. 


56924 


Strand 






Start 


8225 


End 


13564 




Name 


OJ000150 17.0124.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


2587 


End 


3500 




GI 


none 


Score 


246 




Exons 


2587.. 3054, 2618.. 3055, 3165 


..3500, 3166. .3417, 3249.-3467 



27443 




-Or-- • • 



Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56924 




Strand 






Start 


8225 




End 


13564 




Name 


OJ000150 17. 


0124.C39.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2587 




End 


2841 




GI 


none 




Score 


81 




Exons 


2587. .2841, 


2624. .2839 








Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56924 




Strand 






Start 


8225 




End 


13564 




Name 


OJ000150 17. 


0124.C39.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2644 




End 


3959 




GI 


none 




Score 


216 




Exons 


2644. .3057, 


2765.. 3055, 3162 


..3494, 3166. .3492, 3511. .3606, 




3570. .3605, 


3855. .3959 








Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56924 




Strand 






Start 


8225 




End 


13564 




Name 


OJ000150 17. 


0124 .C39.ol.tc 


Method 


TBLASTX: Cress 




Start 


... .2683 




End 


3057 




GI 


•none 




Score 


239 




Exons 


2683.. 3057, 


2762. .3055 








Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56924 




Strand 






Start 


8225 




End 


13564 




Name 


. OJ000150 17. 


0124.C39.o4.gs 


Method 


GENSCAN 




Start 


8225 




End 


13564 




GI 


none 




Score 


.6 




Exons 


8225. .8445, 


8633.. 8761, 9357 


..9422, 12532. .12855, 13423 


. .13564 


Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56925 




Strand 






Start 


16920 




End 


17968 




Name 


OJ000150 17. 


0124.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16920 




End 


17929 * 




GI 


none 




Score 


102 




Exons 


16920. .17033 


, 17608. .17745, 


17609. .17743, 17629 17745, 






17848. .17925, 17849. .17929 








Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56925 




Strand 






Start 


16920 




End 


17968 




Name 


OJ000150 17. 


0124.C39.o2.tc 


Method 


TBLASTX: Cress 




Start 


16920 




End 


17968 




GI 


none 




Score 


102 




Exons 


16920. .17033, 17600 .. 17740, 


17608. .17745, 17609 17743, 






17831. .17968 


, 17848. .17919 








Seq. No. 


27549 




Seq. ID 


OJ000150_17.0124 


.C39 


Gene No. 


56925 




Strand 






Start 


16920 




End 


17968 




Name 


OJ000150 17. 


0124.C39.o2.tm ' 


' Method 


TBLASTX: Maize 




Start 


16920 




End 


17953 





27444 



GI 

Exons 



none 



Score 



102 



16920. .17033, 17608 .. 17745, 17 609 .. 17743, 17831 .. 17953, 
17848.. 17925 



Seq. No. 27549 

Gene No. 56925 

Start 16920 

Name OJ000150_17 . 0124 . C39 . o2 . ts 
Start " ' 16929 

GI . none 
Exons 



Seq. ID OJ000150_17.0124.C39 
Strand 

End 17968 

Method -TBLASTX : Soybean 

End 17929 

Score 100 



16929. .17033, 17608 .. 17745, 17 609 .. 17743, 17836 .. 17928 , 
17849. .17929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27550 
56926 
1134 

OJ000150_17.0124.C40.ol.gs 

1134 

none 



Seq. ID OJ000150_17.0124.C40 

Strand + 

End 4751 

Method GENSCAN 

End 4658 

Score .71 



1134. .1300, 1407. .1577, 4438. .4591, 4616. .4658 



27550 
56926 
1134 

OJ000150_17 . 0124 . C40 . ol . gp 
4216 

29537 1.R1084 



Seq. ID OJ000150_17.0124.C40 

Strand + 

End 4751 

Method AAT/GAP 

End 4658 

Score 363 



4216.. 4322, 4438.. 4506, 4616.. 4658 

'4586031/gb|AAD25649.1|AC007109_7 4.0e-24 (AC007109) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


27550 


Seq. ID 


OJ000150_17 


.0124 


.C40 


Gene No. 


56926 


Strand 


+ 






Start 


1134 


End 


4751 






Name 


OJ000150 17.0124.C40.ol.np 


Me.thod 


AAT/NAP 






Start 


4453 


End 


4751 






GI 


4586031 


Score 


104 . 






Exons 


4453.. 4506, 4616.. 4751 










GI Descrip. 


(AC007109) * unknown protein 


[Arabidopsis 


> thaliana] 






Seq. No. 


27551 


Seq. ID 


OJ000150_17 


.0124 


.C41 


Gene No. 


56927 


Strand 


+ 






Start 


362 


End 


542 






Name 


OJ000150 17.0124.C41.ol.np 


Method 


AAT/NAP 






Start 


362 


End. 


542 






GI 


4586031 


Score 


106 






Exons 


362..S42 










GI Descrip. 


(AC007109) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


27551 


Seq. ID 


OJ000150_17 


.0124 


.C41 


Gene No. 


56928 


Strand 


+ 






Start 


445 


End 


700 






Name 


OJ000150 17.0124.C41.ol.gp 


Method 


AAT/GAP 






Start 


445 


End 


700 






GI 


29537 1.R1084 


Score 


470 






Exons 


445. .700 










GI Descrip. 


'4586031/gb|AAD25649. 1 |AC007109_7 4 . Oe- 


24 (AC007109) unknown 



27445 




protein [Arabidopsis thaliana] 1 



Seq. No. 


27551 






Seq. ID 


OJ000150 17.0124 


.C41 


Gene No. 


56929 






Strand 


+ 




Start 


7880 






End 


10207 




Name 


OJ000150 17 


.0124 


.C41.o2.gs 


Method 


GENSCAN 




Start 


7880 






End 


10207 




GI ' 


none 






Score 


.73 * 




Exons 


7880. .8001, 


9814 


. .10207 








Seq. No. 


27551 






Seq. ID 


OJ000150 17.0124 


.C41 


Gene No. 


56930 






Strand 


+ 




Start 


14509 






End 


15869 




Name 


OJ000150 17 


.0124 


,C41.o4 .gs 


Method 


GENSCAN 




Start 


14509 






End 


15869 






none 






Score 


.88 




Exons 


14509. .14532, 15182 .. 15388 , 15501.. 15869 




Seq. No. 


27551 






Seq. ID 


OJ000150JL7.0124 


.C41 


Gene No. 


56931 






Strand 






Start 


999 






* End' 


7881 




Name 


OJOOOloO 17 


.0124 


. C41 . ol . gs 


Method 


GENSCAN 




Start 


n n n 

999 




End 


6629 




GI 


none 






Score 


.77 




Exons 


999. . 1133, 


1950 . 


.2009, 2186 . . 


2437, 2753.. 2937, 31.0.9. . 3190, 




3396. . 3563, 


3688 


A f\ r "7 j 1 Art 

. . 4067, 4199. 


.4309, 4392. .4464, 5086. .5227, 




5431 . . 5507, 


'6534 


. . 6629 








Seq. No. 


27551 






Seq. ID 


OJ000150_17.0124 


-C41 


Gene No. 


56931 






Strand 






Start 


Ann 

999 






End 


7881 




Name 


OJ000150_17 


.0124 


.C41.o2.gp 


Method 


AAT/GAP 




Start 


1568 






End 


2037 




GI 


none 






Score 


912 




Exons 


1568. .2037 












Seq. No. 


27551 






Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56931 






Strand 






Start 


999 






End 


7881 




Name 


OJ000150 17 


.0124 


.C41.o3.gp 


Method 


AAT/GAP 




Start 


2129 






End 


2710 




GI 


none 






Score 


877 




Exons 


2129. .2710 












Seq. No. 


27551 






Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56931 






Strand 






Start 


999 






End 


7881 




Name 


OJ000150. 17 


.0124 


. C41 . o2 . np 


Method 


AAT/NAP 




Start 


2234 






End 


3568 




GI 


3831441 






Score 


87 




Exons 


2234. .2469, 


2836 


..2959, 3396. 


.3568 






GI Descrip. 


(AC005819) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27551 






Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56931 






Strand 






Start 


999 






End 


7881 




Name 


OJ000150. 17 


.0124 


. C41.o4 .gp 


Method 


AAT/GAP 





27446 



• 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2852 End 
none' ' Score 
2852.. 3009, 3109.. 3190, 3396.. 3537 



27551 
56931 
999 

OJ000150_17.0124.C41.o4.np 
6254 
1707980 

6254.. 6345, 6534.. 6632, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7168. .7256, 



3537 
699 



OJ000150_17.0124.C41 

7881 
AAT/NAP 
7881 
319 
7826. .7881 



GLUTAREDOXIN gi | 1084458 | pir || S4 1736 glutaredoxin 
thioltransferase - Rice gi | 485953 | emb ICAA54 397 | (X77150) 
glutaredoxin [Oryza sativa] 



Seq. No. 


27551 








Seq. ID 


OJ000150_17.0124.C41 


Gene No. 


56932 








Strand 




Start 


7826 








End 


7913 


Name 


OJ000150_17 


.0124. 


C41.o5 


.gp 


Method 


AAT/GAP 


Start 


7826 








End 


7913 


GI 


3106867 








Score - 


175 


Exons 


7826. .7913 












Seq. No. 


27551 








Seq. ID 


OJ000150_17 . 0124 . C41 


Gene No. 


56933 








Strand 




Start 


11032 








End 


13352 


Name 


OJ000150_17 


.0124. 


C41.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2011 








End" 


2530 


GI 


none 








Score 


36 


Exons 


2011. .2043, 


2015. 


.2044, 


2018. 


.2032, 2069.. 2122, 2080.. 2118, 




2099. .2155, 


2100. 


.2174, 


2157. 


.2426, 2158. .2427, 2159. .2425, 




2243. .2437, 


2418. 


.2528, 


2423. 


.2530, 2424.. 2528 


Seq. No. 


27551 








Seq. ID 


OJ000150_17.0124.C41 


Gene No. 


56933 








Strand 




Start 


11032 








End 


13352 


Name 


OJ000150 17 


.0124. 


C41.o4 


. tm 


Method 


TBLASTX: Maize 


Start - 


2536 








End 


2716 


GI 


none 








Score 


157, ■ 


Exons 


2536. .2712, 


2540. 


.2716, 


2544. 


.2714 




Seq. No. 


27551 








Seq. ID 


OJ000150_17.0124.C41 


Gene No. 


56933 








Strand 




Start 


11032 








End 


13352 


Name 


OJ000150 17 


.0124. 


C41.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2719 








End 


3001 


GI 


none 








Score 


265 


Exons 


2719. .2994, 


2720. 


.3001, 


2726. 


.3001 




Seq. No. 


27551 








Seq. ID 


OJ000150_17.0124.C41 


Gene No. 


56933 








Strand 




Start 


11032 








End 


13352 


Name 


OJ000150 17 


.0124. 


C41.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3381 








End 


4340 


GI 


none 








Score 


109 


Exons 


3381. .3509, 


3396. 


.3509, 


3510. 


.3575, 3510.. 3563, 3511.. 3564, 




3518. .3574, 


3685. 


.3822, 


3686. 


.3820, 3718.. 3822, 3902.. 4069, 



27447 



3907. .4068, 4200. .4340, 4203. .4301 



Seq. No. 


27551 


Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56933 


Strand 






Start 


11032 


End 


13352 




Name 


OJ000150 17.0124.C41.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3390 


End 


3958 




GI 


none 


Score 


126 




Exons 


3390.. 3563, 3396 .. 3590, 3406 


..3564, 3685.-3822, 3686. .3820, 




3902. .3958, 3907. .3957 








Seq. No. 


27551 


Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56933 


Strand 






Start 


11032 


End 


13352 




Name 


OJ000150 17.0124.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3685 


End 


3976 




GI 


none 


Score 


133 




Exons 


3685.-3822, 3695.. 3820,. 3718 


..3822, 3902. .3976, 3910. .3975 


Seq. No. 


27551 


Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56933 


Strand 






Start 


11032 


End 


13352 




Name 


. OJ000150 17.0124.C41.o6.gp 


Method 


AAT/GAP 




Start' 


10893 


End 


1315.6 




GI 


none 


Score 


780 




Exons 


10893. .11121, 11555. .11619, 


12864. .13037, 13121.. 13156 




Seq. No. 


27551 


Seq. ID 


OJ000150_17.0l24 


.C41 


Gene No. 


56933 


Strand 






Start 


11032 


End 


13352 




Name 


OJ000150 17.0124.C41.o5.tm 


Method 


TBLASTX: Maize 




Start 


11013 


End 


13029 




GI 


none 


Score 


118 




Exons 


11013. .11123, 11014. .11127, 


11552. .11620, 11553. .11636, 






12861. .12974, 12861 . .13010, 


12862. .13017, 12862. .13029 




Seq. No. 


27551 


Seq. ID 


OJ000150_17.0124 


.C41 


Gene No. 


56933 


Strand 






Start 


11032 


End 


13352 




Name 


OJ000150 17.0124.C41.o3.gs 


Method 


GENSCAN 




Start 


11032 


End 


13352 




GI 


none 


Score 


.47 




Exons 


11032. .11121, 11555. .11619, 


12864. .13037, 13046.. 13352 




Seq. No. 


27552 


Seq. ID 


OJ000150_17.0124 


.C42 


Gene No. 


56934 


Strand 


+ 




Start 


290 


End 


4681 




Name 


OJ000150 17.0124.C42.ol.gs 


Method 


GENSCAN 




Start 


290 


.End 


4681 




GI 


none 


Score 


.55 




Exons 


290. .531, 798.-895, 2219. .2298, 4541.. 


4681 




Seq. No. 


27552 


Seq. ID 


OJ000150_17.0124 


.C42 


Gene No. 


56935 


Strand 






Start 


2597 


End 


2690 




Name 


OJ000150 17.0124.C42.ol.gp 


Method 


AAT/GAP 




Start 


2597 


End 


2690 





27448 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3477-003-P1-K1-E9 ... Score 134 

2597.. 2690 

•2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



27552 Seq. ID 

56936 . Strand 

3637 End 
OJ000150_17 . 0124 . C42 . o2 . gp Method 

3637 End 

none Score 

3637.. 4090, 4170.. 4226 



OJ000150_17.0124.C42 

42'26 
AAT/GAP 
4226 
908 



Seq. No. 27553 Seq. ID 

Gene No. 56937 Strand 

Start 1016 End 

Name OJ000150_17 . 0124 . C43 . ol . gs Method 

Start 1016 End 

GI none Score 

Exons 1016.. 1149 



OJ000150_17.0124.-C43 
+ 

1149 
GENSCAN 
1149. 
.43 



Seq. No. 

Gene No. 

Start ■ 

Name 

Start 

GI-.- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



27554 1 Seq. ID 

56938 Strand 

1 --End 
OJ000150_17.0124.C44.ol.np Method 
1 End 
6498436 Score 
1..49, 1378. .1706 

(AP000815) hypothetical protein [Oryza sativa] 



OJ000150_17.0124.C44 
+ 

1706 
AAT/NAP 
1706 
424 



27554 Seq. ID 

56938 Strand 

1 End 
OJ000150_17 . 0124 . C4 4 . ol . gs Method 

135 End 

none Score 
135.. 220 



OJ000150_17.0124.C44 
+ 

1706 
GENSCAN 
220 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27554 
56939 
2181 

OJ000150_17.0124.C44.o2.np 
971 

5922623 

•971.. 1069, 2190.. 2260, 2329 



OJ000150 17.0124.C44 



Seq. ID _ 
Strand 

End 2389 
Method. AAT/NAP 
End 2389 
Score 69 
2389 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj | BAA85199. 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



27554 Seq. ID 

56939 Strand 

2181 End 
OJ000150_17 . 0124 . C4 4 . o2 . gs Method 

2181 End 

none . Score 

2181.. 2260, 2279.. 2333 



OJ000150_17.0124.C44 

2389 
GENSCAN 
2333 
.64 



27449 



Seq. No. 


27555 


Seq. ID 


OJ000150_ 


_17.0124 


.C45 


Gene No. 


56940 


Strand 


+ 






Start 


1 


End 


4003 






Name 


OJ000150 17.0124.C45.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4003 






GI 


5042454 


Score 


3764 






Exons 


1..1628, 2267. .2877, 3559. .3720, 3950. 


.4003 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


27555 


Seq. ID 


OJ.000150 


_17.0124 


.C45 


Gene No. 


56941 


Strand 


+ 






Start 


5775 


End 


21041 






Name 


OJ000150 17.0124.C45.o2.np 


Method 


AAT/NAP 






Start 


5775 


End 


7932 






GI 


6498436 


Score 


1842 






Exons 


5775.. 5861, 6495.. 6612, 6661 


..7548, 7814. .7932 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27555 


Seq. ID 


OJ000150_ 


JL7.0124 


.C45 


Gene No. 


56941 


- Strand 


+ 






Start 


5775 


End 


21041 






Name 


OJ000150 17.0124.C45.o2.gs 


Method 


GEN SCAN 






Start 


7245 


End 


20914 






GI 


none 


Score 


.71 






Exons 


7245.. 7472, 8082.. 8277, 8601 


..8860, 9331.. 9486, 


9579. .9749, 




10045. .10170, 10239. .10400, 


10604. .10723, 11376 


. . 11513, 






11603. .11765, 12226-. .12354, 


12678. .12803, 13331 


. .13461,. 






14823. .14936, 15123 15266, 


15909. .16583, 17435 


. .17580, 






17809. .17891, 17979. .18085, 


18181. .18285, 18387 


. . 18492, 






18592. .18797, 18877 .. 18968, 


19089. .19207, 19712 


. .19835, 






19924. .20050, 20179 .. 20247, 


20265. .20443, 20539 


. .20616, 






20893. .20914 










Seq. No. 


27555 


Seq. ID 


OJ000150_ 


_17.0124 


.C45 


Gene No. 


56941 


Strand 


+ 






Start 


5775 


End 


21041 






Name 


OJ000150 17.0124.C45.o3.np 


- Method 


AAT/NAP 






Start 


7747 


. End 


17009 






GI 


4971998 


Score 


2233 






Exons \ 


7747. .7852, 8646. .8860, 9331 


..9486, 9579. .9749,, 


10045. . 


10170, 




10239. .10400, 10604. .10723, 


11376. .11513, 11603 


. .11765, 






12678. .12803, 13331 .. 13461, 


13578. .13797, 13892 


. .13963, 






14857. .14936, 15123 15266, 


15909. .16580, 16899 


. .17009 





GI Descrip. (Y14685) polynucleotide phosphorylase [Arabidopsis thaliana] 

gi 14972000 | emb | CAB43865.il (Y14686) polynucleotide phosphorylase 
[Arabidopsis thaliana] 



Seq. No. 27555 

Gene No. 56941 

Start 5775 

Name OJ000150_17 . 0124 . C45 . ol .gp 

Start 13394 

GI 43584_1.R1084 

Exons 13394 
15123 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13426, 13621. .13797, 13892 .. 13963, 14857 .. 14 936, 
15242 



OJ000150_17.0124.C45 
+ 

21041 
AAT/GAP 
15242 
794 



GI Descrip. ' 4971998/emb | CAB43864 . 1 | 1.0e-53 (Y14685) polynucleotide 



27450 



phosphorylase [Arabidopsis thaliana] >gi_4 97200 0_emb_CAB4 38 65 . 1_ 
(Y14686) polynucleotide phosphorylase [Arabidopsis thaliana] ' 



Seq. No. 


27555 






Seq. ID 


OJ000150_ 


17.0124 


.C45 


Gene No. 


56941 






Strand 


+ 






Start 


5775 






End 


21041 






Name 


OJ000150 17. 


0124. C45 


. o2 .gp 


Method 


AAT/GAP 






Start 


15900 






End 


16294 






GI 


286838 






Score 


754 






Exons 


15900. .16294 














Seq. No. 


27555 






Seq. ID 


OJ000150_ 


17.0124 


.C45 


Gene No. 


56941 






Strand 


+. 






Start 


5775 






End 


21041 






Name 


OJ000150 17. 


0124. C45 


. o4 .np 


Method 


AAT/NAP 






Start 


17714 






End 


21041 






GI 


3421413 






Score 


800 






Exons 


17714. .17836 


, 17951. 


.18085, 


18193. .18285, 18370. 


.18534, 






18628. .18797 


, 18882. 


.18968, 


19089. .19207, 19712. 


.19835, 






19924. .20050 


, 20179. 


.20247, 


20352. .20443, 20539. 


.20616, 






20705. .20807 


, 20931. 


.21041 











GI Descrip. (AF081922) protein phosphatase 2A 55 kDa B regulatory subunit 
- [Oryza sativa] gi 1 3421415 (AF0.81923) protein phosphatase 2A 55 
kDa B regulatory subunit [Oryza sativa] 



Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


594 




End 


986 




GI 


none 




Score 


58 




Exons 


594. .641, 648. .746, 665 


. .745, 


713. .952, 


729. .986 




Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


599 




End 


884 




GI 


none 




Score . 


193 




Exons 


599. .883,^ 636. .884 










Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5868 




End 


6362 




GI 


none 




Score 


97 - 




Exons 


5868.. 6050, 6066.. 6362, 


6143. 


.6352 






Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


5880 




End 


6260 




GI 


none 




Score 


114 




Exons 


5880.. 6071, 6069.. 6260 











27451 




Seq. No; 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


8666 




End 


8863 




GI 


none 




Score 


213 




Exons 


8666. .8836, 8671. .8847, 8840 


. .8863 






Sea. No. 


.27555 




Seq. ID 


OJ000150JL7.0124 


.'C45 


Gene No . 


56942 




. Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13881 




End 


15992 




GI 


none 




Score 


82 




Exons 


13881. .13946, 13882. 


.13947, 


13891. .13959, 13892 .. 13963, 






13939. .13971, 13942. 


. 13965, 


14852. .14938, 14854 .. 14 937, 






14855. .14938, 14856. 


.14939, 


15120. .15269, 15122. .15259, 






15878. .15991, 15908. 


.15991, 


15909. .15992, 15909.. 15992 




Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


.OJ000150 L7.0124.C45 


* o3 • tm 


Method 


TBLASTX: Maize- 




Start 


15993 




End 


16350 




GI- 


none 




Score 


54 




Rxons 


15993. .16061, 15995. 


.16048, 


16074. .16256, 16074 .. 16253, 






16251. .16313, 16267. 


.16350 








Sea No ^ 


" 27555. 




Seq. ID 


OJ000150JL7.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


16446 




End 


17089 




GI 


none 




Score 


196 




Exons 


16446. .16580, 16455. 


.16580, 


16472. .1651 


38, 16893. .16997, 






16946. .16996, 17063. 


.17089 








Seq. No. 


27555 




. Seq. ID 


OJ000150_17.0124 


.C45 


Gene No . 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45.ol.tc 


Method 


■TBLASTX: Cress 




Start 


17980 




End 


21032 




GI 


none 




Score 


115 




Exons 


17980. .18072, 17981. 


.18073, 


18262. .18285, 18367 .. 18 4 4 4 , 






18439. .18495, 18903. 


.18965, 


18904. .18966, 19086 .. 19202, 






19087. .19284, .19704. 


.19820, 


19708. .19842, 19951 .. 20040, 






19952. .20071/- 20173. 


.20274, 


20349. .20441, 20351 .. 204 52, 






20534. .20617, 20942. 


.21022, 


20943. .21032 




Seq. No. 


27555 




Seq. ID 


OJ000150_17.0124 


.C45 


Gene No. 


56942 




Strand 






Start 


21057 




End 


24800 




Name 


OJ000150 17.0124.C45 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17980 




End 


21047 




GI 


none 




Score 


123 




Exons 


17980. .18072, 17981. 


.18085, 


18196. .182* 


35, 18367. .18444, 






18439. .18495, 18903. 


.18965, 


18904. .18966, ■ 1908 6. .19247, 





27452 



19087. .19284, 19704 .. 19844 , 19708 .. 19842 , 19955 20071, 
19960. .20061, 20173. .20274, 2034 9 . . 204 4 1 , 20351 20452, 
20534. .20617, 20536 ... 20610, 20937 .. 21047 , 20942.. 21022 



Seq. No. 27555 
Gene No. 56942 
Start 21057 

Name OJ000150_17 . 0124 . C45 . ol . tm 

Start 17980 
GI none 

Exons 17980. .18072, 17981 18073, 

18439. .18495, 18898 18966, 
19704. .19844, 19708 19842, 
20158. .20247, 20173 20274 , 
20534. .20617, 20536 20610, 
20948. .21043 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 17.0124.C45 



24800 

TBLASTX: Maize 
21044 
113 

18199. .18285, 18367 .. 18444 , 
19086. .19202, 19087 .. 19203, 
19954. .20040, 19955 .. 20071, 
20342. .20443, 2034 9 .. 2044 1, 
20687. .20716, 20934 .. 2104 4 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27555 Seq. ID 

56942 Strand 

21057 End 

OJ000150_17 . 0124 .C45 . o3 . gs Method 

21057 End 

none Score 



OJ000150_17.0124.C45 

24800 
GEN SCAN • 
24800 
.66 



21057. .21088, 21504 .. 22043, 22127 22170, 22472 22590, 
23487. .23735, 24 103 .. 24299, 24737.. 24800 



Seq. ID OJ000150_17.0124 .C46 
Strand 

End 5117 
Method AAT/NAP 
End 5117 
Score 365 

1..66, 692. .823, 930. .979, 1088. .1159, 2014. .2065, 2149. .2305, 
2427. .2701, 3460. .3779, 3881. .4042, 4161. .4338, 4875. .5117 
(AL121764) putative U5 snRNP-specif ic 200kd protein 
[Schizosaccharomyces pombe] 



27556 
56943 
1 

OJ000150_17.0124.C46.ol.np 
1 

6014422 



27556 
56943 
1 

OJ000150_17.0124.C46.ol.gs 

405 

none 



Seq. ID OJ000150_17.0124.C46 
Strand 

End 5117 

Method GENS CAN ■ 

End 4 672 

Score .56 



405. .488, 560. .623, 2014. .2065, 2149.. 2305, 2427.. 2584, 
2728. .2749, 3237. .3328, 3397. .3466, 3542. .3779, 3881. .4042, 
4155. .4338, 4584. .4672 . 



27557 
56944 
11687 

OJ000150_17 . 0124 .C47 . o4 . gs 

11687 

none 



Seq. ID OJ000150_17.0124.C47 

Strand + 

End 28119 

Method GENSCAN 

End 28119 

Score . 65 



11687. .11754, 11959. .12007, 12532 12639, 12962 13069, 

15249. .15335, 15577 .. 15732 , 17590 .. 17745, 18687 .. 18866, 

18915. .19007, 19840. .19927, 20093 .. 20254 , 20784 .. 20881, 

21225. .21293, 21376. . 21461, 21548 .. 21665, 21781 .. 21879, 



27453 




23043. .23190, 23323. .25106, 25220 .. 25318, 25939 .. 2604 3, 
26125. .26199, 2 6'265 . . 26333, 26451 .. 26519, 26993 .. 27094 , 
27961.. 28119 



Ctarr No 


27557 


Seq. ID 


OJ000150 17.0124.C47 




56944 


Strand 


+ 


O L.Cli- L. 


11687 


End 


28119 




OJ000150 17.0124.C47,o3.np 


Method 


AAT/NAP 




15398 


End 


18040 


\D J. 


4512714 


Score 


585 


TT von «! 


15398. .15732, 17590 .. 17749, 


17937. .18040 


GI Descrip. 


(AC006569) hypothetical protein [Arabidopsis thaliana] 


Sea No. 


27557 


Seq. ID 


OJ000150_17.0124.C47 




56944 


Strand 


+ 


Start 


11687 


End 


28119 


Name 


OJ000150 17.0124.C47.o4.np 


Method 


AAT/NAP 


Start 


25041 


End 


28116 


GI 


4580455 


Score 


671 


Exons 


25041. .25106, 25220 .. 25318 , 


25939. .26043, 2 6125 .. 26199, 




PfiSIQ 


26993. .27094, 27961.. 28116 


CZT Dp «? P T" "i o 


(AC006081) unknown protein 


[Arabidopsis 


i thaliana] 




27557 


Seq. ID 


OJ000150_17.0124.C47 




56945 


Strand 


+ 


qf art 
0 Lai. i_ 


32638 


End 


33472 


Uatno 
IN alUC 


OJ000150 17.0124.C47.o6.gs 


Method 


GENS CAN 


O Lai L. 


32638 


End 


33472 


GI 


none 


; Score 


.55 


Exons 


32638. .33472 






O C • IM * 


27557 


Seq. ID 


OJ000150_17.0124.C47 




56946 


Strand 




Start 


1 


End 


768 


Name 


OJ000150 17.0124.C47.ol.np 


Method 


AAT/NAP 


Start 


1 


. End 


768 


GI 


4218120 


: Score 


526 


Exons 


1..189, 305.. 432, 522.. 768 






GI Dpscriri 


(AL035353) Proline-rich APG 


-like protein [Arabidopsis thaliana] 


Spa No 


27557 


Seq. ID 


OJ000150_17.0124.C47 




56946 


Strand 




Start 


1 


End 


768 


Name 


OJ000150 17.0124.C47.ol.gs 


Method 


GENSCAN 


Start 


79 


End 


759 


GI 


none 


Score 


.92 


Exons 


79. .189, 305. .432, 522. .759 






Seq. No. 


27557 


Seq. ID 


OJ000150_17.0124.C47 


Gene No. 


56947 


Strand 




Start 


9987 


End 


14251 


Name 


OJ000150 17.0124.C47.o2.np 


Method 


AAT/NAP 


Start 


9987 


End 


14251 


GI 


6069646 


Score 


743 


Exons 


9987. .10556, 14210.. 14251 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 


1| (AP001129) Similar to 



27454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



27557 
56948 
29459 

OJ000150_17.0124 .C47.ol.tm 
47 

none 



Seq. ID OJ000150_17.0124.C47 
Strand 

End 31773 

Method TBLASTX : Maize 

End 768 

Score 144 



47. .18-7, 49. .189, 49. .189, 50. .190, 132. .194, 302. .430, 
303. .431, 307. .432, 518. .676, 520. .675, 664. .768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27557 
56948 
29459 

OJ000150_17.0124.C47.ol.tc 
49 

none 



Seq. ID OJ000150_17.0124.C47 
Strand 

End 31773 

Method TBLASTX : Cress 

End 67 6 

Score 96 



49. .189, 50. .190, 302. .430, 303. .431, 518. .676, 520. .675 



27557 
56948 
29459 

OJ000150_17.0124.C47.ol.ts 
49 

none 



Seq. ID OJ000150_17.0124.C47 
Strand 

End • 31773 

Method TBLASTX : Soybean 

End 675 

-Score 135 



49. .189, 50. .190, 302. .430, 303. .422, 520. .675, 521. .673 



27557 
56948 
29459 

OJ000150_17.0124.C47.o6.tm 

9996 

none 



Seq. ID OJ000150_17.0124.C47 
Strand 

End 31773 

"Method TBLASTX: Maize 

End 10545 

Score 68 



9996. .10211, 10225. .10479, 10471. .10545 



27557 

56948 ^: 
29459 

OJ000150_17 . 0124 .C47 .o3. tm 

M383 

none 



Seq. ID OJ000150_17.0124.C47 

Strand - 

End 31773 

Method TBLASTX: Maize 

End 15705 

Score 4 6 



15383. .15484, 15428 15457, 15508 .. 15705, 15508 15702, 
15534.. 15704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27557 
56948 
29459 

OJ000150_17.0124.C47.o5.ts 

15651 

none 



Seq. ID OJ000150_17.0124.C47 
Strand 

End 31773 

Method TBLASTX : Soybean 

End 18758 

Score 111 



15651. .15740, 15652. .15735, 15661 .. 15744 , 17587 .. 17754 , 
17589. .17729, 17850 17921, 18672 18758 , 18686. .18748 



Seq. No. 
Gene No. 



27557 " 
56948 



Seq. ID OJ000150_17.0124.C47 
Strand 



27455 




Start 


29459 




End 


31773 




Name 


OJ000150 17 0124 C47 


• o4 . tm 


Method 


TBLASTX: Maize 




Of arl- 


17587 ~~ 




End 


17912 




ox 


none 




Score 


249 






17587 17754 17587 


. 17745, 


17589. .17759, 17832 .. 17 912, 






17838 17909 












77557 




Seq. ID 


OJ000150_17.0124 


.C47 




56948 




Strand 






D Lai U 


29459 




End 


31773 




Name 


OJ000150 17.0124.C47 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


21414 




End 


23381 




ox 


none 




Score 


59 




F von q 


21414 21482. 21415. 


.21462, 


21545. .21676, 2154 6 .. 21677 , 






"21756 21866. 21778 


.21882, 


21778. .21879, 22805 22915, 






22836 22934 22923 


.23141, 


22953. .23126, 23139 .. 2318 6, 






23150 23185, 23297. 


.23377, 


23322. .2331 


31 




Cprr No 


27557 




Seq. ID 


OJ000150_17.0124 


.C47 


Gene No. 


- 56948 




Strand 






Start 


29459 




End 


31773 




Name 


OJ000150 17 . 0124 .C47 


. o3 . ts 


Method 


TBLASTX : Soybean 




Cf art 
iD Lai. u 


23601 ~~ 




End 


23980 




(~1T 


none 




Score 


94 - 




V VOn C 


23601 23753 23603 


. 23740, 


23655. .23777, 23742.-23978, 






23744 23980 23875 


. 23979 








Seq. No. 


27557 




Seq. ID 


OJ000150_17.0124 


.C47 


Gene No. 


56948 




Strand 






Cf arf 
O Lai L. 


29459 




End 


31773 




in cxuit; 


OJ000150 17 0124 C47 


. o3 . tc 


Method 


TBLASTX: Cress 




O U C2. X u 


23634 ~~ 




End 


24005 




ox 


none 




Score 


79 




Fvon q 


23634 23753. 23657 


. 23740, 


23741. .24004, 23742. .24005 




Seq. No. 


27557 




Seq. ID 


OJ000150_17.0124 


.C47 


Gene No. 


56948 




Strand 






Start 


29459 




End 


31773 




Naixte 


OJ000150 17 0124 C47 


. 06 . ts 


Method 


TBLASTX : Soybean 






24017 ~" 




End 


24170 




GI 


none 




Score 


222 




von <3 


24017 24169. 24018 


. 24170 








Seq. No. 


27557 




Seq. ID 


OJ000150_17.0124 


.C47 


Gene No. 


56948 




Strand 






Start 


29459 




End 


31773 




Name 


OJ000150 17 0124 C47 


. o2 . ts 


Method 


TBLASTX : Soybean 






24210 _ 




End 


24460 




ox 


IIOXIC 




Score 


290 




F von q 


24210 24458 24213 


. 24449, 


24218.. 24460 




Seq. No. 


27557 




Seq. ID 


OJ000150_17.0124 


.C47 


Gene No. 


56948 




Strand 






Start 


29459 




End 


31773 




Name 


OJ000150 17.0124.C47 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


24891 




End 


25312 




GI 


none 




Score 


205 • 





27456 




Exons . • 


24891. .25109, 24893. 


.25096,. 


25014 . .25112, 25217 


. .25300, 






25218. .25301, 25220. 


.25312 










Seq. No. 


27557 




Seq. ID 


OJ000150 


J.7.0124 


.C47 


Gene No. 


56948 




Strand 








Start 


29459 




End 


31773 






Name 


OJ000150 17.0124.C47 


.o5.tc 


Method 


TBLASTX:' 


Cress 




Start 


25244 




End - ■ 


26333 






GI 


none 




Score 


74 






Exons 


25244. .25327, 25937. 


.26032, 


25938. .26042, 25939 


. .26043, 






26119. .26205, 26124. 


.26201, 


26304. .26333 






Seq. No. 


27557 




Seq. ID 


OJ000150 


_17.0124 


-C47 


Gene No. 


56948 




Strand 








Start 


29459 




End 


31773 






Name 


OJ000150 17.0124.C47 


. o2 . tm 


Method 


TBLASTX:! 


Maize 




Start 


25937 




End 


28119 






GI 


none 




Score 


74 






Exons 


25937. .26038, 25938. 


.26039, 


25938. .26039, 25939 


. .26043, 






26020. .26046, 26116. 


.26205, 


26120. .26194,- 26121 


. .26195, 






26262. .26348, 26262. 


.26330, 


26267. .26335, 26433 


. .26528, 






26445. .26519, 26453. 


.26527, 


26992. .27114, 26993 


. .27100,. 






27954. .28115, 27958. 


.28119 






- 




Seq. No. 


27557 




Seq. ID 


OJ0Q0150 


17.0124 


.C47 


Gene No. 


56948 




Strand 








Start 


29459 




End 


31773 






Name 


OJ000150 17.0124.C47 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


25993 




End 


28010 






GI 


none 




Score 


55 






Exons 


25993. .26043, 26119. 


.26205, 


26121. .26201, 26262 


. .26348, 






26264. .26335, 26445. 


.26522, 


26984. .27100, 26992 


. .27114, 






27958. .28008, 27960. 


.28010, 


27960. .28010 






Seq. No. 


27557 




Seq. ID 


OJ000150 


_17.0124 


.C47 


Gene No. 


56948 




Strand 








Start 


29459 




End 


31773 






Name 


OJ000150 17.0124.C47 


. o4 .tc 


Method 


TBLASTX:' 


Cress 




Start ' 


.26984 




End 


28113 






GI 


none 




Score 


131 






Exons 


26984. .27100, 26992. 


.27126, 


27958. .28113, 27960 


. .28109 




Seq. No. 


27557 




Seq. ID 


OJ000150 


J.7.0124 


.C47 


Gene No. 






Strand 








Start 


29459 




End 


31773 






Name 


OJ000150 17.0124.C47 


. o5 . gs 


Method 


GEN SCAN 






Start 


29459 




End 


31773 






GI 


none 




Score 


.78 






Exons 


29459. .30022, 31711. 


.31773 










Seq. No. 


27558 




Seq. ID 


OJ000150 


J7.0124 


.C55 


Gene No. 


56949 




Strand 


+ 






Start 


40 




End 


364 






Name 


OJ000150 17.0124.C55 


.ol.gs 


Method 


GENSCAN 






Start 


40 




End 


364 






GI 


none 




Score 


.87 






Exons 


40. .94, 183. .364 













27457 




Seq. No. 


27559 




Seq. ID 


OJ000150_17 . 0124 


. C57 


Gene No. 


56950 




Strand 






Start 


294 




End 


463 




Name 


OJ000150 17.0124.C57.ol 


.gs 


Method 


GENS CAN 




Start 


294 




End 


452 




GI 


none 




Score 


.81 




Exons 


^294 . .452 










Seq. No. 


27559 




Seq. ID 


OJ00Q150 17.0124 


. C57 


Gene No. 


56950 




Strand 






Start 


294 




End 


463 




Name 


OJ000150 17.0124.C57.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


294 




End 


463 




GI 


none 




Score 


168 




Exons 


294. .455, 298. .453, 299 


. .463 








Seq. No. 


27559 




Seq. ID 


OJ000150_17.0124 


.C57 


Gene No. 


56950 




Strand 






Start 


294 




End 


463 




Name 


OJ000150 17.0124.C57.ol 


.np 


Method ' 


AAT/NAP 




Start 


297 




End 


457 




GI 


4580455. 




Score 


162 




Exons 


297. .457 










GI Descrip. 


(AC006081) unknown protein [Arabidopsis thaliana] 




Seq. No. 


27559 




Seq. ID 


OJ000150_17.0124 


. C57 


Gene No. 


56950 




Strand 






Start 


294 




End 


463 




Name 


OJ000150 17.0124.C57.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


300 




End 


455 




GI 


none 




Score 


142 




Exons 


300.. 455, 304.. 453 










Seq. No. 


27560 




Seq. ID 


OJ000150_17.0124 


. C59 


Gene No. 


56951 




Strand 






Start 


83 




End 


232 




Name 


OJ000150 17.0124.C59.ol 


.gs 


Method 


GENSCAN 




Start 


83 




End 


232 




GI 


none 




Score . 


1 




Exons 


83. .232 . 










Seq. No. 


27561 




Seq. ID 


OJ000150_17.0124 


. C63 


Gene No. 


56952 




Strand 


+ 




Start 


7128 




End 


8383 




Name 


OJ000150 17.0124.C63.o3 


. gs 


Method 


GENSCAN 




Start 


7128 


End 


8200 




GI 


none 




Score 


.91 




Exons 


7128. .7170, 7657. .7733, 


7988. 


.8200 






Seq. No. 


27561 




Seq. ID 


OJ000150JL7.0124 


.C63 


Gene No. 


56952 




Strand 


+ 




Start 


7128 




End 


-^8383 




Name 


OJ000150 17.0124.C63.ol 


. np 


Method 


AAT/NAP 




Start 


7985 




End 


8383 




GI 


4218122 




Score 


82 




Exons 


7985. .8188, 8227. .8383 











27458 




GI Descrip. (*AL03'5353) putative protein [Arabidopsis thaliana] 



Seq. No. 


27561 




Seq. ID 


OJ000150_17.0124 


.C63 


Gene No . 


56953 




Strand 






Start 


2353 




End 


5422 




Name 


OJ000150 17.0124.C63.o2. 


QS 


Method 


GENSCAN 




Start 


2353 




End 


5422 




GI 


none 




Score 


.44 




Exons 


2353.". 2542, 2589.. 2884, 


3291. 


.3352, 4992. /5148, 5303.. 5422 


Seq. No . 


27562 




Seq. ID 


OJ000150_17.0124 


.C64 


Gene No. 


56954 




Strand 


+ 




Start 


461 




End 


2080 




Name 


OJ000150 17.0124.C64.ol. 


gs 


Method 


GENSCAN 




Start 


461 




End 


2080 




GI 


none 




Score 


. 91 




Exons 


461. .602, 843. .970, 1149. .1341, 1425.. 


2080 




Seq. No. 


27562 




Seq. ID 


OJ000150_17.0124 


.C64 


Gene No. 


56954 




Strand 


+' 




Start 


461 




End 


2080 




Name 


OJ000150 17.0124.C64.ol. 


gp 


Method 


AAT/GAP 




Start 


1-263 




End • 


,2022 




GI 


4107133 




Score 


1404 




Exons 


1263. .2022 










Seq. No. 


27562 




Seq. ID 


OJ000150 17.0124 


.C64 


Gene No . 


56955>- 




Strand 


+ 




Start 


3827 




End 


4852 




Name 


OJ000150 17.0124.C64.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


311 




End 


770 




GI 


none 




Score 


133 




Exons 


311.. 427, 312.. 446, 316. 


.444, 


428. .550 


, 454 . .549, 602 . . 


751, 




608. .709, 723. .770 










Seq. No. 


27562 




Seq. ID 


OJ000150_17.0124 


.C64 


Gene No . 


56955 




Strand 


+ 




Start 


3827 




End 


4852 




Name 


OJ000150 17.0124.C64.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1594 




End 


1954 




GI 


none 




Score 


4 61 




Exons 


1594.. 1953, 1595.. 1954, 


1595. 


.1954 






Seq. No. 


27562 




Seq. ID 


OJ000150_17.0124 


.C64 


Gene No. 


56955 




Strand 


+. 




Start 


3827 




End 


4852 




Name 


OJ000150 17.0124.C64.o2. 


gs 


Method 


GENSCAN 




Start 


3827 


End 


4852 




GI 


none 




Score 


.8 




Exons 


3827.. 3908, 4459.. 4651, 


4786. 


.4852 






Seq. No. 


27563 




Seq. ID 


OJ000150_17.0124 


.C68 


Gene No. 


56956 




Strand 






Start 


1 




End 


386 




Name 


OJ000150 i7.0124.C68.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


386 




GI 


1707980 




Score 


77 





27459 



Exons 1..56, 238.. 38 6 ^- ~ 

GI Descrip. GLUTAREDOXIN gi | 1084458 | pir | | S41736 glutaredoxin 

thioltransferase - Rice gi | 485953 | emb | CAA54397 | (X77150) 
glutaredoxin [Oryza sativa] 



Seq. No. 


27564 








Seq. ID 


OJ000150 17. 


0124 


.C69 


Gene No. 


56957 








Strand 


- 






Start 


34 








End. 


316 






Name 


OJ000150_17 


.0124 


.C69.ol 


.gp 


Method 


AAT/GAP 






Start 


* 34 








End 


316 






GI 


none 








' Score 


466 " 






Exons 


34. .316 
















Seq. No. 


27565 








Seq. ID 


OJ000150 17. 


0124 


.C70 


Gene No. 


56958 








Strand 


- 






Start 


75 








End 


177 






Name 


OJ000150 17 


.0124 


.C70.ol 


. gs 


Method 


GENSCAN 






Start 


75 








End 


177 






GI 


none 








- Score 


.77 






Exons 


75. .177 
















Seq. No. 


27566 








Seq. ID 


OJ000150_17. 


0124 


.C71 


Gene No. 


56959 








Strand 








Start 


1 








End 


906 






Name 


OJ000150 17 


.0124 


.C71.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


906 






GI 


4218122 








Score 


197 






Exons 


1..639, 667 


. . 906 














GI Descrip. 


(AL035353) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


27566 








Seq. ID 


OJ000150_17. 


0124 


.C71 


Gene No. 


56959 








Strand 








Start 


1 








End 


906 






Name 


OJ000150_17 


.0124 


.C71.ol 


. gs 


Method 


GENSCAN 






Start 


141 








End 


834 






GI 


none 








Score 


.54 






Exons 


141. .834 
















Seq. No. 


27567 








Seq. ID 


OJ000150_17. 


0124 


.C72 


Gene No. 


56960 








Strand 


+ 






Start 


573 








. End 


676 






Name 


OJ000150_17 


.0124 


.C72.ol 


. gs 


Method 


GENSCAN 






Start 


573 








End 


676 






GI 


none 








Score 


.75 






Exons 


573. .676 
















Seq. No. 


27568 








Seq. ID 


OJ000150_17. 


0124 


.C78 


Gene No. 


56961 








Strand 








Start 


111 








End 


570 






Name 


OJ000150 17 


.0124 


,C78.ol 


. gs 


Method 


GENSCAN 






Start 


111 








End 


570 






GI 


none 








Score 


.48 






Exons 


111. .570 
















Seq. No. 


27568 








Seq. ID 


OJ000150_17. 


0124 


.C78 


Gene No. 


56962 








Strand 








Start 


951 








End 


1130 







27460 




Name 


OJ000150 


17.0124.C78.o2 


.gs 


Method 


GENSCAN 




Start 


951 






End 


1130 




GI 


none 






Score 


.65 




Exons 


951.. 1130 










Seq. No. 


27569 






Seq. ID 


OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150 


17.0124.C84.ol 


.np ■ 


Method 


AAT/NAP 




Start 


79 






End 


735 . 




GI 


3928543 






Score 


591 




Exons 


79. .735 












GI Descrip. 


(AB016819) UDP-glucose 


glucosyltransf erase [Arabidopsis 






thaliana] 






- 






Seq. No. 


27569 






Seq. ID 


■OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150 


17.0124.C84.ol 


.gs 


Method 


GENSCAN 




Start 


81 






End 


690 




GI 


none 






Score 


.71 




Exons 


81. . 690 












Seq. No. 


27569 






Seq. ID 


OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150 


17.0124.C84.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


82 






End 


675 




GI 


none 






Score 


416 




Exons 


82. .510, 


89. .493, 253. . 


510, 


511. .600, 


511. .675, 608. .670 


Seq. No. 


27569 






Seq. ID 


OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150_ 


17.0124.C84.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


91 






End 


709 




GI 


none 






Score 


221 




Exons 


91. .510, 


131.. 493, 517.. 


.708, 


605. .709 






Seq. No. 


27569 






Seq. ID 


OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150 


17.0124.C84.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


140 






End 


726 




GI 


none 






Score 


254 




Exons 


140. .493, 


142. .510, 511 


. .726 


, 524. .709 






Seq. No. 


27569 






Seq. ID 


OJ000150_17.0124. 


C84 


Gene No. 


56963 






Strand 






Start 


79 






End 


735 




Name 


OJ000150 


17.0124.C84.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


272 






End 


669 




GI 


none 






Score 


174 




Exons 


272. .493, 


274. .495, 523 


. .669 








Seq. No. 


27570 . 






Seq. ID 


OJ000150_17.0124. 


C87 


Gene No. - 


. 56964 r ' 






Strand 







27461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Start 


497 




End 


611 




Name 


OJ000150 


17.0124.C87.ol.gp 


Method 


AAT/GAP 




Start 


497 




End 


611 




GI 


none 




Score 


192 




Exons 


497. .611 










Seq. No. 


27571 




Seq. ID 


OJ000150_17 


.0124.C90 


Gene No. 


56965 




Strand 






Start 


334 




End 


882 




Name 


OJ000150 


17.0124.C90.ol.np 


Method 


AAT/NAP 




Start 


334 




End 


882 




GI 


4971998 




Score 


168 




Exons 


334. .414, 


509. .728, 807. .882 








GI Descrip. 


(Y14685) 


polynucleotide phosphorylase 


[Arabidopsis 


thaliana 



gi I 4 972000 | emb | CAB43865.il 
[Arabidopsis thaliana] 



(Y14686) polynucleotide phosphorylase 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



OJ000150 17.0124.C90 



27571 
56965 
334 

OJ000150_17.0124.C90.ol.gp 
343 

43584_1.R1084 
343/. 414, 509.. 684 

, 4971998/emb|CAB43864.1| 1.0e-53 (Y14685) polynucleotide 
phosphorylase [Arabidopsis thaliana] >gi_4 972000_emb_CAB438 65 . 1_ 
(Y14 686) polynucleotide phosphorylase [Arabidopsis thaliana] ' 



882 

AAT/GAP 

684 

430 



Seq. No. 


27571 


Seq. ID 


OJ000150_17.0124. 


C90 


Gene No. 


56965 


Strand 






Start 


334 


End 


882 




Name 


OJ000150 17.0124.C90.ol.gs 


Method 


GENSCAN 




Start 


343 


End 


749 




GI 


none 


Score 


.67 




Exons 


343. .414, 509. .749 








Seq. No. 


27572 


Seq. ID 


OJ000150_17.0124. 


C91 


Gene No. 


56966 


Strand 


+ 




Start 


1 


End 


301 




Name 


OJ000150 17.0124.C91.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


301 




GI 


3249567 


Score 


89 




Exons 


1..45, 234. .301 








GI Descrip. 


(AF047694) glutaredoxin [Vernicia fordii] 




Seq. No. 


27573 


Seq. ID 


OJ000150_16.0124. 


CI 


Gene No. 


56967 


Strand 


+ 




Start 


299 


End 


636 




Name 


OJ000150 16.0124.Cl.ol.gp 


Method 


AAT/GAP 




Start 


299 


End 


623 




GI 


18847 1.R1084 


Score 


413 




Exons 


299. .381, 468. .623 








GI Descrip. 


, 4581520/emb|CAB40177.1| 5.0e 


-38 (AL049559) hypothetical 


protein 




[Schizosaccharomyces pombe] 1 








Seq. No. 


27573 


Seq. ID 


OJ000150JL6.0124. 


CI 


Gene No. 


56967 


Strand 


+ 





27462 




Start 


299 






End 


636 


Name 


OJ000150 


16.0124.Ci.ol.np 




Method 


AAT/NAP 


Start 


311 






End 


584 


GI 


2245000 






Score 


83 


Exons 


311. .381 


, 468. .584 








GI Descrip. 


(Z97341) 


LET1 like protein 


[Arabidopsis thaliana] 


Seq. No. 


27573 






Seq. ID 


OJ000150_16. 0124 .CI 


Gene No. 


56967 






Strand 


+ 


Start 


299 






End 


636 


Name 


OJ000150 


_16.0124.Cl.ol.ts 




Method 


TBLASTX : Soybean 


Start 


337 






End 


636 


GI 


none 






Score 


62 


Exons 


337. .381 


, 341. .379, 465. .611, 


466. . 630 


, 466. .636 


Seq. No. 


27573 






Seq. ID 


OJ000150_16. 0124 .CI 


Gene No. 


56967 






Strand 


+ 


Start 


299 






End 


636 


Name 


OJ000150 


_16.0124.Cl.ol.gs 




Method 


GENSCAN 


Start 


4 68 






End 


621 


GI 


none 






Score 


.98 


Exons 


468. .621 










Seq. No. 


27574 






Seq. ID 


OJ000150_16.0124.C2 


Gene No. 


56968 






Strand 




Start 


1 






End 


880 


Name 


OJ000150 


_16.0124.C2.ol.np 




Method 


AAT/NAP 


Start 


1 






End 


880 


GI 


1203832 






Score 


397 


Exons 


1. .242, 


587. .691, 798. .880 








GI Descrip. 


(U46003) 


beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 




vulgare] 


gi| 1588407 |prf| I2208395A beta 


-D-glucan exohydrolase 




[Hordeum 


vulgare] 








Seq. No. 


27574 






Seq. ID 


OJ000150_16.0124.C2 


Gene No. 


56968 






Strand 




Start 


1 






End 


880 


Name 


OJ000150 


_16.0124.C2.ol.tw 




Method 


TBLASTX: Wheat 


Start 


58 ' 






End 


656 


GI 


none 






Score 


127 


Exons 


58. .159, 


59. .241, 60. .242, 


60 


..242, 62 


..265, 584... 655, 588. .61 




589. .648 










Seq. No. 


27574 






Seq. ID 


OJ000150_16.0124.C2 


Gene No. 


56968 






Strand 




Start 


1 






End 


880 


Name 


OJ000150 


_16.0124.C2.ol.tm 




Method 


TBLASTX: Maize ■ 


Start 


59 






End 


694 


GI 


none 






Score 


187 


Exons 


59. .241, 


60. .242, 60. .242, 


584. .694, 587. .691, 589. .693 


Seq. No. 


27574 






Seq. ID 


OJ000150_16.0124..C2 


Gene No. 


56968 






Strand 




Start 


1 






End 


880 


Name 


OJ000150 


_16.0124.C2.ol.gp 




Method 


AAT/GAP 


Start 


60 






End 


818 


GI 


16311 1.1 


R1084 




Score 


529 



27463 




Exons 60.. 242, 587.. 691, 798.. 818' 

GI Descrip. '1203832 0.0e+00 (U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] 1 



Seq. No. 


27574 


Seq. ID 


OJ000150_16.0124.C2 


Gene No. 


56968 


Strand 


- 


Start 


1 


End 


- 88.0 


Name 


OJ000150_16.0124 .C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


60 


End 


694 


GI 


none 


Score 


88 


Exons 


60. .242, 67..159, 149. .244, 


582. .692, 


584. .694, 592. .693 


Seq. No. 


27574 


Seq. ID 


OJ000150_16.0124.C2 


Gene No. 


56968 


Strand 




Start 


1 


End 


880 


Name 


OJ000150_16.0124.C2.ol.gs 


Method 


GENSCAN 


Start 


60 


End 


691 


GI 


none 


Score 


1 


Exons 


60. .242, 587. .691 






Seq. No. 


27574 


Seq. ID 


OJ000150_16^0124.C2 


Gene No . 


56968 


Strand 




Start ■ 


1 


End 


880 


Name 


OJ000150 16.0124.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


88 


End 


694 


GI 


none 


Score 


56 


Exons 


88. .159, 99. .242, 582. .692, 


584. .694, 


589.. 693 


Seq. No. 


27575 


Seq. ID 


OJ000150_16.0124.C3 


Gene No. 


56969 


Strand 




Start 


1 


End 


345 


Name 


OJ000150 16.0124.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


343 


GI 


4581520 


Score 


113 


Exons 


1..107, 217. .343 






GI Descrip. 


(AL04 9559) hypothetical protein [Schizosaccharomyces pombe] 


Seq. No. 


27575 


Seq'. ID 


OJ000150_16J0124.C3 


Gene No. 


56969 


Strand 




Start 


1 


End ' 


345. 


Name 


OJ000150 16.0124.C3.ol.gp 


Method 


AAT/GAP 


Start 


53 


End 


343 


GI 


18847 1.R1084 


Score 


306 


Exons 


53.. 107, 217.. 343 






GI Descrip. 


M581520/emb|CAB40i77.1| 5. 


0e-38 (AL049559) hypothetical protein 




[Schizosaccharomyces pombe] 


i 




Seq. No. 


27575 


Seq. ID 


OJ000150_16.0124.C3 


Gene No. 


56969 


Strand 




Start 


1 


End 


345 


Name 


OJ000150 16.0124.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


56 


End 


345 


GI 


none 


Score 


67 


Exons 


56. .109, 59. .109, 216. .344, 


244. .345 




Seq. No. 


27575 


Seq. ID 


OJ000150_16.0124.C3 



27464 




Gene No. 


56969 








Strand 






Start 


1 








End 


345 




Name 


OJ000150 


16. 0124. C3 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


56 








End 


345 




GI 


none 








Score 


60 




Exons 


56. .106, 


57. .110, 219.. 


344, 


259. .345 






Seq. No. 


27575 . 








Seq. ID 


OJ000150_16.0124 


.C3 


Gene No. 


56969 








Strand 






Start 


1 








End 


345 




Name 


OJ000150 


16. 0124. C3 


.ol. 


gs 


Method 


GENSCAN 




Start 


213 








End 


343 




GI 


none 








Score 


.42 




Exons 


213. .343 














Seq. No. 


27576 








Seq. ID 


OJ000150_16.0124 


.C5 


Gene No. 


56970 








Strand 






Start 


530 








End t 


633 




Name 


OJ000150 


16. 0124. C5 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


526 








End 


633 




GI 


none 








Score 


162 




Exons 


526. .633, 


528. .632 












Seq. No. 


27576 








Seq. ID- 


OJ000150 16.0124 


.C5 


Gene No. 


56970 








Strand 


- 




Start 


530 








■ End 


633 




Name 


OJ000150 


16. 0124. C5 


.ol. 


np 


Method 


AAT/NAP 




Start 


530 








End 


626 




GI 


2326229 








Score" 


125 




Exons 


530. .626 














GI Descrip. 


(AF012888) tousled- 


like kinase 1 [Zea 


mays] 




Seq. No. 


27577 








Seq. ID 


OJ000150_16.0124 


.C7 


Gene No. 


56971 








Strand 






Start 


628 








End 


949 




Name 


OJ000150 


16. 0124. C7 


.ol. 


gs 


Method 


GENSCAN 




Start 


628 








End 


949 




GI 


. none. 








Score 


.94 




Exons 


628. .695, 


796. .949 












Seq. No. 


27578 








Seq. ID 


OJ000150_16.0124 


.C8 


Gene No. 


56972 








Strand 






Start 


332 








End 


457 




Name 


OJ000150 


16. 0124. C8 


.ol. 


gs 


Method 


GENSCAN 




Start 


332 








End 


457 




GI 


none 








Score 


.87 




Exons 


332. .457 














Seq. No. 


27579 








Seq. ID 


OJ000150_16.0124 


.C9 


Gene No. 


56973 








Strand 






Start 


370 








End 


468 




Name 


OJ000150 


16. 0124. C9 


.ol. 


gs 


Method 


GENSCAN 




Start 


370 








End 


468 




GI 


none 








Score 


.75 




Exons 


370. .468 














Seq. No. 


27580 








Seq. ID 


OJ000150_16.0124 


.C10 



27465 



Gene No. 


56974 


Strand 


+ 


Start 


450 


End 


750 " : " 


Name 


OJ000150 16.0124.C10.ol.gp 


Method 


AAT/GAP 


Start 


450 


End 


750 


GI 


uC-osrocyp005g06bl 


Score 


598 


Exons 


450. .750 






GI Descrip. 


1 280523/pir | IS28282 1.0e-24 


hypothetical protein B04 64.5 - 




Caenorhabditis elegans' 






Seq. No. 


27580 


Seq. ID 


OJ000150_16. 0124. C10 


Gene No. 


56974 


Strand 


+ 


Start 


450 


End 


750 


Name 


OJ000150 16.0124.C10.ol.gs 


Method 


GENSCAN 


Start 


574 


End 


719 


GI 


none 


Score 


.99 


Exons 


574. .719 






Seq. No. 


27581 


Seq. ID 


OJ000150 16.0124.C11 


Gene No. 


56975 


Strand 


+ 


Start 


593 


End 


763 


Name 


OJ000150 16.0124.Cll.ol.gs 


Method 


GENSCAN 


Start . 


593 


End 


763 


GI 


none 


Score 


. 4 


Exons 


593. .763 






Seq. No. 


27582 


Seq. ID 


OJ000150 16.0124.C12 


Gene No. 


56976 


Strand 




Start 


1 


End 


559 


Name 


OJ000150 16.0124.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


559':' 


GI 


5803259 


Score 


862 


Exons 


1. .559 






GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


27582 


Seq. ID 


OJ000150_16.0124.C12 


Gene No. 


^56976 


Strand 




Start 


1 


End 


559 


Name 


OJ000150 16.0124.C12.ol.gs 


Method 


GENSCAN 


Start 


26 


End 


529 


GI 


none 


Score 


.96 


Exoris 


26. .529 






Seq. No. 


27583 


Seq. ID 


OJ000150_16.0124.C14 


Gene No. 


56977 


Strand 


+ 


Start 


1 


End 


515 


Name 


OJ000150 16.0124.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


515 


GI 


6223643 


Score 


435 


Exons 


1. .515 






GI Descrip. 


(AC011698) putative short-chain type dehydrogenase/reductase 




[Arabidopsis thaliana] 






Seq. No. 


27583 


Seq. ID 


OJ000150_16.0124.C14 


Gene No. 


56978 


Strand 




Start 


62 


End 


521 


Name 


OJ000150 16.0124.C14.ol.ts 


Method 


TBLASTX : Soybean . 


Start 


2 


End 


367 



27466 



GI" 
Exons 



none Score 122 'i 

2. .46, 7. .54, -32. .178, 37. .171, 95. .178, 176. .310, 177. .335, 
267. .335, 311. .367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_16.0124 .C14 
Strand 

End 521 



27583 
56978 
62 

OJ000150_16.0124.C14.ol.tc Method ■ TBLASTX: Cress 
37 End 442 

none Score 112 

37. .171, 38. .178, 177. .434, 257. .442 



27583 
56978 
62 

OJ000150 16.0124 .C14 .ol.tm Method TBLASTX : Mai ze 



Seq. ID OJ000150_16.0124.C14 
Strand 
End 521 



50 

none 



End 
Score 



521 
161 



50. .178, 67. .171, 173... 520, 174. .521 



27583 
56978 
62 

OJ000150 16.0124.C14.ol.gs Method GENS CAN 



Seq. ID OJ000150_16.0124.C14 
Strand 

End 521 - 



62 

none 
62. .493 



End 
Score 



493 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ... 
Start 
GI 

Exons 



27584 
56979 
1 

OJ000150JL6 . 0124 . C16 . oL. np Method AAT/NAP 



Seq. ID OJ000150_16.0124.C16 
Strand + 
End 702 



End 
Score 



702 
295 



6223640 
1..57, 137. .374, 654. .702 

(AC011698) unknown protein [Arabidopsis thaliana] 



27584 
56979 

1 End 
OJ000150_16.0124.C16.ol.tc Method TBLASTX: Cress 
118 End 370 

none Score 
118. .351, 136. .351, 137. .370 



Seq. ID OJ000150_16.0124.C16 
Strand + 

702 



163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



27584 Seq. ID OJ000150_16 . 0124 . C16 

56979 Strand + 

1 End 702 

OJ000150_16 . 0124 . C16 . ol . tw Method TBLASTX : Wheat 

133 End 355 

none Score 242 

133. .345, 136. .348, 137. .355, 137. .349 

27584 Seq. ID OJ000150_16 . 0124 . C16 

56979 Strand + 

1 End 702 

OJ000150 16. 0124. C16. ol.tm Method TBLASTX : Maize 



27467 



Start ' 136 End 

GI none Score 

Exons 136.. 351, 137.. 370 

Seq. No. 27584 Seq. ID 

Gene No. 56979 Strand 

Start 1 End 

Name OJ000150_16.0124.C16.ol.ts Method 

Start 136 End 

GI none ' Score 

Exons 136.. 351, 137.. 352, 210.. 365 

Seq. No. 27584 Seq. ID 

Gene No. 5697 9 Strand 

Start 1 End 

Name OJ000150_16 . 0124 . C16 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173.. 349 



370 
387 



OJ000150_16.0124.C16 
+ 

702 

TBLASTX : Soybean . 

365 

372 



OJ000150_16.0124.C16 
+ 

702 

GENSCAN 

349 

.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27585 Seq. ID 

56980 Strand 

131 End 
OJ000150_16.0124 -C17.ol-.gs Method 

131 End 

none Score 
131. .305 



OJ000150_16.0124.C17 
+ 

305 

GENSCAN 

305 

.93 



27585 • Seq. ID 

56981 Strand 
362 End 
OJ000150_16.0124.C17.ol.gp Method 
362 End 
LIB3477-003-P1-K1-E9 Score 
362. .434, 492. .537 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000150_ 
+ 

537 

AAT/GAP 

537 

155 



16.0124.C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27585 Seq. ID 

56982 Strand 

1 End 

OJ000150_16.0124.C17.ol.np Method 

1 End 

6598436 Score 
1..24, 115. .306 

(AC004 683) putative ammonium transporter [Arabidopsis thaliana] 



OJ000150_16.0124.C17 
306 

AAT/NAP 

306 

132 



27586 Seq. ID 

56983 Strand 

1 End 
OJ000150_16.0124.C19.ol.gp Method 

1 End . 

64_1.R1084 Score 
1..404, 456.-524 

'4126687/dbj |BAA36695| 0.0e+00 (AB016501 
sativa] ' 



OJ000150 16.0124.C19 



524 

AAT/GAP 
524 
758 



glutelin [Oryza 



27468 




Seq. No. 


27586 






Seq. ID 


OJ000150 16.0124 


.Cl9 


Gene No. 


56983 






Strand 






Start 


1 






End 


524 




Name 


OJ000150 


16.0124.C19.ol. 


gs 


Method 


GENSCAN 




Start 


288 






End 


442 




GI ; , ; 


■ none 


i.* 




Score 


.56 




Exons;'/ 


'288. :442 












Seq. No. 


27587 






Seq. ID 


OJ000l50_l6.0l24 


.C20 


Gene No. 


56984 






Strand 


+ 




Start 


1 






End 


390 




Name 


OJ000150 


16.0124.C20.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


390 




GI 


4887746 






Score 


I9l 




Exons 


1. .390 












GI Descrip. 


(AC006533 


) putative unconventional myosin [Arabidopsis 


thaliana] 


Seq. No. 


27587 






Seq. ID 


OJ000l50_l6.0l24 


. C20 


Gene No. 


56984 






Strand 


+ 




Start 


1 






End 


390 




Name 


OJ000150 


16.0124.C20.ol. 


gs 


Method 


GENSCAN 




Start ■ 


148 






End 


354 




GI 


none 






Score 


.88 




Exons 


148. .354 












Seq. . No. 


27587 






Seq. ID 


OJ000l50_l6.0124 


.C20 


Gene No . 


56984 






Strand 


+ 




Start 


1 






End 


390 




Name 


OJ000150 


16.0124.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


162 






End 


381 




GI 


none 






Score 


239 




Exons 


162. .356, 


162.. 380, 163. 


.381 








Seq. No. 


27587 






Seq. ID 


OJ000l50_l6.0l24 


.C20 


Gene No. 


56984 






Strand 


+ 




Start 


1 






End 


390 




Name 


OJ000150 


16.0124.C20.61. 


tc " 


Method 


TBLASTX: Cress 




Start 


204 






End 


358 




GI 


none 






Score 


I9l 




Exons 


204. .350, 


205.. 354, 233. 


.358, 


236. .358 







Seq. No. 


27587 






Seq. ID 


OJ000150_16.0124 


.C20 


Gene No. 


56984 






Strand 


+ 




Start 


I 






End 


390 




Name 


OJ000150 


16.0124.C20.ol 


. ts 


Method 


TBLASTX : Soybean * 




Start 


214 






End 


358 




GI 


none 






Score 


189 




Exons 


214. .354, 


228.. 350, 233 


. .358, 


234. .356 






Seq. No. 


27588 






Seq. ID 


OJ000150_16.0124 


.C25 


Gene No. 


56985 






Strand 






Start 


I 






End 


669 




Name 


OJ000150 


16.0124.'C25.ol 


.np 


Method 


AAT/NAP 




Start 


l 






End 


669 




GI- 


1076385 






Score 


295 





Exons 1..81, 267.. 457, 596.. 669 



27469 




GI Descrip. protein kinase (EG 2.7.1.37) tousled - Arabidopsis thaliana 
gi 1 433052 (L23985) protein kinase [Arabidopsis thaliana] 



Seq. No. 


27588 






Seq. ID 


OJ000150 16.0124 


.C25 


Gene No. 


56985 






Strand 


- 




Start 


1 






End 


669 




Name 


OJ000150 16 


.0124 


.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


431 




GI 


none 






Score 


91 




Exons 


1 . . 1UO, 0 . . 


82, 267. .296, 283. 


. 4 £ y / z y / 


. . 4 o x , c yo . . 4z y 




Seq. No. 


27588 






Seq. ID 


OJ000150 16.0124 


.C25 


Gene No. 


56985 






Strand 


- 




Start 


1 






End 


669 




Name 


OJ000150 16 




. lzd . oi . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


452 




GI 


none 






Score 


101 




Exons 


1 . . IUd, z . . 


106, 


207.. 452, 208 


AAA 






Seq. No. 


27588 






Seq. ID 


OJ000150_16.0124 


.C25 


Gene No. . 


56985 






Strand 


- 




Start 


1 






End 


669 




Name 


OJ000150 16 


. 0124 


. C25 .ol .gs 


Method 


GENSCAN 




Start 


267 






End 


428 




GI 


none 






Score 


.85 




Exons 


2o7 . .428 












Seq. No. 


27589 






Seq. ID 


OJ000150_16.0124 


.C26 


Gene No. 


56986 






Strand 


+ 




Start 


487 






End 


612 




Name 


OJ000150 16 


. Ulz4 


. C^d . ol . gs 


Method 


GENSCAN 




Start 


487 






End 


612 




GI 


none 






Score 


.85 




Exons 


A Q *7 CIO 












Seq. No. 


27590 






Seq. ID 


OJ000150_16.0124 


.C27 


Gene No. 


56987 






Strand 


- 




Start. 


97 






-End 


309 




Name 


OJ000150 16 


m o a 


.C27 .ol.gs 


Method 


GENSCAN 




Start 


97 






End 


229 




GI 


. none 






Score 


.68 




Exons 


m i o n 

y / . . 












Seq. No. 


27590 






Seq. ID 


OJ000150JL6.0124 


.C27 


Gene No. 


56987 






Strand 


- 




Start 


97 






End 


309 




Name 


OJ000150 16 


.0124 


.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


97 






End 


309 




GI 


none 






Score 


69 




Exons 


97.. 150, 98 


. . 148 


, 106.. 309, 146.. 298 






Seq. No. 


27591 






Seq. ID 


OJ000150_16.0124 


.C29 


Gene No. 


56988 






Strand 


+ 




Start 


120 






End 


268 




Name 


OJ000150 16 


.0124 


.C29. ol.gs 


Method 


GENSCAN 




Start 


120 






End 


268 




GI 


none 






Score 


.84 





27470 



Exons 



120. .174, 193. .268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_16.0124.C30 

Strand 

End 722 

Method AAT/GAP 

End 634 

Score 849 



27592 
56989 
184 

OJ000150_16.0124.C30.ol.gp 
184 

18064JL.R1084 
184.. 634 

, 2245000/emb|CAB10420.1| 1.0e-20 (Z97341) LET1 like protein 
[Arabidopsis thaliana] 1 - 



27592 
56989 
184 

OJ000150_16.0124.C30.ol.gs 

482 

none 

482. .634 



Seq. ID OJ000150_16.0124.C30 

Strand 

End ■ 722 

Method GENS CAN 

End 634 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27592 
56989 
184 

OJ000150_16 ; 0124 . C30 . ol . ts 

482 

none 

482. .643, 483. .635 



Seq. ID OJ000150_16.0124.C30 

Strand 

End 722 

Method TBLASTX: Soybean ' 

End 643 

Score 143 



27592 
56989 
184 

OJ000150_16 . 0124 . C30 . ol . np 
485 

2245000 
485.. 722 

(Z97341) LET1 like protein [Arabidopsis thaliana] 



Seq. ID OJ000150_16.0124.C30 
Strand 

722 

AAT/NAP 
722 
186 



End 

Method 

End 

Score 



Seq. ID OJ000150_16.0124.C31 

Strand + 

End 697 

Method AAT/NAP 

End 697 

Score 520 



27593 :vv 
56990 
1 

OJ000150_16 . 0124 . C31 . ol . np 
1 

1203832 
1..161, 279. .421, 561. .697 

(U46003) beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf | | 2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



Seq. ID OJ000150_16.0124.C31 

Strand + 

End 697 

Method AAT/GAP 

End 697 

Score 678 



27593 
56990 
1 

OJ000150_16.0124.C31.ol.gp 
68 

16311_1.R1084 
68. .161, 279. .421, 561. .697 

•1203832 0.0e+00 (U4 6003) beta-D-glucan exohydrolase, isoenzyme 
ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 



27471 




exohydrolase {-gordeum vulgare] ' 



Seq. No. 


27593 




Seq. ID 


OJ000150_16. 0124 .C31 


Gene No. 


56990 




Strand 


+ 


Start 


1 




End 


697 


Name 


OJ000150 ■ 


16.0124 .C31.ol.tm 


Method 


TBLASTX: Maize 


Start 


68 




End 


696 


GI 


none 




Score 


154 


Exons 


68. . 169, 


69.. 164, 277.. 420, 


278. .421, 


279. .419, 409. .429, 




558. .695, 


558. .695, 559. .696 






Seq. No. 


27593 




Seq. ID 


OJ000150_16.0124.C31 


Gene No. 


56990 




Strand 


+ 


Start 


1 




End 


697 


Name 


OJ000150 


16.0124.C31.ol.tw 


Method 


TBLASTX: Wheat 


Start 


68 




End 


359 


GI 


none 




Score 


127 


Exons 


68. .151, 


69.. 158, 276.. 359, 


278. .358 




Seq. No. 


27593 




Seq. ID 


OJ000150 16.0124.C31 


Gene No. 


56990 




Strand 


+ 


Start 


1 




End 


697 


Name 


OJ000150 


16.0124.C31.ol.tc 


Method 


TBLASTX: Cress 


Start 


68 . 




End ' 


681 


GI 


none 




Score 


122 


Exons 


68. .169, 


69. .167, 278. .385, 


279. .386, 


558. .638, 568. .681 


Seq. No. 


27593 




Seq. ID 


OJ000150_16.0124.C31 


Gene No . 


56990 




Strand 


+ 


Start 


1 




End 


697 


Name 


OJ000150 


16.0124.C31.ol.gs 


Method 


GENS CAN 


Start 


71 




End 


421 


GI 


none 




Score 


. 93 


Exons 


71. .161, 


279. .421 






Seq. No. 


27593 




Seq. ID 


OJ000150_16. 0124 .C31 


Gene No. 


56990 




Strand 


+ 


Start. 


1 




End 


697 • 


Name 


OJ000150 


16.0124..C31.ol.ts 


Method 


TBLASTX: Soybean ' 


Start 


128' 




End 


662 


GI 


none 




Score 


65 


Exons 


128. .163, 


129. .164, 274. .375 


, 278. .385 


, 279. .398, 537. .662, 




564. .638, 


565. .660 






Seq. No. 


27593 




Seq. ID 


OJ000150_16.0124.C31 


Gene No . 


56990 




Strand 


+ 


Start 


1 




End 


697 


Name 


OJ000150 


16.0124.C31.o2.tw 


Method 


TBLASTX: Wheat 


Start 


547 




End 


693 


GI 


none 




Score 


189 


Exons 


547. .693, 


558. .674, 562. .687 






Seq. No. 


27594 




Seq. ID 


OJ000150_16. 0124 .C32 


Gene No. 


56991 




Strand 


+ 


Start 


1 




End 


619 


Name 


. OJ000150 


16.0124.C32.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


619 



27472 




GI 


4204265.- • 






Score 


560 




Exons 


1..302, 382. .619 












GI Descrip. 


(AC005223) 45643 


[Arabidopsis 


thaliana] 




Seq. No. 


27594 






Seq. ID 


OJ000150 16.0124. 


C32 


Gene No. 


56991 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ000150 16.0124. 


C32.oi.-gp 




Method 


AAT/GAP 




Start 


65 






End 


249 . 




GI 


12993 1.R1084 






Score 


336 




Exons 


65. .249 












GI Descrip. 


V4204265 5.0e-42 


(AC005223) 


45643 [Arabidopsis thaliana] 


f 


Seq. No. 


27594 






Seq. ID 


OJ000150_16.0124. 


C32 


Gene No. 


56991 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ000150 16.0124. 


C32.ol.ts 




Method 


TBLASTX : Soybean 




Start 


68 






End 


610 




GI 


none 






Score 


301 




Exons 


68. .313, 69. .308, 


119. .316, 


381. .596, 


382. .597, 455. .610 


Seq. No. 


27594 






Seq. ID 


OJ000150_16.0124. 


C32 


Gene No. 


56991 






Strand ■ 


+ 




Start 


1 






End ' 


619 




Name 


OJ000150 16.0124. 


C32.ol.tc 




Method 


TBLASTX: Cress 




Start 


72 






End 


615 




GI 


none 






Score 


96 




Exons 


72. .302, 82. ,267, 


87. .308, 


89 


..313, 363.. 596, 381. .596, 


382 


Seq. No. 


27594 






Seq. ID 


OJ000150_16.0124. 


C32 


Gene No. 


56991 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ000150 16.0124. 


C32.ol.tm 




Method 


TBLASTX: Maize 




Start 


72 






End 


615 




GI 


none 






Score 


373 




Exons 


72. .308, 75. .305, 


77. .310, 


77 


..313, 381. .596, 382. .615 




Seq. No. 


27594 






Seq. ID 


OJ000150_16.0124. 


C32 


Gene No. 


56991 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ000150 16.0124. 


C32.ol .gs 




Method 


GENSCAN 




Start 


75 






End 


594 




GI 


none 






Score 


.67 




Exons 


75. .302, 382. .594 












Seq. No. 


27594 






Seq. ID 


OJ000150JL6.0124. 


C32 


Gene No. 


56991 






Strand 


+ 




Start 


1 






End 


619 




Name 


OJ000150 16.0124. 


C32.ol.tw 




Method 


TBLASTX: Wheat 




Start 


378 






End 


600 




GI 


none 






Score 


242 




Exons 


378. .590, 381. .593, 382. .600, 


382. .594 






Seq. No. 


27595 






Seq. ID 


OJ000150_16.0124. 


C33 


Gene No. 


56992 






Strand 


+ 




Start 


186 






End 


750 




Name 


OJ000150 16.0124. 


C33.ol.tm 




Method 


TBLASTX: Maize 





27473 



Start 
GI 

Exons 



185 End. 544 

none Score 160 

185. .286, 186. .284, 190. .285, 191. .286, 364. .459, 365. .544, 
365. .544 



Seq. No. 27595 

Gene No. 56992 

Start 186 ; : - 

Name OJ000150_16. 0124 .C33.ol.np 

Start 186 ■ 

GI 1076385 

Exons 186.. 284, 365.. 544, 665.. 750 

GI Descrip. protein kinase (EC 2.7.1.37) tousled - Arabidopsis thaliana 
gi 1 433052 (L23985) protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000150_16.0124.C33 

Strand + 

End 750 • 

Method AAT/NAP 

End .750 

Score 24 6 



Seq. No. 


27595 


Seq. ID 


OJ000150_16.0124.C33 


Gene No. 


56992 


Strand 


+ 


Start 


186 


End 


750 


Name 


OJ000150 16.0124.C33.ol.tc 


Method 


TBLASTX: Cress 


Start 


186 


End 


548 


GI 


none 


Score 


56 


Exons 


186. .239, 216. .284, 227. .286, 364. .459 


, 365. .544, 371. .544, 




444. .548 






Seq. No. 


27595 


Seq. ID 


OJ000150_16.0124.C33 


Gene No. 


56992 


Strand 


+ 


Start 


186 


End 


750 


Name 


OJ000150 16.0124.C33.ol.gs 


Method 


GENS CAN 


Start 


187 


End 


544 


GI 


none 


Score 


.93 


Exons 


187. .284, 365. .544 






Seq. No. 


27596 


Seq. ID 


OJ000150_16.0124 .C35 


Gene No. 


56993 


Strand 


+ 


Start 


110 


End 


193 


Name 


OJ000150 16.0124.C35.ol.gs 


Method 


GEN SCAN 


Start 


110 


End 


193 


GI 


none 


Score 


.57 


Exons 


110. .193 






Seq. No. 


27597 


Seq. ID • 


OJ000150_16.0124.C37 


Gene No. 


56994 


Strand 


+ 


Start 


1 


End 


725 


Name 


OJ000150 16.0124.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


725 


GI 


3367568 


Score 


246 


Exons 


1..279, 379. .604, 702. .725 






GI Descrip. 


(AL031135) protein kinase - 


like protein [Arabidopsis thaliana] 


Seq. No. 


27597 


Seq. ID 


OJ000150_16.0124.C37 


Gene No. 


56994 


Strand 


+ 


Start 


1 


End 


725 


Name 


OJ000150 16.0124.C37.ol.gp 


Method 


AAT/GAP 


Start 


59 


End 


265 


GI 


uC-osflM202075h07bl 


Score 


384 


Exons 


59. .265 






GI Descrip. 


■3367568/emb|CAA20020| 9.0e- 


15 (AL031135) protein kinase - like 



27474 



protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



27597 
56995 
61 

OJ000150_16 . 0124 . C37 . ol . tm 
59 

none 



Seq. ID OJ000150_16.0124.C37 
Strand 

End 613 

Method TBLASTX : Mai ze 

End 510 

Score 136 



59. .268/ 60. .284, 60. .278, 61. .303, 348. .509, 366. .509, 
367. .510, 367.. 510 



Seq. ID OJ000150_16.0124.C37 
Strand 

End 613 

Method GENSCAN 

End 418 

Score .41 



27597 
56995 
61 

OJ000150_16.0124.C37 .ol.gs 
61 

none 

61. .235, 385. .418 

27597 
56995 
61 

OJ000150_16.0124.C37 .ol.tc 
359 
none 

359. .478, 375. .560, 376. .603, 515. .613, 515. .604 



Seq. ID OJ000150_16.0124.C37 
Strand 

End 613 

Method TBLASTX : Cress 

End 613 

Score 387 



27597 
56995 
61 

OJ000150_16.0124.C37 .ol.ts 

381 

none 

381.. 560, 382.. 606 

27598 
56996 
188 

OJ000150_16. 0124. C39. ol.gs 

188 

none 

188. .255, 356. .509 



Seq. ID OJ000150_16.0124.C37 

Strand - ' 

End 613 

Method TBLASTX : Soybean 

End 606 

Score 399 



Seq. ID OJ000150_16.0124.C39 

Strand 

End 509 

Method GENSCAN 

End 509 

Score .95 



27599 
56997 
1 

OJ000150_16.0124.C40.ol.np 
1 

1076385 

1..41, 175. .289, 373. .423, 681. .721 
protein kinase (EC 2.7.1.37) tousled 



Seq. ID OJ000150_16.0124 .C40 
Strand + 

721 

AAT/NAP 
721 
57 



End 

Method 

End 

Score 



- Arabidopsis thaliana 



gi 1 433052 (L23985) protein kinase [Arabidopsis thaliana] 



27599 
56997 
1 

OJ000150 16. 0124. C40. ol.gs 



Seq. ID OJ000150_16.0124.C40 

Strand + 

End 721 

Method GENSCAN 



27475 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI . 

Exons 



GI Descrip. 



182 End-" 429 

none . Score . 92 

182.. 289, 373.. 429 

27600 Seq. ID 

56998 Strand 
1581 End 
OJ000150_16 . 0124 . C4 1 . o2 . np Method 
1581 End 
1076385 Score 
1581. .1705, 1794. .1901, 2072. .2166, 2282. .2488, 3674. .3836, 
3920.. 3964, 4505.. 4617, 4989.. 5055, 5675.. 5743, 6052... 6150, 
6231.. 6410, 6993.. 7203, 7993.. 8257, 8653.. 8707, 9996.. 10157, 
10343.. 10435 

protein kinase (EC 2.7.1.37) tousled - Arabidopsis thaliana 
gi 1 433052 (L23985) protein kinase [Arabidopsis thaliana] 



OJ000150_16.0124.C41 
+ 

12858 
AAT/NAP 
10435' 
1638 



Seq. No. 27600 

Gene No. '56998 

Start 1581 

Name OJ000150_16 . 0124 . C41 . o3. gs 

Start 2486 

GI none" 
Exons 



Seq. ID OJ000150_16.0124.C41 

Strand + 

End 12858 

Method GEN SCAN 

End 12858 

Score .69 



'2486. .'2488, 3161. .3370, 3729. .3836, 4505 .. 4617, '4989. . 5055, 
5675. .5741, 6053. .6150, 6231. .6410, 6993. .7203, 7993. .8257, 
8653.. 8707, 9996.. 10157, 10343 .. 10434 , 11113 .. 11175, 
11563. .11663, 11665. .11821, 12160 .. 12500, 12746. .12858 



Seq. No. 27600 Seq. ID 

Gene No. 56999 Strand 

Start 18740 End 

Name OJ000150JL6 . 0124 . C41 . o5 . gp Method 

Start 18740 End 

GI 8022_1.R1084 Score 

Exons 18740. .18991 

GI Descrip. 1 5091496/dbj | AB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000150_16.0124.C41 
+ 

18991 
AAT/GAP 
18991 
325 



Seq. No. 27600 Seq. ID 

Gene No. 57000 Strand 

Start 23928 End 

Name 0 JO 0 0 1 5 0_1 6 . 0 1 2 4 . C4 1 . o 6 '. gp Method 

Start 23928 End 

GI none Score 

Exons 23928.. 24499 



OJ000150_16.0124.C41 
+ 

24499 
AAT/GAP 
24499 
1121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



27600 Seq. ID 

57001 Strand 

25706 End 
OJ000150_16.0124.C41.o5.np * Method 

25706 End 

5852093 Score 
25706. .25823 

(AL117264) zwhl6.1 [Oryza sativa] 



16.0124.C41 



27600 
57002 



Seq. ID 
Strand 



OJ000150_ 
+ 

25823 
AAT/NAP 
25823 
60 



OJ000150_16.0124.C41 



27476 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



28728 " End 29627 

OJ000150_16 . 0124 . C4 1 . 06 . np Method AAT/NAP 

28728 End 29627 

5922623 Score 221 

28728. .28812, 29191 .. 29343, 29511.. 29627 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 I dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza . sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27600 
57003 
244 

OJ000150_16.0124.C41.ol.gs 

244 

none 

244. .325, 419. .898 

27600 
57003 
244 

OJ000150_16.0124 .C41.ol.gp 
269 

5667289 

269. .325, 419. .771 
3878737/emb|CAA97808 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_16.0124.C41 
922 

GENSCAN 

898 

.73 



OJ000150_16.0124.C41 
922 

AAT/GAP 

771 

772 



II 



4.0e-ll (Z73428) predicted using 
Genefinder; cDNA EST EMBL:T01774 comes from this gene; cDNA EST 
yk470a9.3 comes from this gene; cDNA EST yk470a9.5 comes from 
this gene; cDNA EST yk476b6.5 comes from this gene; cDNA EST 
yk563cl2.3 co 



Seq. No. 


27600 


Seq. ID 


OJ000150_16. 


0124.C41 


Gene No. 


57003 


Strand 






Start 


244 


End 


922 




Name 


OJ000150 16.0124.C41.ol.np 


Method 


AAT/NAP 




Start 


401 


End 


922 




GI 


6735364 


Score 


347 




Exons 


401. .922 








GI Descrip. 


(AL137082) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


27600 


Seq. ID 


OJ000150_16. 


0124. C41 


Gene No. 


57004 


Strand 






Start 


1268 


End 


1741 




Name 


OJ000150 16.0124.C41.o2.gs 


Method 


GENSCAN 




Start 


1268 


End 


1741 




GI 


none 


Score 


.46 




Exons 


1268. .1741 








Seq. No. 


27600 


Seq. ID 


OJ000150_16. 


0124. C41 


Gene No. 


57005 


Strand 






Start 


13028 


End 


16901 




Name 


OJ000150 16.0124.C41.o2.gp 


Method 


AAT/GAP 




Start 


13028 


End 


13356 




GI 


4714105 


Score 


627 




Exons 


13028.. 13356 








GI Descrip. 


4731111/gb|AAD28356.1 |AF064707_1 3.0e- 


19 (AF064707) 


exhydrolase 



II [Zea mays] 



27477 



Seq. No. 


27600 


Seq. ID 


OJ000150_ 


16.0124 


.C41 


Gene No . 


57005 


Strand 








Start 


13028 


End 


16901 






Name 


OJ000150 16.0124.C41.o3.np 


Method 


AAT/NAP 






Start 


13211 


End 


15785 






GI 


4731111 


Score 


2635 






Exons 


13211. .13900, 13996. .14178, 


14286. .14390, 14498. 


.14741, 






14844. .14989, 15087 .. 15177, 


15268. .15472, 15566. 


.15785 




GI Descrip. 


(AF064707) exhydrolase II [Zea mays] 








Seq. No. 


27600- 


Seq. ID 


. OJ000150_ 


16.0124 


.C41 


Gene No. 


57005 


Strand" 








Start 


13028 


End 


16901 






Name 


OJ000150 16.0124.C41.o4.gs 


Method 


GENSCAN 






Start 


13214 


End 


15938 






GI 


none 


Score 


.98 






Exons 


13214. .13900, 13996. .14178, 


14286. .14390, 14498. 


.14741, 






14844. .15082, 15087 .. 15472, 


15566. .15938 






Seq. No. 


27600 


Seq. ID 


OJ000150_ 


16.0124 


.C41 


Gene No. 


57005 


Strand 








Start 


13028 


End 


16901 







Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

Seq. No. 
Gene No. 



OJ000150_16.0124.C41.o3.gp 
13624 . 
21363 1.R1084 



Method . AAT/GAP 
End 14721 • 

Score 1348 

13624. .13898, 13995 .. 14178, 14286 .. 14390, 14498. .14721 
, 4566505/gb|AAD23382.1|AF102868_l 1.0e-110 (AF102868) 
beta-D-glucan exohydrolase isoenzyme Exol [Hordeum vulgare] 1 



27600 
57005 
13028 

OJ000150_16.0124.C41.o4.gp 
15380 

33744 1.R1084 



OJ000150 16.0124.C41 



Seq. ID _ 
Strand 

End 16901 
Method AAT/GAP 
End 16901 
_ Score 791 

15380. .15472, 15566 .. 15824 , 16825.. 16901 

, 4731111/gb|AAD28356.1|AF064707_l 4.0e-30 (AF064707) exhydrolase 
II [Zea mays] ' 



27600 ' Seq. ID 

57006 Strand 

21676 End 

OJ000150_16 . 0124 . C4 1 . o3 . tm Method 

242 End 

none Score 



OJ000150_16.0124.C41 
29627 

TBLASTX: Maize 

487 

143 



242. .340, 243. .341, 253.-342, 256.-342, 419. .487, 420. .467 

OJ000150 16.0124.C41 



27600 Seq. ID 

57006 Strand 

21676 End 

OJ000150_16.0124 -C41.o6.tc Method 

470 End 

none Score 



29627 

TBLASTX: Cress 

742 

49 



470. .598, 516. .620, 653.-742, 698. .742 



27600 
57006 



Seq. ID OJ000150_16.0124.C41 
Strand 



27478 



Start 
Name 
Start 
GI 

Exons 



21676 

OJ000150_16.0124;C41.o2.tm 
3314 



End 

Method 
End 

none Score 
3314.. 3391, 3725.. 3841, 3726.. 3836, 3727 
3918.. 3953, 3919.. 3960, 4503.. 4616, 4504 
4984. .5061, 4986. .5054, 4987. .5058, 5664 
5675.. 5746, 6051.. 6152, 6052.. 6150, 6057 
6231.. 6410, 6231.. 6410, 6232.. 6411, 6990 
6992.. 7207, 7959.. 8258, 7992.. 8258, 7993 
8203. .8259, 8653. .8709, 8654. .8710, 9972 
10318. .10452, 10319. .10444, 10342 .. 10452, 10553 .. 10591 , 
10555. .10587, 10728 .. 10754 , 10740 10820, 10740 ... 108 11 , 
10914. .10979 



29627 

TBLASTX: Maize 
10979 
65 

.3837, 3916.. 3960, 
.4617, 4504. .4617, 
.5738, 5674. .5745, 
.6152, 6230. .6325, 
.7205, 6990.. 7202, 
.8259, 8036.. 8263, 
.10217, 9980. .10216, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27600 
57006 
21676 

OJ000150_16.0124.C41.o2.tc 

3723 
none 



Seq. ID OJ000150_16.0124.C41 
Strand 

29627 

TBLASTX: Cress 
10438 
100 



End 

Method 
End 
Score 

3723. .3818, 4513. .4617, 4532. .4618, 4972. .5055, 5675.-5743, 
5683. .5742, 6082. .6150, 6093. .6152, 6230. .6325, 6231. .6410, 
6237.. 6410, 6310.. 6414, 6973.'. 7203, 6990;. 7205, 6990. .7202,. 
6992. .7204, 7917. .8258, 7991. .8281, 8045. .8260, 8653. .8709, 
8654. .8710, 9993. .10127, 9993. .10103, 9995. .10141, 9995. .10126, 
10128. .10157, 10319. .10438, 10342.. 10419 



Seq. No. 


27600 








Seq. ID 


OJ000150_ 


16.0124 


.C41 


Gene No. 


57006 








Strand 








Start 


21676 








End 


29627 






Name 


OJ000150 16.0124.C41 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13214 








End 


14557 






GI 


none 








Score 


172 






Exons 


13214. 


.13384, 


13230. 


.13385, 


13379. .13708, 13380. 


.13706, 






13644. 


.13901, 


13721. 


.13903, 


13982. .14179, 13996. 


.14178, 






14281. 


.14391, 


14283. 


.14393, 


14498. .14557, 14501. 


.14557 




Seq. No. 


27600 








Seq. ID 


" OJ000150_ 


16.0124 


.641 


Gene No. 


57006 








Strand 








Start 


21676 








End 


29627 






Name 


OJ000150 16.0124.C41 


,o5. tc 


Method 


TBLASTX: Cress 




Start 


13226 








End 


13451 






GI 


none 








Score 


228 






Exons 


13226. 


.13450, 


13227. 


.13451 










Seq. No. 


27600 








Seq. ID 


OJ000150_ 


16.0124 


.C41 


Gene No. 


57006 








Strand 








Start 


21676 








End 


29627 






Name 


OJ000150 16.0124.C41 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


13229 








End 


15726 






GI 


none 








Score 


462 






Exons 


13229. 


.13600, 


13233. 


.13709, 


13622. .13903, 13626. 


.13916, 






13840. 


.13905, 


13995. 


.14105, 


13996. .14178, 14000. 


.14179, 






14281. 


.14391, 


14283. 


.14393, 


14286. .14423, 14498. 


.14725, 






14501. 


.14728, 


14547. 


.14744, 


14837. .14911, 14876. 


.14989, 






15084. 


.15182, 


15085. 


.15183, 


15255. .15443, 15256. 


.15432, 





27479 



. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15534. .15725, 15565.. 15726 

27600 
57006 
21676 

OJ000150_16.0124.C41.o4.tc 

13478 

none 

13478. .13705, 13515 13706, 
13829. .13885, 13833.. 13886 

27600 
57006 
21676 

OJ000150_16.0124.C41.ol.tw 

13712 
none 

13712. .13903, 13713. .13916, 
14281. .14355, 14283 .. 14354 , 



Seq. No. 27600 

Gene No. 57006 

Start 21676 

Name - OJ000150_I6.0124.C41.o3.tc 

Start 14032 

GI none 

Exons 14032. .14178, 14036 .. 14179, 
14498. .14617, 14547. .14615 



Seq. ID OJ000150_16.0124.C41 
Strand 

End 29627 

Method TBLASTX : Cress 

End 13886 

Score 14 5 
13712. .13858, 13713 13835, 



Seq. ID OJ000150_16.0124.C41 
Strand 

End 29627 

Method TBLASTX : Wheat 

End 14355 

Score 219 
13984. .14178, 14000. .14179, 
14287. .14355 

Seq. ID OJ000150_16.0124.C41 

Strand - - 

End - . 29627 

Method TBLASTX : Cress 

End 14617 

Score 111 
14281. .14391, 14283. .14393, 



Seq. No. 27600 

Gene No. 57006 

Start 21676 

Name OJ000150_16. 0124 ,C41.o2. tw 

Start 14495 

GI none 

Exons 14495. ;14725, 14498 14743, 
14840. .14929 



Seq. ID OJ000150_16.0124.C41 
Strand 

End 29627 

Method TBLASTX : Wheat 

End 14930 

Score 96 
14547. .14747, 14835 .. 14 930, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27600 
57006 
21676 

OJ000150_16.0124.C41.ol.tc 

14618 

none 

14618. .14725, 14 664 14744 , 
15084. .15182, 15085. .15183, 
15534. .15722, 15565.. 15687 

27600 
57006 
21676 

OJ000150_16.0124.C41.o2.ts 

14841 

none 

14841. .14 924, 14843. .14989, 
15252. .15380, 15268. .15372, 
15535. .15687 



Seq. ID OJ000150_16.0124-C41 
Strand 

End 29627 

Method TBLASTX : Cress 

End 15722 

Score 91 
14841. .14930, 14843. .14989, 
15252. .15443, 15256 .. 15372, 



Seq. ID OJ000150_16.0124.C41 
Strand 

End 29627 

Method TBLASTX : Soybean 

End 15701 

Score 80 
15084. .15185, 15085. .15183, 
15373. .154 44, 15534. .15701, 



27480 




Seq. No. 


27600 


Seq. ID 


OJ000150_ 


16. 


0124 


. C41 


Gene No. 


57006 


Strand 










Start 


21676 


End 


29627 








Name 


OJ000150 16.0124.C41.o3.tw 


Method 


TBLASTX: Wheat 




Start 


14933 


End 


15183 








GI 


none 


Score 


109 








Exons 


14933. .14992, 15090 .. 15182, 


15091. .15183 








Seq. No. 


27600 


Seq. ID 


OJ000150_ 


16. 


0124 


-C41 


Gene No. 


57006 


Strand 










Start 


21676 


End 


29627 








Name 


OJ000150 16.0124. C41.o4.np 


Method 


AAT/NAP 








Start 


21676 


End 


29627 








GI 


5042454 


Score 


189 








Exons 


21676. .21729, 29170 .. 29340, 


29527. .29627 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


27600 


Seq. ID 


OJ000150_ 


16. 


0124 


. C4 1 


Gene No. 


57006 


Strand 










Start 


21676 


End 


29627 








Name 


OJ000150 16.0124.C41.o6.gs 


Method 


GENSCAN 








Start 


28027 


End 


29256 








GI 


none 


Score 


.87 








Exons 


28027. .28254, 28761 .. 28933, 


29166. .29256 








Seq. No. 


27601 


Seq. ID 


OJ000150_ 


16. 


0124 


.C42 


Gene No. 


. 57007 


Strand 


+ 








Start 


222 - 


End 


337 








Name 


OJ000150 16.0124.C42.ol.gs 


Method 


GENSCAN 








Start 


222 


End 


337 








GI 


none 


Score 


.7 








Exons 


222.. 337 












Seq. No. 


27601 


Seq. ID 


OJ000150_ 


16. 


0124 


.C42 


Gene No . 


57008 


Strand 


+ 








Start 


718 


End 


3970 








Name 


OJ000150 16.0124.C42.ol.np 


Method 


AAT/NAP 








Start 


718 


End 


3970 








GI 


5803259 


Score 


5119 








Exons 


718.. 1979, 2071.. 3970 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


27601 


Seq. ID 


OJ000150_ 


16. 


0124 


. C42 


Gene No. 


57008 


Strand 


+ 








Start 


718 


End ■ 


3970:" 








Name 


OJ000150 16.0124.C42.o2.gs 


Method 


GENSCAN 








Start 


718 


End 


3946 








GI 


none 


Score 


.99 








Exons 


718. .1979, 2071. .3946 












Seq. No. 


27601 


Seq. ID 


OJ000150_ 


16. 


0124 


.C42 


Gene No. 


57009 


Strand 










Start 


3981 


. End 


4441 








Name 


OJ000150 16.0124.C42.ol.gp 


Method 


AAT/GAP 








Start 


3981 


End 


4441 








GI 


2428323 


Score 


849 









27481 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3981. .4441 

580324i2/dbj | AP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 



27601 
57010 
4604 

OJ000150_16.0124.C42.o2.np 

4604 

6498441 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method AAT/NAP- ^ ; v- "V,-. 

End 10248 ^ A^-'v?*' 

Score 6831 



4604. .4885, 4979. .6376, 6548. .6930, 7123. .7463, 7638.-7772, 
7956.. 8329, 8393.-8856, 9187.. 10248 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


27601 








Seq. ID 


OJ000150_16.0124.C42 


Gene No. 


57010 








Strand 




Start 


A cn A 








End 


10901 


Name 


OJ000150 16. 


0124 


.C42.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


■ 4604 








End 


4744 


GI 


none 








Score 


117 


Exons 


4604. .4744, 


4605 


. .4739 








Seq. No. 


27601 








Seq. ID 


OJ000150_16.0124.C42 


Gene No. 


57010 








Strand 




Start 


A CC\ A 








End 


10901 


Name 


OJ000150-16. 


0124 


.C42.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


4613 








End 


5215 


GI 


none 








Score 


81 


Exons 


4613. .4738, 


4617 


. .4739, 


4919. 


.5215, 4932.. 5075, 5112.. 5210, 




5140. .5211 












Seq. No. 


27601 








Seq. ID 


OJ000150_16.0124.C42 


Gene No. 


57010 








Strand 




Start 


4604 








End 


10901 


Name 


OJ000150 16. 


0124 


.C42.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5216 








End 


9842 


GI 


none 








Score 


169 


Exons 


5216. .5596, 


5247 


. .5495, 


5255. 


.5500, 5541.. 5597, 9762.. 9842 


Seq. No'. 


27601 








Seq. ID 


OJ000150_16.0124.C42 


Gene No. 


57010 








Strand 




Start 


4604 








End 


10901 


Name 


OJ000150 16. 


0124 


.C42.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5411 








End 


5734 


GI 


none 








Score 


204 


Exons 


5411. .5734, 


5424 


. .5705 








Seq. No. 


27601 








Seq. ID 


OJ000150_16.0124.C42 


Gene No. 


57010 








Strand 




Start 


4604 








End 


10901 


Name 


OJ000150 16. 


0124 


.C42.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


5927 








End 


6187 


GI 


none 








Score 


186 


Exons 


5927. .6187 













27482 



Seq. No. 


27601 


Gene No. " 


57010 


Start 


4604 


Name 


OJ000150 16 


Start 


6242 


GI 


none 


Exons 


6242. .6391, 




64 7 9,. -.6 67 6 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4604 


Name 


OJ000150 16 


Start 


7278 


GI 


5042454 


Exons 


7278. .7318, 


GI Descrip. 


(AC007789) 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4604 


Name. 


OJ000150 16 


Start 


7301 


GI 


- none 


Exons 


7301. .7672, 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4 604 


Name 


OJ000150 16 


Start 


7331 


GI 


none 


Exons 


7331. .7750, 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4604 


Name 


OJ000150 16 


Start 


7424 


GI 


none 


Exons 


7424. .7807, 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4604 


Name . 


OJ000150, 16 


Start 


7835 


GI 


none 


Exons 


7835. .8152, 


Seq. No. 


27601 


Gene No. 


57010 


Start 


4604 


Name 


OJ000150 16 


start 


7859 


GI 


none 


Exons 


7859. .8320, 



Seq. ID OJO00150_16.0124.C42 
Strand 

End 10901 

Method TBLASTX : Wheat 

End 6676 

Score 89 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method AAT/NAP 

End 10901 

Score 2132 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method TBLASTX : Soybean 

End 7 672 

Score 90 



Seq. ID OJ000150_16.0124 .C42 
Strand 

End 10901 

Method TBLASTX : Wheat 

End 7751 

Score 313 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method TBLASTX : Mai ze 

End 7808 

Score 230 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method TBLASTX: Maize 

End 8191 

Score 113 



Seq. ID OJ000150_16.0124.C42 
Strand 

End 10901 

Method TBLASTX : Wheat 

End 8322 

Score 244 



7859. .8320, 7865. .8320, 7866. .8321, 7879. .8322 



27483 



Seq. No. 


27601 








Seq. ID 


OJ000150 16.0124 


. C42 


Gene No. 


57010 








Strand 






Start 


4604 








End 


10901 




Name 


OJ000150 16. 


0124. 


C42.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7916 








End 


8281 




GI 


none 








Score 


117 




Exons' 


7916. .8050, 


;8,05.7 ; . 


.8281' 










Seq. No. 


27601 








Seq.-, ID 


OJ000150 16.0124 


. C42 


Gene No. 


57010 








Strand 






Start 


4604 








End 


10901 




Name 


OJ000i50 16. 


0124. 


C42.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8486 








End 


8972 




GI 


none 








Score 


74 




Exons 


8486. .8971, 


8513. 


.8707, 


8517. 


.8777, 8 


799. .8972 




Seq. No. 


27601 








Seq. ID 


OJ000150_16 . 0124 


. C42 


Gene No. 


57010 








Strand 






Start 


4604 








End 


10901 




Name 


OJ000150 16. 


0124. 


C42.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9809 








End 


10094 




GI 


none 








Score 


109 




Exons 


9809. .10057, 


9810 


. .10094 










Seq. No. 


27601 








Seq. ID 


OJ000150_16. 0124 


.C42 


Gene No. 


57010 








Strand 






Start 


,.;.4 604 








End 


10901 




Name 


: OJ000150 16. 


0124. 


C42.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


9843 








End 


10099 




GI 


none 








Score 


75 




Exons 


9843. .9980, 


9845. 


.9964, 


9939. 


.10040, 


9947.. 10045, 10052 


. .10099 


Seq. No. 


27602 








Seq. ID 


OJ000150 16.0124 


.C43 


Gene No. 


57011 








Strand 


+ 




Start 


2194 








End 


2684 




Name 


OJ000150 16. 


0124. 


C43.ol. 


gp 


Method 


AAT/GAP 




Start 


2194 








End 


2684 




GI 


15671 1.R1084 






Score 


934 




Exons 


2194. .2684 















GI Descrip. '1203832 5.0e-35 (U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] ' 



Seq. No. 


27602 








Seq.. ID 


OJ000150_16.0124 


.C43 


Gene No. 


57012 








Strand 






Start 


2446 








End 


5290 




Name 


OJ000150 16 


0124 


.C43.b3 


.tc 


Method 


TBLASTX: Cress 




Start 


2401 








End 


2682 




GI 


none 








Score 


231 




Exons 


2401. .2682, 


2450 


. .2653, 


2515. 


.2676 






Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124 


.C43 


Gene No. 


57012 








Strand 






Start 


2446 








End 


5290 




Name 


OJ000150 16 


0124 


.C43.o2 


.gs 


Method 


GENSCAN 




Start 


2446 








End 


5136 





27484 



GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



none Score . 94 

2446. .2930, 3023. .3227, 3315. .3497, 3842. .3946, 4053. .4296, 
4436. .4578, 4696. .4786, 4997. .5136 



27602 
57012 
2446 

-;OJOOOi50_16.0r24.G43.ol.ts- 
2447 
none 



Seq. ID OJ000150_16.0124 .C43 
Strand 

End 5290 

Method-. TBLASTX: Soybean' ■ 

End 4113 

Score 172 



2447. .2617, 2464. .2616, 2611. 12934, 2612. .2932, 2982. .3206, 

3011. .3211, 3019. .3228, 3021. .3227, 3295. .3414, 3303. .3497, 

3303. .3497, 3404. .3499, 3837. .3947, 3839. .3949, 3847. .3948, 

4053. .4109, 4053. .4112, 4054. .4113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27602 
57012 
2446 

OJ000150_16.0124 .C43.ol.np 
2452 
1203832 

24.52." .2930, 3023 
4436. .4578, 4696 



Seq. ID 
Strand 

End 5290 
Method AAT/NAP 
End 5290 
Score 2351 
3227, 3315.. 3497, 3842.. 3946, 
4786, 4997.. 5290 



OJ000150 16.0124.C43 



4053. .4296, 



(U46003) beta-D-glucah exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf || 2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



27602 
57012 
2446 

OJ000150_16, 

2461 

none 

2461. .2886, 
3031. .3228, 
3303. .3497, 
3844. .3948, 
4428. .4448, 
4693. .4800, 



0124.C43.ol.tm 



2465.. 2854, 2815 

3031.. 3222, 3036 

3304.. 3498, 3314 

4046.. 4297, 4052 

4436. .4579, 4437 

4993.. 5124, 4995 



Seq.- ID OJ000150_16.0124.C43 
Strand 

End 5290 
Method TBLASTX : Mai ze 
End 5202 
Score 515 

.2931, 2845.. 2934, 2846.. 2935, 
.3230, 3036.. 3227, 3303.. 3497, 
.3499, 3839. .3949, 3842. .3946, 
.4297, 4053. .4298, 4054. .4299, 
.4580, 4438.-4578, 4688.-4789, 
.5135, 4996.. 5202, 4997.. 5137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27602 " Seq. ID 

57012 Strand 

2446 End 
OJ000150_16 . 0124 . C4 3 . o2 . gp Method 

2689 End 

16311_1.R1084 Score 
2689.. 2930, 3023 
4436. .4578, 4696 
'1203832 0.0e+00 



.3227, 
,4786, 



OJ000150_16.0124.C43 

5290 
AAT/GAP 
5203 
2670 . 
3842. .3946, 4053. .4296, 



3315. .3497, 
4997. .5203 

(U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] - >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] ' 



27602 Seq. ID 

57012 Strand 

2446 End 

OJ000150_16.0124 .C43.o2.tc Method 

2734 End 



OJ000150_16.0124.C43 
5290 

TBLASTX: Cress 
3245 



27485 



GI 


none 








Score 


136 


Exons 


2734. .2931, 


2747 


. .2932, 


3019. 


.3153, 3021.. 3185, 3159.. 3245, 




3166. .3213 












Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124.C43 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name - 


OJ000150 16. 


0124 


,C43:©1 


-tw 


Method 


TBLASTX : Wheat 


Start 


3033 








End 


3911' 


GI 


none 








Score 


282 


Exons 


3033. .3227, 


3037 


. .3228, 


3304. 


.3414, 3311;. 3496, 3315. .3497, 




3315.. 3497, 


3317 


. .3520, 


3839. 


.3910, 3843. .3911, 3844. .3903 


Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124.C43 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name 


OJ000150 16. 


0124 


.C43.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3354 








End 


4293 


GI 


none 








Score 


99 


Exons 


3354. .3497, 


3837 


. .3947, 


3839. 


.3949, 3844.-3948, .4053. .4292, 


> 


4053. .4292, 


4054 


. .4293 








Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124 .C4 3 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name 


OJ000150 16. 


0124 


.C43.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4033 








End 


4518 


GI 


none 








Score 


212 


Exons 


4033. .4299, 


4050 


. .4310, 


4435. 


.4458, 4465. .4518" 


Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124.C43 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name 


OJ000150 16. 


0124 


.C43.o2 


.ts 


Method 


TBLASTX : Soybean 


Start . 


4465 








End 


5058 


GI 


none 








Score 


107 


Exons 


4465. .4578, 


4472 


. .4579, 


4478. 


.4582, 4688. .4795, 4693. .4800, 




4993. .5055, 


4996 


. .5058, 


4997, 


.5056 




Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124.C43 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name 


OJ000150 16. 


0124 


.C43.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


4471 








End 


5202 


GI 


none 








Score 


92 


Exons 


4471. .4578, 


4472 


. .4579, 


4688. 


.4789, 4690. .4806, 4996. .5202, 




4997. .5101 












Seq. No. 


27602 








Seq. ID 


OJ000150_16.0124.C43 


Gene No. 


57012 








Strand 




Start 


2446 








End 


5290 


Name 


OJ000150 16. 


0124 


,C43.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4519 








End 


4789 


GI 


none 








Score 


65 


Exons 


4519. .4581, 


4529 


. .4579, 


4699. 


.4788, 4706. .4789 


Seq. No. 


27603 








Seq. ID 


OJ000150_16.0124.C44 



27486 



Gene -'No . 

Start 

Name 

Start 

GI 

Exons 



57013 Strand + 

2435 End 9414 

OJ000150_16.0124.C44.o2.gs Method GENSCAN 
2435 End 9414 

none Score . 51 

2435. .2524, 2818. .2963, 3130. .3252, 5959. .6008, 6456. .6658, 

6834. .7121, 7365.. 7419, 9029. .9170, 9237. .9414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27603 Seq. ID 

57014 Strand 
16594 End 
OJ000150_16 . 0124 . C4 4 . o2 . gp Method 
16594 End 
45587JL.R1084 Score 
16594. .17245 

'1203832 3.0e-30 (U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] 1 



OJ000150_16.0124 .C44 
+ 

17245 
AAT/GAP 
17245 
1099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27603 Seq. ID 

57015 Strand 
20366 End 
OJ000150_16.0124.C44.o4.gp . Method 
20366 End 
LIB3477-003-P1-K1-E9 Score 
20366. .20416, 24342.. 24396 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I ) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000150_16.0124 .C44 
+ 

24396 
AAT/GAP 
24396 
135 



Seq. No. 


27603 




Seq. ID 


OJ000150_ 


16.0124 


.C44 


Gene No. 


57016 




Strand 


+ 






Start 


29875 




End 


31300 






Name 


OJ000150 16.0124.C44 


. o5 . np 


Method 


AAT/NAP 






Start 


29875 




End 


31300 






GI 


5852084 




Score 


70 






Exons 


29875. .29909, 31218. 


.31300 










GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


27603 




Seq. ID 


OJ000150_ 


16.0124 


.C44 


Gene No. 


57017 




Strand 


+ 






Start 


32330 




End 


38807 






Name . 


OJ000150 16.0124.C44 


.08 .gs 


Method 


GENSCAN 






Start 


32330 




End 


38807 






GI 


none 




Score 


.83 






Exons 


32330. .32548, 32651. 


.32805, 


32855. .32993, 33097. 


.33327, 






33590. .33685, 33808. 


.33996, 


34588. .34758, 35338. 


.35532, 






36267. .36338, 36439. 


.36508, 


36600. .36748, 37302. 


.37361, 






37530. .37682, 37775. 


.37885, 


38319. .38807 






Seq. No. 


27603 




Seq. ID 


OJ000150_ 


16.0124 


.C44 


Gene No. 


57017 




Strand 


+ 






Start 


32330 




End 


38807 






Name 


OJ000150 16.0124.C44 


. 06 . np 


Method 


AAT/NAP 






Start 


33611 




End 


38762 






GI 


6598524 




Score 


2591 






Exons 


33611. .33685,. -''33808. 


.33996, 


34126. .34285, 34375. 


.34505, 





27487 



GI Descrip. 



34588;-.34752, 34851 .. 35123, 35338 35532, 36135 .. 36338 , 
36439. .36508, 36600 36748, 36907 .. 37215, 37302 .. 37361, 
37530. .37682,. 37775. .37885, 38319. .38762 

(AC006200) putative ATP-dependent RNA helicase A [Arabidopsis 
thaliana] 



Seq. No. 27603 Seq. ID 

Gene No. . 57018- Strand 

Start 40135 End 

Name OJ000150_16 . 0124 .C44 .o7 . gp Method 

Start 40089 . End 

GI 18847_1.R1084 Score 

Exons 40089. .40269, 41141 41223, 

42229. .42355, 42465.-42569 
GI Descrip. ' 4581520/emb | CAB40177 . 1 1 5.0e-38 (AL049559) hypothetical protein 

[Schizosaccharomyces pombe] 1 



OJ000150_16.0124.C44 

+ * 

44437 

AAT/GAP 

42569 

1495 



41310. .41463, 41637. .41823, 



Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57018 ' 


Strand 


+ 




Start 


40135 


End 


44437 




Name 


OJ000150 16.0124.C44.o7.np 


Method 


AAT/NAP 




Start 


40120 


End 


44136 




GI 


2245000 


Score 


614 




Exons 


40120 40278, 4 1153 4 1223, 


41310. .41463, 41705. .41823, 






42950. .43174, 43527 .. 43608, 


43997.. 44136 




GI Descrip. 


(Z97341) LET1 like protein 


[Arabidopsis thaliana] 




Seq. No. 


27603 


■Seq. ID 


OJ000150JL6.0124 


.C44 


Gene No. 


57018 


Strand 


+ 




Start 


40135 


End 


44437 




Name 


OJ000150_16.0124.C44.o9.gs 


Method 


GEN SCAN 




Start 


40135 


End 


44139 




GI 


none 


Score 


.79 




Exons 


40135. .40269, 40314 .. 40402, 


41310. .41463, 41667. .41823, 






42229. .42355, 42465 42615, 


42701. .42750, 43003 .. 43174 , 






43280. .43406, 43504 .. 43595, 


43987. .44139 




Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57018 


Strand 


+ 




Start 


40135 


End 


44437 




Name 


OJ000150 16.0124.C44..o8.gp 


Method 


AAT/GAP 




Start 


43518 


End 


44437 




GI 


18064 1.R1084 


Score 


97 6 




Exons • 


43518. .43595, 43987.. 44437 








GI Descrip. 


, 2245000/emb|CAB10420.1| 1 


Oe-20 (Z97341) LET1 like protein 




[Arabidopsis thaliana] 1 








Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57019 


Strand 


+ 




Start 


46044 


End 


46900 




Name 


OJ000150 16.0124.C44.oll.gs 


Method 


GENSCAN 




Start 


4 6044 


End 


46900 




GI 


none 


Score 


.87 




Exons 


46044. .46567, 46666.. 46900 








Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57019 


Strand 


+ 





27488 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No;. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46044 End 
OJ000150_16 . 0124 . C44 . 08 . np Method 
4 6167 End 
5031275 Score . 

46167. .46567, 46666.-46897 

(AF1394 96) unknown [Prunus armeniaca] 



46900 
AAT/NAP 
46897 
558 



Seq. ID. OJ000150_16.0124.C44 
Strand 

1367 
AAT/NAP 
690 
579 



27603, 4 
57020 
1 

OJ000150_16.0124 .C4 4.ol.np 
1 

1203832 
1..376, 474. .690 

(U46003) beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf | | 2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



End 

Method 

End 

Score 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 1367 

Method AAT/GAP 

End 1367 

Score 1327 



27603 
57020 
1 

OJ000150_16.0124.C44.ol.gp 
172 

16311_1.R1084 
172. .376, 474. .741, 1146. .1367 

'1203832 0.0e+00 (U4 6003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] ' - 



Seq. No. 


27603 




Seq. ID' 


OJ000150_ 


_16. 


0124 


.C44 


Gene No. 


57020 




Strand 










Start 


1 




End 


1367 








Name 


OJ000150 16.0124.C44 


. ol . gs 


Method 


GEN SCAN 








Start 


172 




End 


690 








GI 


none 




Score 


.82 








Exons 


172. .376, 474. .690 














Seq. No. 


27603 




Seq. ID 


OJ000150_ 


JL6. 


0124 


.C44 


Gene No. 


57021 




Strand 










Start 


10701 




End 


10850 








Name 


OJ000150 16.0124.C44 


.o3.gs 


Method 


GENSCAN 








Start 


10701 




End 


10850 








GI 


none 




Score 


.42 








Exons 


10701. .10850 














Seq. No. 


27603 




Seq. ID 


OJ000150_ 


_16. 


0124 


.C44 


Gene No. 


57022 




Strand 










Start 


14320 




End 


16485 








Name 


OJ000150 16.0124.C44 


,o4 .gs 


Method 


GENSCAN 








Start 


14320 




End 


16485 








GI 


none 




Score 


.85 








Exons 


14320. .14344, 16403. 


.16485 












Seq. No. 


27603 




Seq. ID 


OJ000150_ 


_16. 


0124 


.C44 


Gene No. 


57023 




Strand 










Start 


16739 




End 


19035 








Name 


OJ000150 16.0124.C44 


.oS.gs 


Method 


GENSCAN 









27489 



Start 
GI 

Exons 



16739 End 18972 

none Score . 87 

16739. .17298, 17309 .. 17801, 17867 .. 18259, 18354 1864 9, 

18738.. 18972 



Seq. No. 27603 
Gene No. 57023 
Start ■ ■ 16739 

Name OJ000150_16 . 0124 .C44 .o2 ,np 

Start 16751 
GI 1203832 
Exons 16751. .17235, 

18738.. 18954 

GI Descrip. (U46003) beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf | | 2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 16.0124.C44 



19035 
AAT/NAP 
18954 
2151 



17309. .17801, 17867. .18259, 18354 .. 18649, 



Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57023 


Strand 




Start 


16739 


End 


19035 


Name 


OJ000150 16.0124.C44.o3.gp 


Method 


AAT/GAP 




18405 


End 


19035 


GI 


43874 1.R1084 


Score 


1059 


Exons 


18405. .18649, 18738.. 19035 






GI Descrip. 


'1203832 9.0e-42 (U46003) beta-D-glucan exohydrolase, isoenzyme 




ExoII [Hordeum vulgare] >gi 


1588407 prf 2208395A beta-D-glucan 




exohydrolase [Hordeum vulgare] ' 




Seq. No. 


27603 


•Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57024 


Strand 




Start 


22775 


End 


24287 


Name 


OJ000150 16.0124.C44.o6.gs 


Method 


GENSCAN 


Start 


22775 


End 


24269 


GI 


none 


Score 


.53 


Exons 


22775. .23254, 23305 23598, 


24144. .24269 


Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57024 


Strand 




Start 


22775 


End 


24287 


Name 


OJ000150 16.0124.C44.o3.np 


Method 


AAT/NAP 


Start 


22782 


End 


24287 


GI 


6598436 


Score 


575 


Exons 


22782. .23061, 23093 .. 23939, 


24009. .24287 


GI Descrip. 


(AC004 683) putative ammonium transporter [Arabidopsis thaliana] 


Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57025 


Strand 




Start 


25058 


End 


30392 


Name 


OJ000150 16.0124.C44.o4.np 


Method 


AAT/NAP 


Start 


25058 


End 


29219 


GI 


2245131 


Score 


376 


Exons 


25058. .25116, 26700 .. 26827 , 


27057. .27394, 27832 .. 27924 , 




28901. .28979, 29089.. 29219 






GI Descrip. 


(Z97344) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27603 


Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57025 


Strand 





27490 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25058 * End 30392 

OJ000150_16.0124.C44.o5.gp Method AAT/GAP 

25570 End 26737 

LIB3431-010-P1-N1-A4 Score 608 
25570. .25869, 26704.. 26737 

' 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



27603 
57025 
25058 

OJ000150_16.0124.C4 4 .o7.gs 

26362 

none 



Seq. ID OJ000150_16.0124.C44 

Strand - ... 

End 30392 

Method GENSCAN 

End 30392 

Score .85 



26362. .26394, 26704 .. 26827, 27057 .. 27394 , 27850 27924 , 
28901. .28979, 29116. .29234, 29330 .. 29571, 29607 29766, 
30366. .30392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

GI Descrip. 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 30392 
Method AAT/GAP 
End 29544 
Score 869 

27850. .27924, 28901 28979, 29116 29234 , 29330.. 29544 
•2245131/emb| CAB10552.il 1.0e-09 (Z97344) hypothetical protein 
[Arabidopsis thaliana] 1 



27603 
57025 
25058 

OJ000150_16.0124.C44.o6.gp 
27850 

54499 1.R1084 



Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57026 




Strand 






Start 


44926 




End 


45701 




Name 


OJ000150 16.0124.C44 


.olO.gs 


Method 


GENSCAN 




Start 


44926 




End 


45650 




GI 


none 




Score 


.99 




Exons 


44926. .45105, 45214. 


.45477, 


45498. .45548, 45579. .45650 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57026 




Strand 






Start 


44926 




End 


45701 




Name 


OJ000150 16.0124.C44 


,o9.gp 


Method 


AAT/GAP 




Start 


45192 




End 


45701 




GI 


2428175 




Score 


675 




Exons 


45192. .45477, 45579. 


.45701 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. o3. ts 


Method 


TBLASTX: Soybean 




Start 


162 




End 


18892 




GI 


none 




Score 


94 




Exons 


162. .305, 163. .312, 


171. .362 


, 357.. 377 


, 472. .672, 473.. 


661, 




18363. .18620, 18364. 


.18651, 


18724. .18888, 18734.. 18892 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




■ Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol. tm 


Method 


TBLASTX: Maize 





27491 




Start 


168 






End 


18892 




GI 


none 






Score 


132 




Exons 


168. .299, 170, 


. .310, 


171. .377 


, 172. .312, 


471. .692, 472.. 


696, 




473.. 697, 16736. .17059, 16760 .. 16969, 17030 .. 17140, 






17043. .17108, 


17144. 


.17248, 


17166. .17240, 17320. .17511, 






17322. .17804, 


17403. 


.17708, 


17566. .17802, 178 67 .. 18 133, 






17868. .18134, 


17996. 


.18148, 


18146. .18184, 18147. .18170, 






18177. .18260, 


18182. 


.18268, 


18209. .i8283, 18336 .. 18620, 






18352. .18660, 


18724. 


.18888, 


18734 . .18892 




Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C4 4 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16.0124.C44 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


171 






End 


18876 




GI 


none 






Score 


111 




Exons 


171. .377, 172. 


. .276, 


472. .612 


473. .595, 


17990. .18184, 






17991. .18176, 


18182. 


. 18268, 


18231. .18266, 18336. .18 620, 






18352. .18669, 


18724. 


.18876, 


18734 . .18859 




Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End . 


50676 




Name 


OJ000150 16.0124.C44 


.06. tc 


Method ■ 


TBLASTX: Cress 




Start 


16757 






End 


16952 




GI 


none 






Score 


214 




Exons 


16757. .16945, 


16764. 


.16952 








Seq. No. 


27603 






Seq. ID 


OJ000150JL6.0124 


.C44 


Gene No . 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16.0124.C44 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


16763 






End 


17926 




GI 


none 






Score 


168 




Exons 


16763. .16915, 


16764. 


.16916, 


16781. .16927, 16910 16969, 






16911. .16967, 


16967. 


.17035, 


17033. .17134, 17043. .17093, 






17114. .17239, 


17166. 


.17246, 


17305. .17811, 17307. .17804, 






17867. .17926, 


17867. 


1 t n 0 c 

.17926 








Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16.0124.C44 


.o9.tc 


Method 


TBLASTX: Cress 




Start 


17033 






End 


17498 




GI 


none 






Score 


62 




Exons 


17033. .17140, 


17046. 


. 17108, 


17129. .17236, 17166 .. 17237, 






17305. .17439, 


17307. 


.17480, 


17454. .17498 




Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16.0124.C44 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


17319 






End 


17765 




GI 


none 






Score 


184 




Exons 


17319. .17765, 


17323. 


.17511, 


17403. .17705, 17563. .17712 




Seq. No. 


27603 






Seq. ID 


OJ000150JL6.0124 


.C44 



27492 




OCXlc INC?. 






Strand 






Start * 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


17550 




End 


17986 




GI 


none 




Score 


137 




Exons 


17550. .17804, 17563. 


.17811, 


17867. .17986, 17868.. 17984 




Seq. No. 


. 27603 




.Seq. ID 


.'■OJ000150_16.01.24 


.C44 








Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


,o2.tw 


Method 


TBLASTX: Wheat 




Start ' 


17850 




End 


18178 




GI 


none 




Score 


190 




Exons ■• 


17850. .18104, 17864. 


.18103, 


18113. .18178, 18114. .18170 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 




57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


,ol0. ts 


Method 


TBLASTX : Soybean 




Start 


18011 




End 


18269. 




GI 


none 




Score 


138 




Exons 


18011. .18178, 18027. 


.18191, 


18185. .18268, 18234.. 18269 




Seq. No. 


27603 




Seq.. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Of a r-4- 






End 


50676 




Name 


OJ000150 16.0124.C44 


.oS.tw 


Method 


TBLASTX: Wheat 




Start 


18184 




End 


18467 




GI 


. -none 




Score 


81 




Exons 


18184. .18261, 18185. 


.18262, 


18185. .18262, 18357 .. 184 67, 






18361. .18456 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 








Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


,ol4.tc 


Method 


TBLASTX: Cress 




Start 


23311 




End 


23572 




GI 


none , 




Score 


144 




Exons 


23311. .23496, 23312. 


.23494, 


23546. .23572, 23548.. 23571 




Seq. No. 


27603 




Seq. - ID 


OJ000150_16.0124 


.C44 


UC11C V\\J ■ 






Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


,ol4 . tm 


Method 


TBLASTX: Maize 




Start 


23311 




End ' 


23583 




GI 


none 




Score 


151 




Exons 


23311. .23496, 23312. 


.23494, 


23548. .23583, 23553.. 23582 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 








Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol8. ts 


Method 


TBLASTX : Soybean 




Start 


23354 




End 


23599 




GI 


none 




Score 


131 




Exons 


23354. .23497, 23356. 


.23496, 


23548. .23598, 23549.. 23599 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 



27493 




Gene No . 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


26704 




End 


29226 




GI 


none 




Score 


68 




Exons 


26704. .26835, 26760. 


.26825, 


27054. .27323, 27056 .. 27388 , 






27057. .27425, 27118. 


.27405, 


27871. .27942, 28901 .. 28960, 






28902. .28958, 29121. 


.29216, 


29122.. 29226 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No . 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. o5 . tm 


Method 


TBLASTX: Maize ' 




Start 


26731 




End 


28964 




GI 


none 




Score 


135 




Exons 


26731. .26835, 26733. 


.26828, 


27056. .27370, 27057 .. 27371, 






27715. .27735, 27850. 


.27924, 


27854. .27934, 27854 .. 27925, 






28901. .28963, 28904. 


.28963, 


28911. .28964 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16. 0124. C44 


.oll.tc 


Method 


TBLASTX: Cress 




Start . 


26743 




End 


29220 




GI 


none 




Score 


135 




Exons 


26743. .26829, 27047. 


.27361, 


27069. .27362, 29118 .. 29219, 






29122. .29220 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


27038 




End 


27260 




GI 


none 




Score 


143 




Exons 


27038. .27253, 27039. 


.27260 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start ' 


47332 




' End 


50676 




Name 


OJ000150 16.0124.C44 


,ol3 . ts 


Method 


TBLASTX: Soybean 




Start ' 


32657 




End 


32996 




GI 


none 




Score 


139 




Exons 


32657. .32803, 32665. 


.32727, 


32904. .32996 




Seq. No. 


27603 




Seq. ID 


OJ000150JL6.0124 


.C44 


Gene No. 


57027 




. Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. oil . tm 


Method 


TBLASTX: Maize 




Start 


33781 




End 


34505 




GI 


none 




Score 


265 




Exons 


33781. .33999, 33783. 


.34022, 


34125. .34283, 34 126 .. 34302, 






34373. .34504, 34437. 


.34505 








Seq. No. 


27603 




Seq. ID 


OJ000150JL6.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o4 .tc 


Method 


TBLASTX: Cress 





27494 




Start 


33798- - 




End 


34441 *' 




GI 


none 




Score 


99 




Exons 


33798. .34013, 33807. 


.33980, 


33808. .33999, 33821 .. 34045, 






34094. .34186, 34122. 


.34289, 


34125. .34283, 34126 .. 34302, 






34223.-34288, 34373. 


.34441 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


. 57027 




Strand \ 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol3. tc 


. Method 


TBLASTX: Cress 




Start 


34443 




"•"End 


37197 




GI 


none 




Score 


76 




Exons 


34443. .34505, 34588. 


.34632, 


34917. .35123, 34 919 .. 35068, 






35334. .35525, 35335. 


.35532, 


36949. .37197 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


34594 




End 


35045 




GI 


none 




Score 


158 




Exons 


34594. .34731, 34845. 


.35045, 


34850. .35038 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.06. ts 


Method - 


TBLASTX : Soybean 




Start 


34842- 




End 


35137 




GI 


none 




Score 


341 




Exons 


34842. .35123, 34845. 


.35123, 


34892. .35137 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.0I6. ts 


Method 


TBLASTX: Soybean 




Start 


35334 




End 


35469 




GI 


none 




Score 


222 




Exons 


35334. .35465, 35335. 


.35469 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


35479 




End 


36257 




GI 


none 




Score 


95 




Exons 


35479. .35532, 36131. 


.36253, 


36132. .36257 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol4 . ts 


Method 


TBLASTX : Soybean 




Start 


36131 




End 


36268 




GI 


none 




Score 


224 




Exons 


36131. .36268, 36132. 


.36266 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 







27495 



Start 
Name 
Start 
GI 

Exons 



47332 - End 

OJ000150_16.0124.C4 4.o5.tc Method 

36134 End 

none Score 



50676 

TBLASTX: Cress 

36715 

267 



36134. .36340, 36135 .. 36302, 36433 36510, 36438 .. 36509, 
36596. .36715, 36598 36708, 36599.. 36709 



Seq. No. 27603 - 

Gene No. 57027 
Start . 47332 

Name OJ000150_16 . 0124 .C44 .06. tm 

Start 36257 
GI none 
Exons 36257. .36340, 36257. 

36596. .36751, 36598. 

36904. .37023, 36907. 

37003. .37215, 37023. 

37302. .37361, 37521. 



36340, 
36747, 
37038, 
37214, 
37616, 



Seq. ID OJ000150_16.0124.C44 
■ Strand 

End 50676 

Method TBLASTX: Maize 

End 37616 

Score 121 
36438. .36509, 36439 36510, 
36599. .36748, 36768 .. 36815, 
36909. .37034, 36962 .. 37213, - 
37293. .37367, 37294 .. 37359, 
37532. .37615 



Seq. No. 27603 
Gene No. 57027 . 

Start 47332 

Name . OJ000150_16 . 0124 -C44 . 08 . ts 
Start -/.*, 36269 
GI none 

Exons 36269. .36340, 36269 .. 36340, 

36596.-36742, 36598 .. 36744 , 



Seq. ID 

Strand 

End 

Method 
End " ' 
Score 



36438.-36557, 36439 
36601. .36744, 36614 



OJ000150_16.0124.C4'4 
50676 

TBLASTX : Soybean 

36760 

46. 

36510, 
36760 



Seq. No. 27603 

Gene No. 57027 

Start 47332 

Name OJ000150_16 . 0124 .C44 .06. tw 

Start 36438 

GI none 

Exons 36438. .36509, 36439 .. 36510, 
36701. .36751 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_16.0124.C44 
50676 

TBLASTX: Wheat 

36751 

80 



36596. .36694, 36598 .. 36690, 



Seq. No. 27603 

Gene No. 57027 

Start 47332 

Name OJ000150_16. 0124 .C44 .ol2 . ts 

Start 36873 

GI none 

Exons 36873. .37085, 36904 37158, 

Seq. No. 27603 

Gene No. 57027 

Start 47332 

Name OJ000150_16. 0124 .C44 .ol7 . ts 

Start 37521 

GI none 

Exons 37521. .37580, 37529 .. 37579, 
37778.-37888 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676 

Method TBLASTX : Soybean 

End 37158 

Score 261 
36907. .37158 

Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676 

Method TBLASTX : Soybean 

End 37888 

Score 72 
37577..3767S, 37578.-37 67 6, 



Seq. No. 
Gene No. 
Start 



27603 
57027 
47332 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676 



27496 



Name 


OJ000150 16.0124.C44 


,ol3. tm 


Method 


TBLASTX: Maize 




Start 


37616 




End 


37903 




GI 


none 




Score 


97 




Exons 


37616. .37681, 37617. 


.37682, 


37622. .37684, 377 67.-37883, 






37775.. 37903 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


38323 




End 


3869& > 




GI 


none 




Score 


181 




Exons 


38323.-38424/ 38340. 


.38462, 


38340. .38462, 384 48.-38699, 






38448. .38534, 38492. 


.38680, 


38527.. 38694 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand. 






Start 


47332 




End 


50676 




Name 


OJ000150_16.0124.C44 


.o9.ts 


Method 


TBLASTX: Soybean 




Start 


41179 




End 


43156 




GI 


none 




Score 


62 




Exons 


41179. .41223, 41183. 


.41221, 


41307. .41453, 4 1308 .. 4 1472 , 






41308. .41478, 41633. 


.41746, 


41634. .41831, 42227 .. 42313, 






42228. .42353, 42466. 


.4,2552, 


42466.-42543, 42562 .. 42615, 






43004. .43156 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


41376 




End 


42290 




GI 


none 




Score 


99 




Exons 


41376. .41465, 41376. 


.41471, 


41380. .41472, 4 1610 .. 41825, 






41631. .41831, 41636. 


.41830, 


42227.-42289, 42228.. 42290 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


-C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.08. tc 


Method 


TBLASTX: Cress 




Start 


41633 




- End 


42540 




GI 


none 




Score 


206 




Exons 


41633. .41752, 41634. 


.41831, 


42227.-42328, 42228 .. 42356, 






42463. .42540, 42463. 


.42540 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




. End 


50676 




Name 


O.J000150 16.0124.C44 


. ol6.tm 


Method 


TBLASTX: Maize 




Start 


42327 




End 


42593 




GI 


none 




Score 


36 




Exons 


42327. .42356, 42463. 


.42591, 


42474.-42593, 42478.. . 42582 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


42897 




End 


43614 





27497 



GI 


none 




Score 


169 




Exons 


42897. .43175, 42946. 


.43176, 


42947. .43180, 43256 .. 4 3411, 






43268. .43408, 43312. 


.43413, 


43476.-43598, 4 3481 .. 43594 , 






43498. .43614 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. ■ 


57027 




Strand 






Start 


4 / 55Z 




. End 


50676 




Name 


OJ000150 16.0124.C44 


.b'19. ts 


Method 


TBLASTX : Soybean 




Start 


43476 




End 


44197 




GI 


none 




Score 


129 




Exons 


43476. .43598, 43481. 


.43597, 


43978. .44139, 4 398 6 .. 44 138 , 






44156.. 44197 










Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 






Strand 






Start 


47332 


- 


End 


50676 




Name 


OJ000150 16.0124.C44 


.ol2.tc 


Method 


TBLASTX: Cress 




Start 


45241 




End 


45538 




GI 


none 




Score 


89 




Exons 


45241. .45483, 45242. 


.45538 








Seq. No. 


. 27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


C 1 A O T 

57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.ol5. ts 


Method 


TBLASTX: Soybean 




Start 


45250 




End 


45484 




GI 


none 




Score 


119 




Exons 


45250. .45333, 45323. 


.45484, 


45328. .45483 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


46172 




End 


46882 




GI 


none 




Score 


129 




Exons 


46172. .46294, 46173. 


.46328, 


46389. .46526, 4 6409 .. 46525, 






46619. .46882, 46669. 


.46728, 


46673. .46858, 46771. .46878 




Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand 






Start 


4 1 551 




End 


50676 




Name 


OJ000150 16.0124.C44 


.oil. ts 


Method 


TBLASTX : Soybean 




Start 


46176 




End 


46882 




GI 


none 




Score 


145 




Exons 


46176. .46328, 46187. 


.46300, 


46389. .46532, 46409. . 46525, 






46669. .46878, 46670. 


.46882 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 




Strand . 






Start 


47332 




End 


50676 




Name 


OJ000150 16.0124.C44 


.o7.tc 


Method 


TBLASTX: Cress 




Start 


46176 




End 


46903 




GI 


none 




Score 


135 




Exons 


46176. .46328, 46187. 


.46297, 


46389.-46532, 4 64 06 .. 4 6525, 






46639.-46743, 46669. 


.46719, • 


46670. .46903, 46771.. 46878 





27498 




• 



Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No . 


D f\)Z 1 




Strand 




Start 


47332 . 




End 


50676 


Name 


OJ000150 16.0124.C44 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


46401 




End 


46900 


GI ' 


none 




Score 


151 


Exons 


46401. .46532, 46415. 


.46531, 


46625. .46900, 46664. .46882 


Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57027 




Strand 




Start 


47332 




End 


50676 


Name 


OJ000150 16.0124.C44 


.ol0 .gp 


Method 


AAT/GAP 


Start 


47332 




End 


47943 


GI 


17156 1.R1084 




Score 


1183 


Exons 


47332. .47943 








GI Descrip. 


M507221/ref |NP 003129 . 1 | pSRPK2 | 2.0e- 


13 SFRS protein kinase 2 




>gi_1857944 (U88666) 


serine 


kinase SRPK2 [Homo sapiens] ' 


Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No . 


57027 




Strand 




Start 


47332 




End 


50676 


Name 


OJ000150 16.0124.C44 


.ol2 .gs 


Method 


GEN SCAN 


Start 


47636 


End 


50675 


GI 


none 




Score ■ 


.47 


Exons 


47636. .48079,. 48160. 


.48266, 


50036. .50675 


Seq. No. 


27603 




Seq. ID 


OJ000150_l6.0124.C44 


Gene No. 


57027 




Strand 




Start 


47332 




End 


50676 


Name 


OJ000150 16.0124.C44 


.o4 . tm 


Method 


TBLASTX: Maize 


Start 


47639 




End 


49817 


GI 


none 




Score 


34 


Exons 


47639. .47668, 47666. 


.47839, 


47670. .47795, 47759 .. 48079, 




47829. .48080, 48157. 


.48210, 


48162. .48224, 4 9758 .. 4 9781, 




49779.. 49817 








Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57027 




Strand 




Start 


47332 




End 


50676 


Name 


OJ000150 16.0124.C44 


.o4 . ts 


Method 


TBLASTX: Soybean 


Start 


47711 




End 


49799 


GI 


none 




Score 


72 


Exons 


47711. .47788, 47712. 


.47810, 


47831. .48079, 47832 .. 4 8080, 




47833. .48081, 47844. 


.48080, 


48157. .48210, 48 164 .. 48208 , 




49751. .49795, 49758. 


.49799 






Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57027 




Strand 




o tar u 


47332 




End 


50676 


Name 


OJ000150 16.0124.C44 


.o9.np 


Method 


AAT/NAP 


Start 


47789 




End 


50675 


GI 


3367568 




Score 


944 


Exons 


47789. .48079, 48160. 


.48207, 


49758. .49982, 50082. .50675 


GI Descrip. 


(AL031135) protein kinase - 


like protein [Arabidopsis thaliana] 


Seq. No. 


27603 




Seq. ID 


OJ000150_16.0124.C44 


Gene No. 


57027 




Strand 





27499 



Start 
Name 
Start 
GI 

Exons 



47332 End ' 

OJ000150_16 . 0124 . C4 4 . o2 . tc Method 

48026 End 

none Score 



m 



50676 

TBLASTX: Cress 

50002 

64 



48026. .48079, 48030 48080, 48157 .. 48210, 48161 .. 4 8208 , 
49748.-49846, 49757 49846, 4 9758 .. 4 9985 , 49801 .. 4 9986, 
49883. .50002 



Seq. No. 27603 

Gene No. 57027 

Start 47332 

Name OJ000150_16 . 0124 .C44 . o7 . ts 

Start 49800 

GI none 

Exons 49800. .49979, 49801.. 49980 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676. 

Method TBLASTX: Soybean 

End 49980 

Score 230 



Seq. No. 27603 

Gene No. 57027 

Start 47332 

Name OJ000150JL6 . 0124 . C44 . o2 . tm 

Start 49851 

GI none 

Exons 49851. .49994, 49851 .. 49994 , 
50058. .50474, 50083. .50475 



Seq. ID 

Strand 

End 

Method 

End 

Score 



49852;;. 49995, 50055 



OJ000150_16.0124.C44 
50676 

TBLASTX: Maize 

50475 

182 

50474, 



Seq. No. 27603 Seq. ID OJ000150_16 . 0124 . C4 4 

Gene No. 57027 Strand 

Start 47332 End 50676 

Name OJ000150_16.0124.C44.ol2.gp Method AAT/GAP 

Start 50096 End 50457 

GI uC-osflM202075h07bl Score 681 

Exons 50096. .50457 

GI Descrip. ' 3367568/emb | CAA20020 | 9.0e-15 (AL031135) protein kinase - like 
protein [Arabidopsis thaliana] 1 



Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16. 


0124. C44 


.olO.tc 


Method 


TBLASTX: Cress 




Start 


50260 






End 


50456 




GI 


none 






Score 


141 




Exons 


50260. .50454 


, 50268. 


.50456 








Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16. 


0124. C44 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


50283 






End 


50484 




GI 


none 






Score 


133 




Exons 


50283. .50483 


, 50284. 


.50484 








Seq. No. 


27603 






Seq. ID 


OJ000150_16.0124 


.C44 


Gene No. 


57027 






Strand 






Start 


47332 






End 


50676 




Name 


OJ000150 16. 


0124. C44 


.02. ts 


Method 


TBLASTX : Soybean 




Start 


50302 






End 


50672 




GI 


none 






Score 


366 





27500 



Exons 



50302. .50670, 50304.. 50672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
-Si art 
Same 
Start 
GI 

Exons 



27603 
57027 
47332 

OJ000150_16.0124 .C44.ol0.tm 

50486 

none 

50486. .50560, 50496 .. 50675, 

27603,;/ 

57027 

47332 

OJ000150_16.0124.C44.ol3.gp 
50571 

uC-osrocyp005g06bl 
50571. .50675 

•280523/pirl | S28282 1.0e-24 
Caenorhabditis elegans 1 

27604 
57028 
11312 

OJ000150_16.0124.C45.o3.gs 

11312 

none 

11312.. 11824 



Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676 

• Method TBLASTX: Maize 

End 50676 

Score 77 
50496. .50675, 50500.. 50676 

Seq. ID OJ000150_16.0124.C44 
Strand 

End 50676 

Method AAT/GAP 

End 50675 

Score 191 

hypothetical protein B04 64.5 - 



Seq. ID OJ000150_16.0124 .C45 

Strand + 

End 11824 

Method GEN SCAN 

End 11824 

Score .85 



Seq. No. 27604 Seq. ID 

Gene No. 57029 Strand 

Start 19412 End 

Name OJ000150_16 . 0124 . C45 . 06 . gs Method 

Start 19412 End 

GI none Score 

Exons 19412. .19419, 20025.. 20154 



OJ000150_16.0124 .C45 
+ 

22260 
GENSCAN 
20154 
.49 



Seq. No. 27604 Seq. ID 

Gene No. 57029 Strand 

Start 19412 End 

Name OJ000150_16 . 0124 . C45 .ol . gp Method 

Start 19471. End 

GI 64_1.R1084 Score 

Exons 19471. .19491, 21453 .. 21521, 21573 .. 22056, 22180.. 22260 

GI Descrip. ' 4126687/dbj | BAA36695 | 0.0e+00 (AB016501) glutelin [Oryza 
sativa] 1 



OJ000150_16.0124.C45 
+ 

22260 
AAT/GAP 
22260 
1062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



27604 
57030 
7948 

OJ000150_16.0124.C45.ol.np 

7948 

4585982 



Seq. ID OJ000150_16.0124.C45 
Strand 

End 11127 

Method AAT/NAP 

End 11127 

Score 619 



7948. .8055, 9177. .9215, 9318. .9568, 10214 .. 10277 , 10910. .11127 
(AC005287) Unknown protein [Arabidopsis thaliana] 



27604 
57030 



Seq. ID 
Strand 



OJ000150 16.0124.C45 



27501 




Start 


7948 




End 


11127 


Name 


OJ000150 16.0124.C45.o2 


.gs 


Method 


GENSCAN 


Start 


9068 




End 


11026 


GI 


none 




Score 


.86 


Exons 


9068.. 9088, 9177.. 9215, 


9318. 


.9568, 10214. .10277, 10910. .11026 


Seq. No. 


27604 




beq. id 


UO UUU IjU ID. U1^4 .t^o 


Gene No. 


570J1 




Strand 




Start 


13990 






i ^ one 


Name 


OJ000150 16.0124.C45.o4 


.gs 


Method 


LjEjINoUAIN 


Start 


13990 




End 


14793 


GI 


none 




Score 


.86 


Exons 


13990. .14793 








Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57031 




Strand 




Start 


13990 




End 


14805 


Name 


OJ000150 16.0124.C45.o2 


.np 


Method 


AAT/NAP 


Start 


13993 




End 


14805 


GI 


6223643 




Score 


692 


Exons 


13993. .14805 








GI Descrip. 


(AC011698) putative short-chain type dehydrogenase/reductase 




[Arabidopsis thaliana] 








Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124 .C45 


Gene No. 


57032 




Strand 




Start 


15498 




End 


15819 


Name 


OJ000150 16.0124.C45.o5 


. gs 


Method 


GENSCAN 


Start 


15498 . 




End 


15819 


GI 


none 




Score 


.99 


Exons 


15498. .15565, 15666.. 15819 






Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124 .C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5347 




End 


5736 


GI 


none 




Score 


358 


Exons 


5347.. 5598, 5370.. 5597, 


5641. 


.5736, 5646.. 5696 


Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No . 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


5347 




End 


5568 


GI 


none 




Score 


235 


Exons 


5347.. 5568, 5370.. 5507 








Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


6058 




End 


6701 


GI 


none 




Score 


69 


Exons 


6058. .6102,. 6103. .6168, 


6489. 


.6692, 6500. .6652, 6648. .6701, 




6650.. 6700 









27502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27604 
57033 
21893 

OJ000150JL6.0124 .C45.o5.tm 
7939 



none 
7939. 
9312 . 
10907 
11340 
11510. .11560 



8064, 7941. .8072, 7943 
9569, '9315. .9569, 9319 
.11017, 10911 
.11411, 11343 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8050, 9177. 
9588, 10215 
11018, 11007. .11108, 
11420, 11492. .11554, 



OJ000150 16.0124.C45 



34090 

TBLASTX: Maize 
11561 
181 

9233, 9182.. 9217, 
.10277, 10218. .10277-, 
11009. .11101, 
11502. .11561, 



Seq. No. 27604 Seq. ID 

Gene No. 57033 Strand 

Start 21893 End 

Name 0 JO 0015 0_1 6.0124.C45.o6.ts Method 

Start 7967 End 

GI none Score 

Exons 7967.. 8050, 7969.. 8064, 9177.. 9233, 



OJ000150 16.0124.C45 



9312, 
9475, 



,9410, 9318, 
,9588 



,9401, 9331.. 9411, 



34090 

TBLASTX: Soybean 
9588 
99 

9179. .9199, 9181. .9207, 
9378.. 9461, 9465.. 9569, 



Seq. No. 


. 27604 




Seq. ID 


OJ000150 


_16.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150 16.0124.C45 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


13987 




. ■ End 


14469 






GI 


none 




Score 


460 






Exons 


13987. .14469, 13988. 


.14398 










Seq. No. 


27604 




Seq. ID 


OJ000150 


JL6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150 16.0124.C45 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


14066 




End 


14703 






GI • 


none 




Score 


124 






Exons 


14066. .14503, 14074. 


.14574, 


14617. .14703 






Seq. No. 


27604 




Seq. ID 


OJ000150 


JL6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150 16.0124.C45 


.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


14141 




End 


14703 






GI 


none 




Score 


44 






Exons 


14141. .14197, 14173. 


.14241, 


14173. .14580, 14347 


. .14403, 






14372. .14491, 14614. 


.14703 










Seq. No. 


27604 




Seq. ID 


OJ000150 


_16.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150 16.0124.C45 


. o7.gs 


Method 


GENS CAN 






Start 


21893 




End 


33708 






GI- 


none 




Score 


.68 






Exons 


21893. .22089, 22144. 


.22368, 


22604. .22889, 22969 


. .23556, 






23808. .24353, 24579. 


.24646, 


24729. .24888, 24996 


. .25118, 






27562. .27637, 28461. 


.28604, 


28750. .28944, 29880 


. .29962, 






30093. .30173, 30256. 


.30312, 


30534. .30633, 30776 


. .30846, 





27503 





30919. .31065, 31144. 


.31350, 


31591. .31687, 31801 


. .31958, 






32087. .32152, 32420. 


.32534, 


32621. .32722, 32809 


. .32948, 






33045. .33260, 33402. 


.33500, 


33589. .33708 






Seq. No. 


27604 




Seq. ID 


OJ000150 


JL6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End . 


34090 






Name 


OJ000150 16.0124.C45 


.o3.np 


Method 


AAT/NAP ■ 






Start ■ 


22160 




End 


25097 






GI 


4204265 




Score 


1008 






Exons 


22160. .22324, 22677. 


.22889, 


22969. .23541, 23775 


. .23995, 






24050. .24330, 24683. 


.24853, 


24970. .25097 






GI Descrip. 


(AC005223) 45643 [Arabidopsis thaliana] 








Seq. No. 


27604 




Seq. ID 


OJ000150 


_16.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150_16 . 0124 .C4 5 


. ol . tw 


Method 


TBLASTX : 1 


Wheat 




Start 


22177 




End 


22893 






GI 


none 




Score 


133 






Exons 


22177 . .22320, 22178. 


.22324, 


22194. .22313, 22247 


. .22327, 






22671. .22889, 22677 . 


. 22889, 


22678. .22890, 22681 


. .22893 




Seq. No. 


27604 




Seq. ID 


OJ000150 


J.6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150_16.0124 . C45 


. o7 . tm 


Method 


TBLASTX:] 


Maize 




Start 


22177 




End 


22327 






GI 


none 




Score 


126 






Exons 


22177. .22326, 22178. 


. 22327 , 


22179. .22313, 22247 


. .22327 




Seq. No. 


27604 




Seq. ID 


OJ000150 


J.6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 






Name 


OJ000150_16.0124.C45 


.ol.ts 


Method 


TBLASTX : ; 


Soybean 




Start 


22191 




End 


23960 






GI 


none 




Score 


108 






Exons 


22191 22295, 22193. 


. 22327, 


22661. .22816, 22674 


. .22889, 






22675. .22890, 22955. 


.23152,. 


22958. .23203, 22963 


. .23202, 






22989. .23216, 23194. 


.23367, 


23249. .23341, 23314 


. .23397, 






23330. .23377, 23386. 


.23463, 


23387..23464, 23458 


. .23481, 






23820. .23960 












Seq. No. 


27604 




Seq. ID 


OJ000150 


J6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End - 


34090 






Name 


OJ000150 16.0124.C45 


.ol.tc 


Method 


TBLASTX: Cress 




Start . 


22196 




End 


23464 






GI 


none 




Score 


117 






Exons 


22196. .22327, 22197. 


.22313, 


22656. .22889, 22675 


. .22890, 






22675. .22908, 22958. 


.23182, 


22963. .23184, 22969 


. .23199, 






23004. .23189, 23260. 


.23355, 


23261. .23317, 23386 


. .23463, 






23390. .23464 












Seq. No. 


27604 




Seq. ID 


OJ000150 


J6.0124 


.C45 


Gene No. 


57033 




Strand 








Start 


21893 




End 


34090 







27504 



Name 

Start 

GI 

Exons 



OJ000150_16.0124.C45, 

22656 

none 

22656.-22889, 22675., 

22963. .23199, 22966.. 

23806. .23880, 23807., 

23945. .24136, 23958., 

24450. .24476, 24450., 

24579.-24647, 24580., 

24728. .24871, 24975., 



ol . tm 



22890, 
23196, 
23980, 
24329, 
24476, 
24651, 
25082 



Method TBLASTX : Mai ze 

End 25082 

Score 322 
22958. .23194, 22961 23194, 
23188. .23556, 23198 23557, 
23808. .23999, 23808 23978, 
23980. .2433.0, 24176 24331, 
24578. .24646, 24579.-24647, 
24721. .24828, 24727 24870, 



Seq. No.' 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45 


. o2 . gp 


Method 


AAT/GAP 


Start 


23022 




End 


23860 


GI 


12993 1.R1084 




Score 


1148 


Exons 


23022. .23556, 23808. 


.23860 






GI Descrip. 


•4204265 5.0e-42 (AC005223) 


45643 [Arabidopsis thaliana] 1 


Seq". No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45 


.o3.gp 


. Method 


AAT/GAP 


Start 


24606 




End 


25572 


GI 


none 




Score 


1016 


Exons 


24606. .24646, 24729. 


.24888, 


24996. .25069, 25300.. 25572 


Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45 


.o5.np 


Method 


AAT/NAP 


Start 


29653 




End 


34090 


GI 


4887746 




Score 


1472 


Exons 


29653. .29777, 29880. 


.29962, 


30093. .30173, 30256 30312, 




30389. .30445, 30534. 


.30633, 


30776. .30846, 30919. . 31065, 




31144. .31346, 31528. 


.31687, 


31788. .31958, 32087 .. 3214 9, 




32383. .32534, 32621. 


.32722, 


32809. .32948, 33045 .. 33260, 




33402. .33500, 33589. 


.33708, 


33831.. 34090 


GI Descrip. 


(AC006533) putative 


unconventional myosin [Arabidopsis thai 


Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124.C45 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45 


.o2. ts 


Method 


TBLASTX: Soybean 


Start 


29669 




End 


31251 


GI 


none 




Score 


53 


Exons 


29669. .29791, 29882. 


.29962, 


30088. .30183, 30090 .. 30182, 




30238. .30327, 30253. 


.30312, 


30386. .30448, 30387 .. 304 61, 




30534. .30635, 30535. 


.30636, 


30739. .30843, 30919 .. 31011, 




31144. .31251, 31145. 


.31249 






Seq. No. 


27604 




Seq. ID 


OJ000150_16.0124 .C4 5 


Gene No. 


57033 




Strand 




Start 


21893 




End 


34090 


Name 


OJ000150 16.0124.C45 


.o2. tc 


Method 


TBLASTX: Cress 


Start 


29711 




End 


33711 



27505 




GI 


none 








Score 


33 






Exons 


29711. 


.29791, 


29882. 


.29965, 


30090. .30182, 30253. 


.30312, 






30266. 


.30313, 


30386. 


.30463, 


30387. .30464, 30537. 


.30635, 






30538. 


.30636, 


30751. 


.30846, 


30901. .31005, 31144. 


.31269, 


- 




31175. 


.31270, 


31771. 


.31956, 


31788. .31955, 33045. 


.33158, 






33120. 


.33257, 


33402. 


.33551, 


33589. .33711, 33590. 


.33709 




Seq. No. 


27604 








Seq. ID ■ 


OJ000150_ 


16.0124 


.C45- 


Gene No. 


57033 








Strand 








Start 


218.93 








End 


34090 






Name 


OJ000150 16.0124.C45 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


29924 








End 


31631 






GI 


none 








Score 


50 






Exons 


29924. 


.29965, 


29925. 


.29963, 


30082. .30174, 30090. 


.30173, 






30092. 


.30181, 


30092. 


. 30181, 


30253. .30324, 30254. 


.30322, 






30386. 


.30448, 


30387. 


.30446, 


30388. .30447, 30534. 


.30632, 






30534. 


.30635, 


30535. 


.30636, 


30536. .30643, 30739. 


.30846, 






30776. 


.30847, 


30778. 


.30849, 


30901. .31068, 30901. 


.31068, 






30930. 


.31070, 


30935. 


.31069, 


31117'. .31335, 31118. 


.31336, 






31142. 


.31336, 


31531. 


.31629, 


31533. .31631, 31534. 


.31623 




Seq. No. 


27604 








Seq. ID 


OJ000150_ 


16.0124 


.C45 


Gene No. 


57033 








Strand 








Start 


21893 








End 


34090 






Name 


OJ000150 1,6. 0124. C45 


. o2 . tw 


Method - 


TBLASTX: Wheat 




Start 


30901 








End 


31273 






GI 


none 








Score 


119 






Exons 


30901. 


.31044, 


31144. 


.31272, 


31148. .31273 






Seq. No. 


27604 








Seq. ID 


OJ000150_ 


16.0124 


.C45 


Gene No. 


57033 








Strand 








Start 


21893 








End 


34090 






Name 


OJ000150 16.0124.C45 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


32662 








End 


33711 






GI 


none 








Score 


64 






Exons 


32662. 


.32724, 


32678. 


.32740, 


33045. .33122, 33045. 


.33257, 






33052. 


.33261, 


33223. 


.33261, 


33401. .33538, 33402. 


.33551, 






33589. 


.33711, 


33590. 


.33709 










Seq. No. 


27605 








Seq. ID 


OJ000150_ 


16.0124 


.C48 


Gene No. 


57034 








Strand 


+ 






Start 


170 








End 


775 






Name 


OJ000150 16.0124.C48 


. ol .gp 


Method 


AAT/GAP 






Start 


170 








End 


775 






GI 


18847 


1.R1084 






Score 


617 







Exons 170.. 255, 342.. 495, 669.. 775 

GI Descrip. ' 4581520/emb | CAB40177 . 1 | 5.0e-38 (AL049559) hypothetical protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 


27605 




Seq. ID 


OJ000150_16.0124.C48 


Gene No. 


57034 




Strand 


+ 


Start 


170 




End 


775 


Name 


OJ000150 


16.0124.C48.ol.ts 


Method 


TBLASTX : Soybean 


Start 


211 




End 


773 


GI 


none 




Score 


62 


Exons 


211. .255, 


215.. 253, 339.-485, 


340. .504 


, 340. .510, 665.-772, 




666. .773 









27506 




Seq. No. 


27605 






Seq. ID 


OJ000150_16. 


0124 


.C48 


Gene No. 


57034 






Strand 


+ 






Start 


170 






End 


775 






Name 


OJ000150 16.0124.C48.ol 


.np 




Method 


AAT/NAP 






Start 


215 






End 


775 






GI 


2245000 






Score 


120 






Exons 


215. .255, 342. .495, 737 


. .775 










GI Descrip. 


(Z97341) LET1 like protein 


[Arabidopsis thaliana] 






Seq. No. 


27605 






Seq. ID 


OJ000150JL6. 






Gene No. 


57034 






Strand 


+ 






Start 


170 






End 


775 






Name 


OJ000150 16 . 0124 . C48 . ol 


.gs 




Method 


GENS CAN 






Start 


342 






End 


495 






GI 


none 






Score 


.98 






Exons 


342. .495 














Seq. No. 


27606 






Seq. ID 


OJ000150_16. 


Ulz4 




Gene No. 


57035 






Strand 


+. 






Start 


53 






End 


680 






Name 


OJ0001J50 16. 0124 .C49.ol 


.gs 




Method 


GENSCAN 






Start 


53 






End 


382 






GI 


none 






Score 


■48 






Exons 


53. .382 














Seq. No. 


27606 






Seq. ID 


OJ000150_16. 


0124 


. C4 9 


Gene No. 


57035 






Strand 


+ 






Start 


53 






End 


680 






Name 


OJ000l50_l6 . 0124 . C4 9.ol 


. ts 




Method 


TBLASTX : Soybean 




Start 


221 






End 


382 






GI 


none 






Score 


191 






Exons 


221. .382, 229. .381 














Seq. No. 


27606 






Seq. ID 


OJ000150_16. 


0124 


.C49 


Gene No. 


57035 






Strand 


+ 






btart 


53 






End 


680 






Name 


OJ000150 16.0124.C49.ol 


.gp 




Method 


AAT/GAP 






Start 


230 






End . ( 


680 






GI 


18064 1.R1084 






Scor^' 1 ' 


'857 






Exons 


230. .680 














GI Descrip. 


, 2245000/emb|CAB10420.1 


1 1. 


Oe- 


-20 (Z97341) LET1 like 


i protein 




[Arabidopsis thaliana] ' 














Seq. No. 


27606 






Seq. ID 


OJ000150_16. 


0124 


.C49 


/~! _ _ XT _ 

Gene No. 


57035 






Strand 


+ 






Start 


53 






End 


680 






Name 


OJ000150 16.0124.C49.ol 


.np 




Method 


AAT/NAP 






Start 


238 






End 


379 






GI 


2245000 






Score 


172 






Exons 


238. .379 














GI Descrip. 


(Z97341) LET1 like protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


27607 






Seq. ID 


OJ000150JL6. 


0124 


.C50 


Gene No. 


57036 






Strand 








Start 


127 






End 


1040 






Name 


OJ000150 16.0124.C50.ol 


. gs 




■Method 


GENSCAN 







27507 




Start 


127 




End 


939 




GI 


none 




Score 


.76 




Exons 


127.. 190, 823.. 939 










Seq. No. 


27607 




Seq. ID 


OJ000150_16.0124 


.C50 


Gene No. 


57036 




Strand 






Start 


127 




End 


1040 




Name . 


OJ000150 16.0124.C50.ol. 


np 


Method 


AAT/NAP 




Start 


127 




End 


1040 




GI 


4585982 




Score 


186 




Exons 


127. .190, 823. .1040 










GI Descrip. 


(AC005287) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


27607 




Seq. ID 


OJ000150_16.0124 


.C50 


Gene No. 


57036 




Strand 






Start 


127 




End 


1040 




Name 


OJ000150 16.0124.C50.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


128 




End 


1021 




GI 


none 




Score 


63 




Exons 


128. .190, 130. .192, 131. 


.190, 820. .93C 


>, 824. .931, 920.. 


1021 




922. .1014 










Seq. No. 


27608 




Seq. ID 


OJ000150JL6.0124 


.C54 


Gene No. 


■ 57037 




Strand 






Start 


58 




,End 


293 




Name 


OJ000150 16.0124.C54.ol. 


gp 


Method 


AAT/GAP 




Start 


58 




End 


2,93 




GI 


uC-osrocyp005g06bl 




Score 


438 




Exons 


58. .293 










GI Descrip. 


•280523/pirl IS28282 1.0e-24 


hypothetical protein B04 64. 


5 - 




Caenorhabditis elegans 1 










Seq. No. 


27608 




Seq. ID 


OJ000150_16.0124 


.C54 


Gene No. 


57037 




Strand 






Start 


58 




End 


293 




Name 


OJ000150 16.0124.C54.ol. 


gs 


- Method 


GENS CAN 




Start 


63 




End 


169 




GI 


none 




Score 


.92 




Exons 


63.. 169 










Seq. No. 


27609 




Seq. ID 


OJ000150_16.0124 


.C56 


Gene No. 


57038 




Strand 






Start 


20 




End 


730 




Name 


OJ000150 16.0124.C56.ol. 


np 


Method 


AAT/NAP 




Start 


20 




End 


730 




GI 


2326229 




Score 


248 




Exons 


20. .274, 692. .730 










GI Descrip. 


(AF012888) tousled-like 


kinase 1 [Zea 


mays] 




Seq. No. 


27609 




Seq. ID 


OJ000150_16.0124 


.C56 


Gene No. 


57038 




Strand 






Start 


20 




End 


730 




Name 


OJ000150 16.0124.C56.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


71 




End 


298 




GI 


none 




Score 


260 




Exons 


71. .298, 72. .290 











27508 




Seq. No. 


27609 




Seq. ID 


OJ000150_16.0124.C56 


Gene No. 


570 Jo 




Strand 




Start 


20 




End 


730 


Name 


OJ000150 16.0124.C56.ol. 


gs 


Method 


GENSCAN 


Start 


113 




End 


570 


GI 


none 




Score 


.9 


Exons 


113. .274, 556. .570 








Seq. No. 


27609 




Seq. ID 


OJ000150_16.0124.C56 


Gene No. 


o /Uoo 




Strand 




Start 


20 




End 


730 


Name 


OJ000150 16.0124.C56.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


113 




End 


277 


GI 


none 




Score 


166 


Exons 


113. .142, 129. .275, 143. 


.277 


, 144. .275 


, 167. .277 


Seq. No. 


27610 




Seq. ID 


OJ000150_16.0124.C57 


Gene No. 


57039 




Strand 


+ 


Start 


182 




End 


673 


Name 


UJUUUIOU ID. .CO / . Ol . 


gp 


Method 


AAT/GAP 


Start 


182 




End 


566 


GI 


uC-osrocyp005g06bl 




Score 


735 


Exons 


182. .566 








GI Descrip. 


'280523/pir| IS28282 l.Oe 


j-24 


hypothetical protein B0464.5 - 




Caenorhabditis elegans ' 








Seq. No. 


27610 




Seq. ID 


OJ000150_16.0124.C57 


Gene No. 


c "i a o 
57039 




Strand 


+ 


Start 


182 




End 


673 


Name 


OJ000150 16.0124.C57.ol. 


gs 


Method 


GENSCAN 


Start 


306 




End 


566 


GI 


none~ 




Score 


.9 


Exons 


306. .566 








Seq. No. 


27610 




Seq. ID 


OJ000150 16.0124.C57 


Gene No. 


57039 




Strand 


+ 


CM 1 wf 

o tar z 


182 




End 


673 


Name 


OJ000150 16.0124.C57.ol. 


np 


Method 


AAT/NAP 


Start 


384 




End 


673 


GI 


4914374 




Score 


156 


Exons 


384.. 566, 647.. 673 








GI Descrip. 


(AC007584) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


27610 




Seq. ID 


OJ000150_16.0124.C57 


Gene No. 


57039 




Strand 


+ 


Start 


182 




End 


673 


Name 


OJ000150 16.0124.C57.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


429 




End 


566 


GI 


none 




Score 


229 


Exons 


429. .566, 455. .556 








Seq. No. 


27610 




Seq. ID 


OJ000150_16.0124.C57 


Gene No. 


57039 




Strand 


+ 


Start 


182 




End 


673 


Name 


OJ000150 16.0124.C57.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


429 




End 


568 


GI 


none 




Score 


246 



27509 



Exons 



429. .566, 452. .565, 459. .566, 485.-568 



Seq. No. . 27610 

Gene No. 57039 

Start 182 

Name OJ000150_16 . 0124 .C57 . ol . ts 

Start 429 

GI :none 

Exons 429.. 566, 455.. 556, 459.. 557 



Seq. ID 


OJ000150_16.0124 


Strand 


+ 


End 


673 


Method 


TBLASTX : Soybean 


End 


566 


Score 


233 



Seq. No. 


27611 






Seq. ID 


OJ000150_16.0124.C59 


Gene No. 


57040 






Strand 


- 


Start 


76 






End 


754 


Name 


OJ000150 


_16. 


0124 .C59.ol.tm 


Method 


TBLASTX: Maize 


Start 


59 






End 


539 


GI 


none 






Score 


122 


Exons 


59. .193, 


59. 


.169, 67. .192, 294. .539, i 


295. .531 


Seq. No. 


27611 






Seq. ID 


OJ000150_16.0124.C59 


Gene No. 


57040 






Strand 




Start . 


76 






End 


754 


Name 


OJ000150 


_16. 


0124.C59.ol.tc 


Method 


TBLASTX: Cress 


Start 


73 






End 


518 


GI 


none 






Score 


91 


Exons 


73. .192, 


92. 


.169, 354.. 383, 


370. .516, 


384. .518, 385. .516 


Seq. No. 


27611 






Seq. ID 


OJ000150_16.0124.C59 


Gene No. 


57040 






Strand 




Start 


76 






End 


754 


Name 


OJ000150 


_16. 


0124.C59.ol.np 


Method 


AAT/NAP 


Start 


76 






. End 


754 


GI 


1076385 






Score 


304 


Exons 


76. .168, 


354 


..515, 627. .754 






GI Descrip. 


protein 


kinase (EC 2.7.1.37) 


tousled ■ 


- Arabidopsis thaliana 



gi 1 433052 (L23985) protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



27611 
57040 
76 

OJ000150_16.0124*.C59.ol.gs 
77 

none 

77. .168, 354. .515 



Seq. ID OJ000150_16.0124.C59 

Strand 

End 754 

Method GEN SCAN 

End 515 

Score .83 



Seq. ID OJ000150_16.0124.C60 

Strand + 

End 131 

Method AAT/GAP 

End 131 

Score 72 



27612 
57041 
54 

OJ000150_16.0124 .C60.ol.gp 
54 

72424_1.R1084 
54. .131 

, 2842493/emb|CAA16890.1| 8 . Oe-32 (AL021749) predicted protein 
[Arabidopsis thaliana] ' 



27613 
57042 
114 



Seq. ID OJ000150_11 . 0124 . CI 
Strand + * 
End 190 



27510 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000150JL1.0124.Cl.ol.gs 

114 

none 

114.. 190 

27614 
57043 
481 - 

OJ000150_11.0124.C4.ol.gs 

481 

none 

481. .680, 743. .854 . 

27615 
57044 
1174 

OJ000150_11.0124.C5.ol.gs 

1174 

none 

1174'. .1317 

27615 
57045 
2087 - 

OJ000150_11.0124.C5.o2.gs 

2087 

none 

2087. .3382 

27615 
57045 
2087 

OJ000150_11.0124.C5.ol.tm 

2215 

none 

2215. .2439, 2216. .2455, 2498. 
2903. .3109, 3155.. 3226 

27615 ' 

57045 

2087 

OJ000150_11.0124.C5.ol.tw 

2241 

none 

2241. .2312, 2246.. 2395, 2261. 
2471. .2623, 2474 .. 2623, 2506 . 

27615 
57045 
2087 

OJ000150_11.0124.C5.ol.ts 

2246 

none 

2246. .2338, 2336. .2404, 2444. 

27616 
57046 



Method GENSCAN 
End 190 
Score .78 



Seq. ID OJ000150_11.0124.C4 
Strand 

End * 854 

Method GENSCAN 

End 854 

Score .59 



Seq. ID OJ000150_11.0124.C5 

Strand + 

End 1317 

Method GENSCAN 

End 1317 

Score .89 



Seq. ID OJ000150_11.0124.C5 

Strand + 

End 3382 

Method GENSCAN 

End 3382 

Score * 1 



Seq. ID OJ000150_11.0124.C5 

Strand + 

End 3382 

Method TBLASTX: Maize 

End 3226 

Score 148 

.2653, 2506.. 2652, 2822.. 2890, 



Seq. ID OJ000150_11.0124.C5 

Strand + 

End 3382 

Method TBLASTX : Wheat 

End 2640 

Score 41 

.2335, 2342.. 2467, 2342.. 2515, 
.2640 

Seq. ID OJ000150_11.0124.C5 

Strand + 

End 3382 

Method TBLASTX : Soybean 

End 3073 

Score 75 

.2698, 2512.. 2688, 2834.. 3073 

Seq. ID OJ000150JL1. 0124. C6 

Strand + 



27511 




Start 


60 






End 


127 




Name 


OJ000150 ll.0124.C6.ol. 


gs 




Method 


GENSCAN 




Start 


60 






End 


127 




GI 


none 






Score 


.6 




Exons 


■60. .127 












Seq. No. 


27617 






Seq. ID 


OJ000150_11 


.0124. C7 


Gene. No. 


57047 






Strand 


+ 




Start 


1 






End 


93 




Name 


OJ000150JL1 . 0124 ,C7 . o3 . 


gp 




Method 


AAT/GAP 




Start 


i 






End 


93 




GI 


LIB3477-003-P1-K1-E9 






Score 


168 




Exons 


1..93 












GI Descrip. 


, 2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR ■ POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 












Seq. No. 


27617 






Seq. ID 


OJ000150_11 


.0124. C7 


Gene No. 


57048 






Strand 


+ 




Start 


1 






End 


117 




Name 


OJ000150_11.0124.C7.ol. 


gp 




Method 


AAT/GAP 




Start-. . 


1 






End 


117 




GI 


LIB3477-003-P1-K1-E9 






Score 


177 




Exons 


1..117 












GI Descrip. 


'2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 . [Oryza 




sativa] 1 












Seq. No. 


27617 






Seq. ID 


OJ000150_11 


.0124. C7 


Gene No. 


57049 






Strand 


+ 




Start 


982 






End 


14059 




Name 


OJ000150 11.0124.C7.ol. 


gs 




Method 


GENSCAN 




Start 


982 






End 


1461 




GI 


none 






Score 


.43 




Exons 


982. .1461 













Seq. No. 


27617 






Seq. ID 


OJ000150 


_11.0124.C7 


Gene No. 


57049 






Strand 


+ 




Start 


982 






End 


14059 




Name 


OJ000150 11 


.0124.C7 


. ol .np 


Method 


AAT/NAP 




Start 


1011 






End 


14059 




GI 


6649242 






Score 


44 




Exons 


1011. .1181, 


8008.. 8236, 13610 


. .14059 






GI Descrip. 


(AF201422) 


splicing 


coactivator subunit SRm300 


[Homo sapiens] 


Seq. No. 


27617^ 






Seq. ID 


OJ000150 


_11.0124.C7 


Gene No. 


57049 






Strand 


+ 4 




Start 


982 






End 


14059 




Name 


OJ000150 11 


.0124.C7 


. o4 .gp 


Method 


AAT/GAP 




Start 


9501 






End 


9982 




GI 


none 






Score 


777 




Exons 


9501. .9982 












Seq. No. 


27617 






Seq. ID 


OJ000150 


J.1.0124 .C7 


Gene No. 


57050 






Strand 






Start 


1936 






End 


11179 




Name 


OJ000150 11 


.0124.C7 


. o2.gs 


Method 


GENSCAN 





27512 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1936' End 11179 

none Score .44 

1936. .2096, 2135. .2249, 7462. .7791, 8058. .8137, 8420. .8461, 
9992.. 10085, 11027.. 11179 



Seq. ID OJ000150_11.0124.C7 
Strand 

End 11179 

Method AAT/GAP 

End 328.3 

Score 727 



27617 
57050 
1936 

OJ000150_11.0124 .C7.o2.gp 
2871 

LIB3432-059-P1-K1-D8 
2871.. 3283 

•5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



27617 
57051 
13606 

OJ000150_ll.0124.C7.o6.gp 
12488 

LIB3431-010-P1-N1-F11 
12488. .12596 

, 287403/dbj ID10838 IRICSBE1 1.0e-lll Rice gene for starch 
branching enzyme 1 



Seq. ID OJ000150_11.0124 .C7 
Strand 

End 14043 

Method AAT/GAP 

End • 12596 

Score 17 9 



27617 Seq. ID 

57051 Strand 

13606 End 

O JO 0 0 1 5 0_1 1 . 0 1 2 4 . C7 . o3 . gs Method 

13606 End 

none Score 
13606. .14043 



OJ000150_11.0124.C7 

14043 
GENSCAN 
14043 
.58 



Seq. No. 


27618 








Seq. ID 


OJ000150_ 


_11.0124.C8 


Gene No. 


57052 








Strand 


+ 




Start 


1423 








End 


4357 




Name 


OJ000150 11 


.0124 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1423 








End 


4219 




GI 


none 








Score 


.69 




Exons 


1423. .1547, 


2706 


. .2907, 


3836. 


.3899, 4065.. 4219 




Seq. No. 


27618 








Seq. ID 


OJ000150_ 


_11.0124.C8 


Gene No. 


57052 








Strand 


+ 




Start 


1423 








End . 


4357 




Name 


OJ000150 11 


.0124 


.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


4114 








End 


4357 




GI 


2796285 








Score 


475 




Exons 


4114. .4357 














Seq. No. 


27618 








Seq. ID 


OJ000150_ 


_11.0124.C8 


Gene No. 


57053 








Strand 


+ 




Start . 


5839 








End 


10499 




Name 


OJ000150 11 


.0124 


.C8.o2. 


gs 


Method 


GENSCAN 




Start 


5839 








End 


10499 




GI 


none 








Score 


.73 




Exons 


5839. .5953, 


7462 


. .7563, 


7667. 


.7864, 8 


115. .8192, 


8847. .8968, 



9269.. 9415, 10278. .10499 



27513 




Seq. No. 


27618 




Seq. ID 


OJ UUUiDU_ 


J. i . UIZh 


. to 


Gene No. 


57054 




Strand 


+ 






Start 


20325 




End 


21839 






Name 


OJ000150 11. 0124. C8 


. o5 . gs 


Method 


GENSCAN 






Start 


20325 




End 


21839 






GI 


none 




Score 


.82 






Exons 


20325. .21839 












Seq. No. 


27618 




Seq. ID 


OJ000150_ 


JL1.0124 


.C8 


Gene No. 






Strand 


+ 






Start 


20325 




End 


21839 






Name 


OJ000150 11. 0124. C8 


. o2 . np 


Method 


AAT/NAP ^ 






Start 


20493 




End 


21836 






GI 


4335735 




Score 


1084 






Exons 


20493. .20697, 20740 


.,21836 










GI Descrip. 


(ACQ 06248) unknown ] 


protein 


[Arabidopsis 


: thaliana] 




Seq. No. 


27618 




Seq. ID 


OJ000150_ 


11 . 0124 


.C8 


Gene No. 


57055 




Strand 


+ 






Start 


26247 




End 


34070 






Name 


OJ000150 11. 0124. C8 


,o6.gs 


Method 


GENSCAN 






Start 


26247 




. End 


34070 






GI 


none 




Score 


.61 






Exons - 


26247-. .26493, 29072 


. .29216, 


32198. .32447, 32604 


*d o n *i *7 

. . 32877 , 






33296. .33497, 33542 


. .33863, 


33990. .34070 






Seq. -No. . 


27618 




Seq. ID 


OJ000150 


11 . 0124 


.C8 


Gene No. 


57055 




Strand 


+ 






Start 


26247 




End 


34070 






Name 


OJ000150 11. 0124. C8 


.o4 .np 


Method 


AAT/NAP 






Start 


28989 




End 


29854 






GI 


6721507 




Score 


203 






Exons 


28989.-29223, 29501 


. .29566, 


29776.-29854 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27618 




Seq. ID 


OJ000150 


JL1.0124 


:C8 


Gene No. 


57056 




Strang.. . 








Start 


9948 




End ' 


12804 






Name 


OJ000150 11. 0124. C8 


. ol . np 


Method 


AAT/NAP 






Start 


9948 




End 


12726 






GI 


5903036 




Score 


513 






Exons 


9948.. 10042, 10337. 


.10471, 


10703. .10807, 10930. 


.10999, 






11226. .11262, 12584 


. .12726 










GI Descrip. 


(AC008016) F6D8.5 [Arabidopsis thaliana] 






Seq. No. 


27618 




Seq. ID 


OJ000150 


JL1.0124 


. Lo 


Gene No. 


57056 




Strand 








Start 


9948 




End 


12804 






Name 


OJ000150 11. 0124. C8 


.o3.gs 


Method 


GENSCAN 






Start 


11169 




End 


12804 






GI 


none 




Score 


.41 






Exons 


11169. .11262, 11923 


. .12012, 


12584. .12738, 12787 


. .12804 




Seq. No. * 


27618 




Seq. ID 


OJ000150 


_11.0124 


.C8 


Gene No. 


57057 




Strand 








Start 


16264 




End 


' 1*7957 







27514 



Name 


OJ000150 11.0124.C8..o4.gs 


Method 


/GENSCAN 


Start 


16264 


End 


17957 


GI 


none 


Score 


.56 


Exons 


16264. .16352, 16696 .. 16776, 


17702. .17957 


Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57058 


Strand 




Start 


21400 


End 


26530 


Name 


OJ000150 11.0124.C8.o3.np 


Method 


AAT/NAP 


Start * 


21400 


End 


26530 




6539581 


Score 


436 


Exons 


21400. .21425, 22579 .. 23426, 


23462. .23701, 23792 .. 23930, 




24021. .24317, 24510 .. 24 646, 


24688.-24765, 24874 .. 25024 , 




26500. .26530 






GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57059 


Strand . 




Start 


33849 


End' 


35800 


Name 


OJ000150 11.0124.C8.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9784 


End 


10481 


GI 


none 


Score 


72 ,■ 


Exons 


9784.. 9855, 9807.. 9854, 9948 


.10043, 


9949.. 10044, 10164 10253, 




10168. .10251, 10329. .10481, 


10335. .10481 


Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57059 


Strand 




Start 


33849 


End 


35800 


Name 


OJ000150 11.0124.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


9790 


End 


12681 


GI 


none 


Score 


59 


Exons 


9790.. 9858,. 9807.. 9854, 9951 


..10040, 


9961.. 10041, 10158. .10253, 




10329. .10532, 10329. .10481, 


10721. .10810, 10725. .10805, 




10923. .11000, 10931. .10999, 


12578. .12673, 12580 .. 12681, 




12584. .12673, 12589.. 12681 






Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57059 


Strand 




Start 


33849 


End 


35800 


Name 


OJ000150 11.0124.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


20733 


End 


21020 


GI 


none 


Score 


403 


Exons 


20733. .21020, 20733 20855, 


20879. .21019 


Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57059 


Strand 




Start 


33849 


End 


35800 


Name 


OJ000150 11.0124.C8.o2.ts 


Method. 


TBLASTX : Soybean 


Start 


20742 


End 


21098 


GI 


none 


Score 


195 


Exons 


20742. .20969, 20967 21095, 


20985. .21098 


Seq. No. 


27618 


Seq. ID 


OJ000150_11.0124.C8 


Gene No. 


57059 


Strand 




Start 


33849 


End 


35800 


Name 


OJ000150 11.0124.C8.ol.tw 


Method 


TBLASTX: Wheat 



27515 




Start 


20841 




End 


21242 




GI 


none 




Score 


134 




Exons 


20841. .21098, 21110 


. .21241, 


21111.. 21242 




Seq. No. 


27618 




Seq. ID 


OJ000150JL1.0124 


.C8 


Gene No, 


o / uo y 




Strand 






Start 


33849 




End 


35800 




Name 


OJ000150 11-.0124.C8 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20919 




End 


21286 




GI 


none 




Score 


180 




Exons 


20919. .21095, 20991 


. .21095, 


21090. .21281, 21098.. 21286 




Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


Gene No . 


D / UDy 




Strand 






Start 


33849 




End 


35800 




Name 


OJ000150 11. 0124. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21216 




End . 


21439 




GI 


none 




Score 


343 




Exons 


21216. .21437, 21216 


. .21437, 


21217. .21438, 21218. .21439 




Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


Gene No. 


57059 




Strand 






Start* 


. 33849 . .. • . / . . 




End 


35800. ...^ 




Name 


UJUUU1DU XJ..-U1Z4 ,Lp 


. Ol . zs 


Method... 


" TBLASTX : Soybean 




Start 


21369 




■ End 


'21840 




GI 


none 




Score 


62 




Exons 


21369. .21500, 21372 


. .21419, 


21446. .21502, 21476 .. 21523, 






21477. .21524, 21538 


. .21732, 


21546. .21839, 21546 .. 21839, 






21559.. 21840 










Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


Gene No . 






Strand 






Start 


33849 




End 


35800 




Name 


OJ000150 11. 0124. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


21440 




End 


21981 




GI' 


none 




Score 


336 




Exons 


21440. .21772, 21453 


. .21845, 


21480. .21848, 21931.. 21981 




Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


oene ino . 


c 7 n c n 




Strand 






Start 


33849 




End ' 


35800 




Name 


OJ000150 11. 0124. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


21561 




End 


21893 




GI 


none 




Score 


340 




Exons 


21561. .21893, 21698 


. .21838, 


21699. .21839 




Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


Gene No. 


57059 




Strand 






Cf- art 1 






End 


35800 




Name 


OJ000150 11. 0124. C8 


.06. np 


Method 


AAT/NAP 




Start 


33849 




End 


35800 




GI 


2909574 




Score 


113 




Exons 


33849. .33895, 35445 


. .35800 








GI Descrip. 


(AL021926) PE_PGRS 


[Mycobacterium tuberculosis] 




Seq. No. 


27618 




Seq. ID 


OJ000150_11.0124 


.C8 


Gene No. 


57059 




Strand 







27516 



Start 


33849 




End 


35800 




Name 


OJ000150 11 


.0124 .C8 .o7.gs 


Method 


GENS CAN 




Start 


35236 




End 


35800 




GI 


none 




Score 


.68 




Exons 


35236.-35434, 35475.. 35800 








Seq. No. 


01 £1 Q 




Seq. ID 


OJ000150_ 


_11.0124.C9 


Gene. No. 


»J /UDu 




Strand 


+ 




O LclX. L. 






End 


9742 




Name 


n.Tnnm 1 1 


.0124.C9.ol.np 


Method 


AAT/NAP 




Start 


5896 




End 


9742 




GI 


5042463 




Score 


83 




Exons 


JO JO • . J?JU; 


7713. .7964, 8624. 


.8760, 8812.. 8893, 


9645. .9742 


GI Descrip. 


^^UU / f Oj } 


unknown protein [Oryza sativa] 




Seq. No. 






Seq. ID 


OJ000150_ 


__11.0124.C9 


bene inu . 


S7060 




Strand 


+ 




Start 


JO ?D 




End 


9742 




Name 


OJ000150 11 


.0124.C9.o4.gs 


Method 


GENSCAN 




Start 


8957 




End 


9499 . 




GI 


none 




Score 


.99 




Exons 


o / . . y 1 0 / , 


• 9228. .9499 








Seq. No.' 


z./ Diy - * 




-Seq. ID 


OJOOOISO^ 


_11.0124'.C9 


bene wo . 


J / UDl 




Strand 






Start 


1AQA 




End 


5408 




Name 




.0124 .C9.o2.gs 


Method 


GENSCAN 




Start 


3484 




End 


5408 




GI 


none 




Score 


.69 




Exons 


3484. .3593, 


3673.. 3904, 5041. 


.5123, 5144. .5331, 


5362. .5408 


Seq. No. 


27619 




Seq. ID 


OJ000150_ 


__11.0124.C9 


Gene No. 


57062 




Strand 






Start 


5852 




End 


8096 




Name 


OJ000150 11 


.0124.C9.o3.gs 


Method 


GENSCAN 




Start ; 


5852 




End 


8096 




GI 


none 




Score 


.45 




Exons 


5852. .6286, 


6616.. 6729, 6921. 


.7349, 8073.. 8096 





Seq. No. 27620 

Gene No. 57063 

Start 3073 

Name OJ000150_11 . 0124 .C10. o2 .np 

Start 3073 

GI 5042448 

Exons 3073.. 3272 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ000150_ll. 01-24. C10 

Strand + 

End 3272 

Method AAT/NAP 

End 3272 

Score 315 



Seq. No. 27620 

Gene No. 57064 

Start 1538 

Name OJ000150_11 . 0124 . C10 . ol . np 

Start 1538 

GI 4680183 

Exons ■ 1538.. 1627, 2232.. 2302 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000150_11. 0124. C10 
Strand 

End 2302 

Method AAT/NAP 

End" 2302 

Score 187 



27517 




Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57065 








Strand 


+ 




Start 


271 








End 


1203 




Name 


OJ000150 11 


.0124 


.Cll.ol 


. gs 


Method 


GEN SCAN 




Start 


271 








End 


1203 




GI 


none 








Score 


-.61 




Exons 


271. .1203 














Seq. No. 


27621 








Seq. ID 


* OJ000150_11.0124 


.Cll 


Gene No. 


57066 








Strand 


+ 




Start 


1459 








End 


6012 




Name 


OJ000150 11 


.0124 


.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1459 








End 


6009 




GI 


4680179 








Score 


7692 




Exons 


1459. .6009 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57066 








Strand 


+ 




Start 


1459 








End 


6012 




Name 


OJ000150 11 


.0124 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


1459 








End 


601.2 




GI • . < 


^rione - 








Score . 


.55 ' * ■ - 




Exons 


1459. .1933, 


2099 


. .2656, 


2894. 


.3393,- 3475. .6012 




Seq. No-. 


27621 








Seq. ID 


OJ000150JL1.0124 


.Cll 


Gene No . 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


1726 








End 


2085 




GI 


none 








Score 


305 




Exons 


1726. .2085, 


1752 


. .1826, 


1851. 


.2084 






Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


. Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.CII.06 


. tm 


Method 


TBLASTX: Maize 




Start 


1966 








End 


-2298 




GI 


none 








Score 


211 




Exons 


1966. .2298, 


1966 


. .2250, 


1983. 


.2153 






Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


. 57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.08 


.tw " 


■Method 


TBLASTX: Wheat 




Start 


2655 








End 


3009 




GI 


none 








Score 


252 




Exons 


2655. .2795, 


2656 


. .3009 










Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3184 








End 


3654 




GI 


none 








Score 


415 




Exons 


3184. .3543, 


3288 


. .3542, 


3529. 


.3654, 3546.. 3611 





27518 



Seq. No. 


27621 








Seq. ID 


OJ000150_11 .0124 


. Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.oS 


. tm 


Method 


TBLASTX: Maize 




Start 


3196 








End 


3485 




GI 


none 








Score 


315 




vExons 

sr,- 


3196. .3483, 


3294 


. .3485 










Seq. No. 


27621 








Seq. ID 


0 JO 00150 11.0124 


. Cll 


Gene No. 


. 57067 








Strand 


> 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


3220 








End 


3534 




GI 


none 








Score 


182 




Exons 


3220. .3534, 


3336 


. .3533 










Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


. Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3547 








End 


4041 




GI 


none 








Score 


158 




Exons 


3547. .3720, 


3706 


. .4041, 


3792. 


.3923, 3948. .3998 


-'V 


Seq. No. 


27621 








Seq. ID 


OJ000150 11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3595 








End 


3990 




GI 


none 








Score 


57 




Exons 


3595. .3627, 


3595 


. .3639, 


3631. 


.3990, 3631.. 3711, 3735.. 3989 


Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.oS 


,tw 


Method 


TBLASTX: Wheat 




Start 


3703 








End 


4005 




GI 


none 


■ '■ . 






Score 


402 




Exons 


3703. .4005, 


3704 


. .3805, 


3735. 


.4004 






Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4006 








■ End 


4515 




GI 


none 








Score 


629 




Exons 


4006. .4515, 


4038 


. .4349, 


4084 . 


.4431 






Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124 


.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


4012 








End 


4257 




GI 


none 








Score 


202 




Exons 


4012. .4257 















27519 




Seq. .No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No. 


57067 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124. 


Cll.o2 


.tm 


Method 


. TBLASTX: Maize 




Start 


4078 








End 


4443 




GI 


none 








Score 


488 




Exons 


4078. .4431, 


4080. 


.4346, 


4132. 


. 4443 






Seq. No. 


~ 27621 








Seq. ID 


OJ000150_11.0i24 


.Cll 


Gene No . 


0 /UD / 








btrand 


+ 




Start 


6297 








End 


6565 




Name 


' OJ000150 11 


.0124. 


Cll.o3 


,tw 


Method 


TBLASTX: Wheat 




Start 


4519 








End 


4998 




GI 


none 








Score 


591 




Exons 


4519. .4998, 


4534. 


.4992, 


4743. 


.4997 






Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No . 


d tub 1 








Strand. 


+ 




Start 


6297 








End 


6565 




Name 


, OJ000150 11 


.0124. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4705 








End 


5022 




GI 


none 








Score 


89 




Exons . _ 


4705. .4878,- 


4879. 


.5022, 


4881. 


.5021 






Seq. No. 


27621 








Seq. ID 


OJ000150JL1.0124 


.Cll 


Gene No. 


b /UD/ 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4786 








End 


5046 




GI 


none 








Score 


299 




Exons 


4786. .5046, 


4791. 


.5045 










Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 


Gene No . 


D tub / 








Strand 


+ 




Start 


6297 








End 


6565 




Name 


OJ000150. 11 


.0124. 


Cll.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


4845 








End 


5136 




GI 


none 








Score . 


390 




Exons 


4845. .'5132, 


4846. 


.5136 










Seq. No. 


27621 








Seq. ID 


OJ000150_11 .pl24: 


-.Cll 


Gene No . 


o /Ub / 








Strand 






Start 


6297 








End 


6565 




Name 


OJ000150 11 


.0124. 


Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5005 








End 


5631 




GI 


none 








Score 


719 




Exons 


5005. .5631, 


5007. 


.5630 










Seq. No. 


27621 








Seq. ID 


OJ000150JL1.0124 


.Cll 


Gene No . 


c ^ n 
O /Uo7 








Strand 


+ 




Start 


' 6297 








End 


6565 




Name 


OJ000150 11 


.0124. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5185 








End 


5784 




GI 


none 








.Score 


222 




Exons 


5185. .5346, 


5193. 


.5339, 


5344 .' 


.'5784, 5346.. 5771 




Seq. No. 


27621 








Seq. ID 


OJ000150_11.0124 


.Cll 



27520 




Gene No. 


57067 


Strand 


+ 


Start 


6297 


End 


6565 


Name 


OJ000150 11.0124.Cll.o6.tw 


Method 


TBLAS,TX : Wheat 


Start 


5631 


End 


5964 


GI 


none 


Score 


367 


Exons 


5631.. 5702, 5632.. 5964, 5659. 


.5739, 5724.. 5963 


Seq. No. 


27621 


Seq. ID 


OJ000150 11.0124.C11 


Gene No . 


57067 


Strand 


+ 


Start 


6297 


End 


f C /T C 

6565 


Name 


OJ000150 11.0124.Cll.o7.tm 


Method 


•POT 7\ prpv . K/T— . -! — « 

I oLAo IX! Maize 


Start 


5788 


End 


6017 


GI 


none 


Score 


194 


Exons 


5788. .5985, 5805. .5984, 5961. 


.6017 




Seq. No. 


27621 


Seq. ID 


OJ000150_11.0124 .Cll 


Gene No. 


57067 


Strand 


+ 


Start 


6297 


End 


6565 


Name 


OJUUUloU 11 . U1^4 . CI 1 . OZ . np 


Method 


AAT/NAP 


Start 


6297 


End 


6565 


GI 


91206 


Score 


88 


Exons 


6297. .6565 






GI Descrip. 


proline-rich protein - mouse ■ 


(fragment) 


.gi|200543 (M1941?) 




' proline-rich salivary protein 


[Mus musculus] '...*' 


Seq. No. 


27622 


Seq. ID 


OJ000150_11 . 0124 . C13 


Gene No. 


57068 


Strand 




Start 


271 


End 


535 


Name 


OJ000150 11.0124.C13.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


535 


GI 


none 


Score 


. 61 


Exons 


271. .535 






Seq. No. 


27623 


Seq. ID 


OJ000150_11.0124.C14 


Gene No . 


57069 


Strand 


+ 


Start 


119 


End 


1132 


Name 


OJ000150 11.0124.C14.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


1132 


GI 


none 


Score 


fc .44 


Exons 


119. .201, 733. .933,. 947. .1132 






Seq. No. 


27624 


Seq. ID 


OJ000150_11.0124.C15 


Gene No. 


57070 


Strand 


+ 


Start 


106 


End 


390 


Name 


OJ000150 11.0124.C15.ol.gs 


Method 


GENSCAN 


Start 


106 


End 


390 


GI 


none 


Score 


.99 


Exons 


106. .390 






Seq. No. 


27625 


Seq. ID 


OJ000150_11.0124.C16 


Gene No. 


57071 


Strand 


+ 


Start 


51 


End 


463 


Name 


OJ000150 11.0124.C16.ol.gp 


Method 


AAT/GAP 


Start 


51 


End 


463 


GI 


LIB3432-059-P1-K1-D8 


Score 


723 


Exons 


51. .463 






GI Descrip. 


'5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 



27521 




DNA, chromosome 6, clone : P0538C01 1 

Seq. No. 27626 Seq. ID OJ000150__11 . 0124 . C17 

Gene No. 57072 Strand + 

Start 1 End 344 

Name OJ000150_11 . 0124 .C17 .ol .np Method AAT/NAP 

Start 1 End 344 

GI 5903036 *v ■ • Score 102 

Exons 1..24, 107.. 344 

GI Descrip. (AC008016) F6D8.5 [Arabidopsis thaliana] 



Seq. No. 


27626 






Seq. ID 


OJ000150_11.0124 


.C17 


Gene No. 


57073 






Strand 


- 




Start 


83 






End 


424 




Name 


OJ000150 


_ll.0124.C17.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


65 






End 


424 




GI 


none 






Score 


157 




Exons 


65. .253, 


101. . 253, 329. 


.424 








Seq. No. 


27626 






Seq. ID 


OJ000150_11.0124 


.C17 


Gene No. 


57073 






Strand 


- 




Start 


83 






End 


424 




Name 


OJ000150 


_ll.0124.C17.ol 


;ts 


Method 


TBLASTX : Soybean 




Start 


73 






End . 


^24 ■ ' \ 




GI 


none 






Score 


150 




Exons 


73. .249, 


101. .253, 329. 


.418, 


335 . . 424 






Seq. No. 


27626 






Seq. ID 


OJ000150_11.0124 


.C17 


Gene No. 


57073 






Strand 


— 




Start 


83 






End 


424 




Name 


OJ000150 


_11.0124.C17.ol 


.gs 


Method 


GENSCAN 




Start 


83 






End 


258 




GI - 


none 






Score 


.78 




Exons 


83 . . 258 












Seq. No. 


27627 






Seq. ID 


OJ000150_11.0124 


.C22 


Gene No. 


57074 






Strand 






Start 


241 






End 


320 




Name 


OJ000150 


_ll.0124.C22.ol 


. gs 


Method 


GENSCAN 




Start 


241 






End 


320 




GI 


none 






Score 


.77 




Exons 


241. .320 












Seq. No. 


27628 






Seq. ID 


OJ000150_11.0124 


.C25 


Gene No. 


57075 






Strand 






Start 


87 






End 


1198 




Name 


OJ000150 


_ll.0124.C25.ol 


.gs 


Method 


GENSCAN 




Start 


87 






End 


1198 




GI 


none 






Score 


.5 




Exons 


87. .406, 


607.. 659, 885. 


.1024, 


1087. .1198 




Seq. No. 


27629 






Seq. ID 


OJ000150 11.0124 


.C26 


Gene No. 


57076 






■Strand 


+ 




Start 


1563 






End 


4260 




Name 


OJ000150 


_ll.0124.C26.ol 


.gs 


Method 


GENSCAN 




Start 


1563 






End 


4260 




GI 


none 






Score 


.48 





27522 




Exons . 


1563. .1648, 4077. .4260 










Seq. No. 


27629 


Seq. ID 


OJ000150 


11.0124 


.C26 


Gene No. 


o / u / / 


Strand 


+ 






Start 


15174 


End 


17476 






Name 


OJ000150 11.0124.C26.o3.gs 


Method 


GEN SCAN 






Start 


15174 


End 


17476 






GI 


none 


Score 


.83' 






Exons 


15174. .15276, 15327 .. 15367 , 


16593. .16692, 17313. 


.17476 




Seq. No. 


27629 


Seq. ID 


OJ000150_ 


11.0124 


.C26 


Gene No. 


57078 


Strand 


+ 






Start 




End 


25533 






Name 


OJ000150 11.0124.C26.o4.gs 


Method 


GENSCAN 






Start 


18194 


End 


25533 






GI 


none 


Score 


.42 






Exons 


18194. .18273, 18537 18679, 


20643. .20775, 20966. 


.21296, 






22699. .22781, 25128.. 25533 










Seq. No. 


27629 


Seq. ID 


OJ000150_ 


11.0124 


.C26 


Gene No. 


57079 


Strand 


+ 




- 


Start 


27538 


End 


33374 






Name 


UJUUUJ.OU XX , U I*: 4 .L-^D.OO.yS 


Method 


GENSCAN 






Start 


27538 . • 


End 


33374 






GI 


none 


Score 


.54 






Exons 


27538. .27616, 27830 .. 28096, 


28251. .28432, 28638. 


.28725, 






28877. .29040, 30114 .. 30257 , 


30355. .30496, 30591. 


.31468, 






31862. .32203, 32360 .. 32419, 


32497. .32610, 32691. 


.33374 




Seq. No. 


27629 


Seq. ID 


OJ000150_ 


11.0124 


.C26 


Gene No . 


o /UoU 


Strand 








Start 


4482 


End 


4923 






Name 


OJ000150 11.0124.C26.ol.gp 


Method 


AAT/GAP 






Start 


4482 


End 


4923 






GI 


. 3761526 


Score 


7 62 






Exons 


4482. .4923 










Seq. No. 


27629 


Seq. ID 


OJ000150_ 


11.0124 


.C26 


Gene No. 


57081 


Strand 








C 4 , ~- 4- 




End 


12569 






Name 


OJ000150 11.0124.C26.o2.gs 


Method 


GENSCAN 






Start 


4829 


End 


12569 






GI 


none 


Score 


.72 






Exons 


4829. .5467, 6534. .6665, 7823 


..8002, 8595.. 8670, 


9592. .9812, 




10348. .10423, 10781 .. 10927 ,' 


12508. .12569 






Seq. No. 


27629 


Seq. ID 


OJ000150_ 


11.0124 


.C26 


Gene No. 


57081 


Strand . 








Start 


4829 


End 


12569 






Name 


OJ000150 11.0124.C26.ol.np 


Method 


AAT/NAP 






Start 


4835 


End 


8973 






GI 


5915822 


Score 


739 






Exons 


4835. .5467, 6086. .6166, 6534 


..6607, 894 


8. .8973 







GI Descrip. CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir || S68203 
cytochrome P450tyr - sorghum gi 1984543 (U32624) cytochrome P-450 
[Sorghum bicolor] 



27523 




Seq. 'No. 


27629 


Seq. ID 


OJ000150_ 


JL1.0124 


.C26 


Gene No. 


57082 


Strand 








Start 


T C C ^ C 


End 


18391 






Name 


OJ000150 11.0124.C26.o2.np 


Method 


AAT/NAP 






Start 


16676 


End 


18391 






GI 


5042463 


Score 


106 






Exons 


16676. .16711, 17223. .17332, 


17384. .17538, 18207 


. .18391 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


27629 


Seq. ID 


OJ00Q150 


JL1.0124 


.C26 


Gene No. 


,57083 


Strand* 








Start 


23174 


T-l _1 

End 


O O *"7 O C 

Zo loo 






Name 


OJ000150 11.0124.C26.o3.gp 


Method 


AAT/GAP 






Start 


23174 


End 


23785 






GI 


none 


Score 


1047 






Exons 


23174. .23785 










Seq. No. 


27629 


Seq. ID 


OJ000150 


_11.0124 


.C26 


Gene No. 


57083 


Strand 


- 






Start 


23174 


End 


23785 






Name 


OJ000150 11.0124.C26.o2.gp 


Method 


AAT/GAP 






Start 


23206 


End 


23454 






GI . . 


none 


Score. 


235 






Exons 


23206. .23272, 23342 .. 23454 . 










Seq. No. 


27629 


Seq. ID 


OJ000150 


_11.0124 


.C2 6 


Gene No. 


57084 


Strand 








Start 


24028 


* End 


24969 






Name 


OJ000150 11.0124.C26.o4.gp 


Method 


AAT/GAP 






Start 


24028 


End 


24579. 






GI 


none 


Score 


249 






Exons 


24028. .24137, 24529.-24579 










Seq. No. 


27629 


Seq. ID 


OJ000150 


_11.0124 


.C26 


Gene No. 


57084 


Strand 








Start 


24028 


End 


24969 






Name 


OJ000150 11.0124.C26.o5.gp 


Method 


AAT/GAP 






Start 


24029 


End 


24969 




- 


GI 


none 


Score 


516 






Exons 


24029. .24137, 24529 .. 24684 , 


24759. .24845, 24954 


. .24969 




Seq. No. 


27629 


Seq. ID 


OJ000150 


_11.0124 


.C26 


Gene No. 


C "1 C\ o c 

57085 


Strand 








Start 


33704 


End 


36955 






Name 


OJ000150 11.0124.C26.o2.tc 


Method 


TBLASTX: 1 


Cress 




Start 


4850 


■ End 


5090 






GI 


none 


Score 


106 






Exons 


4850.. 5089, 4920.. 5090 










Seq. No. 


27629 


Seq. ID 


OJ000150 


_11.0124 


.C26 


Gene No. 


57085 


Strand 








Start 


33704 


End 


36955 






Name 


OJ000150 11.0124.C26.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


4946 


End 


5467 






GI 


none 


Score 


313 






Exons 


4946.. 5071, 5102.. 5467 











27524 




Seq'. No. 


27629 






Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 






Strand 






Start 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5082 






End 


5468 




GI 


none 






Score 


98 




Exons 


5082. .5240, 


5084.. 5467, 5123 


..5467, 5394. .5468 




Seq. No. 


27629 






beq. id 


UJUUUlDU 11.U1Z4 


.C26 


Gene No.. 


57085 






Strand 






Start '"■ 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


. ol . tc 


Method 


1 dLlAo i a ; ores s 




Start 


5096 






End 


04 IK) 




GI 


none 






Score 


1 -30 
Ijo 




Exons 


5096. .5446, 


5105. .5470, 5376 


. . 34 DO 






Seq. No. 


27629 






C* rt — T Pi 

Seq. ID 


UJUUUlDU J.1.U1Z4 


.C26 


Gene No. 


57085 






Strand 






Start 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


.o4 . tw 


■Method 


TBLASTX: Wheat 




Start 


5174 






End 


5455 




GI 


none 






Score 


194 




Exons 


,,'5174. .5455 












Seq. No. 


27629 






Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 






Strand 






Start 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


33693 






End 


33928 




GI 


none 






Score 


46 




Exons 


33693. .33731 


, 33698. 


.33736, 


33752. .33928, 33756.. 33908 




Seq. No. 


27629 






Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 






Strand 






Start 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


.o3.np 


Method 


AAT/NAP 




Start 


33704 






End 


36955 




GI 


4544372 






Score 


1129 • 




Exons 


33704. .35231 


, 35336. 


.35737, 


35798.. 36955 




GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


27629 






Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 






Strand 






Start 


33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


33755 






End 


34111 




GI 


none 






Score 


67 




Exons 


33755. .34111 


, 33765. 


.33896 








Seq. No. 


27629 






Seq. ID 


OJ000150_11.0124 


• C26 


Gene No. 


57085 






Strand 






Start 


'33704 






End 


36955 




Name 


OJ000150 11. 


0124. C26 


.06. gs 


Method 


GENSCAN 




Start 


34181 






End 


36691 




GI 


none 






Score 


.84 




Exons 


34181. .34654 


, 34722. 


.35304, 


35310. .36168, 36238 .. 36430, 





27525 




36473. .36691 



Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 


- 




Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


06. ts 


Method 


TBLASTX: Soybean 




Start 


34271 




End 


34564 




GI 


none 




. Score 


196 




Exons 


34271. .34564 










Seq. No. ' 


27629 




Seq. ID 


OJ000150 11.0124 


.C26 


Gene No. 


57085 




Strand 


- 




Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


34292 




End 


34609 




GI 


none 




Score 


68 




Exons 


34292. .34516, 34514.. 


34609 








Seq. No. 


z i ozy 




Seq. ID 


OJ000150_11.0124 


no £ 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


35092 




End 


35503 




GI '■"''[ 


none 




Score 


81 ' ■ 




Exons 


35092. .35244, 35094.. 


35264, 


35267. .35344, 35268 .. 35345, 






35352. .35501, 35366.. 


35503 








Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


35654 




End 


36124 




GI 


none 




Score 


96 




Exons 


35654. .35842, 35667.. 


35798, 


35843. .36124, 35949.. 36086 




Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


35741 




End 


36139 




GI 


none 




Score 


102 


- 


Exons 


35741. .35842, 35804.. 


36139, 


35808. .36122 




Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


35810 




End 


36271 




GI 


none 




Score 


308 




Exons 


35810. .36271, 35811.. 


36269, 


35882.. 36271 




Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


36140 




End 


36544 




GI 


none 




Score 


301 





27526 




Exons 


36140. .36493, 36141. 


.36482, 


36155. .36484, 36482.-36544,, 






36498. .36530 










Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26 


. o 3 . tm 


Method 


TBLASTX: Maize 




Start 


36272 ~~ 




End 


3649,0- 




GI 


none 




Score 


210 




Exons 


36272. .36490, 36273. 


. 36482, 


36290. .36490 




Seq. No. 


27629 




Seq. ID 


OJ000150_11.0124 


.C26 


Gene No. 


57085 




Strand 






Start 


33704 




End 


36955 




Name 


OJ000150 11.0124.C26 


. o5 . t s 


Method 


TBLASTX : Soybean 




Start 


36341 ~~ 




End 


36706 




GI 


none 




Score 


68 




Exons 


36341. . 36475, 36488 . 


.36706, 


36567.. 36695 




Seq. No. 


27630 




Seq. ID 


OJ000150_11.0124 


.C27 


Gene No. 


57086 




Strand 






Start 


75 




End 


1124 




Name 


. OJ000150 -11..-0124.C27 


. ol . gs 


Method 


GENSCAN 




Start ' 


75. ~ 




End 


1124 




GI 


none 




Score 


.94 




Exons 


75. . 1124 










Seq. No. 


27630 




Seq. ID 


OJ000150JL1.0124 


.C27 


Gene No. 


57086 




Strand 






Start 


75 




End 


1124 




Name 


OJ000150 11 . 0124 .C27 


. ol . t s 


Method 


TBLASTX : Soybean 




Start 


267 _ 




End 


605 




GI 


none 




Score 


208 




Exons 


267. . 605 










Seq. No. 


27631 




Seq. ID 


OJ000150_11.0124 


.C31 


Gene No . 


57087 




Strand. 






Start 


1 




End . 


262 




Name 


OJ000150 11.0124.C31 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


196 




GI 


5042448 




Score 


262 




Exons 


1. .196 










GI Descrip. 


(AC007789) putative 


ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


27631 




Seq. ID 


OJ000150JL1.0124 


.C31 


Gene No. 


57087 




Strand 






Start 


1 




End 


262 




Name 


OJ000150 11.0124.C31 


.ol.gs 


Method 


GENSCAN 




Start 


8 




End 


262 




GI 


none 




Score 


.86 




Exons 


8. .262 










Seq. No. 


27632 




Seq. ID 


OJ000150JL1.0124 


.C32 


Gene No. 


57088 




Strand 






Start 


1 




End 


365 




Name 


OJ000150 11.0124.C32 


.ol.gp 


Method 


AAT/GAP 





27527 



Start 


1 




End 


365 


GI 


4969338 




Score 


318 


Exons 


1..25, 220. 


.365 






Seq. No. 


27633 




Seq. ID 


OJ000150 


Gene No. 


57089 




Strand 


+ 


Start 


6 




End 


89 


Name 


OJ000150 11 


.0124.C33.ol.gs 


Method 


GENSCAN 


Start 


6 




End 


89 


GI . . 


none 




Score 


.82 


Exons 


6. .89 









Seq. No. 


27633 


Seq. ID 


OJ000150_ 


11.0124.C33 


Gene No. 


57090 


Strand 


- 




Start 


167 


End 


980 


- 


Name 


OJ000150 11.0124.C33.ol.np 


Method 


AAT/NAP 




Start 


167 


End 


980 




GI 


6721507 


Score 


154 




Exons 


167.. 245, 455.. 520, 798.. 980 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27634 


Seq. ID 


OJ000150_ 


11.0124.C34 


Gene No. 


57091 


Strand 


- 




Start 


190 


End 


430 . 




Name 


OJ000150 11.0124.C34.ol.gs 


Method 


GENSCAN 




Start 


190 


End 


368 




GI 


none 


Score 


.99 




Exons 


190. .368 








Seq. No. 


27634 


Seq. ID 


OJ000150_ 


11.0124.C34 


Gene No. 


57091 


Strand 






Start 


190 


End 


430 




Name 


OJ000150 11.0124.C34.ol.np 


Method 


AAT/NAP 




Start . 


193 


End 


430 




GI 


2098746 


Score 


305 




Exons 


193. .430 








GI- Descrip. 


(U94336) alkyl hydroperoxide 


reductase 


subunit C 


[Xanthomonas 




campestris] 








Seq. No." 


27635 


Seq. ID 


OJ000150_ 


11.0124.C35 


Gene No. 


57092 


Strand 






Start 


1 


End 


372 




Name 


OJ000150 11.0124.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


372 




GI 


2501393 


Score 


432 




Exons 


1..372 









GI Descrip. PROBABLE ABC TRANSPORTER PERMEASE PROTEIN MG188 HOMOLOG 

gi I 2146651 Ipir | | S73345 sn-glycerol-3-phosphate transport system 
permease ugpA - Mycoplasma pneumoniae (SGC3) (ATCC 29342) 
gi 1 1673666 (AE000003) Mycoplasma pneumoniae, 
sn-glycerol-3-phosphate transport system permease protein; 
similar to Swiss-Prot Accession Number P10905, from E. coli 
[Mycoplasma pneumoniae] 



Seq. No. 
Gene No. 
Start 



27636 
57093 
251 



Seq. ID OJ000150_11.0124.C37 
Strand + 
End 328 



27528 



Name OJ000150_11 . 0124 . C37 . ol . gp Method ( AAT/GAP 

Start 251 End 328 

GI LIB3477-003-P1-K1-E9 Score 101 

Exons 251.. 328 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


27637 


Seq. ID 


OJ000150_ 


11. 


0124 


• C41 


.Gene No. 


57094 


Strand 


+ . 








d tan 




End 


670 








Name 


OJ000150 11.0124.C41.ol.gs 


Method 


GENSCAN 








Start 


135 


End 


670 








GI 


none 


Score 


.88 








Exons 


' 135. .223, 478. .670 












Seq. No. 


27637 


Seq. ID 


OJ000150_ 


a. 


0124 


.C41 


Gene No. 


57095 


Strand 










Start 


1 


End 


691 








Name 


OJ000150 11.0124.C41.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


691 








GI 


5042463 


Score 


123 








Exons 


1..334, 648. .691 












GI Descrip. 


-(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


27638 


Seq. ID 


OJ000150_ 


11. 


0124 


.C42 


Gene No. 


57096 


Strand 


+ 








Start * 


66 


End 


209 








Name 


OJ000150 11.0124.C42.ol.gs 


Method 


GENSCAN 








Start 


66 


End 


209 








GI 


none 


Score 


.84 








Exons 


66. .209 













Seq. No. 27638 Seq. ID 

Gene No. 57097 Strand 

Start 356 End 

Name OJ000150_11 . 0124 . C42 . o2 . gs Method 

Start 356 End 

GI none Score 

Exons 356.-484 



OJ000150_11.0124.C42 
484 

GENSCAN 

484 

.9 



Seq. No. 27639 Seq. ID 

Gene No. 57098 Strand 

Start 4 9 End 

Name 0 J000150_ll . 0124 . C4 6 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.. 211 



OJ000150_11.0124.C46 
211 

GENSCAN 
211 

.93 i:r., * 



Seq. No. 27640 Seq. ID 

Gene No. 57099 Strand 

Start 190 End 

Name ■ OJ000150_11 . 0124 . C47 . ol .gs Method 

Start 190 End 

GI none Score 

Exons 190.. 275 



OJ000150_11.0124.C47 
+ 

275 

GENSCAN 

275 

.91 



27529 




Seq. No. 


27641 








Seq. ID 


OJ000150_ 


11 


.0124 


.C48 


bene ino • 


J / iUU 








Strand 










Start 


32 








End 


473 








Name 


OJ000150 


_11.0124.C48 


.ol 


gs 


Method 


GENSCAN 








Start 


32 








End 


473 








GI 


none 








Score 


.6 








Exons 


32. .118, 


351. .473 
















Seq. No. 


27642 








Seq. ID 


OJ000150_ 


11 


.0124 


.C49 


bene ino . 










Q4- v- 3n H 

o urana 










Start 


527 








End 


636 








Name 


OJ000150 


_11.0124.C49 


.ol. 


gs 


Method 


GENSCAN 








Start 


527 








End 


636 








GI 


none 








Score 


.84 








Exons 


527. .636 


















Seq. No. 


27643 








Seq. ID 


OJ000150_ 


11 


.0124 


.C51 


bene ino . 


D / 1UZ 








C +■ ran/-) 

o urana 










Start 


64 








End 


401 








Name 


OJ000150 


_11.0124.C51 


.ol. 


gs 


Method 


GENSCAN 








Start 


64 








End ' 


401 








GI 


none 








Score 


.55 








Exons 


64. .148, 


349. .401 
















Seq. No. 


27644 








Seq. ID 


OJ000150_ 


11 


- 

.0124 


.C54 


bene no . 


CTi no 
0 / 1U j 








btzrana 










Start 


1 








End 


386 








Name 


OJ000150 


_11.0124.C54 


.ol. 


gp 


Method 


AAT/GAP 








Start 


1 








End . 


386 








GI 


3761526 








Score 


714 








Exons 


1. .386 


















Seq. No. 


27644 








Seq. ID 


OJ000150_ 


11 


.0124 


.C54 


Gene No. 


57104 








Strand 










Start 


298 








End 


722 








Name 


OJ000150 


_11.0124.C54 


.ol. 


np 


Method 


AAT/NAP 








Start 


298 








End 


722 








GI 


5915822 








Score 


404 








Exons 


298. .722 



















GI Descrip. CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir | | S68203 
cytochrome P450tyr - sorghum gi | 984543 (U32624) cytochrome P-450 
[Sorghum bicolor] 



Seq. No. 


27644 








Seq. ID 


OJ000150_11.0124 


.C54 


Gene No. 


57104 








Strand 






Start 


298 








End 


722 




Name 


OJ000150 


11.0124.C54 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


298 








End 


621 




GI 


none 








Score 


120 




Exons 


298. .414, 


391. .552, 


395 


. .553, 


568. .621 






Seq. No. 


27644 








Seq. ID 


OJ000150__11.0124 


.C54 


Gene No. 


57104 








Strand 






Start 


298 








End 


722 . 




Name 


OJ000150 


11.0124.C54 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


313 








End 


649 




GI 


none 








Score 


154 





27530 



Exons 


313. .648, 383. .649 








Seq. No. 


27645 




Seq. ID 


OJ000150 


Gene No. 


57105 




Strand 


+ 


Start 


2962 




End 


5346 


Name 


OJ000150 ll.0124.C55.o2 


. np 


Method 


AAT/NAP 


Start 


2962 




End 


5346 


GI 


5042463 




Score 


149 


Exons 


2962. .3129, 4204. .4393, 


5058. 


.5212, 5264. .5346 



GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 27645 

Gene No. 57106 

Start 4 93 

Name OJ000150_11 .0124 .C55.ol.gs 

Start 493 

GI none 
Exons 



Seq. ID OJ000150_11.0124.C55 
Strand 

End 3097 

Method GENS CAN 

End 3097 

Score .46 



493. .683, 705. .752, 834. .1091, 1432. .1527, 1893. .2039, 
2077.. 2215, 3017.. 3097 



Seq. No. 27645 

Gene No. 57107 
Start . 6565 

Name OJ000150_11 . 0124 .C55 . o2 . tm 

Start 204 

GI none 

Exons 204.. 416 



Seq. ID OJ000150_11.0124.C55 
Strand 

End 6958 

Method TBLASTX: Maize. 

End 416 

Score 186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27645 
57107 
6565 

OJ000150_11.0124.C55.ol.tm 

606 

none 



Seq. ID OJ000150_11.0124.C55 
Strand 

End 6958 

Method TBLASTX: Maize 

End 8 92 

Score 63 



606. .710, 607. .735, 608. .721, 711. .890, 712. .891, 713. .769, 
715. .891, 809. .892 



Seq. No. 27645 

Gene No. 57107 

Start 6565 

Name OJ000150_11 . 0124 .C55 . o2 . gs 

Start 6565 

GI none 

Exons 6565.'. 6958 



Seq. ID OJ000150_11.0124.C55 
Strand 

End 6958 

Method GENSCAN 

End 6958 

Score . 68 



Seq. No. 27646 

Gene No. 57108 

Start 533 

Name OJ000150_11 . 0124 .C57.ol.gs 

Start 533 

GI none 

Exons 533. . 665 



Seq. ID OJ000150_11.0124.C57 

Strand + 

End 665 

Method GENSCAN 

End 665 

Score .74 



Seq. No. 27647 

Gene No. 57109 

Start 1 

Name OJ000150_11 . 0124 .C58 . ol .np 



Seq. ID OJ000150_11.0124.C58 
Strand 

End 630 

Method AAT/NAP 



27531 



Start' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
,Gene No. 
Start 
Name 
Start 
GI 

Exons 



End 
Score 



630 
891 



4680179 
1. .630 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



27647 
57109 
1 

OJ000150_11.0124.C58.ol.gs 

137 

none 

137. .548 

27648 
57110 
115 

OJ000150_ll.0124.C59.ol.gs 

115 

none 

115. .228 

27649 
57111 
195 

OJ000150_11.0124.C60.ol.gs 

195 

none 

195. .364 



Seq. ID OJ000150_11.0124.C58 

Strand 

End 630 

Method . GENSCAN 

End 548 

Score .43 



Seq. ID OJ000150_11.0124.C59 

Strand + 

End 228 

Method GENSCAN 

End 228 

Score .99 



Seq. ID OJ000150_11.0124.C60 

Strand - 

End 364 

Method GENSCAN 

End 364 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



27650 
57112 
228 

OJ000150_11 . 0124 . C61 . ol . gs 

228 

none 

228. .353, 417. .626 



Seq. ID OJ000150_11.0124.C61 

Strand 

End 626 

Method GENSCAN 

End 626 

Score .91 



27651 
57113 
301 

OJ000150_11.0124.C62.ol.gp 
301 

LIB3431-010-P1-N1-F11 
301. .409 

•287403/dbj ID10838 IRICSBE1 1.0e-lll Rice gene for starch 
branching enzyme' 



Seq. ID OJ000150_11.0124.C62 
Strand + 

409 

AAT/GAP . 
409 
179 



End 

Method 

End 

Score 



27651 
57114 
701 

OJ000150_11.0124.C62.ol.gs 

701 

none 

701. .820 

27652 
57115 



Seq. ID OJ000150_11.0124.C62 

Strand + 

End 820 

Method GENSCAN 

End 820 

Score .56 



Seq. ID OJ000150_11.0124.C63 
Strand 



27532 




Start 


.583 










End 


678 




Name 


OJ000150 


11.0124. 


C63. 


ol 


. gs 


Method 


GENSCAN 




Start 


583 










End 


678 




GI 


none 










Score 


.53 




Exons 


583. .678 
















Seq. No. 


27653 










Seq. ID 


OJ000150_11.0124 


.C64 


Gene No. 


57116 










Strand 


+ 




Start 


163 










End 


426 




Name 


OJ000150 


11.0124. 


C64. 


ol 


.gs 


■ Method 


GENSCAN 




Start 


163 










' ^End 


426 




GI 


none 










Score 


.49 




Exons 


163. .426 
















Seq. No. 


27654 










Seq. ID 


OJ000150JL1.0124 


.C65 


Gene No. 


57117 










Strand 


+ 




Start 


276 










End 


404 




Name 


OJ000150 


11.0124. 


C65. 


ol 


. gs 


Method 


GENSCAN 




Start 


276 










End 


404 




GI 


none 










Score 


.43 




Exons 


276. .404 
















Seq. No. 


27655 










Seq. ID 


OJ000150_11.0124 


.C66 


Gene No. . 


57118 










Strand 






Start 


1 










End 


476 




Name 


OJ000150 


11.0124. 


C66. 


ol 


. np 


Method 


. AAT/NAP 




Start 


1 










End 


476 




GI 


4680179 










Score 


779 




Exons 


1. .476 
















GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa ; 


subsp. indica] 




Seq. No. 


27655 










Seq. ID 


OJ000150_11.0124 


.C66 


Gene No. 


57118 










Strand 






Start 


1 










End 


476 




Name 


OJ000150 


11.0124. 


C66. 


ol 


. gs 


Method 


GENSCAN 




Start 


11 










End 


374 




GI 


none 










Score 


.43 




Exons 


11. .374 
















Seq. No. 


27655 










Seq. ID 


OJ000150_11.0124 


.C66 


Gene No. 


57118 










Strand 






Start 


1 










End 


476 




Name 


OJ000150 


11.0124. 


C66. 


ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


84 










End 


449 




GI 


none 










Score 


36 




Exons 


84. .179, 


85. .126, 


150 




449, 


165. .413, 


238. .444 




Seq. No. 


27655 










Seq. ID 


OJ000150_11.0124 


.C66 


Gene No. 


57118 










Strand 






Start 


1 










End 


476 




Name 


OJ000150 


11.0124. 


C66. 


ol 


. tm 


Method 


TBLASTX: Maize 




Start 


114 










End 


446 




GI 


none 










Score 


122 




Exons 


114. .446, 


162. .446 












Seq. No. 


27656 










Seq. ID 


OJ000150J.1.0124 


.C67 


Gene No. 


57119 










Strand 


+ 





27533 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_11.0124.C67.ol.np 
1 

3138799 
1..197, 334. .371 

(AB014058) beta 6 subunit of 20S proteasome [Oryza sativa] 



End 

Method 
End 
Score 



371 

AAT/NAP 
371 
185 



27656 
57119 
1 

OJ000150_11 . 0124 . C67 . ol . tm 
24 

none 

24. .191/ 42. .191, 49. .195 

27656 
57119 
1 

OJ000150_11.0124.C67.ol.tc 
51 

none 

51. .194, 52. .195 

27656 
57119 
1 

OJ000150_11.0124.C67.ol.ts 
51 

none 

51. .191, 51. .194, 52. .195 

27656 
57119 
1 

OJ000150 11.0124.C67.ol.gp 



Seq. ID OJ000150_11.0124.C67 

Strand + 

End 37 1 

Method TBLASTX : Mai ze 

End 195 

Score 188 



Seq. ID OJ000150_11.0124.C67 

Strand + 

End 371 

Method TBLASTX : Cress 

End 195 

Score 213 



Seq. ID OJ000150_11.0124.C67 

Strand + 

End 371 

Method TBLASTX -Soybean 

End 195 

Score 80 



Seq. ID OJ000150_11.0124.C67 

Strand + 

End 371 

Method AAT/GAP 

End 197 

Score 233 



53 

57_1.R1084 
53.. 197 

, 3138799/dbj IBAA28276I 1.0e-124 (AB014058) beta 6 subunit of 20S 
proteasome [Oryza sativa] 1 



27657 Seq. ID 

57120 Strand 

319 End 
OJ000150_11.0124.C69.ol.gs Method 

319 " End 

none Score 
319. .517 



OJ000150_11.0124.C69 
517 

GENS CAN 

517 

.48 



Seq. No. 27658 Seq. ID 

Gene No. 57121 Strand 

Start 343 End 

Name OJ000150_11. 0124 .C70 .ol .gs Method 

Start . 343 End 

GI none Score 

Exons 343.. 434 



OJ000150_11.0124.C70 
+ 

434 

GENSCAN 

434 

.58 



27534 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID- OJ000150JL3.0124.C1 
Strand + 

403 

AAT/NAP 
403 
113 



27659 
57122 
1 

OJ000150_13.0124 .Cl.ol.np 
1 

3980411 
1. .403 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



27659 . Seq. ID 

57122 Strand 

1 End 

OJ000150_13 . 0124 . CI . ol . gs Method 

128 End 

none Score 
128. .273 



OJ000150_13.0124.C1 
+ 

403 

GENS CAN 

273 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
"Gene No. 
Start 
Name 
Start 
GI 

Exons 



27660 Seq. ID 

57123 Strand 

4 End 210 

OJ000150_13 . 0124 . C2 . ol . np Method AAT/NAP 

4 End 210 

4680186 ' Score 91 

4. .210 ' 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000150 13. 0124. C2 



27660 Seq. ID 

57124 Strand 

515 " End 

OJ000150 JL3 . 0124 . C2 . o2 . gs Method 

515 End. 

none Score 
515. .561 



OJ000150_13.0124.C2 
561 

GENS CAN 

561 

.73 



Seq. No. 27661 Seq. ID 

Gene No. 57125 Strand 

Start 90 End 

Name * OJ000150_13. 0124 .C3.ol.gs Method 

Start 90 End 

GI none Score 

Exons 90.. 318 



OJ000150_13.0124.C3 
+ 

318 

GENSCAN 

318 

.42 



Seq. No. 27662 Seq. ID 

Gene No. 57126 Strand 

Start 81 End ■ 

Name OJ000150_13 . 0124 . C4 .ol . gs Method 

Start 81 End 

GI none Score 

Exons 81.. 302 



OJ000150_13.0124.C4 
+ 

302 

GENSCAN 

302 

.85 



Seq. No. 27663 Seq. ID 

Gene No. 57127 Strand 

Start 233 End 

Name OJ000150_13 . 0124 .C5.ol.gs Method 

Start 233 End 

GI none Score 

Exons 233.. 249, 322.. 623 



OJ000150_13.0124.C5 
+ 

623 

GENSCAN 

623 

.91 



27535 



Seq. No. 


27664 








Seq. ID 


OJ000150_ 


13 , 


. 0124 


. Co 


Gene No. 


57128 








Strand 










Start 


365 








End 


560 








Name 


OJ000150 


13. 0124. C6 


.ol, 


.gs 


Method 


GENSCAN 








Start 


365 








End 


560 








GI 


none 








Score 


.48 








Exons 


365. .560 


















Seq. No. 


27665 








Seq. ID 


OJ000150_ 


13. 


,0124 


.C7 


Gene No. 


57129 








Strand 










Start 


52 








End 


452 








Name 


OJ000150 


13. 0124. C7 


.ol, 


.gs 


Method 


GENSCAN 








Start 


52 








End 


452 








GI 


none 








Score 


.53 








Exons 


52. .313, 


400. .452 

















Seq. No. 27666 Seq. ID 

Gene No. 57130 Strand 

Start 39 " End 

Name OJ000150_13 . 0124 . C9 . ol . gs Method 

Start 39 End 

GI none , Score 

Axon's 39. .163, 374..442 



OJ000150_13.0124.C9 
442 

GENSCAN 

442 

.68 



Seq. No. 27667 Seq. ID 

Gene No...v 57131 Strand 

Start 89 End 

Name OJ000150_13 . 0124 .C10 . ol . gs Method 

Start 89 End 

GI none Score 

Exons 89.. 196, 198.. 454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150JL3. 0124. C10 
4 54 

GENSCAN 

454 

.5 



27668 Seq. ID 

57132 Strand 

1 End 
OJ000150_13.0124.C13.ol.np Method 

1 . .. End 

4416302 Score 
1..597 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ000150_13.0124.C13 
+ 

597 

AAT/NAP 
597 

636 . 



27668 Seq. ID 

57132 Strand 

1 End 

OJ000150_13.0124 .C13.ol.tw Method 

1 End 

none Score 



OJ000150_13.0124.C13 

■f 

597 

TBLASTX: Wheat 

536 

170 



1..174, 1..174, 165. .209, 249. .527, 249. .536 



Seq. No. 27668 

Gene No. 57132 

Start 1 

Name OJ000150_13 . 0124 .C13.ol.tm 

Start 99 

GI none 
Exons 



Seq. ID OJ000150_13.0124.C13 

Strand . + 

End 597 

Method TBLASTX : Mai ze 

End 593 

Score 92 



99. .164, 100. .174, 165. .593, 230. .493 



27536 




oeq » INO . 


01 £ £Q 
/ 0 Do 


Can t n 
oeq. J-U 


OJ000150_ 


13.0124 


pi ^ 


Gene No. 


57132 


Strand* 


+ 






Start 


1 


End 


597 






Name 


OJ000150 13.0124.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


378 


End 


587 






GI 


none 


Score 


188 






Exons 


378..587 f 407. .532 










Seq. No. 


27669 . 


Seq. ID 


OJ000150_ 


13.0124 


.C14 


Gene No. 


57133 


' Strand 


+ 






btart 


27 


End 


17747 






Name 


OJ000150 13.0124.C14.ol.gs 


Method 


GENSCAN 






Start 


27 


End 


17747 






GI 


none 


Score 


.5 






Exons 


27. .272, 531. .677, 769. .818, 


1342. .1982, 2295. .3008, 9473.. 




9829.. 10014, 10021. .10564, 11590 11669, 13032.. 


13092, 






13506. .13856, 14367 14398, 


17140. .17220, 17592. 


.17747 




Seq. No. 


27669 


Seq. ID 


OJ000150_ 


13.0124 


.C14 


UCllC LNvJ . 


57133 


Strand 


+ 






Start 


27 


End 


17747 






Name 


OJ000150 13.0124.C14.ol.np 


Method 


AAT/NAP 






Start 


588 


End 


3700 






GI 


4416302 


Score 


3340 






Exons 


588. .3700 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Seq. No. 


27669 


Seq. ID 


OJ000150_ 


13.0124 


.C14 


bene jno . 


57134 


" Strand 


+ 






Start 


17816 


End 


20771 






Name 


OJ000150 13.0124 .C14.o3.np 


Method 


AAT/NAP 






Start 


17816 


End 


20771 






GI 


5852179 


Score 


440 






Exons 


17816. .17836, 18826 .. 19033, 


19107. .19356, 20737. 


.20771 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq., No. . 


27669 


Seq. ID 


OJ000150_ 


13.0124 


.C14 




57134" 


. Strand 


■+ 






Start 


17816 


End 


20771 






Name 


OJ000150 13.0124.C14.o4.np 


Method 


AAT/NAP 






Start 


20423 


End 


20654 






GI 


4680186 


Score 


108 






Exons 


20423. .20654 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


27669 


Seq. ID 


OJ000150_ 


13.0124 


.C14 


UcUc LNO • 


57135 


Strand 


+ 






Start 


27404 


End 


29550 






Name 


OJ000150 13.0124.C14.o7.np 


Method 


AAT/NAP 






Start 


25894 


End 


29550 






GI 


6498436 


Score 


372 






Exons 


25894 . .25964, 28598 28922, 


29174 . .29246, 29494. 


.29550 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27669 


Seq. ID 


OJ000150_ 


13.0124 


.C14 


Gene No. 


. 57135 


Strand 


+ 







27537 



Start 


27404 




End 


29550 








Name 


OJ000150 13.0124.C14. 


o3 . gs 


Method 


GENSCAN 








Start 


27404 




End 


28314 








GI 


none 




Score 


.59 








Exons 


27404. .27464, 27669.. 


27889, 


27970... 28314 








Seq. No. 


27669 




Seq. ID 


OJUUUIdU 


13. 


012.4 


.C14 


.Gene No. 


57135 




Strand 


+ 








Start 


27404 




End 










Name 


OJ000150 13.0124.C14. 


o6.np 


Method 


7X7X11 / XT 7V V% 

AAT / NAP 








Start 


27689 




End 


27788 








GI 


5777617 




Score 


67 








Exons 


27689. .27788 














GI Descrip. 


(AJ245900) CAA30375.1 


protein [Oryza 


sativa] 








Seq. No. 


27669 




Seq. ID 


OJ000150_ 


13. 


0124 


.C14 


Gene No. 


57136 




Strand 










Start 


iiyyi 




End 


14955 








Name 


OJ000150 13.0124.C14. 


o2 . np 


Method 


AAT/NAP 








Start 


11981 




End 


14955 








GI 


5852179 




Score 


391 








Exons 


11981. .12017, 13426.. 


13660, 


13735. .13947, 14935. 


.14955 




GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 










Seq. No. 


27669 




Seq. ID 


OJ000150_ 


13. 


0124 


.C14 


Gene No. 


57137 




Strand 










Start 


. 16924 




End 


17209 








Name 


OJ000150 13.0124.C14. 


o2 .gp 


Method 


AAT/GAP 








Start 


16924 




End 


17209 








GI 


61605 1.R1084 




Score 


479 








Exons 


16924. .17209 














GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe 


-137 Oryza 


sativa 





indica{GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 

Seq. No. 27669 Seq. ID OJ000150_13 . 0124 . C14 

Gene No. 57138 Strand 

Start 21043 End 22773 

Name OJ000150_13 . 0124 .C14 .o5 .np Method AAT/NAP . 

Start 21043 End 22773 " 

GI 6907087 Score 809 

Exons 21043. .21144, 21686. .22358, 22404.. 22773 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27669 
57139 
29136 

OJ000150_13.0124.C14.o7.tm 

431 

none 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Mai ze 

End 776 

Score 89 



431. .508, 446. .508, 537. .776, 558. .614, 641. .769 



Seq. No. 27669 

Gene No. 57139 

Start 29136 

Name OJ000150 13 . 0124 .C14 . o3 . tw 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Wheat 



27538 




Start 


552 






End 


871 


GI 


none 






Score 


226 


Exons 


552. .869, 566. .871 








Seq. No. 


27669 






Seq. ID 


OJ000150_13.0124.C14 


Gene No . 


57139 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150 13 


.0124.C14.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


779 






End 


1154 


GI 


none 






Score 


84 


Exons 


779. .910, 780. .908, 898 


. .1104 


, 899. .1120, 899. .1144, 903. .1154 


Seq. No. 


27669 






Seq.. ID 


OJ000150_13.0124.C14 


Gene No . 


57139 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150_13 


.0124.C14.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


941 






End 


1516 


GI 


none 






Score 


219 


Exons 


941. .1144, 


942. .1154, 1145. .1189, 1229 


..1507, 1229.. 1516 


Seq. No. 


27669 






Seq. ID 


OJ000150_13.0124.C14 


Gene No. 


57139 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150_13 


. 0124'. CI 4 . o2 


. t m 


Method 


TBLASTX: Maize 


Start 


1178 






End 


2041 


GI 


none 






Score 


104 


Exons 


1178. .1249, 


1193. .1717, 


1199. 


.1687, 1249.. 1701, 1714.. 1830, 




1-718.". 1870, 


,1862. .2041, 


1891. 


.1980 




Seq. No. 


27669 






Seq. ID 


OJ000150_13.0124.C14 


Gene No. 


57139 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150 13 


.0124.C14.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1358 






End 


1822 


GI 


none 






Score 


267 


Exons 


1358. .1708, 


1387. .1566, 


1615. 


.1701, 1721.. 1822 


Seq. No. 


27669 






Seq. ID 


OJ000150_13.0124.C14 


Gene No. 


57139- 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150 13 


.0124.C14.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


2042 






End 


2329 


GI 


none 






Score 


280 


Exons 


2042. .2284, 


2062. .2277, 


2063. 


.2284, 2279.. 2329, 2279.. 2329 


Seq. No. 


27669 






Seq. ID 


OJ000150_13.0124.C14 


Gene No. 


57139 






Strand 




Start 


29136 






End 


29287 


Name 


OJ000150 13 


.0124 .C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2057 






End 


2670 


GI 


5509260 






Score 


673 



Exons 2057.. 2665, 2063.. 2449, 2371. .2670, 2584.. 2670 
GI Descrip. 

Seq. No. 27669 Seq. ID OJ000150_13 . 0124 . C14 

Gene No. 57139 Strand 

Start 29136 End 29287 



27539 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
, Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No . 
Gene No. 
Start 



OJ000150_13. 
2186 
none r 
2186. .2275, 

27669 
57139 
29136 

OJ000150_13. 

2279 

none 

2279. .2551, 

27669 
57139 
29136 

OJ000150_13. 

2330 

none 

2330. .2449, 

27669 
57139 
29136 

OJ000150_13. 

2839 

none 

2839. .3030, 

27669 
57139 
29136 

OJ000150_13. 

2846 

none 

2846. .3007, 

27669 
57139 
29136 

OJ000150_13. 

3032 

none 

3032. .3694, 
3751. .3780 

27669 
57139 
29136 

OJ000150_13. 

3041 

none 

3041. .3424, 

27669 
57139 
29136 



0124.C14.o2.tw 



2282.. 2308, 2299. 



0124.C14.o2.tc 



2279. .2461 



0124.C14.o3.tm 



Method TBLASTX : Wheat 

End 2662 

Score 74 

.2652, 2309.. 2656, 2315.. 2662 

Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Cress 

End 2551 

Score 184 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX: Maize 

End 2797 

Score 72 



2331. .2507, 2336.-2797, 2371. .2796 



0124.C14.o8.tm 
2840. .3031 

0124.C14.o5.tw 
3020. .3277 

0124.C14.ol.tm 



Seq. ID OJ000150_13.0124.C14 
Strand 

End - 29287 

Method TBLASTX: Maize 

End 3031 

Score 244 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Wheat 

End 3277 

Score 92 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Maize 

End- 3780 

Score 918 



3037. .3549, 3194. .3709, 3595. .3699, 3597. .3719, 



Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 

Method TBLASTX : Soybean 

End 3727 

Score 307 

.3424, 3458.-3727, 3466.-3546 

Seq. ID OJ000150_13.0124.C14 
Strand 

End 29287 



0124.C14.o2.ts 



3046. .3417, 3053. 



27540 



Name 


OJ000150- 13.0124.C14 


.ol.tp- 


Method 


TBLASTX: Cress 




Start 


3221 




End 


3679 




GI 


none 




Score 


69 




Exons 


3221.. 3310, 3314.. 3448, 3434 


. .3679 






Seq. No. 


27669 




Seq. ID 


OJ000150_13.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


OJ000150 13.0124.C14 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


3314 




End 


3646 




GI 


none 




Score 


107 




Exons 


3314.. 3439, 3334.. 3435, 3458 


..3646, 3515.. 3634 




Seq. No. 


27669 




Seq. ID 


OJ000150_13.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


OJ000150_13. 0124 .CI 4 


.o7.tw 


Method 


TBLASTX: Wheat 




Start 


25906 




End 


26106 




GI 


none 




Score 


186 




Exons 


25906. .26106 










Seq. No. 


27669 




Seq. ID 


OJ000150_13.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


OJ000150_13 .0124 .C14 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


26474 




End 


26922 




GI. 


none 




Score 


109 




Exons 


26474. .26560, 26651. 


^.26773, 


26785.. 26922 




Seq. No. 


27669 




Seq. ID 


OJ000150JL3.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


OJ000150_13. 0124 .C14 


.o4 .tm 


Method 


TBLASTX : Maize 




Start 


26761 




End 


27678 






none 




Score 


122 




Exons 


26761. .26922, 26946. 


.27335, 


27109. .27246, 27335 .. 27409, 






27434. .27544, 27435. 


. 27524, 


27484. .27678 




Seq. No. 


27669 




Seq. ID- 


OJ000150JL3.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


.OJ000150 13.0124.C14 


.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


27383 




End 


27654 




GI 


none 




Score 


100 




Exons 


27383. .27409, 27422. 


.27544, 


27434. .27553, 27538.. 27654 




Seq. No. 


27669 




Seq. ID 


OJ000150_13.0124 


.C14 


Gene No. 


57139 




Strand 






Start 


29136 




End 


29287 




Name 


OJ000150 13.0124.C14 


. o4 . gs 


Method 


GEN SCAN 




Start 


29136 




End 


29287 




GI 


none 




Score 


.61 




Exons 


29136. .29287 










Seq. No. 


27670 




Seq. ID 


OJ000150._13.0124 


.C17 


Gene No. 


57140 




Strand 


+ 




Start 


657 




End 


845 





27541 




Name 


OJ000150 13.0124.C17.ol.gs 


Method 


GEN SCAN 




Start 


657 


End 


845 




GI 


none 


Score 


.77 




Exons 


657. .845" 








Seq. No. 


27671 


Seq. ID 


OJ000150_13.0124 


-C20 


Gene No. 


57141 


Strand 


+ 




Start 


1 


End 


977 




Name 


OJ000150 13.0124.C20.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


977 




GI 


5001454 


Score 


97 




Exons 


1..111, 537. .761, 920. .977 








GI Descrip. 


(AC007730) putative non-LTR retrolelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


27671 


Seq. ID 


OJ000150_13.0124 


.C20 


Gene No. 


57142 


Strand 






Start 


8 


End 


977 




Name 


OJ000150 13.0124.C20.ol.gs 


Method 


GEN SCAN 




Start 


8 


End 


783 




GI 


none 


Score 


.54 




Exons 


8. .217, 298. .518, 723. .783 








Seq. No. 


27671 ' 


Seq. ID 


OJ000150_13.0124 


-C20 


Gene No. 


57142 


Strand 






Start 


8 


End 


977 




Name 


OJ000150 13.0124.C20.ol.np 


Method 


AAT/NAP 




Start 


399 


End 


977 




GI 


5777617 


Score 


60 




Exons 


399. .500, 958. .977 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


27671 


Seq. ID 


OJ000150JL3.0124 


-C20 


Gene No. 


57142 


Strand 






Start 


8 


End 


977 




Name 


OJ000150 13.0124.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


533 - 


End • 


804 




GI 


none 


Score 


100 




Exons 


533.. 649, 634.. 753, 643.. 765, 


778- .804 






Seq. No. 


27671 


Seq. ID- 


OJ000150_13.0124 


.C20 


Gene No. 


57142 


Strand 






Start 


8 


End 


977 




Name 


OJ000150 13.0124.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


575 


End 


914 




GI 


none 


Score 


89 




Exons 


575.-649, 643.-753, 660. .761, 


775. .846, 


852. .914 




Seq. No. 


27672 


Seq. ID 


OJ000150_13.0124 


.C23 


Gene No. 


57143 


Strand 


+ 




Start 


1 


End 


684 




Name 


OJ000150 13.0124.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


684 




GI 


6498458 


Score 


96 




Exons 


1..96, 499. .684 








GI Descrip. 


(AP000816) hypothetical protein [Oryza 


sativa] 





27542 




Seq. No.. 


27672 




Seq. ID 


OJ000150_13.0124.C23 


bene lno . 


J ;14 J 






T 


Start 


1 




End 


684 


Name 


OJ000150 13.0124.C23.ol 


.gs 


Method 


GENSCAN 


Start 


532 




End 


623 


GI 


none 




Score 


.9 


Exons 


532.. 623 








Seq. No. 


27673 




Seq. ID 


OJ000150_13.0124.C27 




D r -L 4 ft 








Start 


227 




i>End 


670 


Name 


OJ000150 13.0124.C27.ol 


.gs 


Method 


GENSCAN 


Start 


227 




End 


670 


GI 


none 




Score 


.56 


Exons 


227. .324, 562. .670 








Seq. No. 


27674 




Seq. ID 


OJ000150_13.0124.C29 


uene inu . 


J / 14 J 




Oil ullU 


-I- 


Start 


104 




End 


205 


Name 


OJ000150 13.0124.C29.ol 


.gs 


Method 


GENSCAN 


Start 


104 




End 


205 


GI 


none 




Score 


.62 


Exons 


104. .205 








Seq. No. 


27675 




Seq. ID. 


OJ000150_13.0124 .C30 


Gene No. 


57146 




Strand 


+ 


Start 


1485 




End t 


1887 


Name 




.np 


Method 


AAT/NAP 


Start 


1485 




End 


1887 


GI 


1084462 




Score 


402 


Exons 


1485. .1887 








GI Descrip. 


RCg2 protein - rice gi| 


786130 


(L27209) 


RCc2 [Oryza sativa] 




gil 786134 (L27210) root 


-specific protein [Oryza sativa] 


Seq. No. 


27675 




Seq. ID 


OJ000150_13.0124.C30 


bene ino. 


cti ah 

D / X fi / 




Strand 




Start 


1744 




End 


1904 


Name 


OJ000150 13.0124.C30.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1505 




End 


1887 




none 




Score 


35 


Exons 


1505.. 1522, 1589.. 1687, 


1636. 


.1689, 1728. .1880, 1729. .1887 


Seq. No. 


27675 




Seq. ID 


OJ000150_13.0124.C30 


Gene No. 


57147 




Strand 




C4- a 


MAA 




End 


1904 


Name 


OJ000150 13.0124.C30.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1505 




End 


1836 


GI 


none 




Score 


34 • 


Exons 


1505. .1561," 1574. .1624, 


1636. 


.1689, 1637.. 1687, 1653.. 1712, 




1703.. 1813, 1722.. 1835, 


1723. 


.1836, 1723. .1836 


Seq. No. 


27675 




Seq. ID 


OJ000150_13.0124.C30 


Gene No. 


57147 




Strand 




Start 


1744 




End 


1904 


Name 


OJ000150 13.0124.C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1556 




End 


1887 


GI 


none 




Score 


120 



27543 




Exons 


1556.. 1687, 1579.. 1686, 


1690. 


.1743, 1722.V1886, .1723.. 1887 


Seq. No. 


27675 




Seq. ID 


OJ000150_13.0124 .C30 


Gene No . 


0 1 14 / 




Strand 




Start 


1744 






i yu*t 


Name 


OJ000150 13.0124.C30.ol 


. tc 


Method 


idlaoia: Lress 


Start 


1580 . 




bna 


1 QPl A 


GI 


none 




Score 


/.D 


Exons 


1580.. 1726, 1722.. 1904, 


1723. 


. io y u 




Seq. No. 


27675 




Seq. ID 


OJ000150_13.0124.C30 


Gene No. 


D i 14 / 




Strand 




Start 


1744 






1 QflA 
X .7 U *± 


Name 


OJ000150 13.0124.C30.ol 


.gs 


Method 


C TT M o c n M 


Start 


1744 




c^nu 


1 ooo 
J.OO J 


GI 


none 




Score 


7ft 


Exons 


1744. .1883 








Seq. No. 


27676 




Seq. ID 


OJ000150_13.0124 .C31 


Gene No. 


C 1 1 A Q 

D 1 14 o 




Strand 


T 


Start 


448 


. _ 




1 Q1 1 

i y 1 1 


Name 


OJ000150 13.0124.C31.ol 


.gs 


Metnoa 




Start 


"448 




bna 


1 Q1 1 

i y 1 1 


GI 


' none 




. Score 


. 4 


Exons 


448. .847, 1862. .1911 








Seq. No. 


27676 




oeq. iu 


V J UUU 1 DU iJ.Uliisl.tjl 


Gene Nq. 


57149 




Strand 


+ _ 


Start 


3841 




End 


4251 


Name 


OJ000150 13.0124.C31.ol 


.np 


Method 


AAT/NAP 


Start 


3841 




End 


4251 


GI 


1084462 




Score 


474 


Exons 


3841. .4251 








GI Descrip. 


RCg2 protein - rice gi 1786130 


. (L27209) 


RCc2 [Oryza sativa] 




gi|786134 (L27210) root 


-specific protein [Oryza sativa] 


Seq. No. 


27676 




Seq. ID 


OJ000150_13.0124.C31 


Gene No. 


57150 




Strand 


+ 


Start 


6982 




End 


7395 


Name 


OJ000150 13.0124.C31.o2 


.np 


Method 


AAT/NAP 


Start 


6982 




End 


7392 


GI 


1084462 




Score 


468 


Exons 


6982. .7392 








GI Descrip. 


RCg2 protein - rice gi | 


786130 


(L27209) 


RCc2 [Oryza sativa] 




gi 1786134 (L27210.) root 


-specific protein [Oryza sativa] 


Seq. No. 


27676 




Seq. ID 


OJ000150_13.0124.C31 


Gene No . 


57150 " 




Strand 


+ 


Start 


6982 




End 


7395 


Name 


OJ000150 13.0124.C31.o3 


.gs 


Method 


GENSCAN 


Start 


6982 




End 


7395 


GI 


none 




Score 


.71 


Exons 


6982. .7395 








Seq. No. 


27676 




Seq. ID 


OJ000150_13.0124 .C31 


Gene No. 


57151 




Strand 


+ 


Start 


10036 




End 


11962 



27544 



Name OJ000150_13 . 0124 . C31 . o3 .np Method AAT/NAP 

Start 10036 End 11962 

GI 3551960 Score 112 

Exons 10036. .10475, 11943.. 11962 

GI Descrip. (AF082033) senescence-associated protein 15 
cultivar] 



[Hemerocallis hybrid 



Seq. No. "27676 Seq. -I-D 

Gene No. 57152 Strand 

Start 3817 End 

Name OJ000150_13 . 0124 .C31 . o2 . gs Method 

Start 3817 End 

GI none Score 

Exons 3817.. 4203, 5492.. 5893 



OJ000150_13.0124.C31 

5893 
GEN SCAN 
5893 
.5 



Seq. No. 


27676 








Seq. ID 


OJ000150 


_13.0124.C31 


Gene No. 


57153 








Strand 






Start 


8931 








End 


10489 




Name 


OJ000150 13 


.0124 


,C31.o4. 


gs 


Method 


GEN SCAN 




Start 


8931 








End 


10489 




GI 


none 








Score 


.72 




Exons 


8931. .9317, 


9941 


. .10022, 


10365. .10489 






Seq; No." 


27676 








Seq. ID 


OJ000I50 


_13.0124.C31 


Gene No. 


57154 








Strand 






Start 


13705 








End 


14883 




Name 


OJ000150 13 


.0124 


.C31.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3840 








End 


7395 




GI 


none 








Score 


47 




Exons 


3840. .3899, 


3841 


. .3900, 


4003. 


.4107, 4006. .4065, 


4087. .4254, 




4110. .4244, 


7144 


. .7248, 


7228. 


.7395, 7251.. 7385 





Seq. No. 27676 
Gene No. 57154 
Start 13705 

Name OJ000150_13 . 0124 .C31.ol. tm 

Start 3982 
GI none 

Exons 3982. .4050,, 3982. .4050, 4086. 

4093.. 4251, 4094.. 4252, 7122. 
7227.. 7391, 7228.. 7392, 7234. 



Seq. ID OJ000150_13.0124.C31 
Strand 

End 14883 
Method TBLASTX : Mai ze 
End. 7392 
Score 94 

.4175, 4086. .4250, 4087. .4251, 
.7190, 7123.. 7191, 7227. .7391, 
.7392 



Seq. No. 27676 

Gene No. 57154 

Start 13705 

Name OJ000150_13 . 0124 . C31 . ol . ts 

Start 4006 

GI none 

Exons 4006.. 4098, 4093.. 4251, 4095. 

7147.. 7239, 7234.. 7392, 7236. 



OJ000150_13.0124 .C31 
14883 

TBLASTX: Soybean 
7392 
84 

4120. .4266, 7146. .7217, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4244, 
.7385, 7252. .7392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



27676 

57154 

13705 

OJ000150 

4009 

none 



13.0124.C31.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_13.0124 .C31 
14883 

TBLASTX: Wheat 

7392 

58 



27545 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4009.. 4059, 4009.. 4059, 4093. .4251, 4093. .4227, 4095. .4244, 
7150.. 7191, 7234.. 7392, 7236.. 7385 



27676 
57154 
13705 

OJ000150_13.0124.C31.o5.gs 

13705 

none 



Seq. ID OJ000150_13.0124.C31 
Strand 

End 14883 

Method GENSCAN 

End . 14883 

Score .68 



13705. .13884, 13984 .. 14082, 14178 14250, 14352 .. 14418, 
14507. .14643, 14732.. 14883 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27677 
57155 
1 

OJ000150_13 . 0124 . C32 . ol . np 
1 

4680204 

1..196, 285.. 1370, 1462.. 2862 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000150_13.0124.C32 
Strand 

End 2862 

Method • AAT/NAP 

End 2862 

Score 912 



27677 
57155 
1 

OJ000150_13.0124.C32.ol.t-w 

1852 

none 



Seq. ID OJ000150_13.0124.C32 
Strand 

End 2862 

Method TBLASTX: Wheat 

End 2253 

Score 66 



1852. .2022, 1853.. 1927, 2012.. 2197, 2017. .2253, 2059. .2253 



Seq. No. 27678 

Gene No. 57156 

Start 66 

Name OJ000150_13. 0124 .C33.ol.gs 

Start 66 

GI none 

Exons 66.. 251 



Seq. ID OJ000150_13.0124.C33 

Strand + 

End 251 

Method GENSCAN 

End 251 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



27678 
57157 
1073 

OJ000150_13.0124.C33.o2.gs 

1073 

none 



27678 ' 
57157 
1073 - 

OJ000150_13.0124.C33.ol.tw 

1148 

none 



Seq. ID OJ000150_13.0124.C33 
Strand 

End 2876 

Method GENSCAN 

End 2667 

Score .57 



1073.. 1694, 1782.. 2116, 2489.. 2667 



Seq. ID OJ000150_13.0124.C33 
Strand 

End 2876 

Method TBLASTX : Wheat 

End 2465 

Score 52 



1148. .1240, 1149. .1214, 1229. .1297, 1245. .1304, 1257. .1310, 
1305. .1463, 1314. .1394, 1340. .1462, 1410. .1505, 1442. .1501, 
1507. .1554, 1508. .1552, 1547. .2464, 1563. .2465. 



27678 
57157 



Seq. ID OJ000150_13.0124.C33 
Strand 



27546 




otsrt 


1 m ^ 
1U / j 








End 


Zo f 0 




Name 


OJ000150 13 


.0124 


.C33.ol 


.np 


Method 


AAT/NAP 




Start 


1632 








End 


2876 




GI 


6742729 








Score 


1850 




Exons 


1632. .2876 














GI Descrip. 


(AF121139) 


RIM2 


protein 


[Oryza sativa] 






Seq. No. 


27678 








Seq. ID 


OJ000150_13.0124 


.C33 


Gene No. 


D 1 13 / 








Strand 






Start 


1073 








End 


2876 




Name 


OJ000150 13 


.0124 


.C33.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


1730 








End 


2177 




GI 


none 








Score 


95 




Exons 


1730. .1879, 


1730 


. .2173, 


1 *7 Q A 


.2177, 1842.. 2177 




Seq. No. 


27678 








Seq. ID 


OJ000150_13.0124 


.C33 


bene No . 


3 / 13 / 








Strand 






Start 


1073 








End 


2876 




Name 


OJ000150 13 


.0124 


-C33.ol 


tm 


Method 


TBLASTX: Maize 




Start 


2108 








End 


2422 




GI 


none 








Score 


133 




Exons 


2108. .2347, 


2136 


. .2411, 


2390 . 


.2422 






Seq. No. 


27678 








Seq. ID 


OJ000150^13.0124 


.C33 


Gene No. . 


57157 








Strand 






Start 


10 / J 








End 


2876 




Name 


OJ000150 13 


.0124 


.C33.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


2466 








End 


2876 




GI 


none 








Score 


59 




Exons 


2466. .2552, 


2468 


. .2551, 


2561 . 


.2827, 2625.. 2807, 2813. .2875, 




2826. .2876 














Seq. No. 


27679 








Seq. ID 


OJ000150 13.0124 


.C34 


Gene No . 


3 /lOO 








Strand 


+ 




Start 


2961 








End 


3305 




Name 


OJ000150 13 


.0124 


.C34.o3 


gs 


Method 


GENSCAN 




Start 


2961 








End 


3305 




GI 


none 








Score 


.79 




Exons 


2961. .3305 














Seq. No. 


- 

27679 








Seq. ID 


OJ000150JL3.0124 


.C34 


_ _ XT — 

bene No . 


cni en 








Strand 


+ 




Start 


5993 








End 


7045 




Name 


OJ000150 13 


.0124 


.C34.o4. 


gs 


Method 


GENSCAN 




Start 


5993 








End 


7045 




GI 


none 








Score 


.51 




Exons 


5993. .7045 














Seq. No. 


27679 








Seq. ID 


OJ000150_13.0124 


.C34 


Gene No. 


57160 








Strand 






Start 


1 








End 


10493 




Name 


OJ000150 13 


.0124 


.C34.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1534 




GI 


4680203 








Score 


1730 




Exons 


1. .1534 















GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

27547 



Seq.' No . . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27679 
57160 
1 

OJ000150_13.0124.C34.o2.np 
1 

6069667 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 104 93 

Method AAT/NAP 

End 10493 

Score 293 



1..90, 3843. .4064, .4096. .4115, 4175. .4229, 10383. .10493 
(AP000616) similar to UMP/CMP kinase (AF000147) fOryza sativa] 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method AAT/GAP 

End 1530 

Score 2257 



27679 
57160 
1 

OJ000150_13.0124.C34.ol.gp 
56 

342_1.R1084 
56.. 1530 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



27679 
57160 
1 

OJ000150_13.0124.C34.o2.ts 
94 '■' 
none 
94. .318 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX: Soybean 

End . 318 

Score 195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27679 
57160 
1 

OJ000150_13.0124.C34 .ol.tm 

148 

none 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX : Maize 

End 606 

Score 91 



148. .342, 353. .604, 361. .606, 367. .594 



Seq. No. 27679 

Gene No. 57160 

Start 1 

Name OJ000150_13 . 0124 .C34 . o3 . tw 

Start 182 

GI " none 

Exons 182.. 283, 187.. 330, 187.. 330 

Seq. No. 27679 

Gene No. 57160 

Start 1 

Name OJ000150_13 . 0124 . C34 . ol . tw 

Start 338 

GI none 

Exons 338.. 652, 378.. 650, 379.. 651 

Seq. No. 27679 

Gene No. 57160 

Start 1 

Name OJ000150_13 . 0124 .C34 . ol . tc 

Start 439 

GI none 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method ' TBLASTX: Wheat ' 

End 330 

Score 79 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 104 93 

Method TBLASTX: Wheat 

End 652 

Score 277 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX : Cress 

End 749 

Score 92 



27548 



Exons 439.. 684, 458.. 598, 693.. 749 

Seq. No. 27679 

Gene No. 57160 

Start 1 

Name OJ000150_13 . 0124 . C34 . ol . ts 

Start 777 

GI none 

Exons 777.. 842, 849.. 1067, 853.. 1059 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX : Soybean 

End 1067 

Score 100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27679 
57160 
1 

OJ000150_13.0124.C34.o2.tw 

834 

none 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX : Wheat 

End 1235 

Score 158 



834. .1091, 839. .1081, 847. .1089, 849. .1100, 850. .1092, 
1083.. 1235, 1100.. 1216 



Seq. No. 27679 

Gene No. 57160 

Start 1 

Name OJ000150_13 . 0124 . C34 .o2 .gs 

Start 1140 

GI none . 

Exons 1140.. 1541 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method GENS CAN 

End 1541 

Score . 6 



Seq. Nov 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000150_13;0124.C34 
Strand 

End 10493 

Method AAT/GAP 

End 2022 

Score 288 



27679 
57160 
1 

OJ000150_13.0124.C34.o2.gp 
1403 
2310235 
1403.. 1541, 1985.. 2022 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



27679 
57160 
1 

OJ000150_13.0124.C34.o4.tw 

6215 

none 

6215.. 6514, 6217.. 6432 

27680 
57161 
847 

OJ000150_13.0124.C35.ol.gs 

847 

none 

847. .1182 



Seq. ID OJ000150_13.0124.C34 
Strand 

End 10493 

Method TBLASTX : Wheat 

End 6514 

Score 183 



Seq. ID OJ000150_13.0124.C35 

Strand + 

End 1182 

Method GENSCAN 

End 1182 

Score .96 



Seq. No. 27680 

Gene No. 57162 

Start 6455 

Name OJ000150 13. 0124 .C35 ,o3.gs 



Seq. ID OJ000150_13.0124.C35 

Strand + 

End 12172 

Method GENSCAN 



27549 



Start 


6455 


End 


11195 




GI 


none 


Score 


.68 




Exons 


6455. .8230, 


8310... 8597, 11043.. 11195 






Seq. No. 


27680, 


Seq. ID 


OJ000150_13.0124 


.C35 


Gene No. 


57162 


Strand 


+ 




O Lai L 




End 


12172 




Name 


OJ000150 13 


.0124 .C35.o2.np Method 


AAT/NAP 




Start 


6699 


End 


8582 




GI 


2832637 


Score 


344 




Exons 


6699. .7081, 


7162. .8582 






GI Descrip. 


(AL021711) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27680 


Seq. ID 


OJ000150_13.0124 


.-C35 


Gene No. 


57162 


Strand 


+ 




'Start 


6455 


End 


12172 




Name 


OJ000150 13 


.0124 .C35.o5.np Method 


AAT/NAP 




Start 


10451 


End 


12172 




GI 


6815052 


Score 


188 




Exons 


10451. .10606, 10675. .10762, 11430 .. 11514, 12143. .12172 




GI Descrip. 


(AP001080) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


27680 


Seq. ID 


OJ000150J.3.0124 


.C35 


Gene No. 


. 57163 


Strand 








1 


End 


5828 




Name 


OJ000150 13 


.0124 .C35.ol.np Method 


AAT/NAP 




Start 


-1 


End 


3084 




GI 


6069667 


Score 


638 . 




Exons 


1..26, 780. 


.941, 1871.. 1979, 2334.. 2441, 2937.. 3084 




GI Descrip. 


\AirUUUDlO ; 


similar to UMP/CMP kinase (AF000147) [Oryza 


sativa] 


Seq. No. 


27680 


Seq. ID 


OJ000150_13.0124 


.C35 


Gene No. 


57163 


Strand 








1 


End 


5828 




Name 


OJ000150 13 


. 0124 . C35 . o2 . gs Method 


GENSCAN 




Start 


2543 


End 


5828 




GI 


none 


Score 


.7 




Exons 


2543. .2646, 


2937. .3092, 3179. .3216, 4191. .4285, 4749. .4843, 




5222. .5523, 


5653. .5828 






Seq. No. 


27680 


Seq. ID 


OJ000150_13.0124 


.C35 




57164 


Strand 






Start 


6488 


End 


6789 




Name 


OJ000150 13 


. 0124 . C35 . ol . tc Method 


TBLASTX: Cress 




Start 


6488 


End 


6789 




GI 


none 


Score 


116 




Exons 


6488. .6631, 


6701. .6787, 6703. .6789 






Seq. No. 


27680 


Seq. ID 


OJ000150JL3.0124 


.C35 


uclic INO . 


57165 


Strand 






Start 


6703 


End 


6970 




Name 


OJ000150 13 


. 0124 .C35.ol.tm Method 


TBLASTX: Maize 




Start 


6703 


End 


6970 




GI 


none 


Score 


157 




Exons 


6703. .6798, 


6704. .6799, 6875. .6970, 6895. .6969 




Seq. No. 


27680 


Seq. ID 


OJ000150_13.0124 


.C35 



27550 



Gene No . 


0 / IDD 


Strand 






Start 


8426 


End 


8624 




Name 


OJ000150 13.0124.C35.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8426 


End 


8624 




GI 


none 


Score 


197 




Exons 


8426. .8620, 8436. .8624 








Seq. No. 


27681 


Seq. ID 


OJ000150_ 


13.0124.C37 


Gene No. 


57167 


Strand 


+ 




Start 


129 


End 


11852 




Name 


OJ000150 13.0124.C37.ol.gs 


Method 


GEN SCAN 




Start 


129 


End 


11312 




GI 


none 


Score 


.54 




Exons 


129. .202, 260. .324, 1849... 1896, 3269.. 


3295, 3344 


. .3447, 




3815. .3975, 4525. .4631, 504 9 .. 5161, 58 65 6019, 


6253. .7081, 




7144. .7537, 8080. .8447, 8634. .8801, 9105. .9572, 


9759. .10070 




10140. .10456, 10583.. 11312 








Seq. No. 


27681 


Seq. ID 


OJ000150 


13.0124.C37 


Gene No. 


57167 


Strand 


+ 






129 


End 


11852 




Name 


OJ000150 13.0124.C37.ol.np 


Method 


AAT/NAP 




Start* 


8631 


End^ 


11852 




GI 


3645899 


Score 


2319 




Exons 


8631.. 9942, 9988. .11852 








GI Descrip. 


(U68408) 5' end not determined experimentally [Zea mays] 


Seq. No. 


27681 


Seq. ID 


OJ000150_ 


13.0124.C37 


Gene No. 


57168 


Strand 


+ 




Start 


12901 


End 


21072 




Name 


OJ000150 13.0124.C37.o2.gs 


Method 


GENS CAN 




Start 


12901 


End 


15758 




GI 


none 


Score 


.68 




Exons 


12901. .13032, 13307. .13373, 


13397. .13575, 13929. 


.13953, 




14266. .14429, 14 936 .. 15020, 


15571. .15758 




Seq. No. 


27681 


Seq. ID 


OJ000150_ 


13.0124.C37 


Gene No. 


57168 


Strand 


+ 




Start 


12901 


End 


21072 




Name 


OJ000150 13.0124.C37.o2.np 


Method 


AAT/NAP 






13037 


End 


13144 




GI 


5922619 


Score 


82 




Exons 


13037. .13144 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi I 6016852 | db j |BAA85195.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


27681 


Seq. ID 


OJ000150_ 


13.0124.C37 


Gene No. 


57168 


Strand 


+ 




Start 


12901 


End 


21072 




Name 


OJ000150 13.0124.C37.o3.np 


Method 


AAT/NAP 




Start 


13422 


End 


16547 




GI 


5922620 


Score 


462 




Exons 


13422. .13459, 13500 .. 13614 , 


13929. .13953, 14250. 


.14351, 




14582. .14675, 14723 .. 14899, 


14936. .15051, 16448. 


.16547 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



27551 




gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27681 
57168 
12901 

OJ000150_13.0124.C37.o3.gs 

16304 

none 



Seq. ID OJ000150_13.0124.C37 

Strand + 

End 21072 

Method GEN SCAN . 

End 21072 

Score . 9 



16304. .16416, 16693. .16768, 17229 17387, 17919 .. 18006, 
18012. .18190, 20569. .20727, 20898.. 21072 



Seq. No. 


27681 








Seq. ID 


OJ000150_13.0124.C37 


Gene No. 


57169 








Strand 




Start 


16687 








End 


18031 


Name 


OJ000150 13. 


0124 


.C37.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


9057 








End 


9614 ' 


GI 


none 








Score 


100 


Exons 


9057. .9287, 


9327 


. .9614, 


9440. 


.9613 




Seq. No. 


27681 








Seq. ID 


OJ000150_13.0124.C37 


Gene No. 


. 57169 








Strand 




Start 


' 16687 








End' 


18031 


Name 


OJ000150 13. 


0124 


.C37.o3 


. tm 


Method 


TBLASTX: Maize * 


Start 


9282 








End 


9911 


GI 


none 








Score 


80 


Exons 


9282. .9347, 


9287 


.'.9349, 


9348. 


.9770, 9434..97S7, 9762.. 9911 


Seq. No. 


27681 








Seq. ID 


OJ000150_13.0124.C37 


Gene No. 


57169 








Strand 




Start 


16687 








End 


18031 


Name 


OJ000150 13. 


0124 


.C37.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


9456 








End 


9914 


GI 


none 








Score 


176 


Exons 


9456. .9752, 


9476 


. .9757, 


9789. 


.9914 





Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 


Gene No. 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


10212 




End 


10825 




GI 


5509260 




Score 


47 




Exons. 


10212. .10262, 10212. 


.10262, 


10275. .10514, 10284. .10820, 






10301. .10825 










GI Descrip. 












Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 


Gene No. 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


10340 




End 


10814 




GI 


none 




Score 


79 




Exons 


10340. .10429, 10341. 


.10430, 


10410. .10811, 10472. .10609, 






10631. .10801, 10638. 


.10814 








Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 



27552 




(l&r\f± No 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10445 




End 


10706 




GI 


none 




Score 


226 




Exons 


10445. .10705, 10446. 


.10706 








Seq. No. 


27681 




Seq. ID 


OJ000150JL3.0124 


.C37 


Cpnp No 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


10487 




End 


10926 




GI 


none 




Score 


476 




Exons 


10487. .10861, 10488. 


.10925, 


10635. .10865, 10873.. 10926 




Seq. No.. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 




57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11001 




End 


11432 




GI 


none 




Score 


99 




Exons 


11001. .11150, 11175. 


.11432 








Seq-. No. 


, 27681 




Seq. ID 


OJ000150_13.0124 


.C37 




57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


11178 




End 


11834 




GI 


none 




Score 


717 




Exons 


11178. .11834, 11186. 


.11803, 


11466. .11819 




Seq. No. 


27681 




Seq. ID 


OJ000150JL3.0124 


.C37 


(Zone No 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11196 




End 


11864 




GI 


none 




Score 


284 




Exons 


11196. .11567, 11300. 


.11542, 


11604. .11864, 11618. .11788 




Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 


Gene No 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11469 




End 


11789 




GI 


none 




Score 


74 




Exons 


11469. .11600, 11621. 


.11737, 


11622. .11789 




Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 


Genp No 


57169 




Strand 






Start 


16687 




End 


18031 




Name 


OJ000150 13.0124.C37 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11469 




End 


11789 




GI 


none 




Score 


90 




Exons 


11469. .11597, 11598. 


.11789, 


11613. .11789 




Seq. No. 


27681 




Seq. ID 


OJ000150_13.0124 


.C37 


Gene No. 


57169 




Strand 







27553 




Start 16687 End 18031 

Name OJ000150_13 . 0124 . C37 . o4 .np Method AAT/NAP 

Start 16687 End 18031 

GI 6630699 Score 71 

Exons" 16687. .16765, 18009.. 18031 



GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


27682 




Seq. ID 


OJ000150_13. 


0124 


.C38 


bene wo . 


O / X / U 




Strand 


+ 






Start 


8860 




End 


9538 






Name 


OJ000150 13. 


0124.C38.o3.gs 


Method 


GENSCAN 






Start 


8860 




End 


9538 






GI 


none 




Score 


.92 






Exons 


8860. .8879, 


9244. .9538 










Seq. No. 


27682 




Seq. ID 


OJ000150J.3. 


0124 


.C38 


Gene No . 


O / X / X 




Strand 


+ 






Start 


10775 




End 


13349 






Name 


OJ000150 13. 


0124.C38.o4.gs 


Method 


GENSCAN 






Start 


10775 




End 


13349 






GI 


none 




Score 


.63 






Exons 


10775. .10885 


, 11067. .11206, 


12819. .13075, 13077. .13184, 






13243. .13349 












beq. no. 


9 "7 COO 




Seq. ID 


OJ000150_13. 


0124 




Gene No. 


57172 




Strand 








Start 


27 




End 


1802 






Name 


OJ000150 13. 


0124.C38.ol.gs 


Method 


GENSCAN 






Start 


27 




End 


1802 






GI 


none 




Score 


.6 






Exons 


27..106, 258 


..426, 527. .698, 


993. .1367, 


1707. .1802 






oeq. wo. 


9*7 £Q 9 




Seq. ID 


OJ000150_13. 


0124 




Gene No. 


57173 




Strand 








Start 


13507 




End 


14464 






Name 


OJ000150 13. 


0124.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


4273 




End 


4622 






GI 


none 




Score 


77 






Exons 


4273. .4380, 


4274.. 4417, 4426 


..4500, 4509. .4622 






Seq. No. 


27682 




Seq. ID 


OJ000150_13. 


0124 


.C38 


Gene No. 


57173 




Strand 








Start 


13507 




End 


14464 






Name 


OJ000150 13. 


0124.C38.o5.gs 


Method 


GENSCAN 






Start 


13507 




End 


14464 






GI 


none 




Score 


.75 






Exons 


13507. .13580 


, 14392. .14464 










Seq. No. 


27683 




Seq. ID 


OJ000150_13. 


0124 


.C41 


Gene No. 


57174 




Strand 


+ 






Start 


1 




End 


3195 






Name 


OJ000150 13. 


0124.C41.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


3195 






GI 


6503010 




Score 


1075 






Exons 


1..59, 154.. 


356, 895. .1136, 


1842. .2629, 


3150. .3195 







27554 



GI Descrip. (AF174427) formin-like protein AHF1 * [Arabidopsis thaliana] 



Seq. No. 


27683 


Seq. ID 


OJ000150_ 


_13. 


0124 


.C41 


Gene No. 


57174 


Strand 


+ 








Start 


1 


End 


3195 








Name 


OJ000150 13.0124.C41.ol.gs 


Method 


GENS CAN 








Start 


154 


End 


2633 








GI 


none 


Score 


.92 








Exons 


154. .356, 895. .1136, 1842. .2633 










Seq. No. 


27683 


Seq. ID 


OJ000150_ 


13. 


0124 


.C41 


Gene No. 


57175 


Strand 


+ 








Start 


8209 


End 


9679 








Name 


OJ000150 13.0124.C41.o3.gs 


Method 


GENSCAN 








Start 


8209 


End 


9679 








GI 


none 


Score 


.81 








Exons 


8209.. 8428, 9171.. 9239, 9450. 


.9679 










Seq. No. 


27683 


Seq. ID 


OJ000150_ 


13. 


0124 


.C41 


Gene No. 


57176 


Strand 










Start 


1 


End 


10648 








Name 


OJ000150 13.0124.C41.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


10482 








GI 


6498423 


Score 


192 









Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
• GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



1..29, 6341.. 6595, 10165.. 10482 

(AP000815) hypothetical protein [Oryza sativa] 



27683 
57176 
1 

OJ000150_13.0124.C41.ol.tm 

178 

none 



Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 

Method TBLASTX : Mai ze 

End 1928 

Score 136 



178. .357, 196. .390, 197. .388, 894. .1136, 897. .1124, 898. .1140, 
902. .1138, 1839. .1928, 1840. .1926, 1859. .1927 



27683 
57176 
1 

OJ000150_13.0124.C41.ol.tc 

242 

none 



Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 

Method TBLASTX : Cress 

End 2060 

Score 66 



242. .334, 896. .952, 897.-992, 999. .1136, 1001. .1135, 1839. .2060, 
1865.. 2044, 1866.. 2057 



27683 
57176 
1 

OJ000150_13.0124.C41.o3.ts 

256 

none 



Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 

Method TBLASTX: Soybean 

End 1135 

Score 135 



256. .375, 257. .394, 884. .955, 891. .983, 894. .983, 999. .1133, 
999. .1100, 1001. .1135 



27683 
57176 
1 



Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 



27555 



Name OJ000150_13.0124.C41.o2.ts 

Start 1839 

GI none 

Exons 1839.. 2063, 1865.. 2044, 2028. 

Seq. No. 27683 

Gene No. 57176 

Start 1 

Name OJ000150_13 . 0124 . C4 1 . o2 . tm 

Start 1928 

.GI none 

Exons 1928.. 2044, 1929.. 2060, 2055. 



Method 
End 
Score 
.2174 



TBLASTX : Soybean 

2174 

280 



Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 

Method TBLASTX: Maize 

End 2270 

Score 17 6 

2270, 2123.. 2251 



Seq. No. 27683 

Gene No. 57176 

Start 1 

Name OJ000150_13 . 0124 . C4 1 . ol . ts 

Start 2175 

GI none 

Exons 2175.. 2300, 2175.. 2234, 2286. 

Seq. No. 27683 

Gene No. 57176 

Start ' 1 

Name OJ000150_13 . 0124 . C4 1 . o3 . tm 

Start 2289 

GI none 

Exons 2289.. 2528, 2294.. 2494 



Seq. ID OJ000150_13.0124 .C41 
Strand 

End 10648 

Method TBLASTX : Soybean 

End 2621 

Score 91 

.2501, 2288. .2494, 2505. .2621 

Seq. ID OJ000150_13.0124.C41 
Strand 

End 10648 • • ■ 

Method TBLASTX: Maize 

End 2528 

Score 230 



Seq. No. 27683 

Gene No. 57176 

Start 1 

Name OJ000150_13 . 0124 . C4 1 . o2 . gs 

Start 3197 

GI none 

Exons 3197.. 3199, 4241.. 4361, 5297. 

Seq. No. 27683 

Gene No. 57176 • 

Start 1 

Name OJ000150_13 . 0124 . C4 1 . o4 . gs 

Start 9915 

GI none 

Exons 9915.. 10507, 10560.. 10648 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5378, 6590.. 6677 



OJ000150_13.0124 .C41 

10648 
GENSCAN 
6677 
.69 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_13.0124.C41 

10648 
GENSCAN 
10648 
,48 



Seq. No. 27684 

Gene No. 57177 

Start 57 

Name OJ000150_13 . 0124 . C43. ol . gs 

Start 57 

GI none 

Exons 57.. 162, 189.. 422 

Seq. No. 27685 

Gene No. 57178 

Start 139 

Name OJ000150JL3 . 0124 . C44 . ol . gs 



Seq. ID OJ000150_13. 0124 .C43 

Strand + 

End 422 

Method GENSCAN 

End 422 

Score .71 



Seq. ID OJ000150_13.0124.C44 

Strand + 

End 234 

Method GENSCAN 



27556 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name. - 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



139 End 

none Score 
139. .234 

27686 

57179 Strand 

31 End 
OJ000150_13.'0124 .C47.ol.tm Method 

31 End 

none , Score 



234 
.82 



Seq. ID OJ000150_13.0124.C47 



455 

TBLASTX: Maize 

345 

134 



31. .180, 32. .160, 153. .188, 181. .345, 207. .338 



27686 
57179 
31 

OJ000150_13.0124.C47.ol.tw 

184 

none 

184. .321, 238. .318, 333. .455 



Seq. ID OJ000150_13.0124.C47 



Strand 
End 

Method 

End 

Score 



455 

TBLASTX: Wheat 

455 

109 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

287 

AAT/NAP 

272 

204 



13.0124.C51 



27687 
57180 
1 

OJ000150_13.0124.C51.ol.np 
1 

2492582 
1..272 

HYPOTHETICAL ABC TRANSPORTER ATP-BINDING PROTEIN MG180 HOMOLOG 
gi|2127613|pir| | S62814 glutamine transport protein homolog GlnQ 
- Mycoplasma pneumoniae (SGC3) gi | 214 6154 | pir | | S73963 histidine 
transport ATP-binding protein hisP - Mycoplasma pneumoniae 
(SGC3) (ATCC 29342) gi 11215694 (U34795) GlnQ [Mycoplasma 
pneumoniae] gi 11674342 (AE000061) Mycoplasma pneumoniae, his 



27687 Seq. ID 

57180 Strand 
1 End 
OJ000150_13.0124.C51.ol.gs Method 
21 End 
none Score 

21. .69, 163. .287 



OJ000150_13.0124.C51 
+ 

287 

GEN SCAN 

287 

.64 



27687 
57181 
271 

OJ000150_13.0124 .C51.o2.np 
271 

1351502 
271. .616 

HYPOTHETICAL PROTEIN MG181 gi 1 1361629 | pir | | A64220 hypothetical 
protein MG181 - Mycoplasma genitalium (SGC3) gi 13844777 (U39697) 
conserved hypothetical protein [Mycoplasma genitalium] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

616 

AAT/NAP 

616 

242 



13.0124.C51 



27688 Seq. ID 

57182 Strand 

1 End 

OJ000150 13.0124.C53.ol.np Method 



OJ000150_13.0124.C53 
+ 

636 

AAT/NAP 



27557 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



636 
292 



6503010 
1..300, 395. .636 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



27688 
57182 

1 vV- 

OJ000150_13 . 0124 . C53 . ol . gs 

128. 

none 

128. .285, 395. .597 

27688 
57182 
1 

OJ000150_13 .0124 .C53 . ol . tc 

187 

none 



Seq. ID OJ000150_13.0124.C53 

Strand + 

End 636 

Method GENSCAN 

End 597 

Score .96 



Seq. ID OJ000150_13.0124 .C53 

Strand + 

End 636 

Method TBLASTX : Cress 

End 635 

Score 138 



187.. 303, 188.. 304, 383.. 424, 399.-437, 480.. 635, 482.. 616 



27688 
57182 
1 

OJ000150_13.0124 .C53.ol. tm 

419 

none 

419. .598, 437. .631, 438. .629 



Seq. ID OJ000150_13.0124.C53 

Strand + 

End 636 

Method TBLASTX: Maize 

End 631 

Score 136 



OJ000150 13.0124.C55 



27689 Seq. ID 

57183 Strand 
1 End 759 

OJ000150_13 . 0124 . C55 . ol . np Method AAT/NAP 
1 End 759 

5922620 Score 215 

1..158, 206. .299, 530. .759 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


27689 








Seq. ID 


OJ000150 


Gene No. 


57183 








Strand 




Start 


1 








End 


759 


Name 


OJ000150 13.0124 


.C55 


ol 


.gs 


Method 


GENSCAN 


Start 


437 








End 


615 


GI 


none 








Score 


.43 


Exons 


437. .615 












Seq. No. 


27690 








Seq. ID 


OJ000150 


Gene No. 


57184 








Strand 


+ 


Start 


1 








End 


305 • 


Name 


OJ000150 13.0124 


.C57 


ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


305 


GI 


61605 1.R1084 








Score 


483 


Exons 


1. .305 













27558 




GI Descrip. 5852170/erab|AL117265. 1 IOST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


27691 


Seq. ID 


OJ000150_ 


13.0124 


.C60 


Gene No. 


57185 


Strand 


+ 






Start 


590 


End 


680 






Name 


OJ000150 13.0124 .C60.ol.gs 


Method 


GENSCAN 






Start . 


590 


End 


680 






GI 


none 


Score 


.49 






Exons 


590. .680 










Seq. No. 


27692 


Seq. ID 


OJ000150_ 


13.0124 


.C61 


Gene No. 


57186 


Strand 


- 






Start 


474 


End 


817 






Name 


OJ000150 13.0124.C61.ol.np 


Method 


AAT/NAP 






Start 


474 


End 


817 






GI 


6069667 


Score 


166 






Exons 


474. .670, 702. .817 










GI Descrip. 


(ArUUUOlD J Similar tO UrlrVLJXlr 


Kinase 


\t\r. uuui*i / ) 


[ Oryza 


sativa ] 


Seq. No. 


27693 


Seq. ID 


OJ000150_ 


13.0124 


.C62 


Gene No. 


57187 


Strand 


+ 






Start 


76 


End 


608 






Name 


OJ000150 13.0124.C62.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


608 






GI 


none 


Score 


.45 






Exons 


n a cc\q 
1 D . . bUo 








- 


Seq. No. 


27694 


Seq. ID 


OJ000150_ 


13.0124 


.C65 


Gene No. 


57188 


Strand 


- 






Start 


63 


End 


266 






Name 


OJ000150 13.0124.C65.ol.gs 


Method 


GENSCAN 






Start 


63 


End 


266 






GI 


none 


Score 


.97 






Exons 


63. .266 










Seq. No. 


27695 


Seq. ID 


OJ000150 


12.0124 


.CI 


Gene No. 


57189 


Strand 


+ 






Start 


1 


End • 


354 






Name 


OJ000150 12.0124.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


354 






GI 


4585998 


Score 


223 






Exons 


1. .354 










GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27695 


Seq. ID 


OJ000150_ 


12.0124 


.CI 


Gene No. 


57190 


Strand 








Start 


13 


End 


309 






Name 


OJ000150 12.0124.Cl.ol.gs 


Method 


GENSCAN 






Start 


13 


End 


309 






GI 


none 


Score 


.7 






Exons 


13.. 309 










Seq. No. 


27696 


Seq. ID 


OJ000150_ 


12.0124 


.C2 


Gene No. 


57191 


Strand 


+ 






Start 


1 


End 


607 






Name 


OJ000150 12.0124.C2.ol.np 


Method 


AAT/NAP 







27559 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



607 
79 



4574135 
1..67, 222. .316, 490. ? 607 

(AF073695) cysteine synthase [Oryza sativa] 



27696 Seq. ID 

57191 Strand 

1 *■ End 

OJ000150_12 . 0124 . C2 . ol . gp Method 

222 End 

877_1.R1084 Score 
222. .305 

'4574135/gb|AAD23907.1|AF073695_l 1.0e-169 (AF073695) cysteine 
synthase [Oryza sativa] 1 



OJ000150_12.0124.C2 
+ 

mi 

AAT/GAP 

305 

118 



OJ000150_12.0124 .C3 
+ 

658 

AAT/GAP 

658 

99 



27697 Seq. ID 

57192 Strand 
576 End 
OJ000150_12 . 0124 . C3 . o2 . gp Method 
576 End 
38012_1.R1084 Score 
576.-658 

, 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa - 

beta-^1, 3-glucanase precursor (Gns9) gene/; complete cds 1 

27697 ' Seq. ID OJ000150_12 . 0124 . C3 

57193 Strand 

336 End 522 

OJ000150_12 . 0124 . C3 ..ol . gp Method AAT/GAP 

336 End 522 

15870_2.R1084 . Score 268 
336. .522 

'287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. ID OJ000150_12.0124.C5 

Strand + 

End 139 

Method AAT/GAP 

End 139 

Score 90 



27698 
57194 
56 

OJ000150_12.0124.C5.ol.gp 
56 

LIB3477-003-P1-K1-E9 
56. .139 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 27699 Seq. ID OJ000150_12 . 0124 . C6 

Gene No. 57195 Strand 

Start 1 End 550 

Name OJ000150_12 . 0124 .C6.ol.np Method AAT/NAP 

Start 1 End 550 

GI 2126090 Score 826 

Exons 1. .550 

GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 

gi I 455676|bbs | 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 



27560 



gi | 6634720 |gb|AAF19728.1 I AC0124 63_2 (AC0124 63) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27699 Seq. ID 

57195 Strand 

1 End 

OJ000150_12.0124.C6.ol.gs Method 

176 . End 

none Score 
176. .451 



OJ000150_12.0124.C6 
550 

GENSCAN 

451 

.49 



27700 
57196 
1 

OJ000150_12.0124.C8.ol.np 

1 

2738248 



Seq. ID OJ000150_12.0124 .C8 
Strand + 

1691 
AAT/NAP 
1691 
1114 



End 

Method 
End 
Score 

1..349, 478. .558, 651. .817, 898. .1003, 1156. .1406, 1495. .1567, 
1653. .1691 

(U97200) cobalamin-independent methionine synthase [Arabidopsis. 
thaliana] 



OJ000150_12.0124, 
+ 

1691 
AAT/GAP 
1691 
1500 



898.. 1003, 1156.. 1406, 1495.. 1567, 



27700 Seq. ID OJ000150 12. 0124. C8 

57196 Strand 
1 End 
OJ000150_12 . 0124 .C8 .ol .gp Method 
195 End 
183_3.R1084 Score 
195. .349, 478.-558, 651. .817, 
1653.. 1691 

'1362086/piri IS57636 0.0e+00 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
>gi_2129919_pir S65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
>gi_886471_emb_CAA58474_ (X83499) methionine synthase 
[Catharanthus roseus] ' 



27700 
57196 
1 

OJ000150_12.0124.C8.ol.tc 
199 
none 



Seq. ID OJ000150_12.0124 .C8 
Strand + 

1691 

TBLASTX: Cress 
1570 
220 



End 

Method 
End 
Score 

199. .348, 200. .361, 475. .564, 510. .569, 650. .817, 651. .818, 

652. .825, 673. .837, 896. .1024, 900. .998, 1153. .1407, 1155. .1412, 

1155. .1406, 1492. .1569, 1499. .1570 



27700 
57196 
1 

OJ000150_12 . 0124 . C8 . ol . tm 

199 

none 



Seq. ID OJ000150_12.0124.C8 



Strand 
End 

Method 

End 

Score 



+ 

1691 

TBLASTX :Maize 

1570 

224 



199. .348, 200. .361, 412. .570, 475. .564, 650. .817, 651. .818, 
673. .843, 896. .1024, 897. .1001, 899. .1030, 900. .1031, 



27561 



1153. .1407, 1153. .1407, 1155. .1409, 1155. .1412, 1492. .1569, 
1499.. 1570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27700 
57196 
1 

OJ000150_12.0124 .C8.ol.ts 

199 

none 



Seq. ID OJ000150_12.0124.C8 

Strand + 

End 1691 

Method TBLASTX : Soybean 

End 1570 

Score 207 



199. .348, 200. .361, 222. .350, 477. .560, 478. .564, 650. .814, 

651. .818, 652. .822, 894. .989, 896. .1024, 1151. .1399, 1153. .1440, 

1153. .1404, 1155. .1412, 1492. .1569, 1499. .1570 



27700 
57196 
1 

OJ000150JL2 .0124 . G8 . ol .gs 

218 

none 



Seq. ID OJ000150_12.0124.C8 

Strand + 

End 1691 

Method GENSCAN 

End 1567 

Score .81 



218. .349, 427. .558, 651. .817, 898. .1003, 1156. .1406, 1495. .1567 



27700 
57196 
1 

OJ000150_12.0124'.C8 .o2.tw 

308 

none 



Seq. ID OJ000150_12.0124.C8 

Strand + 

End 1691 

Method TBLASTX : Wheat 

End 940 

Score 72 



308. .361, 310. .348, 311 . .349, . 445 .. 570, 475. .564, 650. .817, 
651. .818, 669. .818, 897 .. 935, 898 .. 939, 899. .940 



27700 
57196 
1 

OJ000150_12 . 0124 . C8 . ol . tw 

945 

none 



Seq. ID OJ000150_12.0124.C8 

Strand + 

End 1691 

Method TBLASTX : Wheat 

End 1572 

Score 96 



945. .998, 947. .1024, 968. .1030, 1153. .1407, 1155. .1409, 
1155. .1412, 1492.. 1572, 1494. .1568 



27701 
57197 
15 

OJ000150_12.0124.C9.ol.gs 
15 

none 
15. .89 



Seq. ID OJ000150__12.0124.C9 

Strand 

End 8 9 

Method GENSCAN 

End 8 9 

Score .84 



Seq. No. . 27702 

Gene No. 57198 

Start 42 

Name OJ000150_12 . 0124 . CI 1 . ol . gp 

Start 42 

GI LIB3431-010-P1-N1-F11 

Exons 42.. 301 

GI Descrip. ' 287403/dbj | D10838 | RICSBE1 1.0e-lll Rice gene for starch 
branching enzyme' 



Seq. ID OJ000150_12.0124.C11 

Strand + 

End 301 

Method AAT/GAP 

End 301 

Score 453 



27562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27702 
57199 
2971 

OJ000150_12.0124.Cll.o2.gp 
2971 

28254JL.R1084 

2971.. 3226, 3800.. 3933, 4023. 



Seq. ID OJ000150_12.0124.C11 

Strand + 

End 4203 

Method AAT/GAP 

End 4147 

Score 945 
.4147 



'3874228/emb|CAA90105.1| 4.0e-20 ( Z4 9909) * cDNA EST CEMSF21F 
comes from this gene; cDNA EST EMBL:D73546 comes from this gene 
cDNA EST EMBL:D73669 comes from this gene; cDNA EST EMBL:D70979 





. comes from this gene; cDNA EST EMBL:D71075 comes from this 




cDNA' 






Seq. No. 


27702 


Seq. ID 


OJ000150_12.0124.C11 


Gene No. 


57199 


Strand 


+ 


Start 


2971 


End 


4203 


Name 


OJ000150 12.0124.Cll.ol.np 


Method 


AAT/NAP 


Start 


3071 ~~ 


End 


4203 


GI 


6735330 


Score 


397 


Exons 


3071.. 3226, 3800.. 3921, 4023 


. .4203 




GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27702 


Seq. ID 


OJ000150_12.0124.C11 


Gene No . 


57200 


Strand 




Start 


884 


End 


1128 


Name 


OJ000150 12.0124.Cll.ol.gs 


Method 


GENSCAN 


Start 


884 _ ~~ 


End 


1128 


GI 


none 


Score 


.87 


Exons 


884. .957, 975. .1128 






Seq. No. 


27702 


Seq. ID 


OJ000150_12.0124.C11 


Gene No . 


57201 


Strand 




Start 


2911 


End 


3153 


Name 


OJ000150 12.0124.Cll.o2.gs 


Method 


GENSCAN 


Start 


2911 


End 


3153 


GI 


none 


Score 


.99 


Exons 


2911. .3153 






Seq. No. 


27702 


Seq. ID 


OJ000150_12.0124.C11 


Gene No. 


57202 


Strand 




Start 


3098 


End 


4148 


Name 


OJ000150 12.0124.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


3098 


End 


4148 


GI 


none 


Score 


130 


Exons 


3098.. 3199, 3100.. 3153, 3196 


..3228, 3798. .3932, 3799.-3933, 




3811. .3885, 4012. .4128, 4017 


..4148, 4022. ,4144, 4092. .4148 


Seq. No. 


27703 


Seq. ID 


OJ000150_12.0124.C12 


Gene No. 


57203 


Strand 


+ 


Start 


1 


End 


1712 


Name 


OJ000150 12.0124.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1580 


GI 


6735330 


Score 


721 


Exons 


1..232, 334. .564, 651. .785, 


1228. .1354 


, 1450.. 1580 


GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27703 :* 


Seq. ID 


OJ000150_12.0124.C12 



27563 



Gene No. 57203 

Start 1 

Name OJ000150_12 . 0124 . C12 . ol . gp 

Start 109 

GI 28254_1.R1084 

Exons 109.. 244, 334.. 560, 647, 
GI Descrip. f 3874228/emb | CAA90105 . 1 | 



Strand + 
End 1712 
Method AAT/GAP 
End 730 
Score 813 

.730 

4.0e-20 (Z49909) cDNA EST CEMSF21F 
comes from this gene; cDNA EST EMBL:D73546 comes from this gene; 
cDNA EST EMBL:D73669 comes from this gene; cDNA EST EMBL: D70979 
comes from this gene; cDNA EST EMBL:D71075 comes from this gene; 
cDNA' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27703 Seq. ID 

57203 Strand 

1 End 

OJ000150_12.0124.C12.ol.gs Method 

111 End 

none Score 



OJ000150_12.0124.C12 
■f 

1712 
GENSCAN 
1712 
.86 



111. .244, 334. .602, 647. .785, 1228. .1354, 1450. .1568, 1686. .1712 



27703 
57204 
2758 

OJ000150_12.'0124.C12.o2.gs 
2758 
none 

2758.-2864, 3142. .3261, 3501. .4086; 4128. .4300, 
6406. .6448, 6773. .6903, 7031. .7274, 7904. .8109 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 12.0124.C12 



9427 
GENSCAN 
8109 
.69 



5984. .6203, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27703 Seq. ID OJ000150_12 . 0124 . C12 

57204 Strand 

2758 End 9427 

OJ000150_12 . 0124 . C12 . o2 . np Method AAT/NAP 

5858 End 9321 

585957 Score 298 

5858. .5907, 5984. .6176, 6406 .. 654 1, 6773 .. 6920, 7051. .7410, 
7904.. 8153, 9081.. 9321 

PROTEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT - 
gi I 34643.9 1 pir | | A44170 membrane-bound ribosome-associated 
translocating polypeptide Sec61p - dog gi 1164070 (M96629) 
homologue to sec61 [Canis familiaris] 



OJ000150_12.0124.C12 

9427 
GENSCAN 
9427 
.98 



Seq. ID OJ000150_12.0124.C12 



11458 

TBLASTX: Maize 

1350 

208 



27703 Seq. ID 

57204 Strand 
2758 End 
OJ000150_12 . 0124 . C12 . o3 . gs Method 
9053 End 
none Score 
9053. .9427 

27703 

57205 Strand 
10789 End 
OJ000150_12 . 0124 . C12 . ol . tm Method 
109 End 
none Score 
109. .243, 110. .244, 323. .574, 329. .508, 354. .539, 644. .721, 



27564 




645. .722, 648. .785, 720 . .785, 1225 .. 1350, 1226. .1279, 
1231.. 1278, 1239.. 1349 



oeq. NO. 


O "7 *7 n "3 


Seq. ID 


OJ000150_12.0124. 


C12 


Gene No. 


57205 


Strand 






Start 


10789 


End 


11458 




Name 


OJ000150 12.0124.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


125 


End 


1714 




GI 


none 


Score 


110 




Exons 


125. .244, 131. .214, 741. .788, 


1225. .1353, .1239. .1355, 






1239.. 1352, 1433.. 1558, 1445. 


.1567, 1446.. 1568, 1446.. 1568, 




ioo^..ioyi, ±ooy..i/io, ib/u. 


.1714 






Seq. No. 


27703 


Seq. ID 


OJ000150_12.0124. 


C12 


Gene No. 


57205 


Strand 






Start 


10789 


End 


11458 




Name 


OJ000150 12.0124.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1445 


End 


1572 




GI 


none 


Score 


199 




Exons 


1443. .lOO/, lfl*lD. . 130a , IflflO. 


.1568, 1447. .1572 




Seq. No. 


27703 


Seq. ID 


OJ000150_12.0124. 


C12* 


Gene No. 


57205 


Strand 






Start 


10789 


End 


11458 




Name 


OJ000150 12.0124.C12.o4.gs 


Method 


GENSCAN 




Start 


10789 


End 


11458 




GI 


none 


Score 


.78 




Exons 


10789. .10926, 11405. ,11458 








Seq. No. 


27703 


Seq. ID 


OJ000150_12.0124. 


C12 


Gene No. 


57206 


Strand 






Start 


11375 


End 


11707 




Name 


OJ000150 12.0124.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11375 


End 


11707 




GI 


none 


Score 


57 




Exons 


11375. .11593, 11529. .11594, 11600.. 11707 




Seq. No. 


27704 


Seq. ID 


OJ000150__12.0124. 


C14 


Gene No. 


57207 


Strand 






Start 


1 


End 


535 




Name 


OJ000150 12.0124.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


535 




GI 


6907086 


Score 


223 




Exons 


1..403, 461. .535 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






27705 


Seq. ID 


OJ000150_12.0124. 


C15 


Gene No. 


57208 


Strand 


+ 




Start 


1 


End 


127 




Name 


OJ000150 12.0124.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


127 




GI 


6815072 


Score 


83 




Exons 


1. .127 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein 


(AC006067) 


i [Oryza sativa] 




Seq.. No'. 


27706 


Seq. ID 


OJ000150JL2. 01-24. 


C19 



27565 




Gene No. 


57209 


strand 




Start 


353 


End 


553 


Name 


OJ000150 12.0124.C19.ol.gs 


Method 


GENS CAN 


Start 


353 


End 


553 


GI 


none 


Score 


.51 


Exons 


353. .553 






Seq. No. 


27707 


Seq. ID 


OJ000150_12.0124 


Gene No. 


57210 


Strand 


+ 


Start 


1 


End. 


232 


Name 


OJ000150 12.0124.C20.ol.np 


Method • 


AAT/NAP 


Start 


1 


End ' 


229 


GI 


1362086 


Score 


277 


Exons 


1. .229 






GI Descrip. 


5-methyltetrahydropteroyltriglutamate- 


-homocysteine 



S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
gi|2129919|pir | IS65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
gi I 886471 1 emb | CAA58474 | (X83499) methionine synthase 
[Catharanthus roseus] 



Seq. No. 


27707. 










Seq. ID 


OJ000150_12.0124 


.C20 


Gene No. 


57210 










Strand 


+ ■ 




Start 


1 










End 


232 




Name 


OJOOOloO 


12 




/-i O A 

C20 . 


ol . gs 


Method 






Start 


46 - 










End 


232 




GI 


none 










Score 


.79 




Exons 


46. .232 
















Seq. No. 


27707 










Seq. ID 


OJ000150_12.0124 


.C20 


Gene No. 


57211 










Strand 






Start 


873 










End 


1621 




Name 


OJ000150 


12 


.0124. 


C20. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


43 










End 


264 




GI 


none 










Score 


278 




Exons 


43. .231, 


44 


. .232, 


56. 


.235, 


78. .242, 79 


. .264 




Seq. No. 


27707 










Seq. ID' 


OJ000150_12.0124 


.C20 


Gene No. 


57211 










Strand 






Start 


873 










End 


1621 




Name 


OJ000150 


12 


.0124. 


C20. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


43 










End 


222 




GI 


none 










Score 


269 




Exons 


43. .222, 


44 


. .220 












Seq. No. 


27707 










Seq. ID 


OJ000150_12.0124 


.C20 


Gene No. 


57211 










Strand 






Start 


873 










End 


1621 




Name 


OJ000150 


_12 


.0124. 


C20. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


43 










End 


256 




GI 


none 










Score 


272 




Exons 


43. .255, 


44 


. .256, 


44. 


.256 








Seq. No. 


27707 










Seq. ID 


OJ000150_12.0124 


.C20 


Gene No. 


57211 










Strand 






Start 


873 










End 


1621 





27566 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ00ai50_12 . 0124 . C20 . ol . tm 
43 

none 

43. .237, 44. .238 

27707 
57211 
873 

OJ000150_12.0124.C20.o2.gs 

873 

none 

873.. 1190, 1311.. 1621 

27708 
57212 
3228 

OJ000150_12.0124.C21.ol.np 
3228 
4587554 



Method 

End 

Score 



TBLASTX: Maize 

238 

302 



Seq. ID OJ000150_12.0124.C20 
Strand 

End i621 

Method • GENS CAN 

End 1621 

Score .68 



Seq. ID OJ000150_12.0124.C21 
Strand + 

4883 
AAT/NAP 
4883 
264 



End 

Method 
End 
Score 

3228. .3266, 4402. .4828, 4865. .4883 

(AC006577) Similar to gb|AJ005701 Na/Ca, K-exchanger from 
Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 



Seq. No. 


27708 








Seq. ID 


OJ000150_12.0124.C21 


Gene No. 


57213 








Strand 




Start 


1141 








End 


4818 


Name 


OJ000150 12. 


0124 


.C21.ol 


. gs 


Method 


GEN SCAN- 


Start 


1141 








End 


4743 


GI 


none 








Score 


.78 


Exons 


1141. .1364, 


2443 


. .2629, 


2959. 


.3004, 3088. .3098, 4336. .4548, 




4594. .4743 












Seq. No. 


27708 








Seq. ID 


OJ000150_12 . 0124 .C21 


Gene No. 


57213 








Strand 




Start 


1141 








End 


4818 


Name 


OJ000150 12. 


0124 


.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4501 








End 


4818 


GI 


none 








Score 


99 - 


Exons 


4501. .4629, 


4674 


. .4817, 


4687. 


.4818 




Seq. No. 


27709 








Seq. ID 


OJ000150_12.0124.C22 


Gene No. 


57214 








Strand 


+ 


Start 


1 








End 


487 


Name 


OJ000150 12. 


0124 


.C22.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


487 


GI 


4587554 








Score 


333 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1. .487 

(AC006577) Similar to gb|AJ005701 Na/Ca, K-exchanger from 
Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 



27709 
57215 
463 

OJ000150_12.0124 .C22.ol.tm 
3 



Seq.. ID OJ000150_12.0124.C22 
Strand 

End 833 

Method TBLASTX : Mai ze 

End 272 



27567 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



none Score 206 

3. .179, 6. .113, 171. .272, 185. .271 



27709 
57215 
463 

OJ000150_12.0124 .C22.ol.gp 
463 

uC-osflcypl4 9cl0al 
463. .833 

, 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica {GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 12.0124.C22 



833 

AAT/GAP 

833 

735 



Seq. No. 


27710 


Seq. ID 


OJ000150_12. 


0124 


Gene No. 


57216 


Strand 


+ 




Start 


4306 


End 


6564 




Name 


OJ000150 12.0124.C23.ol.np 


Method 


AAT/NAP 




Start 


4306 


End 


6564 




GI 


1165322 


Score 


314 




Exons 


4306.. 5045, 6514.. 6564 








GI Descrip. 


(U44838) extensin [Glycine max] 






Seq. No. 


27710 


Seq. ID 


OJ000150_12. 


0124 


Gene No. 


57216 


Strand 


+ 




Start 


4306 


End 


6564 




Name 


OJ000150 12.0124.C23.o2.gp 


Method 


AAT/GAP 




Start 


5979 


End 


6061 




GI 


38012 1.R1084 


Score 


99 




Exons 


5979. .6061 








GI Descrip. 


f 4097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds ' 


Seq. No. 


27710 


Seq. ID 


OJ000150_12. 


0124 


Gene No. 


57217 


Strand 


+ 




Start 


7871 


End 


10428 




Name 


OJ000150 12.0124.C23.o2.np 


Method 


AAT/NAP 




Start 


7871 


End 


10428 




GI 


6016874 


Score 


1784 





Exons 7871. .7949," 8033. .8170, 8235. .8467, 8858. .9017, 9411. .9590, 

9708.. 10047, 10358.. 10428 
GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 

region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



Seq. No. 


27710 








Seq. ID 


OJ000150 


Gene No. 


57217 








Strand 


+ 


Start 


7871 








End 


10428 


Name 


. OJ000150 12 


.0124 


.C23.o3 


. gs 


Method 


GENSCAN 


Start 


7871 






End 


10051 


GI 


none 








Score 


.53 


Exons 


7871. .8117, 


8235 


. .8323, 


8858. 


.9017, 9591.. 10051 


Seq. No. 


27710 








Seq. ID 


OJ000150 


Gene No. 


57217 








Strand . 


+ 


Start 


7871 








End 


10428 


Name 


OJ000150 12 


.0124 


.C23.o3 


.gp 


Method 


AAT/GAP 


Start 


8560 








End 


9068 



27568 



•'GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflcypll0c07bl Score 958 

8560. .9068 

'4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



27710 
57218 
1383 

OJ000150_12 . 0124 . C23 . o2 . gs 

1383 

none 



Seq. ID OJ000150_12.0124.C23 
Strand 

End 5072 

Method GEN SCAN 

End 5072 

Score .83 



1383. .1477, 1523. .1560, 1644. .2731, 2994. .3113, 3864. .3907, 
4046. .4094, 4290. .5072 



Seq. No. 27710 

Gene No. 57219 

Start 5739 

Name OJ000150_12 . 0124 .C23.ol.gp 

Start 5739 

GI 15870_2.R1084 

Exons 5739.. 5925 

GI Descrip. ' 287403/dbj | D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme' 



Seq. ID OJ000150_12.0124.C23 
Strand 

End 5925 

Method AAT/GAP 

End 5925 

Score 267 



Seq. No. 


27710 








Seq. ID 


OJ000150_12.0124 .C23 


Gene No. 


57220 








Strand 




Start 


8219 








End 


8665 


Name 


OJ000150 12 


.0124. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8219 








End 


8665 


GI 


none 








Score 


69 


Exons 


8219. .8305, 


8290. 


.8499, 


8291. 


.8569, 8570.. 8632, 8627.. 8665 


Seq. No. 


27710 








Seq. ID 


OJ000150_12.0124.C23 


Gene No. 


57221 








Strand 




Start 


8759 








End 


9073 


Name 


OJ000150 12 


.0124. 


C23.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


8759 








End 


9073 


GI 


none 








Score 


65 


Exons 


8759. .8833, 


8846. 


.9073, 


8854. 


.9072 




Seq. No. 


27710 








Seq. ID 


OJ000150_12.0124.C23 


Gene No. 


57222 








Strand 




Start 


9278 








End 


9630 


Name 


OJ000150 12 


.0124. 


C23.o4 


.tm 


Method 


TBLASTX: Maize 


Start. 


9278 








End 


9630 


GI 


none 








Score 


240 


Exons 


9278. .9559, 


9289. 


.9630 








Seq. No. 


27710 








Seq. ID 


OJ000150_12.0124.C23 


Gene No. 


57223 








Strand 




Start 


9742 








End 


9985 


Name 


OJ000150 12 


.0124. 


C23.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9742 








End 


9985 


GI 


none 








Score 


282 


Exons 


9742. .9900, 


9752. 


.9985 









27569 



Seq. No. 27711 

Gene No. 57224 

Start 538 

Name OJ000150JL2 . 0124 . C24 . ol . 

Start 538 

GI none 

Exons 538.. 584 



gs 



Seq. - ID 

Strand 

End 

Method 

End 

Score 



OJ000150_12.0124.C24 
584 

GEN SCAN 

584 

.51 



Seq. No. 27712 

Gene No. 57225 

Start 1 

Name OJ000150_12 . 0124 . C25 . ol , 

Start 1 

GI 5001454 

Exons 1..524 

GI Descrip. (AC007730) putative non- 
[Arabidopsis thaliana] 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_12.0124.C25 
524 

AAT/NAP 

524 

230 



LTR retrolelement reverse transcriptase 



Seq. No. 


27712 


Gene No. 


57225 


Start 


1 


Name 


OJ000150 


Start 


53 


GI 


none 


Exons 


53, .304, 


Seq. No. 


27712 


Gene No. - 


57225 


Start 


1 


Name 


OJ000150 


Start 


98 


GI 


none 


Exons 


98. .283, 


Seq. No. 


27712 


Gene No. 


57225 


Start 


1 


Name 


OJ000150 


Start 


100 


GI 


none 


Exons 


100. .128 


Seq. No. 


27712 


Gene No. 


57225 


Start 


1 . 


Name 


OJ000150 


Start 


101 


GI 


none 


Exons 


101. .475 


Seq. No. 


27712 


Gene No. 


57225 


Start 


1 


Name 


OJ000150 


Start 


329 


GI 


none 


Exons 


329. .520 



.ts 



. gs 



.tw 



.tm 



Seq. ID OJ000150_12.0124.C25 
Strand 

524 

TBLASTX: Maize 
328 
85 



End 

. tm Method 
End 
Score 

.305, 299.. 328 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. 'ID 

Strand 

End 

Method 

End 

Score 



OJ000150_12.0124.C25 
524 

TBLASTX : Soybean 

496 

171 



OJ000150_12.0124.C25 
524 

GENSCAN 

128 

.71 



OJ000150_12.0124.C25 
524 

TBLASTX: Wheat 

475 

290 



OJ000150_12.0124.C25 
524 

TBLASTX: Maize 

521 

99 



27570 



Seq. No. 


27713 




Seq. ID 


OJUUUloU lz.Ulz4. 




Gene No. 


57226 




Strand 






Start 


55 




End 


583 




Name 


OJ000150 12. 


0124.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


55 




End 


583 




GI 


none 




Score 


168 




Exons 


55.. 126, 133 


..252, 248. .583 








Seq. No. 


27713 




O n «■ TP\ 

Seq. ID 




CO £ 


^Gene No. 


-57226 




Strand 






Start 


55 




End 


583 




Name 


OJ000150 12. 


0124.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


55 




End 


255 




GI 


none 




Score 


176 




Exons 


55. .255 










Seq. No. 


27713 




Seq. ID 




CO& 


Gene No. 


57227 




Strand 






Start 


869 




End 


1207 




Name 


OJ000150 12. 


0124.C26.o2.tw 


Method 


TBLASTX: Wheat 




Start 


869 




End 


1207 




GI 


none 




Score 


82 




Exons 


869. ,1000, 876. .1013, 1055.. 


1207, 1101. 


-.1202 




Seq. No. 


27714 




Seq. ID 


OJ000150_12.0124. 


C27 


Gene No. 


57228 




Strand 


+ 




Start 


3284 




End 


3715 




Name ■ 


OJ000150 12. 


0124.C27.ol.gp 


Method 


AAT/GAP 




Start 


3284 




End 


3715 




GI 


2428185 




Score 


709 




Exons 


3284. .3715 










GI Descrip. 


5852170/embl 


AL117265.1IOST17804 1.0e-177 Oryza sativa 






indica(GLA4) 


genomic DNA, chromosome 4, 


BAC clone :tl7804 


Seq. No. 


27714 




Seq. ID 


OJ000150_12.0124. 


C27 


Gene No. 


57229 




Strand 


+ 




Start 


4047 




End 


10773 




Name 


OJ000150 12. 


0124.C27.o3.gs 


Method 


GENSCAN 




Start 


4047 


End 


5608 




GI 


none 




Score 


.96 




Exons 


4047. .4094, 


5093. .5608 








Seq. No. 


27714 




Seq. ID 


OJ000150_12.0124 . 


C27 


Gene no. 


57229 




Strand 


+ 




Start 


4047 




End 


10773 




Name 


OJ000150 12. 


0124.C27.ol.np 


Method 


AAT/NAP 




Start 


5093 




End 


6177 




GI 


4512231 




Score 


1162 




Exons 


5093. .5584, 


5873. .6177 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


27714 




Seq. ID 


OJ000150_12.0124. 


C27 


Gene No. 


57229 




Strand 


+ 




Start 


4047 




End 


10773 




Name 


OJ000150 12. 


0124.C27.o2.np 


Method 


AAT/NAP 




Start 


6057 




End 


10773 





27571 




GI 4680179 Score 5584 

Exons 6057.. 6167, 6419.. 7366, 7394.. 10773 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


27714 








Seq. ID 


OJ000150 12.0124 


.C27 


Gene No. 


57230 








Strand 


- 




Start 


2307 








End 


2676 




Name 


OJ000150 12 


.0124 


.C27.o2 


.gs 


Method 


GEN SCAN 




Start 


2307 " 








End 


2676 




GI 


none 








Score 






Exons 


2307. .2540, 


2554 


. .2676 










Seq. No. 


27714 








Seq. ID 


OJ000150 12.0124 


.C27 


Gene No. 


57231 








Strand 


- 




Start 


11009 








End 


11379 




Name 


OJ000150 12 


.0124 


.C27.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


6517 








End 


6715 




GI 


none 








Score 


Z Uo 




Exons 


6517. .6714, 


6518 


. .6715 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 


- 




Start 


11009 








End 


11379 




Name 


OJ000150 12 


.0124 


.C27 .06 


.tw 


Method 


TBLASTX: Wheat 




Start 


6766 








End 


7111 




GI 


none 








Score 


JU / 




Exons 


6766. .6876, 


6767 


. .7111, 


6915. 


.6959 






Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 


- 




Start 


11009 








End 


11379 




Name" 


OJ000150 12 


.0124 


.C27.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


6767 








End 


7072 




GI 


none 








Score 


O A "3 




Exons 


6767. .7072 














Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 


- 




Start 


11009 








End 


11379 




Name 


OJ000150 12 


.0124 


.C27.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


7451 








End 


7804 




GI 


none 








Score 


Zdu 




Exons 


7451. .7804 














Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 


- 




Start 


11009 








End 


11379 




Name 


OJ000150 12 


.0124 


.C27.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


7936 








End 


8419 




GI 


none 








Score 


517 




Exons 


7936. .8376, 


7937 


. .8419, 


8048. 


.8416 






Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12 


.0124 


.C27.o3 


.ts 


* Method 


TBLASTX: Soybean 




Start 


7973 








End 


8287 





27572 




GI 


none 








Score 


208 




Exons 


7973. .8287, 


8089 


. .8286 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8p02 








End 


8449 




GI 


none 








Score 


364 




Exons 


8002. .8244, 


8006 


. . 8449 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


8360 








End 


8755 




GI 


none 








Score 


57 




Exons 


8360. .8392, 


8360 


. .8392, 


8396. 


.8449, 8399.. 8725, 8504. .8755 


Seq. No. 


27714 








Seq. ID 


OJ000150_12 .0124 


. C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.65 


.tw 


Method 


TBLASTX: Wheat 




Start 


8469 








End 


8770 




GI 


none . 








Score 


58 




Exons 


8469. .8561, 


8507 


. .8770, 


8509. 


.8769 






Seq. No. 


27714 








Seq. ID 


OJ000150_12 .0124 


.C27 


Gene No. 


57231 








Strand 


■~ 




Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


8504 








End 


8836 




GI 


none 








Score 


304 




Exons 


8504. .8836, 


8557 


. .8835 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


8771 








End 


9196 




GI 


none 








Score 


597 




Exons 


8771. .9196, 


8773 


. .9189, 


8888. 


.9196 






Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


8777 








End 


9025 




GI 


none 








Score 


207 




Exons 


8777. .9025, 


8803 


. .8907, 


8962. 


.9006 






Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124 


.C27.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8843 








End 


9196 




GI 


none 








Score 


461 





27573 




Exons 


8843. .9196, 


884.8. 


.9189 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9224 








End 


9763 




GI . 


none 








Score 


614 




Exons 


9224. .9763, 


9406. 


.9759 










Seq. No. 


27714 








Seq. ID 


OJQ00150_12.0124 


.C27„ 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


9461 








End 


9787 




GI 


none 








Score 


90 




Exons 


9461. .9643, 


9644. 


.9787, 


9646. 


.9786 






Seq. No. 


27714 








Seq. ID 


OJ000150JL2.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


9551 








End 


9811 




GI 


none 








Score 


299 




Exons 


9551. .9811, 


9562. 


.9810 










Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


t27.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9609 








End 


9901 




GI 


none 








Score 


106 




Exons 


9609. .9896, 


9609. 


.9896, 


9610. 


.9897, 9611. .9901 




Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


* 97.70 








End 


10396 




GI 


none 








Score 


692 




Exons 


9770. .10396, 


9772 


. .10275 


, 9941.. 10354, 


10336. .10395 




Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9949 








End 


10534 




GI 


none 








Score 


204 




Exons 


9949. .10104, 


9950 


. .10111 


, 10108.. 10272 


, 10109. .10534, 






10336. .10533 












Seq. No. 


27714 








Seq. ID 


OJ000150_12.0124 


.C27 


Gene No. 


57231 








Strand 






Start 


11009 








End 


11379 




Name 


OJ000150 12. 


0124. 


C27.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


10396 








End 


10728 




GI 


none 








Score 


261 





27574 



Exons 



V 



10396. .10611, 10397. .10657, 10606.. 10728 



Seq. No. 27714 

Gene No. 57231 

Start 11009 

Name OJ000150_12 . 0124 . C27 . o5 . gs 

Start 11009 

GI none 

Exons 11009. .11173, 11197.. 11379 



Seq. ID OJ000150_12.0124.C27 
Strand 

End 11379 

Method GENSCAN 

End 11379 

Score .59 



Seq. No. 27715 
Gene No. 57232 
Start 1 

Name OJ000150_12 . 0124 . C2 9 . ol . np 

Start 1 
GI 4378066 
Exons 1..427 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ000150_12.0124.C29 

Strand 

End 745 

Method AAT/NAP 

End 427 

Score 176 



Seq. No. 


27715 




Seq. ID 


Gene No. 


57232 




Strand 


Start 


1 




End 


Name 


OJ000150 12.0124.C29. 


ol.gs 


Method 


Start 


141 




End 


GI 


none 




Score 


Exons 


141. .745 






Seq. No. 


27716 




Seq. ID 


Gene No. 


57233 




Strand 


Start 


355 




End 


Name 


OJ000150 12.0124.C30. 


ol.np 


Method 


Start 


355 




End 


GI 


5852179 




Score 


Exons 


355. .562 






GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 


Seq. No. 


27716 




Seq. ID 


Gene No. 


57234 




Strand 


Start 


419 




End 


Name 


OJ000150 12.0124.C30. 


ol .gs 


Method 


Start 


419 




End 


GI 


none 




Score 


Exons 


419. .503 






Seq. No. 


27717 




Seq. ID 


Gene No. 


57235 




Strand 


Start 


60 




End 


Name 


OJ000150 12.0124.C31. 


ol .gp 


Method 


Start 


60 




End 


GI 


2428185 




Score 


Exons 


60. .391 






GI Descrip. 


5852170/emb|AL117265. 


1IOST17804 1.0e-17 




indica (GLA4 ) genomic 


DNA, chromosome 4, 


Seq. No. 


27717 




Seq. ID i 



745 

GENSCAN 

745 

.57 



+ 

562 

AAT/NAP 

562 

187 



503 

GENSCAN 

503 

.72 



+ 

391 

AAT/GAP 
391 
491 



27575 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57236 : Strand + 

378 End 551 

OJ000150_12 .0124 . C31 . ol . np Method AAT/NAP 
378 End 551 

6063554 Score 120 

378. .551 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27717 Seq. ID 

57237 Strand 

3517 End 

OJ000150_12 .0124 . C31 . o2 . np Method 

3517 End 

4680183 Score 
3517.. 4332 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000150_12.0124.C31 
+ 

4332 
AAT/NAP 
4332 
843 



■ gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27717 
57238 
16808 

OJ000150_12.0124.C31.o2. 
16808 

uC-osflcyp034f07bl 
16808. .16892, 17068.. 17423 

'5670155/gb|AF161269.1JAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ000150_ 
+ 

17423 
AAT/GAP 
17423 
730 



12.0124.C31 



27717 Seq. ID 

57239 Strand 
18206 End 
OJ000150_12 . 0124 . C31 . o5 . np Method 
18206 End 
6815072 Score 
18206.. 18565 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ000150_12.0124.C31 
+ 

18565 
AAT/NAP 
18565 
426 



27717 
57240 
6332 

OJ000150_12.0124.C31.o3.np 

6332 

4206306 

6332. .10123 

(AF049110) prpol [Zea mays] 

27717' 
57240 
6332 

OJ000150_12.0124.C31.o6.tw 

6341 

none 

6341.. 6466, 6567.. 6770, 6659. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_12.0124.C31 

12193 
AAT/NAP 
10123 
2868 



OJ000150_12.0124 .C31 
12193 

TBLASTX: Wheat 

6937 

102 



,6790, 6818.. 6937 



Seq. No. 



27717 



Seq. ID OJ000150_12.0124.C31 



27576 




Gene No. 


CIA i n 

57240 








strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


6650 








End 


6892 




GI 


none 








Score 


47 




Exons 


6650. .6892, 


6651. 


.6725, 


6789. 


.6887 






Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


.C31 


Gene No. 


D /24U 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6908 








End 


7282 




GI 


none 








Score 


51 




Exons 


6908. .7132, 


6915. 


.7133, 


7139. 


.7282, 7140. .7253 




Seq. No. 


27717 








Cart TT\ 

beq. id 


UJUUUlOU 1Z.U124 


.C31 


Gene No . 


O /Z4U 








otrana 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6923 








bna 


"7 n Q A 




GI 


none 








Score 


1 in 

1 / / 




Exons 


6923. .7093, 


6924. 


.7094 










Seq. No. 


27717 








Seq. ID 


OJUUUloU lz.U124 


.C31 


Gene No. 


57240 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7055 








End 


7444 




GI 


none 








Score 


56 




Exons 


7055. .7444, 


7067. 


.7174 










Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


.C31 


Gene No. 


57240 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7094 








End 


7552 




GI 


none 








Score 


55 




Exons 


7094. .7552, 


7095. 


.7187, 


7233. 


.7427 






Seq. No. 


27717 








Seq. ID 


OJ000150J.2.0124 


.C31 


Gene No . 


o /z4U 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7754 








End 


8171 




GI 


. none 








Score 


111 




Exons 


"'7754. ;8002, 


7755. 


.7928, 


7988. 


.8170, 7995. .8171 




Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


.C31 


Gene No. 


57240 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124. 


C31.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8438 








End 


8821 




GI 


none 








Score 


92 




Exons 


8438. .8821, 


8628. 


.8771 










Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


.C31 


Gene No. 


57240 








Strand 







27577 




Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124 


.C31.ol 


.tw' 


Method 


TBLASTX : Wheat 




Start 


8442 








End 


8866 




GI 


none 








Score 


199 




Exons 


8442. .8813, 


8447 


. . 8866, 


8553. 


.8813 






Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


.C31 


Gene No. 


C T O A A 

. 57240 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124 


.C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8540 








End 


8923 




GI 


none 








Score 


197 




Exons 


8540. .8923, 


8553 


. .8813, 


8588. 


.8902 






Seq. No. 


27717 








Seq. ID 


OJ000150_12.0124 


-C31 


Gene No . 










Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124 


.C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


8951 








End 


9308 




GI 


none 








Score 


207 




Exons 


8951. .9307, 


8952 


. .9308 










Seq. No. 


27717 








Seq. ID 


OJ000150_12. 012.4 


.C31 


Gene No. 


57240 








Strand 






Start 


6332 








End 


12193 




Name 


OJ000150 12 


.0124 


,C31.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


8981 








End 


9373 




Gl" 


none 








Score 


264 




Exons 


8981. .9373, 


8982 


. .9371 











Seq. No. 


27717 


Seq. ID 


OJ000150_12.0124.C31 


Gene No. 


57240 


Strand 




Start 


6332 


End 


12193 


Name 


OJ000150 12 


. 0 12 4 . C31 . o5 . tw Method 


TBLASTX: Wheat 


Start 


9516 


End 


9866 


GI 


none 


Score 


92 


Exons 


9516. .9737, 


9517.. 9738, 9744.. 9866 




Seq. No. 


27717 


Seq. ID 


0 JO 001 50_1,2 . 012 4 . C 3 1 


Gene No. 


57240 


Strand 




Start 


6332 


End 


12193 


Name 


OJ000150 12 


. 0 12 4 . C31 . o4 . np Method 


AAT/NAP 


Start 


9890 


End 


12193 


GI 


6721562 


Score 


295 


Exons 


9890. .9929, 


10541. .11574, 12022.. 12193 




GI Descrip. 


(AP001073) 


Similar to" Zea mays 22-kDa 


alpha zein gene, cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj | BAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 27717 Seq. ID 

Gene No. 57240 Strand 

Start 6332 End 

Name OJ000150_12 . 0124 . C31 . o7 . tw Method 

Start 10669 End 

GI none Score 



OJ000150_12.0124.C31 
12193 

TBLASTX: Wheat 

11013 

183 



27578 



Exons 



10669. .11013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27718 
57241 
1 

OJ000150_12.0124.C32.ol.np 
1 

6815072 



Seq. ID 
Strand 
End 

Method 
End 
Score 

l..^' 199.. 909, 1019. .1305, 1717. .2216 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ000150_12.0124.C32 
+ 

2216 
AAT/NAP 
2216 
1669 



Seq. No. 


27718 


Seq. ID 


OJ000150_12.0124 


.C32 


Gene No. 


57241 


Strand 


+ 




Start 


1 


End 


2216 , 




Name 


OJ000150 12.0124.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


652 




GI 


none 


Score 


222 




Exons 


2. .367, 548. ,652 








Seq. No. 


27718 


Seq. ID 


OJ000150_12.0124 


.C32 


Gene No. 


57241 


Strand 


+ 




Start 


1 


End 


2216 




Name 


OJ000150 12.0124.C32'.ol.tw 


Method 


TBLASTX: Wheat 




Start 


461 


End 


874 




GI 


none 


Score 


36 




Exons 


461.. 541, 548.. 772, 571.. 660, 


691. .771, 


796. .873, 797.. 


874 


Seq. No. 


27719 


Seq. ID 


OJ000150_12.0124 


.C33 


Gene No. 


57242 


Strand 


+ 




Start 


1 


End 


4315 




Name 


OJ000150 12.0124 .C33.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4315 




GI 


6815072 


Score 


1848 




Exons 


1..92, 2526. .4315 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


27719 


Seq. ID 


OJ000150_12.0124 


.C33 


Gene No. 


57243 


Strand 


+ 




Start 


8693 


End 


13315 




Name 


OJ000150 12.0124.C33.o3.gp 


Method 


AAT/GAP 




Start 


8626 


End 


13315 




GI 


877 1.R1084 


Score 


2839 




Exons 


8626. .8938, 9084. .9131, 9254. 


.9363, 9564. .9621, 11050.. 


11313 



11392. .11529, 11650. .11701, 12065 12144 , 12353 12412, 
12553. .12633, 12988.. 13315 
GI Descrip. ' 4574135/gb | AAD23907 . 1 | AF073695_1 1.0e-169 (AF073695) cysteine 
synthase [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27719 
57243 
8693 

OJ000150_12.0124.C33.o3.gs 

8693 

none 



Seq. ID OJ000150_12.0124.C33 



Strand 
End 

Method 

End 

Score 



+ 

13315 
GENSCAN 
13077 
.91 



8693.. 8938, 9084.. 9131, 11050 .. 11313, 11392 11529, 



27579 



1165a; .11701,, 1*2.011. .121447 12353. .12412, 12553. .1-2633, 
12988. .13077 ' - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



27719 
57243 
8693 

OJ000150_12.0124.C33.o3.np 

9099 

4574135 



Seq. ID OJ000150_12.0124.C33 

Strand + 

End 13315 

Method AAT/NAP 

End 13074 

Score 1335 



9099.. 9131, 9254.. 9363, 9564.. 9621, 11050 .. 11313, 11392 11529, 
11650. .11701, 12065. .12144, 12353 .. 12412, 12553 .. 12633, 
12988. .13074 

(AF073695) cysteine synthase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27719 Seq. ID 

57244 Strand 

283 End 

OJ000150_12.0124.C33.ol.np Method 

283 End 

6907088 Score 



OJ000150_12.0124.C33 

1716 
AAT/NAP 
1716 
1180 



283. .670, 1165. .1402, 1579. .1716 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 12.0i24.C33 



27719 
57244 
283 

OJ000150_12.0124.C33.ol.gp 
711 

5667165". 
711. .904 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



1716 
AAT/GAP 
904 
360 



Seq. No. 


27719 








Seq. ID 


OJ000150_12.0124 


.C33 


Gene No. 


57245 








Strand 






Start 


6986 








End 


7860 




Name 


OJ000150 12 


.0124 


C33.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3118 








End 


3502 




GI 


none 








Score 


98 




Exons 


3118. .3501, 


3119 


.3220, 


3148. 


.-3351, 3254.. 3502 




Seq. No. 


27719 








Seq. ID 


OJ000150_12.0124 


.C33 


Gene No. 


57245 








Strand 






Start 


6986 








End 


7860 




Name 


OJ000150 12 


.0124 


C33.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


3791 








End 


4048 




GI 


none 








Score 


227 




Exons 


3791. .4048, 


3799 


.3996 










Seq. No. 


27719 








Seq. ID 


OJ000150_12.0124 


.C33 


Gene No. 


57245 








Strand 






Start 


6986 








End 


7860 




Name 


OJ000150 12 


.0124. 


C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3794 








End 


4114 




GI 


none 








Score 


215 




Exons 


3794. .4033, 


3796. 


.3933, 


4025. 


.4114, 4025. .4114 





27580 




Seq. No. 


V;2*7.719 * ' '. 




S£q. ID 


pJ000i50_12 . 0124 .€33 


Gene No. 


C ~1 O A C 

D /z4 D 




btranct 




Start 


6986 




End 


7860 


Name 


OJ000150 12.0124.C33.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4040 




End 


4222 


GI 


none 




Score 


210 


Exons 


4040. .4222, 4040. .4180, 


4087. 


.4221 




Seq. No. 


27719 




Seq. ID 


OJ000150_12.0124.C33 


Gene No. 


57245 




Strand 


- 


Start 


6986 




End 


7860 


Name 


OJ000150 12.0124.C33.o2 


.gp 


Method 


AAT/GAP 


Start 


6986 




End 


7860 


GI 


LIB3477-003-P1-K1-E9 




Score 


127 


Exons 


6986:. 7048, 7820. .7860 








GI Descrip. 


'2498586/sp|Q40638 |MP01 


_0RYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27719 
57246 
9026 

OJ000150_12. 
9026 
none 

9026. .9136, 
.9559. .9621, 
11047. .11331 
11391. 
11647. 
12350. 
12991. 



0124.C33.ol.tc 



Seq. ID OJ000150_12.0124.C33 
Strand 

End 13074 
Method TBLASTX : Cress 
End 13074 
Score 42 

9096. .9134, 9241. .9363, 9242. .9364, 9242. .9382, 
9562. .9621, 11032 .. 11325 , 11033 .. 11173, 
, 11049. .11330, 11379. .11516, 11389 .. 11532, 
.11459, 11499. .11531, 11607 .. 11702 , 11647 .. 11703, 
,11712, 12063. .12146, 12064 .. 12147 , 12344 12418, 
,12415, 12541. .12615, 12552 .. 12665, 12553 .. 12633, 
,13074, 12996.. 13073 



Seq. No. 27719 
Gene No. 57246 
Start 9026 ■ 

Name OJ000150_12 . 0124 . C33 . ol . tm 

Start 9053 

GI . none 

Exons 9053.. 9136, 9087.. 9134, 9241. . 

9559.. 9618, 9562.. 9618, 11049, 
11050. .11331, 11389. .11532, 
11647. .11703, 12063. .12146, 
12345. .12431, 12350 .. 124 15, 
12546. .12659, 12553 .. 12636, 
12988. .13074 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 12.0124.C33 



13074 

TBLASTX: Maize 
13074 
40 

9363, 9242.. 9364, 9251.. 9370, 
.11312, 11049. .11312, 



11389. .11529, 11607. .11702, 

12064. .12147, 12068. .12157, 

12541. .12633, 12546. .12566, 

12968. .13069, 12987 .. 13073, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27719 
57246 
9026 

OJ000150_12.0124.C33.ol.ts 
9224 
none 



Seq. ID OJ000150_12.0124 .C33 
Strand 

13074 

TBLASTX : Soybean 
13074 
174 



End 

Method 
End 
Score 

9224. .9364, 9226. .9363, 9561. .9617, 9562. .9621, 11014 .. 11322 , 
11047. .11331, 11049. .11330, 11389 .. 11532 , 11390 .. 11425, 
11391. .11459, 11647. .11703, 11655 11702 , 12063 .. 12140, 
12064. .12147, 12344. .12418, 12350 .. 124 15, 12354 .. 12431, 



27581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



12552. .12659, 12553 .'. 12633, 12990-. . 13073, 12991.. 13074 



27719 
57246 
9026 

OJ000150_12.0124.C33.ol.tw 

9241 

none 



Seq. ID OJ000150_12.0124.C33 
.Strand 

End 13074 

Method TBLASTX : Wheat 

End 11271 

Score 193 



9241. .9363, 9242. .9364, 9242. .9370, 9559. .9621, 9561. .9620, 
9562. .9621, 11047 .. 11271, 11049. .11270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27719 
57246 
9026 

OJ000150_12.0124.C33.o2.tw 
11391 



none 
11391, 
11647, 
12348, 



,11528,- 11392. 
,11703, 12063. 
,12434, 12350. 



12546. .12566, 12546. 



Seq. ID OJ000150_12.0124.C33 
Strand 

End 13074 
Method TBLASTX : Wheat 
End 12636 
Score 134 

11529, 11646. .11702, 
12147, 12068. .12157, 
12415, 12351. .12446, 1254 1 .. 12633, 
12635, 12553.. 12636 



.11532, 11392, 
,12146, 12064, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27720. Seq. ID OJ000150_12 . 0124 . C34 

5724*7 Strand + 

938 End 1389 

OJ000150_12.0124.C34 .ol.gp Method AAT/GAP 

938 End 1389 

28447_1.R1084 Score 878 

938.. 138 9 

, 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



27720 Seq. ID 

57248 Strand 
553 End 
OJ000150_12 . 0124 . C34 . ol . np Method 

553 . End 
2959736 Score 



OJ000150_12.0124.C34 

2981 
AAT/NAP 
2981 
295 



553. .580, 1287. .1569, 1949. .2146, 2945. .2981 

(Y13651) homologous to GATA-binding transcription factors 

[Arabidopsis thaliana] 



27720 Seq. ID 

57248 Strand 

553 End 
OJ000150_12.0124.C34.ol.tc Method 

1313 End 

none Score 

1313.. 1510, 1316.. 1483, 1317.. 1505 

27720 Seq. ID 

57248 Strand 

553 End 
OJ000150_12. 0124 .C34 .ol.ts Method 

1313 End 

none Score 

1313.. 1510, 1317.. 1502, 1682.. 1738 



OJ000150_12.0124.C34 
2981 

TBLASTX: Cress 

1510 

88 



OJ000150_12.0124.C34 
2981 

TBLASTX: Soybean 

1738 

150 



27582 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27720 
57248 
553 

OJ000150_12 . 0124 . C34 . ol . tm 

1313 

none 



Seq. ID OJ000150_12.0124.C34 
Strand 

End 2981 ■ 

Method TBLASTX: Maize 

End 1738 

Score 150 



1313.. 1510, 1317.. 1502, 1682.. 1738 



27721 
57249 
1 

OJ000150_12.0124.C36.ol.np 

1 

4585998 



Seq. ID OJ000150_12.0124.C36 

Strand + 

End 3273' 

Method AAT/NAP 

End 3273 

Score 307 



1..550, 1658. .1713, 3028. .3273 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



27721 
57249 
1 

OJ000150_12.0124.C36.ol.gs 
70 

none . 

70.. 986, 1294.. 1782 

27721 
57250 
2947 

0 J000 150_1 2 . 0 12 4 . C3 6 . o2 . gs 

2947 

none 

2947.. 3546, 3580.. 4032 



Seq. ID OJ000150_12.0124.C36 

Strand + 

End 3273 

Method GENSCAN 

End- 1782 

Score .57 



Seq. ID OJ000150_12.0124.C36 
Strand 

End 4032 

Method GENSCAN 

End 4032 

Score, .98 



Seq. ID OJ000150_12.0124.C37 
Strand 

923 

AAT/NAP 
923 
704 



27722 
57251 
1 

OJ000150_12.0124.C37.ol.np 
1 

6016874 
1..211, 658. .923 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


27722 












Seq. ID 


OJ000150_12.0124 


.C37 


Gene No. 


57251 












Strand 






Start 


1 












End 


923 




Name 


OJ000150 


12. 


0124 


.C37 


.ol 


.gs 


Method 


GENSCAN 




Start 


679 












End 


856 




GI 


none 












Score 


1 




Exons 


679.-856 


















Seq. No. 


27722 












Seq. ID 


OJ000150_12.0124 


.C37 


Gene No. 


57251 












Strand 






Start 


1 












End 


923 




Name 


OJ000150 


12. 


0124 


.C37 


.01 


. tm 


Method 


TBLASTX: Maize 





27583 




Start' 


745 


-> 




End 


922 




GI ' 


none 






Score 


82 




Exons 


745. .921, 


830. .922 










Seq. No. 


27723 






Seq. ID 


OJ000150_19.0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


41"3 






End 


797 




GI 


none 






Score 


99 




Exons 


413. .487, 


414 . .488, 


414. .494, 


597. .797, 


597. .797 




Seq. No. 


27723 






Seq. ID 


OJ000150_19.0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol . np 


Method 


AAT/NAP 




Start 


419 






End 


1162 




GI 


2224731 






Score 


305 




Exons 


419. .488, 


598. .810, 


904. .1041 


, 1121.. 1162 




GI Descrip. 


(AB004932) Aux22d [Vigna radiata] 






Seq. No. 


27723 






Seq. ID 


OJ000150_19.0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419; 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


425 






End 


999 




GI 


none 






Score 


52 




Exons 


425. .490, 


426. .515, 


600. .680, 


604 . . 681, 


687. .809, 702.. 


812, 




927. .998, 


931. .999 










Seq. No. 


27723 






oeq. ±u 


OJ000150_19 . 0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


428 






End 


1020 




GI 


none 






Score 


39 




Exons 


428. .487, 


440. .487, 


597. .671, 


598. .642, 


672. .812, 694.. 


813, 




927.. 1019, 946.. 1020 








Seq. No. 


27723 






Seq. ID 


OJ000150_19.0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


437 






End 


786 




GI 


none 






Score 


70 




Exons 


437. .487, 


597. .662, 


598. .660, 


603. .692, 


681. .773, 681.. 


785, 




691. .786 












Seq. No. 


27723 






Seq. ID 


OJ000150_19.0124 


.CI 


Gene No. 


57252 






Strand 






Start 


419 






End 


1162 




Name 


OJ000150 


19. 0124. CI. 


ol .gs 


Method 


GEN SCAN 




Start 


598 






End 


987 




GI 


none 






Score 


.75 




Exons 


598. .987 












Seq. No. 


27724 






Seq. ID 


OJ000150_19.0124 


.C2 



27584 




"Gene "No. 


57253 


Strand 


+ 


Start 


10396 


End 


13501 


Name 


OJ000150 19.0124.C2.ol.gp 


Method 


AAT/GAP 


Start 


10396 


End 


10598 


GI 


5607573 


Score 


402 


Exons 


10396. .10598 






Seq. No. 


27724 


Seq. ID 


OJ000150_19.0124 


Gene No. 


57253 


Strand 


+ 


Start 


10396 


End 


13501 


Name 


OJ000150 19.0124.C2.o2.np 


Method 


AAT/NAP 


Start 


10407 


End 


13501 


GI 


2618721 


Score 


409 


Exons 


10407. .10693, 12197. .12382, 


12746. .12867, 13287 .. 13348 , 




13467. .13501 






GI Descrip. 


(U49072) IAA16 [Arabidopsis 


thaliana] 





gi | 6175173 I gb| AAF04899. 1 1 AC011437__14 (AC0114 37) auxin-induced 
protein [Arabidopsis thaliana] 



Seq. No. 


27724 




Seq. ID 


OJ000150_ 


19.0124 


.C2 


Gene No. 


57254 




Strand 


+ 






Start 


14052 




End 


14437 






Name 


OJ000150 19. 0124. C2. 


o2.gp 


Method 


AAT/GAP 






Start 


14052 




End 


14437 • 






GI 


5004953 




Score : \ . 


712 






Exons 


14052. .14437 












Seq. No. 


27724 




Seq. ID 


OJ000150_ 


19.0124 


.C2 


Gene No . 


57255 




Strand 








Start 


5091 




End 


9248 






Name 


OJ000150 19. 0124. C2. 


o2.gs 


Method 


GENSCAN 






Start 


5091 




End 


9248 






GI 


none 




Score 


.62 






Exons 


5091.. 5267, 8411.. 8582, 9109 


. .9248 








Seq. No. 


27724 




Seq. ID 


OJ000150_ 


19.0124 


.C2 


Gene No. 


57255 




Strand 








Start 


5091 




End 


9248 






Name 


OJ000150 19. 0124. C2. 


ol.np 


Method 


AAT/NAP 






Start 


6183 




End 


6371 






GI 


6539571 




Score 


45 






Exons 


6183. .6371 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27724 




Seq. ID 


OJ000150_ 


19.0124 


-C2 


Gene No. 


57256 




Strand 








Start 


15302 




End 


18959 






Name 


OJ000150 19. 0124. C2. 


o4 . gs 


Method 


GENSCAN 






Start 


15302 




End 


18959 






GI 


none 




Score 


.59 






Exons 


15302. .15364, 15441. 


.15539, 


17488. .17541, 17670. 


.17738, 






17985. .18220, 18330. 


.18427, 


18554. .18658, 18793. 


.18959 




Seq. No. 


27724 




Seq. ID 


OJ000150_ 


19.0124 


.C2 


Gene No. 


57256 




Strand 








Start 


15302 




End 


18959 






Name 


OJ000150 19. 0124. C2. 


o3 . gp 


Method 


AAT/GAP 







27585 




'Start ' 17715 ■ End 18634 

GI ' 21672JL.R1084 Score 916 

Exons 17715. .17755, 17841 .. 17 907, 17985 .. 18220, 18330 .. 18427, 

18554. .18634 

GI Descrip. 1 1946361 4.0e-43 (U93215) C3HC4 zinc finger protein isolog 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27724 
57257 
21660 

OJ000150_19.0124.C2.ol.tc 
10289 



none 
10289. 
12245. 
13287. 



.10324, 10410. 
.12376, 12245. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10523, 12178 
12370, 12247 



OJ000150 19. 0124. C2 



22141 

TBLASTX: Cress 
13495 
41 

12228, 12179. .12253, 
12378, 12803. .12865, 



.13346, 13288. .13347, 13465 .. 13488, 13466.. 13495 



Seq. No. ■ 27724 Seq. ID 

Gene No. 57257 Strand 

Start 21660 End 

Name OJ000150_19 . 0124 . C2 . ol . ts Method 

Start 12178 End 

GI none Score 

Exons 12178. .12273, 12179 12235, 12250 12375, 12251 
12788. .12871 



OJ000150 19. 0124. C2 



22141 

TBLASTX : Soybean 
12871 
90 

12376, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27724 
57257 
21660 

OJ000150JL9 . 0124 . C2 . o3 . tm 
12178 



Seq. ID OJ000150_19.0124 .C2 
Strand 

22141 

TBLASTX: Maize 
13625 
91 



End 

Method 
End 

none Score 
12178. .12225, 12179 12235, 12251 .. 12376, 12254 .. 12376, 
12803. .12868, 13280 .. 13345, 13281 13346, 13281 .. 13346, 
13288. .13347, 134 65 .. 13488, 13466. . 13495, 134 69 .. 13504 , 
13470. .13508, 13602.. 13625 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27724 , • 

57257 ^ . 

21660 ' ' " 

OJ000150_19.0124.C2.o4.tm 

15266 

none 



Seq. ID OJ000150_19.0124 V C2 
Strand 

End . ■' "22141 
Method TBLASTX : Mai ze 
End 17711 
Score 90 



15266. .15367, 15267 .. 15365, 15268 .. 15366, 15423 15542, 
15441. .15542, 17667. .17711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27724 
57257 
21660 

OJ000150_19.0124.C2.ol.tw 
15423 



none 



17842 
17985 



Seq. ID OJ000150_19.0124.C2 
Strand 

22141 

TBLASTX: Wheat 
18069 
98 



End 

Method 
End 
Score 

15423. .15542, 15454 .. 15543, 17667 .. 17756, 17 668 .. 17757 , 
17668. .17757, 17669. . 17758, 17825 .. 17902 , 17837 .. 17908 , 
17910, 17842. .17907, 17983 .. 18051, 17985 .. 18062, 
18068, 17986.. 18069 



27586 




Seq. No. 


27724 






Seq. ID 


OJ000150_19.0124 


.C2 


Gene No. 


. 57257 






Strand 






Start 


21660 






End 


22141 




Name 


OJ000150 19. 0124. C2. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17985 






End 


18220 




GI 


none 






Score 


230 




Exons 


17985. 


.18218, 17986. 


.18219, 


18017. .18220 ; 




Seq. No. 


27724 






Seq. ID 


OJ000150_19.0124 


.C2 


Gene No. 


57257 






Strand 






Start 


21660 






End 


22141 




Name 


OJ000150 19. 0124. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18331 






End 


19092 




GI 


none 






Score 


80 




Exons 


18331. 


.18432, 18335. 


.18427, 


18554. .18661, 18557 .. 18664 , 






18558. 


.18665, 18781. 


.18978, 


18786. .18 


977, 18792. .18986, 






19057. 


.19092 











Seq. No. 


27724 




Seq. ID 


OJ000150JL9.0124 


.C2 


Gene No. 


57257 




Strand 






Start 


21660 




End 


22141 




Name 


OJ000150 19. 0124. C2. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


18554 




End 


18996 




GI 


none 




Score 


80 




Exons . 


18554. .18661,. 18.586. 


.18660,. 


18786. .18 


983, 18802. .1-8996 




Seq. No. 


27724 




Seq. ID 


OJ000150_19.0124 


.C2 


Gene No. 


57257 




Strand 






Start 


21660 




End 


22141 




Name 


OJ000150 19. 0124. C2. 


o5.gs 


Method 


GENSCAN 




Start 


21660 




End 


22141 




GI 


none 




Score 


.96 




Exons 


21660. .21822, 21984. 


.22141 









Seq. No. . 27725 

Gene No. 57258 

Start 1481 

Name OJ000150_19.0124.C3.ol.gs 

Start 1481 

GI none 
Exons 



OJ000150 19. 0124. C3 



Seq. ID _ 
Strand 

End 9315 
Method GENSCAN 
End t ..v. 931-5 . 
Score ' .53 

1481.. 1540, 2666. .2896, 3439.-3676, 4882.. 5067, 5792.. 5942, 
6068. .6194, 6622. .6707, 8067.. 8159, 8839.. 8930, 9161.. 9192, 
9223. .9315 



Seq. No. 27725 - Seq. ID OJ000150_19 . 0124 . C3 

Gene No. 57258 Strand 

Start 1481 End 9315 

Name OJ000150_19.0124.C3.ol.np Method AAT/NAP 

Start 4845 End 5577 

GI 6721562 Score 371 

Exons 4845.. 4883, 4958.. 5577 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



27587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27726 
57259 
1 

OJ000150_19.0124.C4.ol.gp 
1 

4968908 



Seq: ID OJ000150_19 . 0124 . C4 
Strand + 
End 13763 
Method AAT/GAP 
End 2984 
Score 1303 
1..31, 1306. .1405, 2252. .2582, 2742. .2984 

1946361 4.0e-43 (U93215) C3HC4 zinc finger protein isolog 
[Arabidopsis thaliana] 



27726 Seq. ID 

57259 Strand 
1 End 
OJ000150_19 . 0124 .C4 . o2 .np Method 
1 End 
5852172 Score 
1..60, 7233. .7312, 13603. .13763 
(AL117265) zhb0002.1 [Oryza sativa] 



OJ000150_19.0124.C4 
+ 

13763 
AAT/NAP 
13763 
■ 135 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2598, 2764 



OJ000150_19.0124.C4 
+ 



27726 
57259 
1 

OJ000150_19.0124.C4.ol.np 
1 

1946361 

1..31, 1306. .1405, 2252. .2598, 2764. .3157, 3273.. 3323, 
4018. .4090, 5099. .5273 

(U93215) putative C3HC4 zinc finger protein [Arabidopsis 
thaliana] 



137 63 
AAT/NAP 
5273 
619 - 
3157, 3273. 



Seq. No. 27726 

Gene No. 57259 

Start 1 

Name OJ000150_19 . 0124 .C4 . ol . gs 

Start 2154 

GI none 

Exons 2154.. 2273, 2351.. 2582, 2742. 
4705. .4755 



OJ000150_19.0124.C4 
+ 

13763 
GENSCAN 
4755 
.67 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3157, 3273.. 3323, 4018.. 4090, 



Seq. No. 27726 

Gene No. 57259 

Start 1 

Name OJ000150_19. 0124 .C4 ,o3.gs 

Start 10086 

GI none 

Exons 10086. .10817, 10939. . 11058, 
13444. .13535, 13603. .13716 



Seqr ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

13763 
GENSCAN 
13716 
.52 



19. 0124. C4 



11120. .11188, 13216. . 134 02, 



Seq. No. 27726 Seq. ID 

Gene No. 57260 Strand 

Start 14510 End 

Name OJ000150_1 9 . 0124 . C4 . o2 . gp Method 

Start 14510 End 

GI 20723_1.R1084 Score 

Exons 14510.. 14566 

GI Descrip. 1 2149018/gb | U70541 | OSU70541 8.0e-14 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 



OJ000150_19.0124.C4 
+ 

14566 
AAT/GAP 
14566 
57 



27588 



NADPH-dependent reductase Al genes, complete cds 1 



Seq. No. 27726 

Gene No. 57261 

Start 5899 

Name OJ000150_19. 0124 .C4 .ol. tm 

Start 2351 

GI none 
Exons 



Seq. ID OJ000.150_19.0124.C4 
Strand 

End 8711 

Method TBLASTX: Maize 

End 301.0 

Score 184-"' 



2351. .2581, 2358.. 2585, 2452.-2586, 2826. .2876, 2826.. 2879, 
2951. .3010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start- . 
GI 

Exons 



27726 
57261 
5899 

OJ000150_19.0124.C4 .ol.tw 

3075 

none 



Seq. ID OJ000150_19.0124.C4 
Strand 

End 8711 

Method TBLASTX : Wheat 

End 5284 

Score 77 



3075. .3155, 3107. .3157, 3279. .3329, 3280. .3336, 4015. .4113, 
4016.. 4093, 5089.. 5277, 5096.. 5269, 5096.. 5284 



27726 
57261 
5899 

OJ000150_19.0124.C4-.o2.gs 

5899 

none 



Seq. ID OJ000150_19.0124.C4 
Strand 

End 8711 

Method GENSCAN 

End 8711 

Score .45 



5899. .6023, 6974. .7011, 7303. .7678, 8271. .8524, 8539. .8711 



Seq. No. 


27727 


Seq. ID 


OJ000150 


Gene No. 


57262 


Strand 




Start 


1 


End 


650 


Name 


OJ000150 19 


. 0124 .C5.ol.np Method 


AAT/NAP 


Start 


1 


End 


650 


GI 


6006359 


Score 


42 


Exons 


1..19, 572. 


.650 




GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


27728 


Seq. ID 


OJ000150 


Gene No. 


57263 


• Strand 1 




Start 


1 


End 


633 


Name 


OJ000150 19 


. 0124 . C6 . ol . np Method 


AAT/NAP 


Start 


1 


End 


423 


GI 


6539586 


Score 


682 


Exons 


1. .423 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


27728 


Seq. ID 


OJ000150 


Gene No. 


57263 


Strand 




Start 


1 


End 


633 


Name 


OJ000150 19 


. 0124 . C6 . ol . gs Method 


GENSCAN 


Start 


30 


End 


633 


GI 


none 


Score 


.51 


Exons 


30. .633 






Seq. No. 


27729 


Seq. ID 


OJ000150 


Gene No. 


57264 


Strand 




Start 


414 


End 


884 



27589 



.Name 


OJCfiJ0150 19.0124 ,C7 ,ol.gs#; 


Method 


GEN SCAN 


Start 


414 


End 


884 


GI 


none 


Score 


.51 


Exons 


414. .589, 702. .884 






Seq. No. 


27730 


Seq. ID 


OJ000150_19. 0124 .C8 


Gene No. 


57265 


Strand 


+ 


Start 


2377 


End 


2597 


Name 


OJ000150_19. 0124 .C8 .ol.tm 


Method 


TBLASTX: Maize 


Start 


2130 


End 


2470 


GI 


none 


Score 


158 


Exons 


2130. .2222, 2273. .2470 






Seq. No. 


27730 


Seq. ID 


OJ000150 19. 0124. C8 


Gene No. 


57265 


Strand 


+ 


Start 


2377 


End 


2597 


Name 


OJ000150_1 9. 0124 ,C8 .ol.gs 


Method 


GEN SCAN 


Start 


2377 


End 


2597 


GI 


none 


Score 


.55 


Exons 


2377. .2454, 2532. .2597 






Seq. No. 


27731 


Seq. ID 


OJ000150_19. 0124 .C9 


Gene No. 


57266 


Strand 




Start 


519 * ~ 


End 


1242 


Name 


OJ000150 19. 0124. C9. ol.tm 


Method 


TBLASTX: Maize 


Start 


519 


End 


1242 


GI 


none 


Score 


59 


Exons 


519. .644, 529. .678, 535. .681, 


537. .638, 


541. .645, 612. .647, 




650. .793, 650. .775, 668. .796, 


702. .794, 


704. .793, 705. .788, 




711. .794, 714. .794, 719. .799, 


826. .960, 


829. .954, 830. .958, 




830. .955, 837. .965, 838. .966, 


849. .965, 


851. .967, 852. .965, 




858. .941, 1033.. 1065, 1072. .1203, 1072. 


.1191, 1079.. 1234, 




1079. .1186, 1079. .1204, 1079. 


.1201, 1090.. 1242, 1090.. 1194 


Seq. No. 


27732 


Seq. ID 


OJ000150_19. 0124. C10 


Gene No . 


57267 


Strand 


+ 


Start 


161 


End 


954 


Name 


OJ000150 19. 0124. C10. ol.gs 


Method 


GENS CAN 


Start 


- 161 


. End - - - 


954 


GI 


none . 


Score 


.69 


Exons 


161. .178, 300. .398, 676. .954 






Seq. No. 


27733 


Seq. ID 


OJ000150_19 . 0124 .Cll 


Gene No. 


57268 


Strand 


+ 


Start 


826 


End 


6476 


Name 


OJ000150 19. 0124. Cll. ol.gs 


Method 


GENSCAN 


Start 


826 


End 


6476 


GI 


none 


Score 


.54 


Exons 


826. .916, 921. .1034, 1165. .1509, 1857.. 


1976, 2671.. 2711, 




2993. .3217, 5395. .5584, 6230. 


.6348, 6354. .6476 


Seq. No. 


27733 


Seq. ID 


OJ000150_19 . 0124 . Cll 


Gene No. 


57269 


Strand 


+ 


Start 


12477 * 


End 


16142 


Name 


OJ000150 19.0124.Cll.o4.gs 


Method 


GENSCAN 


Start 


12477 


End 


12818 


GI 


none 


Score 


.98 



27590 



Exons 



12477. .12818 



Seq. No. 27733 Seq. ID 

Gene No. 57269 Strand 

Start 12477 End 

Name OJ000150_19 . 0124 . Cll . o4 . np Method 

Start 12477 End 

GI 4680203 Score 

Exons 12477. .14150, 14304 .. 14534 , 14811.. 15788 
GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000150_19. 0124. Cll 
+ 

16142 
AAT/NAP 
15788 
3271 



oeq. wo. 


27733 


Seq. ID 


OJ000150_ 


J. -? • U ft 


pi i 


Gene No. 


57269 


Strand 


+ 






Start 


12477 


End 


16142 






Name 


OJ000150 19.0124.Cll.ol.gp 


Method 


AAT/GAP 






Start 


12481 


End 


16142 






GI 


342 1.R1084 


Score 


5772 






Exons 


12481.. 16142 










GI Descrip. 


*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Or; 




sativa] 1 










Seq. No. 


2,7733 


Seq. ID 


OJ000150_ 


_19.0124 


.Cll 


Gene No. 


57269 


. Strand 


+ 






Start 


12477 


End. 


16142 






Name 


OJ000150 19.0124.Cll.o5.gs 


Method. 


GENSCAN 






Start 


12981 


End 


15809 






GI 


none 


Score 


.94 






Exons 


12981. .13289, 13425 .. 13860, 


13921. .15809 






Seq. No. 


27733 


Seq. ID 


OJ000150_ 


19.0124 


.Cll 


Gene No. 


57270 


Strand 








Start 


5569 


End 


8630 






Name 


OJ000150 19.0124.Cll.ol.np 


Method 


AAT/NAP 






Start 


5569 


End 


8095 






GI 


6498436 


Score 


317 






Exons 


5569.. 5620, 6804.. 7017, 7066 


..7245, 7425. .7843, 


7891. .8095 


GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27733 - 


Seq. " ID 


OJ000150_ 


19.0124 


.Cll 


Gene No. 


57270 


Strand 








Start 


5569 


End 


8630 






Name 


OJ000150 19.0124.Cll.o2.gs 


Method 


GENSCAN 






Start 


6768 


End 


8630 






GI 


none 


Score 


.81 






Exons 


6768.. 7441, 7891.. 8095, 8553 


. .8630 








Seq. No. 


27733 


Seq. ID 


OJ000150_ 


19.0124 


.Cll 


Gene No. 


57270 


Strand 








Start 


5569 


End 


8630 






Name 


OJ000150 19.0124.Cll.o2.np 


Method 


AAT/NAP 






Start 


8067 


End 


8560 






GI 


6705984 


Score 


235 






Exons 


8067.. 8560 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


27733 


Seq. ID 


OJ000150_ 


19.0124 


.Cll 


Gene No. 


57271 


Strand 









27591 




Start • 


9382 


End 


-12596 ' - 




Name 


OJ000150 19.0124.Cll.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3444 


End 


3790 




GI 


none 


Score 


41 




Exons 


3444. .3485, 3448.-3486, 3491 


..3595, 3491. .3688, 3740. .3790 


Seq. No. 


27733 


Onrr T n 


n.Tfinni 1 q ni?4 


pi 1 


Pona NT /-\ 

bene no. 


D ( £. 1 J. 


Q+- ranr l 

o t. ranu. 






Start 


9382 


LiUU 






Name 


OJ000150 19.0124.Cll.o6.tw 


Method 


TRT A^TY • Wh^^t- 
x oii/io i a . vviica. l. 




Start 


8009 


- End 


8424 




GI 


none 


Score 


63 




Exons 


8009.. 8239, 8256.. 8390, 8257 


. .8424 






Seq. No. 


27733 


Seq. ID 




P1 1 


Gene No. 


57271 


Strand 








9382 


End 






Name 


OJ000150 19.0124.Cll.o3.np 


Method 


aaT /map 




Start 


9382 


End 


12596 




GI 


6498436 


Score 


57 




Exons 


9382. .9402, 10568 .. 10771, 12564. .12596 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27733 


Seq. ID 


OJ000150_19.0124 


Pi 1 


Gene No. 


57272 


Strand 






o tar u 


1 O O O A 

12829 


End 


13179 




Name 


OJ000150 19 . 0124 . Cll . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12829 


End 


13179 




GI 


none 


Score 


52 




Exons 


12829. .12882, 128 94 .. 12935, 


12918. .13163, 12918. .13142, 






12926. .13162, 12929 .. 13171, 


12937.. 13179 




Seq. No. 


27733 


Seq. ID 


OJ000150_19.0124 


PI 1 


Gene No. 


57273 


Strand 






o car u 


13100 


End 


13973 




Name 


OJ000150 19.0124.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13100 


End 


13529 




GI 


none 


Score 


101 




Exons 


13100. .13183, 13101. .13175, 


13167. .13238, 13233 .. 13529, 






13265.. 13516 








Seq. No. 


27733 


Seq. ID 


OJ000150_19.0124 


PI 1 


bcUc 1NO • 


57273 


Strand 






Start 


13100 


End 


13973 




Name 


OJ000150 19.0124.Cl-l.o2.tc 


Method 


TBLASTX: Cress 




Start 


13262 


End 


13610 




GI 


none 


Score 


313 




Exons 


13262. .13414, 132 69 .. 13610, 


13463. .13591 




Seq. No. 


27733 


Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No. 


57273 


Strand 






Start 


13100 


End 


13973 




Name 


OJ000150 19.0124.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13398 


End 


13867 




GI 


none 


Score 


73 




Exons 


13398. .13454, 13406 .. 13450, 


13451. .13552, 13452 .. 13556, 






13452. .13574, 13560 .. 13658, 


13563. .13658, 13565 .. 13666/ 





27592 






13568. .13660, 13638. 


.13862, 


13658'V. 13867, 13661. .13867 




Seq. No. 


27733 




Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No. 


D 1 Z / O 




Strand 






Start 


13100 




End 


13973 




Name 


OJ000150 19.0124.C11 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


13443 




End 


13901 




GI 


none 




Score 


243 




Exons 


13443. .13697, 13455. 


.13697, 


13707.. 13901 




Seq. No. 


27733 




Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No . 


D f Z 1 O 




Strand 






Start 


13100 




End 


13973 




Name 


OJ000150 19.0124.C11 


.o2.ts 


Method 


TBLASTX: Soybean 




Start - 


13731 




End 


13973 




GI 


none 




Score 


208 




Exons 


13731. .13973 










Seq. No. 


27733 




Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No. 


57274 




Strand 






Start 


14UUD 




End 


14411 




Name 


OJ000150 19.0124.C11 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


14006 




End 


14411 




GI 


none 




Score 


87\ 




Exons 


14006. .14056, 14007. 


.14069, 


14055. .14297, 14075 .. 14257,. 






14086. .14298, 14331. 


.14411 








Seq. No. 


27733 




Seq. ID 


OJ000150_19/.*0124 


.Cll 


Gene No. 


57275 




Strand 






Start 


14412 




End 


15734 




Name 


OJ000150_19.0124.C11 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 A A 1 O 

14 4 LZ 




End 


15734 




GI 


none 




Score 


875 




Exons 


14412. .14516, 14417. 


.15319, 


14418. .15335, 15310. .15375, 






15330. .15374, 15377. 


.15472, 


15381. .15440, 15419. .15559, 






15420. .15548, 15450. 


.15566, 


15488. .15568, 15572. .15625, 






* 15573. .15653, 15642. 


.15734, 


15646. .15717, 15668.. 15733 




Seq. No. 


27733 




Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No . 


O I z /o 




Strand 






Start 


14412 




End 


15734 




Name 


OJ000150 19.0124.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14460 




End 


14774 




GI 


none 




Score 


304 




Exons 


14460. .14774, 14471. 


.14746 








Seq. No. 


27733 




Seq. ID 


OJ000150_19.0124 


.Cll 


Gene No. 


57275 




Strand 






Start 


T A A 1 O 




End 


15734 




Name 


OJ000150 19.0124.C11 


.ol". tc 


Method 


TBLASTX: Cress 




Start 


14701 




End 


15153 




GI 


none 




Score 


140 




Exons 


14701. .14883, 14705. 


.15040, 


14705. .15148, 14709. .15152, 






14902. .15153, 15003. 


.15152 








Seq. No. 


27734 




Seq. ID 


OJ000150_19.0124 


.C12 


Gene No. 


57276 




Strand 


+ 





27593 



Start ' 


1225 




End 


6787 


Name 


OJ000150 19.0124.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1225 


End 


4924 


GI 


4680204 




Score 


1004 


Exons 


1225.. 2659, 2753.. 3825, 


3914. 


.4087, 4177. .4312, 4716. .4924 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


27734 




Seq." ID 


OJ000150_19.0124.C12 


Gene No. 


57276 




Strand 


+ 


Start 


1225 




End 


6787 




O.TOOm SO 1 Q 0194 C\9 r>1 


. gs 


Method 


GENSCAN 


Start 


1240 




End 


6787 


GI 


none. 




Score 


.58 


Exons 


1240.. 1971, 2246.. 2659, 


9119 


.2894, 3168. .3825, 3914. .4087, 




4177. .4287, 4388. .4460, 


4 R S 


.4654, 4754. .4909, 5937. .6120, 




6454.. 6586, 6694.. 6787 








Seq. No. 


27734 




Seq. ID 


OJ000150_19.0124 .C12 








Strand 




Start 


5162 




End 


5565 


Name 


OJ000150 19.0124.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1972 




End 


2311 


GI 


none 




Score 


160 


Exons 


1972.. 2121, 1973. .2140, 




.2275, 2194.. 2274, 2279.. 2311 


Seq. No. 


27734 




Seq. ID 


OJ000150_19.0124.C12 








Strand 




Start 


5162 




End 


5565 


Name 


OJ000150 19.0124.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3601 




End 


4255 


GI 


none 




Score 


143 


Exons 


3601.. 3669, 3900.. 4100, 


3912. 


.4097, 4174... 4248, 4175. .4255 


Seq. No. 


27734 . 




Seq. ID 


OJ000150_19.0124.C12 


Gene No. 


57277 




Strand 




Start 


5162 




End 


5565 


Name 


OJ000150 19.0124.C12.ol 


• gp • 


Method 


AAT/GAP 


o Lai L 


5162 




End 


5565 


GI 


LIB3477-003-P1-K1-E9 




Score 


. 135 


Exons 


5162.. 5185, 5487.. 5565 








GI Descrip. 


f 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




satival ' 








Seq. No. 


27735 




Seq. ID 


OJ000150_19.0124.C13 


("^ O Tl o Wei 


57278 




Strand 


+ 


Start 


99 




End 


559- 


Name 


OJ000150 19.0124.C13.ol 


.gs 


Method 


GENSCAN 


Start 


99 




End 


559 


GI 


none 




Score 


.96 


Exons 


99.. 165, 378.. 559 








Seq. No. 


27735 




Seq. ID 


OJ000150_19.0124.C13 


Gene No. 


57279 




Strand 


.+ - 


Start 


1448 




End 


6832 


Name 


OJ000150 19.0124.C13.o2 


.gs 


Method 


GENSCAN 


Start 


1448 




End 


6832 



27594 




GI 


none 


Score 


" .58 


Exons 


1448. .1531, 1688.. 2758, 3077. 


.3954, 4072.. 5150, 5589.. 5749, 




6580.. 6832 






Seq. No. 


27735 




UU UUU1 JU X _/ • •LiJ 


Gene No. 


57280 


Strand 




O 4- -N v-+- 

otart 


A 1 OQ 


End 


6844 


Name 


OJ000150 19.0124.C13.o2.np 


Method 


AAT/NAP 


Start 


4128 


End 


6844 


GI 


5852180 


Score 


201 


Exons 


4128.. 4151, 6613.. 6844 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


27735 


Seq. ID 


OJ000150_19.0124.C13 


Gene No . 


3 / ^oU 


Strand 


- 


Start 


4128 


End 


6844 


Name 


OJ000150 19.0124.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4889 


End 


5227 


GI 


none 


Score 


198 


Exons 


4889. .5227 






Seq. No. 


27735 


Seq. ID 


OJ000150_19.0124.C13 


Gene No. 


C. 1 O O f\ 


Strand 


- 


Start 


4128 


- End 


6844 


Name 


OJ000150 19.0124.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5446 


End 


5767 


GI 


none 


Score 


182 


Exons 


'5446.. 5709, 5447.. 5767 






Seq. No. 


27736 


Q art T H 

oeq. xu 


nTDfifil 1 Q fil OA PI 4 
UuUUUIjU X 3 • U X £. f± • V_,X h 


Gene No. 


57281 


Strand 


+ ~~ 


CM i vf 




End 


5785 


Name 


OJ000150 19.0124.C14.o3.np 


Method 


AAT/NAP 


Start 


281 


End 


5785 


GI 


4680179 


Score . 


4283 


Exons . 


281.. 353, 2598.. 5785 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa . 


subsp. indica] 


Seq. No. 


27736 ' 


Seq. ID 


OJ000150_19.0124.C14 


Gene No. 


57281 


Strand 


+ 


Qf -j — 4- 

otaru 


281 


End 


5785 


Name 


OJ000150 19.0124.C14.o2.np 


Method 


AAT/NAP 


Start 


630 


End 


1205 


GI 


4234846 


Score 


291 


Exons 


630.. 1205 






GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 


Seq. No. 


27736 


Seq. ID 


OJ000150_19.0124.C14 


Gene No. 


57282 


Strand 


+ 


Start 


7206 


End 


7498 


Name 


OJ000150 19.0124.C14.o2.gp 


Method 


AAT/GAP 


Start 


7206 


End 


7498 


GI 


uOosflcyp033a04bl 


Score 


509 


Exons 


7206. .7498 






GI Descrip. 


■ 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



27595 



Seq. No. 


• 27736 




■ Seq. ID 


OJ000150_19.0124 


.C1.4 


Gene No. 


57283 




Strand 






C 4- a v+- 

oiart 


1 










Name 


OJ000150 19.0124.C14.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2076 




GI 


5852180 




Score 


75 




Exons 


1..79, 2001. .2076 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




- 


Seq. No. 


2 I / Jb 




Seq. ID 


OJ000150_19.0124 


.C14 


Gene No. 


57284 




Strand 


- 




Start 


2476 




End 


2592 




Name 


OJ000150_19. 0124 .C14 .ol 


.gp 


Method 


AAT /HAP 




Start 


one 
z4 / O 




End 


2592 




GI 


t Tnoync ft ft A n 1 tv-o 7\ c 

LIBJ4 / 0-UU4-P1-K2-AO 




Score 


180 




Exons 


ovine ocoo 
24 / o . . zoyz 










GI Descrip. 


i cmci o / a«u i 7\ to /i conn i 

o / i foiz/ ertuD | ajz 4 o y u u . l 


IOSA245900 l.Oe 


-94 Oryza sativa 






chromosome 4 BAC qoUo/- 


207F1. 


complete 


genome ' 




Seq. No. 


27736 




Seq. ID 


OJ000150_19.0124 


.C14 


Gene No . 


57285 




Strand 






Start 


e e O T 




End 


8913 




Name 


/-> T /™\ A A 1 C A 1 ft ft 1 ft A /"» T >1 _ (Z 

OJ0QQ15Q 19 . 0124. C14 . 06 


. tm 


Method 


TBLASTX: Maize 




Start 


558 




End 


1039 




GI 


none 




Score 


201 




Exons 


558. .626, 577. .756, 581 


. .799, 


581. .763 


, 693.. 776, 932.. 


1039 


Seq. No. 


27736 




Seq. ID 


OJ000150_19.0124 


.C14 


Gene No . 


57285 




Strand 






Start 


6637 




End 


8913 




Name 


OJ000150 19 . 0124 . C14 . o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


ft ft A C 

2945 




End 


3431 




GI 


none 




Score 


52 




Exons 


OO.XC OOOO ft ft A Q OOOO 

2945. . jJoo, zy4y..2yyy, 


3054. 


.3431 






Seq. No. 


27736 




Seq. ID 


OJ000150JL9.0124 


.C14 


Gene No . 


57285. 




Strand 






Start 


boo / 




End 


8913 




Name 


OJ000150 19 . 0124 . C14 . oo 


. tm 


Method 


TBLASTX: Maize 




Start 


ft ft ^ ft 
2960 




End 


3250 




GI 


none 




Score 


273 




Exons 


ft ft C ft OOC A OA^I ooyio 

2960. .3250, 2961.. 3248 










Seq. No. 


27736 




Seq. ID 


OJ000150_19.0124 


.CI 4 


Gene No . 


57285 




Strand 






Start 


6637 




End 


8913 




Name 


OJ000150 19.0124.C14.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3318 




End 


3817 




GI 


none 




Score 


168 




Exons 


3318. .3497, 3326. .3445, 


3527. 


.3817, 3643.. 3696, 3724.. 3774 


Seq. No. 


27736 




Seq. ID 


OJ000150_19.0124 


.C14 


Gene No. 


57285 




Strand 






Start 


6637 




End 


8913 




Name 


OJ000150 19.0124.C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3372 




End 


3766 




GI 


none 




Score 


57 





27596 




Exons 


3372. .3404, 


' 3374 


. .3403, 


3408. 


.3527, 3410.. 3445, 3494. ,3766, 




3526. .3765 












Seq. No. 


27736 








Seq. ID 


UJUUUIOU iy.U1^4.U14 


Gene No. 


57 Zoo 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


.C14.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


3526 








End 


3781 


GI 


none 








Score 


321 


Exons 


352 ; $.;.3L7 H 65,; 


'3527 


..^3781,. 


-35,27. 


.3775 




Seq. -No. 


2773%— ■; 








Seq. ID 


OJUUUlbU iy.U1^4.CI4 


Gene No. 


572oo 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


,C14.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


3782 








End 


4207 


GI 


none 








Score 


588 


Exons 


3782. .4207, 


3814 


. .4203 








Seq. No. 


27736 








Seq. ID 


ojuuuiou iy.uj.z4.u±4 


Gene No. . 


57285 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


.C14.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3788 








End 


4033 ■ 


GI 


none 








Score 


200 


Exons 


3788. .4033, 


3811 


. .4032 








Seq. No. 


27736 








* Seq. ID 


OJ000150 19.0124.C14 


Gene No. 


57285 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


.C14.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


. 3853 








End 


4207 


GI 


none 








Score 


484 


Exons 


3853. .4203, 


3854 


. .4207 








Seq. No, 


27736 








Seq. ID 


OJ00015U_iy . Ulz4.C14 


Gene No. 


C *7 1 O C 

57285 








Strand 




Start 


6637 








End 


8913 


Name 


- OJ000150 19 


.0124 


.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


.4238 








End 


4774 


GI 


none 








Score 


623 


Exons 


4238.-4774, 


4282 


. .4773 








Seq. No. 


27736 








Seq. ID 


OJUUuIOU iy.U1^4.U14 


Gene No. 


c t o o a 
D /ZOO 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


.C14.o2 


.ts- 


Method 


TBLASTX : Soybean 


Start 


4586 








End 


4822 


GI 


none 








Score 


272 


Exons 


4586.-4822, 


4687 


. .4821 








Seq. No. 


27736 








Seq. ID 


OJ000150_19.0124.C14 


Gene No. 


57285 








Strand 




Start 


6637 








End 


8913 


Name 


OJ000150 19 


.0124 


.C14.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4620 








End 


4912 


GI 


none 








Score 


102 



27597 




Exons 


4620. .4808, 


4 621; 


.4908, 


4 622. 


.4912 > 








Seq. No. 


27736 








Seq. ID 


OJ000150 


JL9.0124 


.C14 


Gene No . 










Strand 








Start 


6637 








End 


8913 






Name 


OJ000150 19. 


0124. 


C14.ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


4781 








End 


5407 






GI 


none 








Score 


681 






Exons 


4781. .5407, 


4837. 


.5295, 


5153. 


.5404 








Seq. No. 


^27736 :> 








Sesq, -ID 


OJ000150 


^19.(7124 


.G14 


Gene no. 










Strand 








Start 


6637 








End 


8913 






Name 


OJ000150 19. 


0124. 


C14.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4961 








End 


5560 






GI 


none 








Score 


234 






Exons 


4961. .5122, 


4969. 


.5115, 


5120. 


.5560, 5122. .5544, 


5282. .5545 


Seq. No. 


27736 








Seq. ID 


OJ000150 


_19.0124 


.C14 


Gene No . 


O / £OD 








Strand 








Start 


6637 








End 


o y 1 J 






Name 


OJ000150 19. 


0124. 


C14.o6 


.tw 


Method 


TBLASTX : 


Wheat 




Start 


5407 ■ 








End 


0 1 4 U 




- 


GI 


none • 








Score 


oUo 






Exons 


5407. .5676,. 


5408. 


.5740,, 


.,5411. 


. 5-6-98 








Seq. No. 


27736 








Seq. ID 


OJ000150 


_19.0124 


.C14 


Gene No . 


n *7 o o c 

57285 








Strand 








Start 


6637 








End 


yyi j 






Name 


OJ000150 19. 


0124. 


C14.o2 


. gs 


Method 


GEN SCAN 






Start 


6637 








End 


/ 4 o y 






GI 


none 








Score 


o o 
. oo 






Exons 


6637. .6724, 


7436. 


.7489 












Seq. No. 


27736 








Seq. ID 


OJ000150 


_19.0124 


.C14 


Gene No. 


57285 








Strand 










6637 








End 


8913 






Name 


OJ000150 19. 


0124. 


C14.o4 


.np 


Method 


AAT/NAP 






Start - 


7139 








End 


8913 






GI 


4680186 








Score 


.371 






Exons ( 


7139. .7339, 


8091. 


.8142, 


8518. 


.8913 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


27737 








Seq. ID 


OJ000150 


_19.0124 


.C16 


Gene No . 


57286 








Strand 








Start 


42 








End 


153 






Name 


OJ000150 19. 


0124. 


C16.ol 


.gs 


Method 


GENSCAN 






Start 


42 








End 


153 






GI 


none 








Score 


.57 






Exons 


42. .153 
















Seq. No. 


27738 








Seq. ID 


OJ000150 


_19.0124 


.C20 


Gene No. 


57287 








Strand 








Start 


1 








End 


439 






Name 


OJ000150 19. 


0124. 


C20.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


439 






GI 


1657615 








Score 


447 







27598 




Exons 1..439 

GI Descrip. (072502) Glp [Arabidopsis thaliana] gi I 3068706 1 gb | AAC14406 . 1 1 
(AF049236) putative transmembrane protein Glp [Arabidopsis 
thaliana] 



Seq. No. 


27738 




Seq. ID 


OJ000150_19.0124 


.C20 


Gene No. 


57287 




Strand 






Start 


1 




End 


439 




Name 


OJ000150_19 


.0124.C20.ol.tc 


Method 


TBLASTX: Cress 




Start . 


29 . 




End 


438 




Gi *'*/;*;• 


-none 




Score' 


53 




Exons 


29. .73, 30. 


.65," 76. .273, 83. 


.274/ 283. 


.327, 354. .437, 391. .438 


Seq. No. 


27738 




Seq. ID 


OJ000150_19. 0124 


.C20 


Gene No. 


57287 




Strand 






Start 


1 




End 


439 




Name 


OJ000150_19 


.0124.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


29 




End 


252 




GI 


none 




Score 


58 




Exons 


29. .73, 30. 


.65, 76. .252, 83. 


.220 






Seq. No. 


. 27739 




Seq. ID 


OJ000150_19. 0124 


.C23 


Gene No. 


57288 




Strand 


— 




Start 


184 




End 


270 




Name 


OJ000150J.9 


.0124.C23.ol.^s 


Method - 


GENSCAN 




Start 


184 


End 


270 : '' 




GI 


none 




Score 


.98 




Exons 


184. .270 










Seq. No. 


27740 




Seq. ID 


OJ000150_19. 0124 


.C25 


Gene No. 


57289 




Strand 






Start 


2 




End 


134 




Name 


OJ000150 19 


.0124.C25.ol.tm 


Method 


TBLASTX : Mai ze 




Start 


2 




End 


134 




GI 


none 




Score 


173 




Exons 


2. .133, 3.. 


134, 3.. 134 








Seq. No. 


27741 




Seq. ID 


OJ000150 19. 0124 


.C28 


Gene No, 


57290 ; 




Strand 






Start 


175 




End ■ 


429 




Name 


OJ000150 19 


;0124.C28.ol.gs 


Method 


GENSCAN 




Start 


175 




End ' 


429 




GI 


none 




Score 


.67 




Exons 


175.. 320, 399.. 429 








Seq. No. 


27742 




Seq. ID 


OJ000150_18.0124 


.CI 


Gene No. 


57291 




Strand 


+ 




Start 


359 




End 


473 




Name 


OJ000150 18 


.0124.Cl.ol.gs 


Method 


GENSCAN 




Start 


359 




End • 


473 




GI 


none 




Score 


.98 




Exons 


359. .473 










Seq. No. 


27743 




Seq, ID 


OJ000150_18.0124 


.C2 


Gene No. 


57292 




Strand 






Start 


15 




' End 


474 




Name 


OJ000150 18 


.0124 .C2.ol.gp 


Method 


AAT/GAP 





27599 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15 



End 
Score 



474 
837 



uC-osflcyp088a08al 
15. .474 

•3047095 4.0e-37 (AF058826) similar to eukaryotic protein kinase 
domains (Pfam: pkinase.hmm, score: 72.39) [Arabidopsis 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 18. 0124. C9 



27744 
57293 

O^K)d0150_18:'0i24 .G9. ol:np ' 
1' 

6063554 
1..152 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



152- 

AAT/NAP 

152 

67 



27745 Seq.. ID 

57294 Strand 

42 End 
OJ000150JL8. 0124 .CIO. ol.gs Method 

42 End 

none Score 
42. .162 



OJ000150_18 . 0124 .C10 
162 

GEN SCAN 

162 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27746 Seq. ID OJ000150_18 . 0124 .Cll 

57295 Strand 
1 End 
OJ000150_18. 0124 .Cll. ol.gp Method 
1 End 
62580_1.R1084 Score 
1. .523 

, 5091508/dbj IBAA78743.il 1.0e-16 (AB023482) ESTs 
C22458 (C62866) , C22459 (C62866) correspond to a region of the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC002292) [Oryza sativa] 1 



OJ000150_18, 
+ 

523 

AAT/GAP 

523 

949 



27746 ' Seq. ID 

57295 Strand 

1 End 
OJ000150_18. 0124. Cll. ol.gs Method 

77 End 

none Score 
77. .272 



■OJ000150_18.0124-.C11 
+ 

523 

GENSCAN 

272 

.56 



Seq. No. 27747 Seq. ID OJ000150JL8 . 0124 .C12 

Gene No. 57296 Strand + 

.Start 1 End 427 

Name - OJ000150_18 . 0124 . C12 . ol .np Method AAT/NAP 

Start 1 End 405 

GI 5295971 Score 466 
Exons 1..405 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene..;. Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777) [Oryza sativa] 



27600 



Seq. No. 27747 _ . 

Gene No. 57296 

Start 1 

Name OJ00015Q_18 . 0124 . C12 . ol . gs 

Start 51 

GI none 

Exons 51 . . 427 



Seq. ID OJ000150_18.0124;C12 

Strand + 

End 427 

Method GENSCAN 

End 427 

Score .97 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000150_18.0124.C12 
Strand 

1692- *** . - . 

AAT/NAP 
1692 
188 



27747 
57297 

1 - . \ 

OJ000i50_18.0124.C12.o2.np 
1 

5903051 
1..155, 1505. .1692 

(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain. 
ESTs gb|-W43822, gb|T20475 and gb|AA586152 come from this gene. 
[Arabidopsis thaliana] 



End - 
Method 
End 
Score 



27747 
57297 
1 

OJ000150_18.0124.C12.ol.tm 
56 

none 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 
Method TBLASTX : Mai ze 
.End . 371 
Score 37 



56. .289, 57. .95, 92. .289, 289.-369, 290. .370, 291. .371, 291. .371 



27747 . 

57297 

1 

OJ000150_18 .0124 .C12.o2.gs 

1319 

none 

1319. .1387, 1510. .1669 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 

Method GENSCAN 

End 1669 

Score . 9 



27747 
57297 
1 

OJ000150_18. 0124. 012. ol.gp 
1441 

82303_1.R1084 
1441. .1670 

•4521193/dbj |AB013450.1|AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 

Method AAT/GAP 

End 1670 

Score 263 



27747 
57297 
1 

OJ000150_18 .0124 .C12.ol.tc 

1507 

none 

1507. .1659, 1512. .1589 

27747 
57297 
1 

OJ000150 18.0124.C12.ol.ts 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 

Method TBLASTX : Cress 

End 1659 

Score 61 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 

Method TBLASTX: Soybean 



27601 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons - , 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1507 End .1645 

none Score 59 

1507. .1644, 1511. .1543, 1515. .1586, 1583. .1645 



27747 
57297 
1 

OJ000150_18.0124.C12.o2.tm 

1507 

none 



Seq. ID OJ000150_18.0124.C12 
Strand 

End 1692 

Method TBLASTX : Mai ze 

End 1672 

Score 58 . 



1507. .1656, 1*510. .1560, 1512. .1601, 1583... 1654, 1640. .1.672 



27748 
57298 
3658 

OJ000150_18.0124.C13.o2.gp 

3658 

none 

3658. .3813, 4111. .4150 



Seq. ID OJ000150_18.0124.C13 

Strand + 

End 4150 

Method AAT/GAP 

End 4150 

Score 338 



OJ000150 18.0124.C13 



27748 Seq. ID 

57299 Strand 

1 End 4160 

OJ000150_18.0124.C13.ol.gp Method AAT/GAP 

1 End 136 

82303_1.R1084 Score 264 
1. .136 

'4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



27748 
57299 
1 

OJ000150_18.0124.C13.ol.gs 
36 

none 



Seq. ID OJ000150_18.0124.C13 
Strand 

End 4160 

Method GENS CAN 

End 4160 

Score .45 



36. .58, 391. .622, 3674. .3828, 4042. .4160 



Seq. ID OJ000150_18.0124.C14 

Strand + 

End 736 

Method AAT/NAP 

End 736 

Score 117 



27749 
57300 
497 

OJ000150_18 . 0124 . C14 . ol . np 
497 

5915835 
497. .736 

CYTOCHROME P450 71D6 gi | 1762142 (U48434) putative cytochrome 
P450 [Solanum chacoense] 



Seq. ID OJ000150_18.0124.C16 

Strand + 

End / 670 

Method AAT/NAP 

End 670 

Score 748 



27750 
57301 
1 

OJ000150_18.0124.C16.ol.np 
1 

6539558 
1. .670 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



27602 



Seq. No. 


27750 






Seq. ID 


OJ000150_18 .0124 


. C16 


Gene No. 


57301 






Strand 


+ 




Start 


1 






End 


670 




Name 


OJ000150 


18.0124.C16.ol. 




Method 


GENSCAN 




Start 


102 






End 


618 




GI 


none 






Score 


.48 




Exons 


102.. 160, 


338. .464, 466. 


.618 




- 




Seq. No. 


27750 






Seq. ID 


OJ0.00150_l8 .0124 


. C16 


Gene No.- 


57301 . 






Strand - 






Start 


1 






End 


670 




Name 


OJ000150 


18.0124.C16.ol. 


tm 


Method 


.TBLASTX: Maize 




Start 


111 






End 


564 




GI 


none 






Score 


266 




Exons 


111. .392, 


155. .322, 356. 


.391, 


445. .564 






Seq. No. 


27751 






Seq. ID 


OJ000150 18.0124 


. C18 


Gene No. 


57302 






Strand 


+ 




Start 


69 






End 


191 




Name 


OJ000150 


18.0124.C18.ol. 


gs 


Method 


GENSCAN 




Start 


69 






End 


191 




GI 


none 






Score 


.95 




Exons 


69. .191 












Seq. No. 


27752 






Seq. ID 


OJ000150_18.0124 


.C19 


Gene No. 


57303 






Strand 


+ 




Start 


1 






End 


241 




Name 


OJ000150 


18.0124.C19.ol. 


np 


Method 


AAT/NAP- 




Start 


1 






End 


241 




GI 


103076 






Score 


86 





Exons 1..241 

GI Descrip. Bkm-like sex-determining region hypothetical protein CS314 
fruit fly (Drosophila melanogaster) (fragment) 



Seq. No. 


27752 




Seq. ID 


OJ000150JL8.0124. 


Gene No. 


57304 




Strand 




Start 


429 




End 


470 


Name 


OJ000150 18.0124. C19.ol. 


gs 


Method 


GENSCAN 


Start 


429 




End 


.470 


GI 


none 




Score 


.63 


Exons 


429. .470 








Seq. No. 


27753 




Seq, ID 


OJ000150_18.0124 . 


Gene No. 


57305 




Strand 


+ 


Start 


1 




End 


212 


Name 


OJ000150 18.0124.C21.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


212 


GI 


5915839 




Score . 


193 


Exons 


1. .212 








GI Descrip. 


CYTOCHROME P450 71D10 gi 


|2739000|gb|AAB94588 | (AF022459) 




CYP71D10p [Glycine max] 








Seq. No. 


27753 




Seq. ID 


OJ000150_18.0124 . 


Gene No. 


57306 




Strand 


+ 


Start 


153 




End 


218 


Name 


OJ000150 18.0124.C21.ol. 


ts 


Method 


TBLASTX: Soybean 



27603 




"Start 


2 ■ 


End ' 


212 




GI 


none 


Score 


204 




Exons 


2. .163, 3. .212 








Seq. No. 


27753 


Seq. ID 


OJ000150_18.0124 


.C21 


Gene No. 


57306 


Strand 


+ 




Start 


153 


End 


218 




Name 


OJ000150 18.0124.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


' End 


218 




GI 


none ' 


Score 


132 . . 




Exons 


2V.196, 2.. 166, 3.. 218, 3.. 


209 






Seq. No. 


27753 


Seq. ID 


OJ000150_18.0124 


.C21 


Gene No. 


57306 


Strand 


+ 




Start 


153 


End 


218 




Name 


OJ000150 18.0124.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


26 


End 


177 




GI 


none 


Score 


182 




Exons 


26. .163, 27. .176, 30. .176, 


31. .177 






Seq. No. 


27753 


Seq. ID 


OJ000150_18.0124 


.C21 


Gene No. 


57306 


Strand 


+ 




Start 


153 • 


End 


218 




Name 


OJ000150 18/0124. C21.ol.gs 


Method 


GENS CAN . 




Start 


153 


End 


200 




GI 


none 


Score 


.97 




Exons 


,153.. 200 . 








Seq. No. 


27754 


Seq. ID 


OJ000150_18.0124 


.C22 


Gene No. 


57307 


Strand 






Start 


626 


End 


685 




Name 


OJ000150 18.0124.C22.ol.gs 


Method 


GENSCAN 




Start 


626 


End 


685 




GI 


none 


Score 


.65 




Exons 


626.-685 








Seq. No. 


27755 


Seq. ID 


OJ000150_18.0124 


.C25 


Gene No. 


57308 


Strand 






Start 


1 


End 


o *3 a 




Name 


OJ000150 18.0124.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


836 




GI 


6907088 


Score 


124 




Exons 


1..67, 702. .836 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27755 


Seq. ID 


OJ000150_18.0124 


.C25 


Gene No. 


57308 


Strand 






Start 


1 


End 


836 




Name 


OJ000150 18-0124. C25.ol.gs 


Method 


GENSCAN 




Start 


381 


End 


791 




GI 


none 


Score 


.52 




Exons 


381. .505, 641.. .791 








Seq. No. 


27756 


Seq. ID 


OJ000150_18.0124 


.C27 


Gene No. 


57309 


Strand 


+ 




Start 


213 


End 


713 




Name 


OJ000150 18.0124.C27.ol.gs 


Method 


GENSCAN 





27604 



Start - 
GI 

Exdns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ...V 

Exohs * 

GI Descrip. 



213 
none 

213. .713 



End 
Score 



713 
.97 



27757 Seq. ID OJ000150JL8 . 0124 . C28 

57310 Strand + 

1 End 99 

OJ000150JL8 . 0124 . C28 . ol . gp Method AAT/GAP 

1 End 99 

533_1.R1084 Score. -8 9 ■ 

1..23, 46:. 99 

'113172/_sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



Seq. No. 27757 

Gene No. 57311 

Start 458 

Name OJ000150_18 . 0124 . C28 . ol . gs 

Start 458 

GI none 

Exons - 458. . 676 



Seq. ID OJ000150JL8.0124 .C28' 

Strand + 

End 676 

Method GENSCAN 

End 676 

Score 1 



Seq^ No. 27758 . . Seq. ID 

Gene No. 57312 Strand 

Start 190 End 

Name OJ000150_18 . 0124 . C29 . ol . gs Method 

Start 190 End 

GI none Score 

Exons 190.. 376 



OJ00015_0_18.0124.C29 

+ ~~ 

376 

GENSCAN 

376 

.93 



Seq. No. 


27759 


Seq. ID 


OJ000150_18.0124.C31 


Gene No. 


57313 


Strand 




Start 


349 


End 


651 


Name 


OJ000150 18.0124.C31.ol.gs 


Method 


GENSCAN 


Start 


349 


End 


651 . 


GI 


none 


Score 


.42 


Exons 


349. .651 






Seq. No. 


27760 


Seq. ID 


OJ000150_18.0124.C32 


Gene No. 


57314 


Strand 


+ . 


Start ■ 


1448 


End 


1589 


Name 


OJ000150 18.0124.C32.ol.gp 


Method 


AAT/GAP 


Start 


1448 


End 


1589 


GI- • 


uC-osflM202089gl0bl 


Score 


268 


Exons 


1448. .1589 






GI Descrip. 


, 4584536/emb|CAB40766.1| 3. 


Oe-13 (AL049608) cytochrome p450 




protein [Arabidopsis thaliana] ' 




Seq. No. 


27760 


Seq. ID 


OJ000150_18.0124.C32 


Gene No. 


57315 


Strand 




Start 


1425 


End 


1517 


Name 


OJ000150 18-0124. C32.ol.gs 


Method 


GENSCAN 


Start 


1425 


End 


1517 


GI 


none 


Score 


.69 


Exons 


1425.. 1517 







27605 



Seq. No. 


27761 




Seq. ID 


OJ000150_18 . 0124 .C33 


Gene No. 


57316 




Strand 


+ 


Start 


121 




End 


943 


Name 


OJ000150 18.0124.C33.ol. 


gs 


Method 


GEN SCAN 


Start 


121 




End 


943 


GI 


none 




Score 


.49 


Exons 


121. .327, 426. .672, 884. 


.943 






Seq. No. 


27761 




Seq. ID 


OJ0001.50_18 .;0124 .C33 


Gene' No. 


57316 




Strand. 




Start 


121 




End 


943 


Name 


OJ000150 18.0124.C33.ol. 


gp 


Method 


AAT/GAP 


Start 


154 




End 


313 


GI 


none 




Score 


280 


Exons 


154.. 313 








Seq. No. 


27761 




Seq. ID 


OJ000150_18.0124.C33 


Gene No. 


57317 




Strand 


+ 


Start 


2692 




End 


12793 


Name 


OJ000150 18.0124.C33.o2. 


gp 


Method 


AAT/GAP 


Start 


2685 




End 


3089 


GI 


uC-osflM202089gl0bl 




Score 


779 


Exons . 


2685.. 3089 








GI Descrip. 


'45845367embrCAB40766.il 


. 3.0e 


-13 (AL049608) cytochrome p450 




protein [Arabidopsis thaliana] 1 




Seq. No. 


27761 ,.. 




Seq; ID 


OJ000150 18.0124.C33 


Gene No. 


57317 "* ' 




Strand 


+ 


Start 


2692 




End 


12793 


Name 


OJ000150 18.0124.C33.o2. 


gs 


Method 


GEN SCAN 


Start 


2692 




End 


4301 


GI 


none 




Score 


1 


Exons 


2692.. 3588, 3669.. 4301 








Seq. No. 


27761 




Seq. ID 


OJ000150_18.0124.C33 


Gene No. 


57317 




Strand 


+ • 


Start 


2692 




End 


12793 


Name 


OJ000150 18.0124.C33.ol. 


np 


Method 


AAT/NAP 


Start 


2740 




End 


6506 


GI 


5915840 




Score 


1024 


Exons 


2740.. 3588, 5886.. 6506 








GI Descrip. 


CYTOCHROME P450 71D11 gi 12367431 (AF000403) putative cytochj 




P450 [Lotus japonicus] 








Seq. No. 


27761 




Seq. ID 


OJ000150_18.0124.C33 


Gene No. 


57317. 




Strand 


+ 


Start 


2692 




End 


12793 


Name 


OJ000150 18.0124.C33.o3. 


gs 


Method 


GEN SCAN 


Start 


4860 




End 


8779 


GI 


none 




Score 


.62 


Exons 


4860.. 5792, 5886.. 6470, 


7049. 


.7106, 7154. .8034, 8126. .8779 


Seq. No. 


27761 




Seq. ID 


OJ000150_18.0124.C33 


Gene No. 


57317 




Strand 


+ 


Start " 


2692 




End 


12793 


Name 


OJ000150 18.0124.C33.o2. 


np 


Method 


AAT/NAP 



27606 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



7129 ' End 8755 

166949 Score 926 

7129. .8034, 8126. .8755 

(M32885) cytochrome P-450LXXIA1 (cyp71Al) [Persea americana] 



27761 
57317 
2692 

OJ000150_18.0124.C33.o3.np 

8600 

2911044 



Seq. ID OJ000150 18.0124.C33 



Strand 
End 

Method 
End . 
Score 



+ 

12793 
AAT/NAP 
12793 
248 



8600. .8678, 9797. .10069, 11805 .. 1184 9, 12061 .. 12133, 
12556. .12793 



GI Descrip. (AL021961) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27761 Seq. ID 

57317 Strand 
2692 End 
OJ000150_18 . 0124 . C33 . o4 . gp Method 
9613 End 
23689_1.R1084 Score 
9613. .9665, 9798. .10069, 11805 .. 1184 9, 
12326. .12423,; 12609.. 12679 

, 2911044/embfCAA17554 | 2.0e-30 (AL021961) putative protein 
[Arabidopsis^. thaliana^V _ ........ 



OJ000150_18.0124.C33 
+ 

12793 
AAT/GAP 
12679 
1091 

12061. .12133, 



27761 •., Seq. ID 

57318 Strand 

6440 End 

OJ000150_18 . 0124 . C33 . o3 . tm Method 

111 End 

none Score 



OJ000150_18.0124,C33 
12695 

TBLASTX: Maize 

773 

95 



111. .218, 111. .218, 116. .229, 249. .326, 265. .327, 266. .337, 
382. .507, 427. .507, 428. .508, 586. .750, 588. .773, 589. .753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27761 
57318 
6440 

OJ000150_18, 
2796 
none 

2796. .2990, 
3795. .3863, 
5013. .5186, 
5712. .5789, 
7216. .7236, 
8126. .8284, 
8480. .8701 

27761 
57318 
6440 

OJ000150_18.0124 .C33.o2. tm 
2796 
none 



0124.C33.ol.ts 



2809.. 3186, 3039 

3903.. 3968, 4014 

5072.. 5164, 5223 

5886. .6074, 5888 

7291.. 7584, 7675 

8128.. 8226, 8395 



Seq. ID OJ000150_18.0124.C33 
Strand 

12695 

TBLASTX : Soybean 
8701 
317 

.3140, 3217. .3477, 3657. .3779, 
.4265, 4019. .4126, 4992. .5030, 
,5320, 5403.. 5666, 
6481, 6114. .6479, 
.7902, 7950.. 8030, 7951.. 8031, 
.8457, 8399. .8479, 8476.-8598, 



End 

Method 

End 

Score 



.5360, 5237. 
.6100, 6107, 



Seq. ID OJ000150_18. 012,4. C33 
Strand 
End 

Method 
End 
Score 

2796. .2885, 2809. .2847, 2847. .3149, 2848. .3189, 3040. .3189, 
4991. .5206, 4992. .5213, 5013.. 5261, 5216.. 5356, 5217.. 5357, 



12695 

TBLASTX: Maize 

7602 

76 



27607 



7155. .7283, 7195. .7236, 7250 .. 7330, 7275 .. 7571, 7291. .7581, 
7417. .7602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



27761 
57318 
6440 

OJ000150_18.0124.C33.o2.tc 

2818 

none 

2818.. 3186, 5022.. 5204., 5232. 



27761 

57318 

6440 

OJ000 

3402 

none 

3402. 

3537. 

3794. 

4098. 

5885. 

7951. 

8255. 

8477. 



150 18.0124.C33.ol.tm 



.3461, 
.3593, 
.3967, 
.4139, 
.6349, 
.8034, 
.8326, 
.8608, 



3403. .3477, 3493. 

3668. .3742, 3669. 

3903.. 3968, 3924. 

5585. .5644, 5586. 

5886. .6074, 5888. 

7963. .8028, 8125. 

8255.. 8329, 8392. 
8564. .8608 



27761 
57318 
6440 

OJ000150_18.0124 .C33.o2.tw 

3541 

none 

3541. .3588, 3656. .3742, 3669. 
5885. .6193, 5886. .6194, 7951. 
8258.. 8326, 8270.. 8323, 83.93-. 

27761 
57318 
6440 

OJ000150_18.0124.C33.ol.tc 

3669 

none 

3669. .3776, 3789.-3863, 4014. 
5897. .5989, 6059. .6442, 6132. 
8372. .8470, 8476. .8595, 8483. 

27761 
57318 
6440 

OJ000150_18.0124 .C33.ol.tw 

4014 

none 

4014. .4289, 4019. .4288, 6216. 
8482.. 8661, 8483.. 8701, 8570. 

27761 
57318 



Seq. ID OJ000150_18.0124.C33 
Strand 

End 12695 

Method TBLASTX : Cress 

End 7584 

Score 266 
.5345, 7291. .758.4. 

Seq. ID OJ000150_18.0124.C33 
Strand 

End 12695 
Method TBLASTX: Maize 
End 8608 
Score 88 

.3588, 3494.. 3544, 3529.. 3588, 
.3788, 3738.. 3788, 3786.. 3863, 
.3968, 4014. .4139, 4025. .4126, 
.5666, 5712.. 5792, 5748.. 5786, 
.6343, 6114. .6347, 7875. .7904, 
.8229, 8126.. 8245, 8126.. 8245, 
.8484, 8393. .8470, 8476. .8604, 



Seq. ID OJ000150_18.0124.C33 
Strand 

End 12695 
Method TBLASTX : Wheat 
End 84 52 

Score 39 

.3785, 3789.. 3968, 5712.. 5792, 
.8028, 8125.. 8229, 8126.. 8242, 
.8452, 8398.. 8451 

Seq. ID OJ000150_18.0124.C33 
Strand 

End 12695 
Method TBLASTX : Cress 
End 8701 
Score 89 

.4274, 4025.. 4126, 5886.. 6074, 
.6482, 8126.. 8242, 8264.. 8326, 
.8701 

Seq. ID OJ000150_18.0124.C33 
Strand 

End 12695 
Method TBLASTX : Wheat 
End 8714 
Score 292 

.6497, 6219.. 6491, 6260.. 6502, 
.8713, 8586.. 8714 



Seq. ID 
Strand 



OJ000150 18.0124.C33 



27608 



Start 


6440 


End 


12695 


Name 


OJ000150_18.0124.C33.o4.tm 


Method 


TBLASTX : Maize . 


Start 


5427 


End 


12695 


GI 


none 


Score 


37 


Exons 


5427.. 5522, 9733.. 9756, 9808 


..10071, ! 


9831.. 10070, 11804.. Ill 




12034. .12135, 12056. .12136, 


12057. .12146, 12317. .12427, 




12323. .12421, 12324 .. 12428, 


12607. .12681, 12608. .12679, 




. 12609. .12695. 






Seq. No. 


27761 


Seq. ID 


OJ000150 18.0124.C33 


Gene No. 


57318 • 


Strand- 


- 


Start 


6440 


End 


12695 


Name 


OJ000150 18.0124.C33.o3.gp 


Method 


AAT/GAP - 


Start 


6440 


End 


6656 


GI 


569091 


Score 


411 


Exons 


6440. .6656 






Seq. No. 


27762 


Seq. ID 


OJ000150_18.0124.C34 


Gene No. 


57319 


Strand 


. + 


Start 


147 


End 


925 


Name 


OJ000150 18.0124.C34.ol.gs 


Method 


GENSCAN 


Start 


147 


End 


728 


GI 


none 


Score 


.94 


Exons 


147. .156, 523. .728 






Seq. No. 


27762 


Seq. ID 


OJ000150_18.0124.C34 


Gene No. 


57319 


Strand 


+ 


Start 


147 


End 


925 


Name 


OJ000150 18.0124.C34.ol.gp 


Method 


AAT/GAP 


Start 


517 


End 


925 


GI 


23689 1.R1084 


Score 


776 


Exons 


517. .925 






GI Descrip. 


*2911044/emb|CAA17554 | 2.0e- 


30 (AL021961) putative protein 




[Arabidopsis thaliana] ■ 






Seq. No. 


27762 


Seq. ID 


OJ000150_18.0124.C34 


Gene No. 


57320 


Strand 




Start 


2062 


End 


2162 


Name 


OJ000150 18.0124.C34.o2.gs 


Method 


GENSCAN- 


Start 


2062 


End 


2162 


GI 


none 


Score 


.99. 


Exons 


2062.. 2162 






Seq, No, 


27763 


Seq. ID 


OJ000150_18,0124.C35 


Gene No. 


57321.. 


Strand 




Start 


90'3 


End > 


3760 


Name 


OJ000150 18.0124.C35.ol.np 


Method 


AAT/NAP 


Start 


903 


End 


3760 


GI 


4467110 


Score 


1443 


Exons 


903.. 1001, 1294.. 1451, 1586. 


.1818, 2268. .2554, 3314. .3760 


GI Descrip. 


(AL035538) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27763 


Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57321 


Strand 




Start 


903 


End 


3760 


Name 


OJ000150 18.0124.C35.ol.gs 


Method 


GENSCAN 


Start 


1279 


End 


3742 



27609 




GI 


none 








Score 


.68 


Exons 


1279. .1451, 


1586 


. .1818, 


2268 


..2554, 3314. .3742 


Seq. No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57322 








Strand 




Start 


6186 








End . 


7526 


Name 




.0124 


.C35.o2 


,np 


Method 


AAT/NAP 


Start 


6186 








End 


7526 


GI 


4753648 








Score 


368 


Exons 


. 6186. , 6269, 


63.56 


. .6421, 


6884 


..6949, 7036.. 7091, 7263. .7335, 




7461. .7526 












GI Descrip. 


(AL049751) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57323 








Strand 




Start 


9786 








End 


10117 


Name 


OJ000150 18 


. 0124 


.C35.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


900 








End 


1751 


GI 


none 








Score 


111 


Exons 


900. .1007, 


904. . 


1005, 1351.. 


1452, 1368 


. .1442, 1384. .1443, 




1385. .1453, 


1587 


. . 1748, 


1587 


. .1751 




Seq. .No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57323 








Strand 




Start 


9786 








End 


10117 


Name 


OJ000150 18 


. 0124 


.C35.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1309 








End 


1812 


GI 


none 








Score 


116 


Exons 


1309. .1452, 


1318 


. .1446, 


1319 


..1453, 1587. .1811, 1587. .1811, 




1588. .1812 












Seq. No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57323 








Strand 




Start 


9786 








End 


10117 


Name 


OJ000150 18 


. 0124 


.C35.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


2306 








End 


2527 


GI 


none 








Score 


111 


Exons 


2306. .2527, 




. .2525 








Seq. No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57323 








Strand 




Start 


9786 








End 


10117 


Name 


OJ000150 18 


.0124 


.C35.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2336 








End . 


3556 


GI 


none 








Score 


54 


Exons 


2336. .2410, 


2343 


. .2*387, 


2408 


..2443, 2412. .2438, 2444. .2470, 




2471. .2557, 


2472 


. ;2555, 


3314 


..3556, 3315.. 3548 


Seq. No. 


27763 








Seq. ID 


OJ000150_18.0124.C35 


Gene No. 


57323 








Strand 




Start 


9786 








End 


10117 


Name 


OJ000150 18 


.0124 


.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2424 








End 


3467 


GI 


none 








Score 


198 


Exons 


2424. .2555, 


2426 


. .2578, 


2426 


..2557, 2434. .2565, 3300. .3467, 




3306. .3362, 


3314 


. .3466 









27610 



Seq. No. 


27763 


Seq. ID k 


OJ000.150jL8.0124 


.C35 


bene no. 


D / J£ J 


otirana 






Start 


9786 


End 


10117 




Name 


OJ000150 18.0124.C35.o3.gs 


Method 


GENSCAN 




Start 


9786 


End 


10117 




GI 


none 


Score 


.49 




Exons 


9786.. 10117 








Seq. No. 


27764 


Seq. ID 


OJ000150_18.0124 


.C36 


Gene No. 


57324 


Strand,-; 








' 1 


End ■ 


'714 




Name 


OJ000150 18.0124.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


714 




GI 


4753648 


Score 


99 




Exons 


1..36, 257. .322, 409. .464, 636. .714 






GI Descrip. 


(AL049751) putative protein [Arabidopsis thaliana] 




Seq. No. 


27764 


Seq. ID 


OJ000150 lb.0124 


.C36 


Gene No . 


57 324 


Strand 






Start 


1 


End 


714 




Name 


OJ000150 18.0124.C36.ol.gs 


Method 


GENSCAN 




Start 


257 


End 


573 




GI 


none 


Score 


.68 




Exons 


257. ..391,. 409. .573 








Seq. No. 


27765 


Seq. ID 


OJ000150_18.0124 


.C39 


Gene no . 


57325 


Strand 


+ 




Start 


9 


End 


116 




Name 


OJ000150 18.0124.C39.ol.gs 


Method 


GENSCAN 




Start 


9 


End 


116 




GI 


none 


Score 


.8 




Exons 


9. .116 








Seq. No. 


27766 


Seq. ID 


OJ000150_18.0124 


.C42 


Gene No. 


57326 


Strand 






Start 


155 


End 


854 _ 




Name 


OJ000150 18.0124.C42..ol.np 


Method 


AAT/NAP ■"■ 




OLal L. 


155 


End 


854 




GI 


5295971 


Score 


808 




Exons 


155. .854 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 




predicted gene.; Similar to Tobacco DNA for retroviral- 


like 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 




Seq. No. 


27766 


Seq. ID 


OJ000150_18.0124 


.C42 


Gene No. 


57326 


Strand 






btart 


155 


End 


854 




Name 


OJ000150 18.0124.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


189 


End 


578 . 




GI 


none 


Score 


93 




Exons 


189.. 269, 189.. 269, 190.. 270, 


191. .271, 


258. .467, 271.. 


504, 




271.. 468, 465.. 503, 501.. 578, 


503. .577 






Seq. No. 


27766 


Seq. ID 


OJ000150_18.0124 


.C42 


Gene No. 


57326 


Strand 






Start ■ 


155 


End 


854 




Name 


OJ000150 18.0124.C42.ol.ts 


Method 


TBLASTX : Soybean 





27611 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seqv : No. 

.Gene No,. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



316 End 
none Score 
316. .468, 320. .409, 503. .628 



628 
58 



27767 Seq. ID OJ000150_18 . 0124 . C43 

57327 Strand + 

4347 End 5665 

OJ000150_18. 012.4. C43.o2.np Method AAT/NAP. 

4347 End 5327 

5903051 Score 792 

4347.. 4620, 4730.. 5327 ■ . " V 

(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain. 
ESTs gb|W43822, gb|T20475 and gb|AA586152 come from this gene. 
[Axabidopsis thaliana] 



27767 Seq. ID 

57327 Strand 
4347 End 
OJ000150_18.0124 .C43.ol.gp Method 
4355 End 
70315_1.R1084 Score 
4355.. 4620, 4730.. 4817 

, 5091508/dbj IBAA78743.il 2.0e-55 (AB023482) ESTs 
C22458 (C62866) , C22459 (C62866) correspond to a region of .the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC0022 92) [Oryza sativa] 1 



OJ000150_18.0124.C43 
+ 

5665 
AAT/GAP 
4817 
661 



Seq. I D \\ : .0 J.O 0 0 15 0_1 8 . 0124 .C43-. 
Strand" +'"■■- 
5665 
AAT/GAP 
5665 



27767. \ ■•' - . : 

57327* . .. " V ;'• 

4347 

OJ000150_18.0124.C43.o2.gp 
4983 

62580_1.R1084 Score 1214 

4983. .5665 

, 5091508/dbj IBAA78743.il 1.0e-16 (AB023482) 
C22458(C62866),C22459(C62866) correspond to 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC002292) [Oryza sativa] 1 



End 

Method 
End 
Score 



ESTs 

a region of the 



Seq. No. 


27767 


Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57328 


Strand 


+ 


Start 


7386 


End . 


10464 


Name 


OJ000150 18.0124.C43.o3.np 


Method 


AAT/NAP 


Start 


7386 


End 


10464 


GI 


2864624 


Score 


892 


Exons 


7386.. 7420, 8256.. 10464 






GI Descrip. 


(AL021811) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27767 


Seq. ID 


OJ000150_18 . 0124 .C43 


Gene No. 


57328 


Strand 


+ 


Start 


7386 


End 


10464 


Name 


OJ000150 18.0124.C43.o3.gp 


Method 


AAT/GAP 


Start 


8845 


End 


9404 


GI 


28825 1.R1084 


Score 


1088 


Exons 


8845. .9404 






GI Descrip. 


•2864624/emb|CAAl6971| 2.0e- 


•24 (AL021811) putative protein 




[Arabidopsis thaliana] 1 







27612 




Seq. No. 


27767 


Seq. ID 


OJ000l50_l8 . 0124 


.C43 


Gene No. 


57329 


Strand 


+ 




Start 


19913 


End 


20200 




Name 


OJ000150 18.0124.C43.o5.gs 


Method 


GEN SCAN 




Start 


19913 


End 


20200 




GI 


none 


Score 


.9 




Exons 


19913. .20200 - 








Seq. No. . 


27767 


Seq. ID 


OJ000l50_l8.0l24 


.C43 


Gene No. 


57330* 


Strand 






Start 


1 


End 


3505 




Name 


OJ000150 18.0124.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3505 




GI 


5295971 


Score 


4058 




Exons 


1. .3505 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ000l50_l8.0l24.C43 

10618 
AAT/GAP 
10618 
893 

GI Descrip." * 3047095. 4 . 0e-37 (AF058826) similar to eukaryotic protein -kinase 
domains (Pf am: pkinase.hmm, score: 72.39) [Arabiddpsis. 
thaliana] • 



Seq. No. 


27767 




Seq. ID 


OJ000150_18.0124. 


C43 


Gene No. 


57332 




Strand 






Start 


H531 




End 


13539 




Name 


OJ000150 18.0l24.C43. 


o3.gs 


Method 


GENSCAN 




Start 


11531 




End 


13539 




GI 


none 




Score 


.63 




Exons 


H531. .11856, 11934.. 


12207, 


13069. .13539 




Seq. No. 


27767 




Seq. ID 


OJ000150_18.0124. 


C43 


Gene No. 


57333 




Strand 






Start 


14649 




End 


17843 




Name 


OJ000150 18.0124.C43. 


o4 .gs 


Method 


GENSCAN 




Start 


14649 


End 


17831 




GI 


none 




Score 


.75 




Exons 


14649. .14666, 16033.. 


16414, 


16481. .16641, 16878.. 17831 




Seq. No. 


27767 




Seq. ID 


OJ000150_18.0124. 


C43 


Gene No. 


57333 




Strand 






Start 


14649 




End 


17843 




Name 


OJ000150 18.0124.C43. 


o4 .np 


Method 


AAT/NAP 




Start 


16032 




End 


17843 




GI 


5915839 




Score 


997 




Exons 


16032. .16641, 16878.. 


16979, 


17007. .17843 




GI Descrip. 


CYTOCHROME P450 71D10 


gil 2739000 |gb|AAB94588 | (AF022459) 





CYP71D10p [Glycine max] 



Seq. No. 27767 Seq. ID 

Gene No. 57331 Strand 

Start - 10163 End 

Name OJ000150_18 .0124 .C43.o4 .gp . Method 

Start 10163 End 

GI uC-osflcyp088a08al Score 



27613 




Seq." No. 


27767 


Seq? ID 


OJ000150_18.0124. 


C43 


Gene No. 




Strand 






Start 


20672 


End 


22485 




Name 


OJ000150 18.0124.C43.o6.gs 


Method 


GENS CAN 




Start 


20672 


End 


22456 




GI 


none 


Score 


.98 




Exons . 


20672. .21292, 21541.-21797, 


21871. .22456 




Seq. No. 


27767 


Seq. ID 


OJ000150JL8.0124. 


C43 


Gene No. 


57334 


Strand 






Start 


20672 


End 


22485 




Name 


UJ UUU1 Jl) 10 . Ul<l4 . J . Oj . lljJ 


Method 


AAT/NAP 




Start 


20684 


End 


22485 




GI 


5915839 


Score 


922 




Exons 


20684. .21292, 21541.. 22485 








GI Descrip. 


CYTOCHROME P4 50 71D10 gi|27 


39000 |gb|AAB94588| (AF022459) 






CYP71D10p [Glycine max] 








Seq. No. 


27767 


Seq. ID 


OJ000150_18.0124 . 


C43 


Gene No . 




Strand 






Start 


24602 


End 


24790 




Name 


OJ000150 18.0124.C43.o7.gs 


Method 


GENSCAN 




Start 


24602 


End 


24790 




GI 


none 


Score 


.95 




Exons 


24602.. 24790 








Seq. No. 


27767 


Seq. ID 


OJ000150_18.0124. 


C43 


Gene No . 


h 

D 15 Jo 


Strands- 






Start 


26871 


End 


28677 




Name 


OJ000150 18.0124.C43.o8.gs 


Method 


GENSCAN 




Start 


26871 


End 


28677 




GI 


none 


Score 


.82 




Exons 


26871. .27541, 27684 .. 27720, 


27754.. 28677 




Seq. No. 


27767 


Seq. ID 


OJ000150JL8.0124. 


C43 


Gene No . 


D f 3 J / 


Strand 






Start 


32548 


End . 


39570 




Name 


OJ000150 18.0124.C43.o5.tw 


Method 


TBLASTX: Wheat 




Start 


90 


End 


429 




GI 


none 


Score 


55 




Exons 


90. .323, 367. .429 








Seq. No. 


27767 


Seq. ID 


OJ000150JL8.0124. 


C43 


Gene No. 


57337 


Strand 






Of- a r-t 
O Lai L. 


32548 


End 


39570 




Name 


OJ000.150 18.0124. C43.o4.ts 


Method 


TBLASTX : Soybean 




Start 


105 


End 


597 




GI 


5509260 


Score 


124 




Exons 


105. .323, 127. .288, 344. .523, 367. .597 






GI Descrip. 










Seq. No. 


27767 


Seq. ID 


OJ000150_18.0124. 


C43 


Gene No. 


57337 


Strand 






Start ' 


32548 


End 


39570 




Name 


OJ000150 18.0124.C43.o9.tm 


Method 


TBLASTX: Maize 




Start 


255 


End 


558 




GI 


none 


Score 


119 





27614 




Exons 


. 255.. 323, 367. .558/- 389. 


.556 








Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


bene no . 


'3*3*7 








Strand 






Start 


Oft 0 








End 


39570 




Name 


UUuUUl DU io 


m 0 a 


.C43.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


Q£1 
y 0 1 








End 


1424 




GI 


none 








Score 


85 




Exons 


q^i 1 1 m 

y Dl . • 11U / / 


1 1 ^9 


.1200, 1200.. 


1424, 1204.. 1356 




Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


bene no . 


^7 *3*3*7 








Strand 






Start 


j£ 04 0 








End 


39570 




Name 


UUUUUJ. jU 10 


ni 94 


CA ^ 


LIU 


Method 


TBLASTX: Maize 




Start 


1 C\A R 
1U4 D 








End 


1430 




GI 


none 








Score 


233 




Exons 


J . . 1ZUU , 


1 rid £ 


1 9H1 


1 1 QH 


.1399, 1200.. 1430, 1201.. 1401 


Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


Gene No . 


J / JJ / 








Strand 






Start 


jZ Oft 0 








End 


39570 




Name 


o mom i p 


m 94 

. U 1Z 4 


. b4 j . 04 . 


Iw 


Method 


TBLASTX: Wheat ■ 




Start 


1 1 9*3 
1 IZj 








End 


1625 




GI 


none 








Score 


111 




Exons 




1 9nn 


1 / on 
. . 14 jU , 


1 A 7 Q 

14 / y . 


.1625 






Seq. No. 


27767. 








Seq. ID. 


OJ000150JL8.0124 


.C43 


Gene No. 


c: *7 *3 "3*7 

J / JJ / A/v 








Strand 






Start 


*3 O *^ >1 Q 

jZ j4 o 








End 


.39570 




Name 


UdUUUlOU lo 


. Ul^.4 


. b4 0 . OD . 


uS 


Method 


TBLASTX : Soybean 




Start 


1 A *7 Q 

1 4 / y 








End 


1769 




GI 


none 








Score 


200 




Exons 




1 CO/I 

1 0o4 


. . 1 DOfi 










Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


Gene No. 


57337 








Strand 






btart 


*39 R/l P 
jZ jl 0 








End 


39570 




Name ■ 


■UJUUU10U 10 


. U 1Z 4 


• Of* J.OO. 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


2054 




GI 


none 








Score 


37 




Exons 


1 fiQR 1 77 R 


1 oyo 




1 767 


.1967, 1773. .1994, 2001. .2054, 




ZUUZ . • ZU4 U 














Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


Gene No . 


R7 *3*37 
j / j j / 








Strand 






Start 


*39 R4 p 








End 


39570 




Name 


UoUUUl DU 10 


m 9 / 


.C43.oll 


. tm ■ 


Method . 


TBLASTX: Maize 




Start 


1 / 00 








End 


1968 




GI 


none 








Score 


218 ■ 




Exons 


1 / do . . iyio / 


1 7 £*7 

1 / 0 / 


. .1964, 


1767. 


.1967, 1768.. 1968 




Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124 


.C43 


Gene No. 


57337 








Strand 






Start 


32548 








End 


39570 




Name 


OJ000150 18 


.0124 


.C43.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1999 








End 


2665 




GI 


none 








Score 


282 





27615 




Exons 


1999. .2208, 


2000. 


.2245, 


2001. 


.2243, 2220.. 2339, 2234.. 2338, 




2250. .2348, 


2322. 


.2447, 


2370. 


.2429, 2400.. 2510, 2415.. 2663, 




2417. .2665, 


2417. 


.26.53,^ 


2446. 


.2664 




Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


.0124. 


C43.olC 


.tm 


Method 


TBLASTX: Maize 


Start 


2875 








End 


3128 


GI 


none 








Score 


172 


Exons 


2875. .2997, 


2877. 


.2999, 


2877. 


.2999, 2914.. 3009, 3003.. 3128, 




3003. .3119, 


3004. 


.3120, 


3005. 


.3127 




Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


.0124. 


C43.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4354 








End . 


5401 


GI 


none 








Score 


426 


Exons 


4354 . .4620,. 


4355. 


.4621, 


4731. 


.5021, 4745.. 4933, 4'781 . . 5023, 




5016. .5264, 


5016. 


.5264, 


5131. 


.5268, 5357.. 5401, 5358.. 5399. 


Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


.0124. 


C43.o2. 


tc 


Method 


TBLASTX: Cress ' 


Start 


4358 








End 


52i3,. . 


GI 


none 








Score 


' 152 — 


Exons 


4358. .4621, 


4731. 


.5213, 


4769. 


.4924 




Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


.0124. 


C43.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4358 








End 


5237 


GI 


none 








Score 


181 


Exons 


4358. .4549, 


4568. 


.4621, 


4731. 


.5054, 4748.. 4924, 5064.. 5237 


Seq. No. 


27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


.0124. 


C43.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4716 








End 


5000 


GI 


none 








Score 


275 


Exons 


4716. .5000, 


4748. 


.4912 








Seq. No. 


27767 








Seq. ID 


OJ000150_18 .0124 . C43 


Gene No. 


57337 








Strand 




Start 


32548 








End 


39570 


Name 


OJ000150 18 


0124. 


C43.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8569 








End 


9069 


GI 


none 








Score 


169 


Exorfs 


8569. .8718, 


8572. 


.8712, 


8613. 


.8714, 8677.. 9069, 8745.. 8852, 




8747. .8860, 


8923. 


.8970, 


8924. 


.9067, 8 


955. .9068 


Seq. No. 


. 27767 








Seq. ID 


OJ000150_18.0124.C43 


Gene No. 


57337 








Strand 





27616 




Start 


32548 






End 


39570 






Name 


OJ000150 18.0124.C43 


. o2. ts 


Method 


* TBLASTX: 


Soybean 




Start 


8908 






End 


10083 






GI 


none 






Score 


271 






Exons 


8908. . 


9348, 9042.. 9296, 9335 


..9388, 9412. .9906, 


9937. .10083 


Seq. No. 


27767 






Seq. ID 


OJ000150 


JL8.0124 


.C43 


Gene No. 


57337 






Strand 








Start 


32548 






End 


39570 






Name 


OJ000150 18.0124.C43 


. 08 . tm 


. Method . 


TBLASTX: 


Maize . 




Start ■ 


9501 






: End ' 


9759 .*■ 






GI 


none 






Score 


173 






Exons 


9501. . 


9722, 9501.. 9635, 9502 


..9759, 9503. .9739, 


9511. .9753 


Seq. No. 


27767 






Seq. ID 


OJ000150 


_18.0124 


A o 
. O 


Gene No. 


57337 






Strand 








Start 


32548 






End 


39570 






Name 


OJ000150 18.0124.C43 


. o5.tm 


Method 


TBLASTX: 


Maize 




Start 


9766 






End 


10088 






GI 


none 






Score 


368 






Exons 


9766. . 


10083, 9766.. 10086, 9768.. 10088 








Seq. No. 


27767 






Seq. ID 


OJ000150 


_18.0124 




Gene No. 


57337, 




- 


Strand 








Start 


32548 






End 


39570 






Name 


OJ000150 18.0124.C43 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11594 






End 


• 38273 






GI 


none 






Score 


135 






Exons 


11594. 


.11908, 11604. 


. 11909, 


11906. .12064, 11908 


. .12075, 






12076. 


.12183, 12086. 


. 12196, 


16042. .16521, 16048 


. .16161, 






16202. 


.16498, 16526. 


.16630, 


16534. .16641, 20705 


. .21121, 






20705. 


.21160, 20739. 


.21158, 


21170. .21301, 21186 


. .21254, 






26281. 


.26355, 26904. 


.27323, 


26904. .27359, 27369 


. .27500, 






27391. 


.27492, 37686. 


.38045, 


37693. .38097, 37839 


. .38099, 






38151. 


.38273, 38173. 


.38229, 


38187. .38237 






Seq. No. 


27767 






Seq. ID 


OJ000150 


JL8.0124 




Gene No. 


57337 






Strand 








Start 


32548 






End 


39570 






Name- 


OJ000150 18.0124.C43 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11600 






End 


39468 






GI 


none 






Score 


214 






Exons 


11600. 


.11908, 11601. 


.11909, 


11906. .12196, 11908 


. .12186, 






13132. 


.13170, 13219. 


.13317, 


13363. .13437, 16048 


. .16641, 






16060. 


.16644, 16202. 


.16645, 


16923. .16967, 17091 


. .17279, 






17388. 


.17603, 17610. 


.17717, 


20684. .21295, 20684 


. .21301, 






20733. 


.21296, 21746. 


.21982, 


21947. .22240, 26281 


. .26352, 






26367. 


.26417, 26883. 


.27317, 


26883. .27500, 26884 


. .27477, 






27387. 


.27494, 28168. 


.28461, 


37665. .38039, 37666 


. .38097, 






37697. 


.38080, 38085. 


.38276, 


38167. .38274, 38698 


. .38745, 






38782. 


.39054, 39139. 


.39354, 


39397. .39468 






Seq. No. 


27767 






Seq. ID 


OJ000150 


_18.0124 


.C43 


Gene No. 


57337 






Strand 








Start 


32548 






End 


39570 






Name 


OJ000150 18.0124.C43 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


11603 






End 


37950 







27617 



GI 

Exons 



none 



Score 



106 



11603. .11728, 11603. .11872, 11607 11885, 16048 16305, 

16054. .16305, 20687 .. 20956, 20687 20956,, 20730 20969, 

26281. .26355, 26886 .. 27155, 2688 6 27155, 26890 .. 27168, 

37647. .37916, 37647 .. 37937 , 37648. .37950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27767 
57337 
32548 

OJ000150_18.0124.C43, 

11609 

none 

11609. .11908, 11666. . 
11908. .12186, 16048.. 
16540. .16641, 20693.. 
26892. .27503, 27055.. 
37834. .38094, 38085.. 



ol.tc. 



11908, 
16641, 
21301, 
27480, 
38273, 



27767 
57337 
32548 

OJ000150_18.0124 .C43.ol. tw 

11906 

none 

11906. .12193, .11908. .12186, 
16333. .16641, 16334 16642, 
20987. ,21292, 20988 .. 21293, 
27186. .27491, 27187 .. 274 92, 
37968. .38273, 37 969 .. 38094 , 
38647. .38736, 38653. .38739 



Seq. ID 
Strand 
End 

Method 
r " End 
Score 



OJ000150 18.0124.C43 



39570 

TBLASTX: Cress 
38273 
93 

11772. . 11909, 11906. .12193, 
16105. .16503, 16202. .16636, 
20739. .21281, 20783 .. 21292, 
37674. .38045, 37743 38051, 
38167. .38268 

Seq. ID OJ000150_18.0124.C43 
Strand 

End 39570 

Method TBLASTX : Wheat 

End 38739 

Score 302 
11913. .12206, 11952. .12191, 
16878. .16967, 16882 .. 16965, 
21541. .21630, 21547. .21630, . 
27754. .27843, . 27760. .27843; : ' 
37980. .38111, 38152. .38274, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27767 
57337 
32548 

OJ000150_18.0124.C43.o3.tc 

13135 

none 



Seq. ID OJ000150_18.0124.C43 
Strand 

End 39570 

Method TBLASTX : Cress 

End 39561 

Score 96 



13135. .13170, 13213. ..13314, 17388.. 17603, 17664 .. 17717, 
21956. .22240, 22068 .. 22220, 28177 .. 284 61, 28289 .. 28441, 
28516. .28569, 39139 .. 39354 , 39248 .. 39355, 39415.. 39561 



27767 
57337 
32548 

OJ000150_18.0124.C4 3.o7.tm 

13135 

none 

13135. .13170, 13204. .13314, 

17125. .17280, 17391. .17453, 

17650. .17700, 17652. .17720, 

21953. .22090, 22002 .. 22085, 

22301. .22357, 27995 .. 28153, 

28357. .28461, 28388 .. 284 62 , 

38863. .38982, 39142 .. 39204 , 

39412. .39474, 39419.. 39475 



Seq. ID OJ000150_18.0124.C43 
Strand 

39570 

TBLASTX: Maize 
39475 
69 

13440, 17061. .17282, 
17604, 17490. .17603, 
21931, 21774. .21932, 
22136. .22240, 2214 6 .. 2224 1, 
28174. .28311, 28223 .. 28306, 
28578, 38854. .39045, 
39354, 39251. .39355, 



End 

Method 

End 

Score 

13381 

17410 

21767 



28522 
39250 



Seq. No. 



27767 



Seq. ID OJ000150_18.0124.C43 



27618 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



57337 Strand 

32548 End 

OJ000150_18 .0124.C43.olO.gs Method 

32548 End 

none Score 



39570 
GENS CAN 
39570 
.58 



32548. .32992, 33156 .. 33521, 33930 .. 33972 , 34685.-34752, 
34874. .35473, 37284 .-. 37362, 37760 .. 37962 , 37978 38273, 
38647. .39570. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27767 
57337 
32548 

OJ000150_18.0124.C43.o7.np 

37659 

5524157 



Seq v .ID. OJ000150_18 . 0124 .C43 
Strand 

End 39570 

Method AAT/NAP 

End 39561 

Score 953 



37659.-38273, 38647 .. 38754 , 38782. .39561 

(AF124816) cytochrome p450 isoform PM17 [Mentha x piperita] 



27768 
57338 
470 

OJ000150_18.0124.C44.ol.np 

470 

5915839 
470.. 1082, 1704. .2645 

CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p ".[Glycine max] • - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 18.0124.C44 



2645 
AAT/NAP 
2645 
953 



27768 
57339 
4479 

OJ000150_18.0124.C44.ol.tw 

467 

none 

467. .736, 469. .513, 485. .727, 
4525. .4752 



OJ000150_18.0124 .C44 
9839 

TBLASTX: Wheat 

4752 

44 



Seq. ID 
Strand 
End 

Method 
End 
Score 

519. .737, 4473. .4751, 4482. .4751, 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■27768 
57339 
4479 

OJ000150_18.0124.C44.ol.ts 

476 

none 

476. .853, 566. .808, 642. .854, 
1836.. 2108, 2136.. 2408, 2418. 



Seq. ID 
Strand 
End 

Method • 
End 
Score 



OJ000150 18.0124.C44 



9839 

TBLASTX : Soybean 
6150 
123 

880. .1071, 936. .1082, 1707. .1775, 
2522, 2476.. 2520, 4488.. 4859, . : 



4497. .4841, 4528. .4866, 4885. .5076, 4899. .5096, 5338. .5406, 
5467.. 5730, 5833.. 6051, 6037.. 6150 



27768 
57339 
4479 

OJ000150_18.0124.C44.ol.tc 

485 

none 



Seq. ID OJ000150_18.0124.C44 



Strand 
End 

Method 

End 

Score 



9839 

TBLASTX: Cress 

5096 

81 



485. .853, 572. .787, 642. .821, 853. .1071, 870. .1082, 936. .1082, 
4494. .4859, 4545. .4934, 4651. .4950, 4899. .5096, 4978. .5076 



27619 



Seq. No. 


27768 








Seq. ID 


OJ000150_18 .0124 . C ? 4'4 


Gene No. 


'57339 








Strand 




Start 


4479 








End 


9839 


Name 


OJ000150 18 


.0124 


.C44.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


491 








End 


5111 


GI 


none 








Score 


47 


Exons 


491. .853, 525. .587, 645 


. .830, 


683. .841, 


847. .906, 954. .1082, 




961. .1089, 


4500. 


.4859, 


4531. . 


4944, 4685. .4909, 4902. .4955, 




4959. .5111, 


4966 


. .5088 








Seq. No. 


27768 








. Seq. ID 


OJ000150_18.0124.C44 


Gene No. 


57339 








Strand 




Start 


4479 








End 


9839 


Name 


OJ000150 18 


.0124 


.C44.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


770 








End 


5406 


GI 


none 








Score 


87 


Exons 


770. .853, 771. .854, 849 


. .1082 


, 853. .1083, 869. .1060, 942. .1082, 




1704. .1775, 


1710 


. .1796, 


1711. 


.1776, 4782. .5087, 4783. .5088, 




5339. .5401, 


5341 


. .5406 








Seq. No. 


27768 








Seq. ID 


OJ000150_18.0124.C44 


Gene No. 


57339 








Strand 




Start 


4479 








End 


9839 


Name 


OJ000150 18 


.0124 


.C44.02 


. tm 


Method 


TBLASTX: Maize ' 


Start 


1876 








End 


6151 


GI 


none 








Score 


89 


Exons 


■_ 1876. .2031, 


:4908 


. .2099, 


1917. 


.2096, 2136. .2408, 2151. .2297, 




2170. .2409, 


24.66 


. .2525, 


2473. 


.2520, 5539. .5748, 5548. .5727, 




5813. .5890, 


5830 


. .6051, 


5933. 


.6025, 6112.. 6150, 6119.. 6151 


Seq. No. 


27768 








Seq. ID 


OJ000150_18 . 0124 . C44 


Gene No. 


57339 








Strand 




Start 


4479 








End 


9839 


Name 


OJ000150 18 


.0124 


.C44.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2145 








End 


6144 


GI 


none 








Score 


78 


Exons 


2145. .2408, 


2302 


. .2409, 


2469. 


.2522, 5833.. 6051, 6115.. 6144 


Seq. No. 


27768 








Seq. ID 


OJ00015'0_18 . 0124 . C44 


Gene No. 


57339 








Strand 




Start 


4479 








End 


9839 


Name 


OJ000150 18 


.0124 


.C44.o2 


. np 


Method 


AAT/NAP 


Start 


4479 








End 


6291 


GI 


5915839 








Score 


983 


Exons 


4479. .5087, 


5335 


. .6291 









GI Descrip. CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. No. 27768 

Gene No. 57339 

Start 4479 

Name OJ000150_18 . 0124 . C44 . ol . gp 

Start . -4 654 

GI 12793_1.R1084 

Exons 4654.. 5087, 5335.. 5532 

GI Descrip. ' 5915837/sp | 081974 |C7D8_SOYBN 
CP7) >gi_3334667_emb_CAA71517 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_18.0124.C44 

9839 
AAT/GAP 
5532 
1149 



1.0e-49 CYTOCHROME- P4 50 71D8 (P450 
(Y104 93) putative cytochrome P450 



27620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Glycine max] 1 

27768 
57339 
4479 

OJ000150JL8 . 0124 . C4 4 . o3 . np 
6035 
6721547 
6035.. 6099, 9735.. 9839 

(AP001073) Similar -to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ000150_18.0124.C44 
Strand 

End 9839 

Method AAT/NAP 

End 9839 

Score - 82 



Seq. ID OJ000150_18.0124.C47 

Strand 

End 294 

Method AAT/NAP 

End 294 

Score 204 



27769 
57340 
1 

OJ000150JL8 . 0124 . C47 . ol . np 
1 

5903051 
1. .294 

(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain 
ESTs. gb|W43822, gb|T20475 and gb|AA586152 come from this gene 
[Arabidopsis thaliana] 



27769 
57340 
1 

OJ000150_18.0124.C47.ol.gp 
43 

82303_1.R1084 
43. .272 

'4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000150_18.0124.C47 

Strand . - 

End 294 

Method AAT/GAP 

End 272 

Score. 263 



Seq. No. 


27769 








Seq. ID 


OJ000150_18.0124 


.C47 


Gene No. 


57340 








Strand 






Start 


i .,. ; 








End 


294 




Name 


OJ000150 


18.0124.C47 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


109 








End 


261 




GI 


none 








Score 


61 




Exons 


109. .261, 


114. .191 












Seq. No. 


27769 








Seq. ID 


OJ000150_18.0124 


.C47 


Gene No. 


57340 








Strand 






Start 


1 








End 


294 




Name 


OJ000150 


18.0124.C47 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


109 








End 


274 




GI 


none 








Score 


58 




Exons 


109. .258, 


112. .162, 


114 


. .203, 


185. .256, 


242. .274 




Seq. No. 


27769 








Seq. ID 


OJ000150_18.0124 


.C47 


Gene No. 


57340 








Strand 






Start 


1 








End 


294 




Name 


OJ000150 


18.0124.C47 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


109 








End 


247 




GI 


none 








Score 


59" 




Exons 


109. .246, 


113. .145, 


116 


. .247, 


117. .188, 


185. .247 




Seq. No. 


27769 








Seq. ID 


OJ000150_18.0124 


.C47 



27621 



Gene No. - 57340 * Strand 

Start 1 End 294 

Name OJ000150_18 . 0124 . C47 . ol .gs Method GEN SCAN 

Start 112 End 271 

GI none Score .84 

Exons 112.. 271 



Seq. No. 27770 k - 

Gene No. 57341 

Start 270 

Name - OJ000150_18 . 0124 . C48 . 61 . gs 

Start 270 

GI none 

Exons 270.. 477 



Seq. ID OJ000150_18.0124.C48 

Strand + 

End 477 

Method GEN SCAN 

End 477 

Score . 9 



Seq. No. 27771 Seq. ID 

Gene No. 57342 Strand 

Start 3835 .. End 

Name OJ000150_18 . 0124 .C49.ol .gs Method 

Start 3835 End 

GI none Score 

Exons 3835. .4042 



OJ000150_18.0124.C49 
+ 

4042 
GENSCAN 
4042 
.78 



Seq. No. 27771 • Seq. ID OJ000150_18 . 0124 . C4 9 

Gene No. 57343 Strand 

Start 4121 End 6239 

Name OJ000150_18 . 0124 . C4 9 . ol . gp Method - AAT/GAP 

Start 4121 End 4729 

GI 17099_1.R1084 Score 1053 

Exons 4121.. 4729 

GI Descrip. ' 5915836/sp | P93531 | C7D7_SOLCH 3.0e-46 CYTOCHROME P450 71D7 
>gi_1762144 (U48435) putative cytochrome P450 [Solanum 
chacoense] ' 



Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


Gene No. 


57343 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18. 


0124 


.C49.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4168 








End 


6122 


GI 


none 








Score 


39 


Exons 


4168. .4239, 


4270 


. .4599, 


4270. 


.4641, 4271. .4648, 4667. .4858, 




4681. .4866, 


5326 


. .5388, 


5544. 


.56.96, 5736.. 6008, 6018.. 6122 


Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


Gene No. 


57343 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18. 


0124 


.C49.o2 


.gs 


Method 


GENSCAN 


Start 


4243 " 








End 


6239 


GI 


none 








Score 


.74 


Exons 


4243. .4869, 


5323 


. .5591, 


5603. 


.6239 




Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


Gene No. 


57343 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18. 


0124 


.C49.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4245 








End 


4546 


GI 


none 








Score 


101 



27622 




Exons • 


4245. .4493, 


4248 


. .4478, 


4264. 


.4533, 4264. .4533, 4268. .4546 


Seq. No. 


.... ; 

27771 








Seq. ID 


OJ000150_18.0124.C49 


Gene No. 


57343 








Strand 




rt 

O Lai u 


4121 * 








End 


\i O Z> 


Name 


OJ000150 18 


.0124 


.C49.ol 


,np 


Method 


AAT /NAP 


Start 


4252 








End 


621 2 


GI 


5713172 








Score 


X \J *i o - 


Exons 


4252. .4869, 


5323 


. .6212 








GI Descrip. 

c- • 


(AF166332) 


cytochrome P450 [Nicotiana 


L. ClJJ d O LULL J 


Seq. No. 


27771 








oeq . ±u 


OJ000150_18.0124.C49 


bene ino • 


J / J 








otrana 




Start 


4121 








r~\ 




Name 


OJ000150 18 


. Ul^: 4 


. u4 y . oi 


-t-m 

. cm 


Metnoa 


TRT.A^TY • \ ve* 

X OlinO 1A< L Jd X £t e 


Start 


4261 








CinG 




GI 


none 








Score 


228 

c c o 


Exons 


4261. .4869, 


4355 


. .4690 








Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


ucllc IMU • 










Strand 




Start 


4121 








End 


OZ J .7 


Name 


OJ000150 18 


. Ulz4 


. L4 y . Oi 


. tC 


Method 




Start 


4270 








End 


40D0 


GI 


none 








Score 




Exons 


4270. .4641, 


4277 


. .4858, 


4681. 


.4866 




Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


uene wo . 


<=i7 LA *5 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18 




. L4 y . Oz 


. tw 


Method 


TBLASTX : Wheat 


Start 


4561 








End 


5415 


GI 


none 








Score 


263 


ExonsLvv 


4561. .4869, 


4562 


. .4870, 


4742. 


.4876, 5323. .5388, 5329. .5415 


Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C4 9 


bene ino • 










Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18 


ni o a 


. U4 y . oz 


..urn 


Method 


TBLASTX: Maize 


Start 


5508 








End 


6140 


GI 


none 








Score 


129 


Exons 


5508. .5696, 


5517 


. .5696, 


5736. 


.6008, 5737. .6009, 6063. .6140 


Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


bene ino . 


J / J4 J 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18 


.0124 


.C49.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5754 








End 


6128 


GI 


none 








Score 


97 


Exons 


5754. .6008, 


5773 


. .6009, 


6069. 


.6128 




Seq. No. 


27771 








Seq. ID 


OJ000150_18.0124.C49 


Gene No. 


57343 








Strand 




Start 


4121 








End 


6239 


Name 


OJ000150 18 


.0124 


.C4 9.o2 


.gp 


Method 


AAT /GAP 


Start 


5785 








End 


6234 


GI 


52573 1.R1084 - 






Score 


833 



27623 



Exons 5785. .6234 ' 

GI Descrip. 1 5915838/sp | 081971 | C7D9_SOYBN 6.0e-23 CYTOCHROME P450 71D9 (P450 
. CP3) >gi_3334661_emb_CAA71514_ (Y10490) putative cytochrome P450 
[Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27772 Seq. ID OJ000150_18 . 0124 . C50 

57344 Strand 

6898 End 9855 

OJ000150_18 .0124 . C50 . ol . gp Method AAT/GAP 

6677 End 7282 

17099_2.R1084 Score 1142 " : 

6677. .7282 

r 5915839/sp| 048923 |C7DA_SOYBN 3.0e-39 CYTOCHROME P450 71D10 
>gi_2739000_gb_AAB94588_ (AF022459) CYP71D10p [Glycine max] ' 



27772 Seq. ID 

57344 Strand 

6898 End 
OJ000150JL8 . 0124 . C50 . o3 . gs Method 

6898 End 

none Score 

6898. .7297, 7364. .7524, 8938. .9855 . 



OJ000150_18 . 0124 .C50 

9855 
GEN SCAN 
9855 
.55 



Seq. No. 


27772 


Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57344 


Strand 




Start 


6898 


End 


9855 


Name 


OJ000150 18,0124. C50.ol.np 


Method 


AAT/NAP 


Start 


6907 


End 


9828' 


GI 


5713172 


Score 


1068 


Exons 


6907.. 7524, 8938. .9828 






GI Descrip. 


(AF166332) cytochrome P450 


[Nicotiana 


tabacum] 


Seq. No. 


27772 


Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57344 


Strand 




Start 


6898 


End 


9855 


Name 


OJ000150 18.0124.C50.o2.gp 


Method 


AAT/GAP 


Start 


9401 


End 


9850 


GI 


52573 1.R1084 


Score 


877 


Exons 


9401.. 9850 






GI Descrip. 


'5915838/sp|081971|C7D9_SOYBN 6.0e-23 


CYTOCHROME P450 71D9 (P450 



CP3) >gi_3334661_emb_CAA71514_ (Y10490) putative cytochrome P450 
[Glycine max] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27772 Seq. ID OJ000150_18 . 0124 . C50 

57345 Strand 

10368 End ■ 11232 

OJ000150_JL8 . 01124 . C50 . o2.. tm Method TBLASTX: Maize 

1615 End 9756 

none Score 113 

1615.. 1692, 1631. .1693, 5626.. 5676, 9124.. 9315, 9139.. 9312, 

9158. .9331, 9352. .9624, 9386. .9625, 9421. .9630, 9623. .9706, 
9679.. 9756 



Seq. No. 27772 Seq. ID 

Gene No. 57345 Strand 

Start 10368 End 

Name • OJ000150 18 . 0124 .C50 .ol . ts Method 



OJ000150_18 . 0124 .C50 
11232 

TBLASTX: Soybean 



27624 




Start 


1628 








End 


9738 


GI 


none 








Score 


218 


Exons 


1628. .1693, 


5580. 


.5621, 


5626. 


.5658, 6925. .7296, 7046. .7303, 




7322. .7513, 


7325. 


.7513, 


7336. 


.7521, 8941. .9003, 9052. .9324, 




9364. .9636, 


9631. 


.9738 








Seq. No. 


27772 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 


• - 


Start 


10368 








End 


11232 


Name 


OJ000150 18 


.0124. 


C50.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1631 








End 


9744 


GI 


none 








Score 


65 


Exons 


1631. .1690, 


9361. 


.9636, 


9685. 


.9744 




Seq. No. 


27772 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 




Start 


10368 








End 


11232 


Name 


OJ000150 18 


.0124. 


CSO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6906 








End 


7201 


GI 


none 








Score 


98 


Exons 


6906. .7133, 


6913. 


.7173, 


6919. 


.7188, 6923.. 7201 


Seq. No. 


27772 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 




Start 


10368 








End 


11232 


Name 


OJ000150 18 


.0124. 


CSO.ol 


. tm 


Method 


TBLASTX: Maize ' 


Start 


6916 








End 


7524 


GI 


none 








Score 


91 


Exons 


6916. .7524, 


6979. 


.7266, 


7049. 


.7345 




Seq. No. 


27772 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 




Start 


10368 








End 


11232 


Name 


OJ000150 18 


.0124. 


CSO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6925 








End 


7521 


GI 


none 








Score 


102 


Exons 


6925. .7296, 


7015. 


.7278, 


7085. 


.7513, 7336.. 7521 


Seq. No. 


27772' 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 




Start 


10368 








End 


11232 


Name 


OJ000150 18' 


.0124. 


C50.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7216 








End 


9030 


GI 


none 








Score 


141 


Exons 


7216. .7524, 


7217. 


.7345, 


7219. 


.7353, 7394. .7525, 7430. .7531, 




8938. .9003, 


8942. 


.8977, 


8944. 


.9030 




Seq. No. 


27772 








Seq. ID 


OJ000150_18.0124.C50 


Gene No. 


57345 








Strand 




Start 


10368 








End 


11232 


Name 


OJ000150 18 


.0124. 


C50.o4 


. gs 


Method 


GENSCAN 


Start 


10368 








End 


11232 


GI 


none 








Score 


.86 


Exons 


10368. .10415, 10992. .11098, 11118.. 11232 


Seq. No. 


27773 








Seq. ID 


OJ000150_18.0124.C51 


Gene No. 


57346 








Strand 





27625 




Start . 


1 • -v 


•End 


585 


Name 


OJ000150_18.0124.C51.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


441 


GI 


52573 1.R1084 


Score 


862 


Exons 


1. .441 






GI Descrip. 


, 5915838/sp|081971|C7D9 SOYBN 


6.0e-23 


CYTOCHROME P450 71D9 


CP3) >gi_3334 661_einb_CAA71514_ 


(Y10490 


) putative cytochrome 




+ [Glycine max] 1 






Seq.;. No. 


27773 


Seq. ID 


OJ000150_18.0124.C51 


Gene No. 


57346 


Strand 




Start 


1 


End 


585 


Name 


OJ000150 18-0124. C51-ol.np 


Method 


AAT/NAP 


Start 


1 


End 


585 


GI 


6739506 


Score 


260 


Exons 


1..346, 515. .585 






GI Descrip. 


(AF122821) cytochrome P450 [Capsicum annuum] 


Seq. No. 


27773 


Seq. ID 


OJ000150_18.0124.C51 


Gene No. 


57346 


Strand 


— 


Start 


1 


End 


585 


Name 


OJ000150 18.0124.C51.ol.tm 


Method 


TBLASTX: Maize 


Start 


3. 


End 


329 


GI 


none 


Score 


158 


Exons 


3. .215, 4. .216, 276.-329, 280. 


. . 312 




Seq. No. 


27773 


Seq. ID 


OJ000150_18.0124.C51 


Gene No. 


57346 


Strand 


— 


Start 


1 


End 


585 


Name 


OJ000150 18.0124.C51.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3 


End 


329 


GI 


none 


Score 


117 


Exons 


3.-227, 222.-329 






Seq. No. 


27773 


Seq. ID 


OJ000150_18.0124.C51 


Gene No. 


57346 


Strand 




Start 


1 


End 


585 


Name 


OJ000150 18.0124. C51.ol.gs 


Method 


GENS CAN 


Start 


12 


End 


446 


GI 


none 


Score 


.57 


Exons 


12/. 446 






Seq. No. 


27774 


Seq. ID 


OJ000150_18.0124.C56 


Gene No. 


57347 


Strand 


+ 


Start 


112 


End 


603 


Name 


OJ000150 18.0124.C56.ol-gs 


Method 


GENSCAN 


Start 


112 


End 


577 


GI 


none 


Score 


.56 


Exons 


112. .577 






Seq. No. 


27774 


Seq. ID 


OJ000150_18.0124.C56 


Gene No. 


57347 


Strand 


+ 


Start 


112 


End 


603 


Name 


OJ000150 18.0124.C56.ol.np 


Method 


AAT/NAP • 


Start 


121 


End 


603 


GI 


6739506 


Score 


245 


Exons 


121. .603 







27626 




GI Descrip. (AF122821) cytochrome P450 [Capsicum annuum] 



Seq. No. 


27774 




Seq. ID 


OJ000150JL8.0124 


.C56 


Gene No. 


57347 




Strand 


+ 




Start 


112 




End 


603 




Name 


OJ000150 18--0124.C56.ol. 


tm , 


Method 


TBLASTX: Maize 




Start 


247 




End 


561 




GI 


none 




Score 


50 




Exons 


247. .282, 346. .561, 372. 


.560, 


412. .561 






Seq. No. 


27774 




Seq. ID 


OJ000150JL8.0124 


.C56 


Gene No. 


57347 




Strand 


+ 




Start 


112 




End 


603 




Name 


OJ000150 18.0124.C56.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


247 




End 


564 




GI 


none 




Score 


59 




Exons 


247. .309, 349. .564 










Seq. No. 


27774 




Seq. ID 


OJ000150 18.0124 


.C56 


Gene No. 


57347 




Strand 


+ 




Start 


112 




End 


603 




Name 


OJ000150 18.0124.C56.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


253 




End 


602 




GI 


• none 




Score 


47 - 




Exons 


253. .282, 346. .564, 567. 


.602 








Seq. No. 


27775 - 




Seq. ID 


OJ000150JL8.0124 


.C58 


Gene No. 


57348 




Strand 






Start 


100 




End 


764 




Name 


OJ000150 18.0124.C58.ol. 


gs 


Method 


GENSCAN 




Start 


100 




End 


764 




GI 


none 




Score 


.71 




Exons . 


100. .219, 295.. 390, 723. 


.764 








Seq. No. 


27776 




Seq. ID 


OJ000150_18.0124 


.C61 


Gene No. 


57349 




Strand 






Start 


101 




End 


398 




Name 


OJ000150 18.0124.C61.ol. 


gp 


Method 


AAT/GAP 




Start 


101 




End 


398 ■ 




GI 


17099 2.R1084 




Score 


538 




Exons 


101. .398 










GI Descrip. 


'5915839/sp I 048 923 IC7DA 


SOYBN 


3.0e-39 


CYTOCHROME P450 71D10 




>gi_2739000_gb_AAB94588_ 


(AF022459) CYP71D10p [Glycine : 


max] 


Seq. No; 


27777 




Seq. ID 


OJ000150_18.0124 


.C66 


Gene No. 


57350 




Strand 


■ + 




Start 


124 




End 


251 




Name 


OJ000150 18.0124.C66.ol. 


gs 


Method 


GENSCAN 




Start 


124 




End 


251 




GI 


none 




Score 


.61 




Exons 


124. .251 










Seq. No. 


27778 




Seq. ID 


OJ000150_18.0124 


.C68 


Gene No. 


57351 




Strand 


+ 




Start 


123 




End 


508 




Name 


OJ000150 18.0124.C68.ol. 


gs 


Method 


GENSCAN 




Start 


123 




End 


508 





27627 



GI none Score .65 

Exons 123.. 212, 401.. 508 



Seq. No. 


27779 


Seq. ID 


OJ000150_18.0124. 


Gene No. 


57352 


Strand 


+ 


Start 


320 


End 


421 


Name 


OJ000150 18.0124.C71.ol.gs 


Method 


GENSCAN 


Start 


320 


End 


421 


GI 


none 


Score 


.64 


Exons 


320. .421 






Seq. No. 


27780 


Seq. ID 


OJ000150_18.0124. 


Gene No. 


57353 


Strand 


+ 


Start 


403 


End 


629 


Name 


OJ000150 18.0124.C72.ol.np 


Method 


AAT/NAP 


Start 


403 


End 


629 


GI 


5915838 


Score 


91 


Exons 


403.. 629 






GI Descrip. 


CYTOCHROME P450 71D9 (P450 CP3) gi | 3334 661 1 emb | CAA71514 | 


(Y104 90) putative cytochrome 


P450 [Glycine max] 


Seq. No. 


27780 


Seq. ID 


OJ000150JL8.0124. 


Gene No. 


57354 


Strand 




Start 


345 


End 


587 


Name 


OJ000150 18.0124.C72.ol.gs 


Method 


GENSCAN 


Start 


345 


End 


587 


GI 


none 


Score 


.52 


Exons 


345.. 480, 486.. '587 







Seq. No. 27781 Seq. ID 

Gene No. 57355 Strand 

Start 73 End 

Name OJ000150JL8 . 0124 . C77 . ol . gs Method 

Start 73 End 

GI none Score 

Exons . 73.. 258 

Seq. No. 27782 Seq. ID 

Gene No. 57356 Strand 

Start 424 End 
Name OJ000150JL8 . 0124 . C78 . ol . gs Method 

Start " 424 End 

GI none Score 

Exons 424.. 477 



OJ000150_18.0124.C77 
+ 

258 

GENSCAN 

258 

.52 



OJ000150_18.0124.C78 
477 

GENSCAN 

477 

.88 



Seq. Nol 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



27783 Seq. ID OJ000150 18.0124.C80 

57357 Strand 
7524 End 
OJ000150_18.0124.C80.ol.gp Method 
7524 End 
8022_1.R1084 Score 
7524. .7784 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000150_18.0124 
+ 

7784 
AAT/GAP 
7784 
298 



27783 
57358 



Seq., ID 
Strand. 



OJ000150 18.0124.C80 



27628 




Start 


8701 


End- 


11370 




Name 


OJ000150 18-0124. C80.ol-np 


Method 


AAT/NAP 




Start 


8701 


End 


11352 




GI 


5915837 


Score 


1046 




Exons 


8701. .8798, 9787. .10603, 10741. .11352 






GI Descrip. 


CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA71517 






(Y104 93) putative cytochrome 


P450 [Glycine max] 




Seq. No. 


27783 


Seq. ID 


OJ000150_18.0124 


-C80 


Gene No. 


57358 


Strand 


+ 




Start 


8701 


End 


11370 




Name 


OJ000150 18.0124 .C80.o5.gs 


Method 


GENSCAN 




Start 


9674 


End 


11370 




GI 


none 


Score 


.88 




Exons 


9674. .10603, 10741. .11370 








Seq. No. 


27783 


Seq. ID 


OJ000150_18.0124 


.C80 


Gene No. 


57359 


Strand 






Start 


3500 


End 


4313 




Name 


OJ000150 18.0124.C80.o2.gs 


Method 


GENSCAN 




Start 


3500 


End 


4313 




GI 


none 


Score 


.75 




Exons 


3500. .3655, 4239. .4313 








Seq. No. 


27783 


Seq... ID 


OJ000150_18.0124 


.C80 


Gene No. 


57360 


Strand 






Start 


5369 


End 


5695 




Name 


OJ000150 18.0124.C80.o3.gs" 


Method 


GENSCAN 




Start 


5369 


End 


5695 




GI 


none 


Score 


.71 




Exons 


5369. .5695 








Seq. No. 


27783 


Seq. ID 


OJ000150JL8.0124 


. C80 


Gene No. 


57361 


Strand 






Start 


9773 


End 


11376 




Name 


OJ000150 18.0124.C80.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9773 


End 


11376 




GI 


none 


Score 


77 




Exons 


9773.. 9859, 9896.. 10135, 10253 .. 10369, 


10716. .10841, 






'10738. .11376, 10741. .10929, 


10972. .11349 




Seq. No. 


27783 


Seq. ID 


OJ000150_18.0124 


.C80 


Gene No. 


57361 


Strand 






Start 


9773 


End 


11376 




Name 


OJ000150 18.0124.C80.o2.tm 


Method 


TBLASTX: Maize 




Start 


9782 


End 


10419 




GI 


none 


Score 


99 




Exons 


9782.. 9838, 9802.. 9837, 9896 


..10135, 9901.. 9999, 9977.. 


1014' 




10219. .10419, 10220.. 10402 








Seq. No. 


27783 


Seq. ID 


OJ000150_18.0124 


.C80 


Gene No. 


57361 


Strand 






Start 


9773 


End 


11376 




Name 


OJ000150 18.0124 .C80.ol.tc 


Method 


TBLASTX: Cress 




Start 


9788 


End 


11343 




GI 


none 


Score 


85 




Exons 


9788.. 9850, 9896.. 10135, 10716 .. 10832, 


10741, .10857, 





27629 



10864. .11343, 10914. .11048, 10987 11304 , 11145. .11321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27783 
57361 
9773 

OJ000150_18 . 0 12 4 . C8 0 . o2 . tw 

10511 

none 



Seq. ID OJ000150_18.0124.C80 
Strand 

End 11376 

Method TBLASTX : Wheat 

End 11049 

Score 64 



10511. .10588, 10537. .10590, 10537 10599, 10538 10603, 
10719. .11048, 10741. .11049. 



27783 
57361 
9773 

OJ000150_18.0124.C80.ol.tm 

10716 

none 



Seq. ID OJ000150_18.0124.C80 
Strand 

End 11376 

Method TBLASTX : Maize 

End 11349 

Score 482 



10716. .10844, 10732. .11349, 10920 1104 8 , 10996 .. 11280, 
11139.. 11303 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



27783 
57361 
9773 

OJ000150_18.0124.C80.ol.tw 

11072 

none 



Seq. ID OJ000150_18.0124.C80 
Strand 

End 11376 

Method TBLASTX : Wheat - 

End 11346 

Score 380 



11072. .11272, 11074. .11346, 11139.. 11342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27784 
57362 
698 

OJ000150_18.0124.C81.ol.gs 

698 
none 



Seq. ID OJ000150_18.0124.C81 

Strand + 

End 2971 

Method GENSCAN 

End 2971 

Score . 93 



698.-739/ 809. .925, 1072. .1167, 1243. .1871, 1895. .2198, 
2327. .2971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27784 
57362 
698 

OJ000150_18.0124.C81.ol.np 
1279 
5915839 
1279. .2198, 2327. .2935 

CYTOCHROME P450 71D10 .gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] . 



Seq. ID OJ000150_18.0124.C81 

Strand + 

End 2971 

Method AAT/NAP 

End 2935 

Score 969 



27784 
57363 
3987 

OJ000150_18.0124.C81.o3.gp 

3987 

none 

3987. .4177, 4261. .4487 



Seq. ID OJ000150_18.0124.C81 

Strand + 

End 4487 

Method AAT/GAP 

End 4487 

Score 676 



Seq. No. 
Gene No. 



27784 
57364 



Seq. ID OJ000150_18.0124.C81 
Strand 



27630 




Start • • 


"24 64 








End 


2642 - 


Name 


OJ000150 18 


.0124 


.C81.ol 


. gp 


Method 


AAT/GAP 


Start 


2464 








End 


2642 


GI 


2798030 








Score 


293 


Exons 


2464. .2642 












Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 . 








Strand 




Start 


3203 








End 


4620 


Name 


■OJ000150, 18 


.0124 


.C81.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


11 








End 


4486 


GI 


none 








Score 


57 


Exons 


11.. 136, 3812.. 3895, 3823.. 3912, 3824. 


.3907, 3825.. 3920, 




3999. .4175, 


3999 


. .4178, 


4003. 


.4185, 4003. .4185, . 4260. .4448, 




4263. .4448, 


4265 


. .4456, 


4448. 


. 4486 




Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand . 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


.C81.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


1305 








End 


2009 


GI 


none 








Score 


40 


Exons 


1305. .1379, 


1404 


. .1454, 


1435. 


.1458, 1458. .1514, 1512. .1634, 




1513. .1695, 


1513 


. .1641, 


1696. 


.1731, 1702.. 1785, 1872.. 1991, 




1872 . . 2009 












Seq. No. 


27784 . 








Seq. ID 


OJ000150_18 . 0124 . C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


.C81.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1435 








End 


2929 


GI 


none 








Score 


53 


Exons 


1435 . . 1470, 


lolz 


. . l oiy , 


1 E 1 O 


.1620, 2326. .2418, 2327. .2443, 




2449. .2763, 


2450 


. .2929 








Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand- 




Start 


3203 








End VV ; : 


4620 


Name 


OJ000150 18 


.0124 


.C81.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1512 








End 


2920 


GI 


none 








Score 


149 


Exons 


1512. .1619, 


1513 


. .1695, 


1693. 


.1725, 1875.. 2111, 2100.. 2198, 




2326. .2772, 


2327 


. .2920, 


2807. 


.2920 




Seq. No. 


27784 








Seq. ID 


OJ000150_18 . 0124 -C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


.C81.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2043 








End 


2781 


GI 


none 








Score 


53 


Exons 


2043. .2114, 


2097 


. .2198, 


2326. 


.2781, 2327.. 2773 


Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124 .C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


•C81.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2109 








End 


2635 



27631 




GI 


none 








• Score 


76 


Exons 


2109. .2186, 


2121 


. .2186, 


2326. 


.2634, 2327.. 2635, 2459.. 2635 


Seq. No. 


27784 








beq. id 


UJUUUIDU lO.UlZft.Uul 


Gene No. 


57365 








btrana 




Start 


3203 








bna 


/icon 


Name 


OJ000150 18 


.0124 


.C81.o3 


.tw 


Method 


mnT ACPV. TVTK r\ -i +- 

i nj-tAb i a ; wneat 


Start 


2660 












GI 


none 








Score 




Exons 


2660. .2932, 


2663 


. .2932 








Seq. No. 


27784 








beq. lu 




Gene No. 


57365 








btrana 




Start 


3203 






- 


bna 


a CLOC\ 
4 D^U 


Name 


OJ000150 18 


.0124 


.C81.o2 


.gs 


Method 


(jblNbuAJN 


Start 


3203 










4j / D 


GI 


none 








Score 




Exons 


3203. .3256, 


4002 


. .4175, 


4260. 


.4376 




Seq. No. 


27784 








beq. lu 


UJUUUXOU lo . U1Z4 .LOl 


Gene No. 


c i *!i r c 

57365 








b trana 




Start 


3203 








c — -j 

bna 


/i con 

4 OZ U 


Name 


OJ000150 18 


.0124 


.C81.o2 


• gp 


Method 


AAT/bAr 


Start 


3546 








bna 




GI 


none 








Score 


TOO *" 

708 


Exons 


3546. .3921 












Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


.C81.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3794 








End 


4169 


GI 


none 








Score 


68 


Exons 


3794. .3907, 


3814 


. .3906, 


3825. 


.3920, 3999.. 4169, 3999.. 4169 


Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


.C8l".o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


3805 








End 


4410 


GI 


none 








Score 


77 


Exons 


3805. .3906, 


3824 


. .3907, 


3825. 


.3920, 3999. .4178, 4000. .4176, 




4254. .4400, 


4260 


. .4409, 


4279. 


.4410 




Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand 




Start 










End 


4620 


Name 


OJ000150 18 


.0124 


.C81.o2 


.np 


Method 


AAT/NAP 


Start 


3827 








End 


4620 


GI 


5902382 








Score 


285 


Exons 


3827. .3910, 


4002 


. .4175, 


4260. 


.4620 




GI Descrip. 


(AC009322) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


27784 








Seq. ID 


OJ000150_18.0124.C81 


Gene No. 


57365 








Strand 




Start 


3203 








End 


4620 


Name 


OJ000150 18 


.0124 


,C81.o2 


.tw 


Method 


TBLASTX: Wheat 



27632 




Start 


3999 




End 


4460 




GI 


none 




Score 


61 




Exons 


3999. .4046, 4003. .4044, 


4083. . 


,4178, 4085. .4177, 4086. .4178, 




4096. .4185, 4240. .4449, 


4254. . 


4460, 4260. .4448 




Seq. No. 


27785 




Seq. ID 


OJ000150_18.0124. 


POT 

Coo 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.ol 


. np 


Method 


AAT/NAP 




Start 


435 




End' 


1035 




GI 


5915839 • 




Score 


570 




Exons 


435. .1035 










GI Descrip. 


CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 






CYP71D10p [Glycine max] 










Seq. No. 


27785 




Seq. ID 


OJ000150_18.0124. 


C83 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


435 




End 


1034 




GI 


none 




Score 


214 




Exons 


435. .743, 436. .744, 741 


. .1034, 


743. .1030 




Seq. No. 


.27785 




Seq. ID 


OJ000150_18.0124. 


C83 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.o2 


.tw . 


Method 


TBLASTX: Wheat 




Start 


438 




End 


720 




GI 


none 




Score 


106 




Exons 


438. .563, 438. .707, 442 


. .720 








Seq. No. 


27785 




Seq. ID 


OJ000150_18.0124. 


C83 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


444 




End 


1034 




GI 


none 




Score 


93 




Exons 


444. .743, 501. .743, '607 


. .744, 


741.. 1034, 743.. 1033 




Seq. No. 


27785 




Seq. ID 


OJ000150_18.0124. 


C83 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


580 




End 


1025 




GI 


none 




Score 


153 




Exons 


580. .744, 582. .743, 731 


. .850, 


741.. 1025, 743.. 1024 




Seq. No. 


27785 




Seq. ID 


OJ000150_18.0124. 


C83 


Gene No. 


57366 




Strand 






Start 


435 




End 


1035 




Name 


OJ000150 18.0124.C83.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


741 




End 


1035 




GI 


none 




Score 


289 




Exons 


741. .1028, 743. .1027, 744. .1028, 787.. 


1035 




Seq. No. 


27786 




Seq. ID 


OJ000150_18.0124. 


C88 


Gene No. • 


57367 




Strand 







27633 



Start 


585 


End 


612 






Name 


OJ000150 18.0124.C88.ol.gs 


Method 


GENSCAN 






Start 


585. 


End 


612 






GI 


none 


Score 


.69 






Exons 


585. .612 










Seq. No. 


27787 


Seq. ID 


OJ000150_18. 


.0124 


.C93 


Gene No. 


57368 


Strand 








Start 


378 


End 


493 






Name 


OJ000150 18.0124.C93.ol.gs 


Method 


GENSCAN ' 






Start 


378 


End 


493 






GI 


none 


Score 


.61 






Exons 


378. .493 










Seq. No. 


27788 


Seq. ID 


OJ000150_18, 


.0124 


.C94 


Gene No. 


57369 


Strand 


+ 






Start 


450 


End 


710 






Name 


OJ000150 18.0124.C94.ol.gs 


Method 


GENSCAN 






Start 


450 


End 


710 






GI 


none 


Score 


.92 






Exons 


450. .710 










Seq. No. 


27789 


Seq. ID 


OJ000150_18, 


.0124 


.C96 


Gene No. 


57370 


Strand 


+ 






Start 


1 


End 


187 






Name 


OJ000150 18.0124. C96.ol.gp 


Method 


AAT/GAP 






Start 




■ , ' End 


187 






GI 


70315 1.R1084 : 


Score 


326 






Exons 


1..187 










GI Descrip. 


'5091508/dbj |BAA78743.1| 2. 


0e-55 (AB023482) ESTs 







C22458 (C62866) , C22459 (C62866) correspond to a region of the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence. (AC002292) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 18.0124.C96 



27789 
57371 
1 

OJ000150_18.0124.C96.ol.np 
1 

5903051 
1..182, 578. .616 

(AC008016) Contains PF| 00069 Eukaryotic protein kinase domain. 
ESTs gb|W43822, gb|T20475 and gb|AA586152 come from this gene. 
[Arabidopsis thaliana] 



616 

AAT/NAP 

616 

207 



Seq. No. 


27789 








Seq. ID 


OJ000150_18.0124 


.C96 


Gene No. 


57371 








Strand 






Start 


1 








End 


616 




Name 


OJ000150 18.0124 


.C96. 


ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3 








End 


182 




GI 


none 








Score 


197 




Exons 


3. .182, 5. .181 














Seq. No. 


27789 . . 








Seq. ID 


OJ000150_18.0124 


.C96 


Gene No. 


57371 








Strand 






Start 


1 








End 


616 




Name 


OJ000150 18.0124 


.C96. 


ol 


.tc 


Method 


TBLASTX: Cress 





27634 



Start 22 " End 

GI none Score 

Exons 22.. 93, 23.. 181, 36.. 182 

Seq. No. 27789 Seq. ID 

Gene No. 57371 Strand 

Start 1 End 

Name 1 OJ000150_18 . 0124 .C96.ol .ts Method 

Start 59 End- 

GI none Score 
Exons . 59. .181, -60. .182, "62. .1-90 

Seq. No. 27790 Seq. ID 

Gene No. 57372 Strand 

Start 25 End 

Name OJ000150_18 . 0124 . C97 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 107 

Seq. No. 27791 Seq. ID 

Gene No. 57373 Strand 

Start 278 End 

Name * OJ000150_18 . 0124 . C99 . ol . gs. Method 

Start 278 . End ■ 

GI -none Score 

Exons 278.. 373, 449.-568 

Seq. No. 27792 Seq. ID 

Gene No. 57374 Strand 

Start 185 End 

Name OJ000150_18.0124.C101.ol.gp Method 

Start 128 End 

GI none Score 

Exons 128.. 318 

Seq. No. 27792 Seq. ID 
Gene No. - 57374 . Strand 

Start 185 ' End 

Name OJ000150_18, 0124 . C101 . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185.. 279 

Seq. No. 27793 Seq. ID 

Gene No. 57375 Strand 

Start 92 End 

Name OJ000150_07 .0124 . C2 . ol . gs Method 

Start . 92 End 

GI none Score 

Exons 92.. 4 78 

Seq. No. 27793 . Seq. ID 

Gene No. 57376 Strand 

Start 383 End 

Name OJ000150_07 . 0124 . C2 . ol . np Method 

Start 383 End 



182 
53 



OJ000150_18.0124.C96 
616 

TBLASTX : Soybean 

190 

109 



OJ000150_18.0124 .C97 
107 

GENS CAN 

107 

.48 



OJ000150_18.0124.C99 
+ 

568 

GENSCAN 

568 

.81 



OJ000150_18.0124 .C101 
+ 

318 

AAT/GAP 

318 

378 



OJ000150_18 . 0124 . C101 
+ 

318 

GENSCAN 

279 

1 



OJ000150_07.0124.C2 
478 

GENSCAN 

478 

.66 



OJ000150_07.0124.C2 
549 

AAT/NAP 
549 



27635 



GI 

Exons 

GI Descrip. 



4335736 Score 83 

383. .549 

(AC006248) copia-like retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 27794 Seq. ID 

Gene No. 57377 Strand 

Start 248 End 

Name OJ000150_07 . 0124 .C4 .ol.gp Method 

Start 248 End 

GI uC-osflcyp033a04bl Score 

Exons 248.. 612 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000150_07.0124.C4 
+ 

612 

AAT/GAP 

612 

562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
*GI 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



27794 Seq. ID 

57378 Strand 

1 End 

OJ000150 __07 . 0124 . C4 . o2 . np Method 

1 End 

5852180 Score 
1..53, 461. .531, 584. .619 
(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000150_07.0124.C4 
619 

AAT/NAP 

619 

46 



27794 ' Seq. ID 

57378 Strand 

1 \ s ,_ End 

OJ000150_07.0124.C4.oi.'np Method 

203 End 

4680186 Score 
203. .389, 516. .619 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000150_07.0124.C4 
619 

AAT/NAP 
619 
194 



27795 
57379 
1 

OJ000150_07.0124.C5.ol.np 
1 

4680186 
1..29, 946. .1147 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000150_07.0124.C5 

Strand + 

End 1147 

Method AAT/NAP - 

End 1147 

Score 205 



27796 Seq. ID 

57380 Strand 
1 End 
. OJ000150_07.0124.C6.ol.np Method 
1 End 
130582 Score 
1. .575 

RET RO V I RU S - RE LAT E D POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



OJ000150_07.0124.C6 
+ 

575 

AAT/NAP 

575 

261 



Seq. No. 
Gene No. 
Start 



27796 
57380 
1 



Seq. ID OJ000150_07.0124.C6 
Strand . + 
End 575 



27636 



Name 

Start 

GI 

Exons 



0 J000150_07 . 0124 . C6 . ol . tw " Method -TBLASTX : Wheat 
208 End 511 

none Score 105 

208. .354, 209. .355, 228. .356, 341. .451, 383. .439, 440. .511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27797 
57381 
1 

OJ000150_07.0124.C8.ol.hp 
1 

5257279 
1..748 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ000150_07.0124.C8 
Strand 

End .748 

Method AAT/NAP 

End 748 

Score 1049 



27797 
57381 
1 

OJ000150_07.0124.C8.o2.tw 
7 

none 



Seq. ID OJ000150_07.0124.C8 

Strand 

End 74 8 

Method TBLASTX : Wheat 

End 167 

Score 113 



7. .150, 7. .126, 15. .167, 27. .167 



Seq. No.' . 27797 

Gene No. .57381 

Start 1 

Name OJ000150_07 . 0124 . C8 . ol . gs 

Start 20 

GI none 

Exons 20.. 728 



Seq. ID OJ000150_07.0I24.C8 

Strand 

End 74 8 

Method GENSCAN 

End 728 

Score . 8 



Seq. No. 27797 

Gene No. 57381 

Start 1 

Name OJ000150_07 . 0124 . C8 . ol . ts 

Start 21 

GI none 

Exons 21. .239, .22. .258, 243.. 275 



Seq. ID OJ000150_07.0124.C8 

Strand 

End 748 

Method TBLASTX : Soybean 

End 275 

Score 131 



Seq. No. 27797 

Gene No. 57381 

Start 1 

Name OJ000150_07 . 0124 . C8 . ol . tm 

Start 162 

GI none 

Exons 162.. 629, 199.. 558 



Seq. ID OJ000150_07.0124.C8 

Strand 

End 748 

Method TBLASTX : Mai ze 

End 629 

Score 130 



Seq. No. 27797 

Gene No. 57381 

Start 1 

Name OJ000150_07 . 0124 . C8 . ol . tw 

Start 216 

GI none 

Exons 216.. 698, 225.. 671, 244.. 690 



Seq. ID OJ000150_07.0124.C8 
Strand 

End 748 

Method TBLASTX : Wheat 

End 698 

-Score" 160 



Seq. No. 
Gene No. 



27798 
57382 



Seq. ID OJ000150_07.0124.C9 
Strand - . 



27637 



Start 


418 


End 


762 




Name 


OJ000150 07.0124.C9.ol.gs 


Method 


GENS CAN 




Start 


418 


End 


762 




GI 


none 


Score 


.47 




Exons 


418. .525, 664. .762 








Seq. No. 


27799 


Seq. ID 


OJ000150_07. 


0124. Cll 


Gene No. 


57383 


Strand 


+ 




Start 


1 


End 


554 




Name 


OJ000150 07.0124.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


554 




GI 


.2997694 


Score 


428 




Exons 


1..554 








GI Descrip. 


(AF053721) putative retrovirus-related 


polyprotein 


[Lithosp* 




erythrorhizon] 








Seq. No. 


27799 


Seq. ID 


OJ000150_07. 


0124. Cll 


(jene jno . 


57383 


Strand 


+ 




Start 


1 


End 


554 




Name 


OJ000150 07.0124.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


259 


End 


529 




GI 


none , 


Score 


187 




Exons 


259. .486, 260. .529 








Seq. No. 


27800 


Secf. ID 


OJ000150_07. 


0124. C14 


Gene No. 


57384 


Strand 


- 




OLait. 


1 


End • 


1584 




Name 


OJ000150 07.0124.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1584 




GI 


6907086 


Score 


1133 




Exons 


I. .127, 242. .354, 585. .760, 


823. .1584 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


27801 


Seq. ID 


OJ000150_07. 


0124. C15 


bene wo. 


57385 


Strand 


+ 




Start 


435 


End 


669 




Name 


OJ000150 07.0124.C15.ol.gs 


Method 


GENS CAN 




Start 


435 


End 


669 




GI 


none 


Score 


.97 




Exons 


435. .669 








Seq. No. 


27802 


Seq. ID 


OJ000150_07. 


0124. C16 


Gene No. 


57386 


Strand 








1 


End 


648 




Name 


OJ000150 07.0124.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


648 




GI 


6907088 


Score 


517 




Exons 


1..26, 94. .333, 511. .648 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] ' 




Seq. No. 


27803 


Seq. ID 


OJ000150_07. 


0124. C17 


Gene No. 


57387 


Strand 






Start 


137 


End 


368 




Name 


OJ000150 07.0124.C17.ol.gs 


Method 


GEN SCAN 




Start 


137 


End 


368 




GI 


none 


Score 


.84 




Exons 


137.. 256, 354.. 368 









27638 



Seq. No. 


27804 


Seq. ID 


OJ000150_ 


07.0124 


.C18 


Gene No. 


57388 


Strand 


+ • 






Start 


1 


hna 


142 






Name 


OJ000150 07.0124.C18.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


142 






GI 


15595 1.R1084 


Score 


241 






Exons 


1..142 • 










GI Descrip. 


•1420887 1.0e-08 (U34334) non- 


-specific 


lipid transfer-like 




protein [Phaseolus. vulgaris] * 










Seq. No. 


27804 


Seq. ID 


OJ000150_ 


07.0124 


. C18 


Gene No. 


57389 


Strand 


+ 






Start 


67 


End 


264 






Name 


OJ000150 07.0124.C18.o2.gp 


Method 


AAT/GAP 






Start 


67 


End 


264 






GI 


none 


Score 


373 






Exons 


67. .264 










Seq. No. 


27805 


Seq. ID 


OJ000150_ 


07,. 0124 


.C21 


Gene No. 


57390 


Strand 


+ 






Start 


242 


End 


692 






Name 


OJ000150 07.0124.C21.ol.gs 


Method 


GENSCAN 






Start • 


242 


End 


692 






GI 


none 


Score 


.76 






Exons 


242.. 692 










Seq. No. 


27806 


Seq. ID .. 


~OJ000150_ 


07.0124 


.C22 


Gene No. 


57391 


Strand 








Start 


1 


End 


576 






Name 


OJ000150 07.0124.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


533 






GI 


5091513 


Score 


593 






Exons 


1..533 










GI Descrip. 


(AB023482) Hypothetical -protein [Oryza 


sativa] 






Seq. No. 


27806 


Seq. ID 


. OJ000150_ 


07 .0124 


.C22 


Gene No. 


57391 


Strand 








Start 


1 


End 


576 






Name 


OJ000150 07.0124.C22.ol.gs 


Method 


GENSCAN 






Start 


19 . 


End 


576 






GI 


none 


Score 


.66 






Exons 


19. .576 










Seq. No. 


27807 


Seq. ID 


OJ000150_ 


07.0124 


.C23 


Gene No. 


57392 


Strand 


+ 






Start 


10 


End 


547 






Name 


OJ000150 07.0124.C23.ol.gs 


Method 


GENSCAN 






Start 


10 


End 


547 






GI 


none 


Score 


.85 






Exons 


10.. 109, 504.. 547 










Seq. No. 


27807 


Seq. ID 


OJ000150_ 


07.0124 


.C23 


Gene No. 


57393 


Strand 








Start 


135 


End 


440 






Name 


OJ000150 07.0124 .C23.ol.gp 


Method 


AAT/GAP 






Start 


135 


End 


440 







27639 



GI 72524_1.R1084 Score 415 

Exons 135.. 440 

GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 


27808 


Seq. ID 


OJ000150 


Gene No. 


57394 


Strand 


- 


Start 


1 


End 


520 


Name 


OJ000150 07.0124.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


520 




5091513 


Score 


14-3 


Exons 


1..322, 463.. 520 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


27809 


Seq. ID 


OJ000150 


Gene No. 


57395 


Strand 


+ 


Start 


96 


End 


445 


Name 


OJ000.150 07.0124.C27.ol.gs 


Method 


GEN SCAN . 


Start 


96 


End 


445 


GI 


none 


Score 


.69 


Exons 


96. .445 






Seq. No. 


27810 


Seq. ID 


OJ000150 


Gene No. 


57396 


Strand 




Start 


1 


End 


629 


Name 


OJ000150 07.0124.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End • 


606 


GI 


4680179 


Score 


358 


Exons 


1..606 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 27810 

Gene No. 57396 

Start 1 

Name OJ000150_07 . 0124 . C28 . ol . gs 

Start 8 

GI none 

Exons 8.. 629 

Seq. No. 27810 

Gene No. 57396 

Start 1 

Name OJ000150_07 . 0124 .C28 . ol . tw 

Start 10 

GI none 

Exons 10.. 387 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_07.0124.C28 
629 

GENSCAN 

629 

.4 



Seq. ID OJ000150_07.0124.C28 

Strand 

End 629 

Method TBLASTX : Wheat 

End 387 

Score . 264 



Seq. No. 27811 Seq. ID OJ000150_07 . 0124 . C29 

Gene No. . 57397 Strand 

Start 1 End 782 

Name OJ000150_07 . 0124 . C29 . ol . np Method AAT/NAP 

Start 1 End 782 

GI 6539558 Score 427 

Exons 1..399, 436.. 782 

GI Descrip. (AP000836) Similar -to putative polyprotein (AC006248) [Oryza 
sativa] 



27640 




Seq. No. 


27811 




Seq. ID 


OJ000150_07.0124.C29 


Gene No. 


57397 




Strand 




Start 


1 




End 


782 


Name 


OJ000150 07.0124.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


295 


GI 


none 




Score 


185 


Exons 


1..294, 29.-295 








Seq. No. 


27811 




Seq. ID 


OJ000150_07.0124.C29 


Gene No. 


57397 . 




Strand 




Start 


1 




End 


782 


Name 


OJ000150 07.0124.C29.ol 


. gs 


Method 


GENSCAN 


Start 


92 




End 


723 


GI 


none 




Score 


.41 


Exons 


92. .723 








Seq. No. 


27811 




Seq. ID 


OJ000150_07.0124.C29 


Gene No. 


57397 




Strand 




Start 


1 




End 


782 


Name 


OJ000150 07.0124.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


97 




End 


316 


GI 


none 




Score 


157 


Exons 


97. .315, 98. .316 








Seq. No. 


27812 




Seq. ID' 


OJ000150_07.0124.C30 


Gene No. 


57398 




Strand 


+ 


Start 


117 




End 


1008 


Name 


OJ000150 07.0124.C30.ol 


. gs 


Method 


GENSCAN 


Start 


117 




End 


1008 


GI 


none 




Score 


.49 


Exons 


117.. 241, 291.. 373, 938 


. .1008 






Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124.C31 


Gene No. 


57399 




Strand 


+ ' 


Start 


1 




End 


4382 


Name 


OJ000150 07.0124.C31.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


3612 


GI 


4325324 




Score 


1404 " 


Exons 


1..366, 446. .558, 1149. 


.1274, 


1359. .1641, 1889. .1985,. 




2091. .2247, 2585. .2728, 


2810. 


.2878, 3291. .3434, 3533. .3612 


GI Descrip. 


(AF125574) lysyl-tRNA synthetase; LysRS [Arabidopsis thaliana] 




gi| 6041823 | gb | AAF02138 . 


1IAC009918 10 (AC009918) lysyl-tRNA 




synthetase [Arabidopsis 


thaliana] 




Seq. No. 


27813 




"Seq. ID 


OJ000150_07.0124.C31 


Gene No . 


57399 




Strand 


+ 


Start 


1 




End 


4382 


Name 


OJ000150 07.0124.C31.ol 


. gs 


Method 


GENSCAN 


Start 


478 




End 


3440 


GI 


none 




Score 


.87 


Exons 


478. .558, 1149. .1274, 1359. .1641, 1889 


..1985, 2091. .2247, 




2585. .2728, 2810. .2878, 


3291. 


.3440- 




Seq. No. 


27.813 




Seq. ID 


OJ000150_07.0124.C31 


Gene No. 


57399 




Strand 


+ 


Start 


1 




End 


4382 


Name 


OJ000150 07.0124.C31.ol 


.gp 


Method 


AAT/GAP 



27641 



Starf 1174 End 2149. 

GI LIB3477-004-P1-K1-F7 Score 1012 

Exons 1174.. 1274, 1359.. 1641, 1889. .1985, 2091.. 2149 

GI Descrip. ' 4325324/gb | AAD17333 1 9.0e-85 (AF125574) lysyl-tRNA synthetase 
LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138.1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27813 
57399 
1 

OJ000150_07.0124.C31.o2.gp 
2614 

62345 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
2614. .2728, 2810. .2878, 3291. .3434, 3533. .3603, 4211. .4382 
•4325324/gb|AAD17333| 4.0e-59 (AF125574) lysyl-tRNA synthetase 
LysRS [Arabidopsis thaliana] 

>gi_6041823_gb_AAF02138.1_AC009918_10 (AC009918) lysyl-tRNA 
synthetase [Arabidopsis thaliana] ' 



OJ000150_07 . 0124 .C31 
+ 

4382 
AAT/GAP 
4382 
1046 



Seq. No. 27813 Seq. ID 

Gene No. 57400 Strand 

Start 9065 End 

Name OJ000150_07 . 0124 . C31 . o3 > gs Method 

Start 9065 End 

GI none Score 
Exons 



OJ000150_07.0124.C31 
+ 

23798 
GENSCAN 
23798 
.8 



9065.. 9224, 9486.-9627, 9692.. 9957, 9975.. 10144, 10869. 
11985. .12055, 12143. .12242, 12319 .. 12417, 1264 6 .. 12772, 
13028. .13161, 13242. .13301, 13388 .. 13623, 15563 .. 15992, 
16425. .16748, 16853 .. 17458 , 1754 6 .. 17719, 19692 .. 19919, 
19984. .20122, 20389 .. 20632, 20786 .. 20908, 23705.. 23798 



11000, 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



GI Descrip. 



27813 
57400 
9065 

OJ000150_07 . 0124 . C31 . o2 . np 
9995 

6899899 ^ - 



Seq. ID OJ000150_07.0124.C31 

Strand + 

End 23798 

Method AAT/NAP 

End 21848 

Score 3910 



9995. .10144, 10869. .11000, 11484 11555, 11985 .. 12055 , 
12143. .12242, 12319. . 12417, 1264 6 .. 12776, 13026 .. 13161, 
13242. .13301, 13388. .13623, 15563 .. 15992, 16425 .. 16748 , 
16853. .17458, 17546. ; 17719, 19692 .. 19919, 19984 .. 20267, 
20354. .20632, 20786 20933, 21810.. 21848 
(AL138642) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000150_07.0124.C31 



Seq. No. 27813 

Gene No. , 57400 Strand + 

Start 9065 End 23798 

Name OJ000150_07 . 0124 .C31 . o3 . gp Method AAT/GAP 

Start 17361 End 19780 

GI 427903 Score 615 

Exons 17361. .17458, 17546 .. 17719, 19692.. 19780 



Seq. No. 27813 Seq. ID 

Gene No. 57401 Strand 

Start 28544 ,^ . End 

Name ' OJ000150_07 . 0124 .C31.o4 .gp Method 



OJ000150_07.0124.C31 
+ 

32257 
AAT/GAP 



27642 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28544 

15074_1.R1084 
28544. .28665, 29971. 
31757. .31824, 31906. 



End 32257 

Score 1227 
,30004, 30082. .30251, 30345 .. 30396, 
.32165, 32223.. 32257 



, 4960150/gb|AAD34613.1|AF153277_l 1.0e-46 (AF153277) 
DNA-directed RNA polymerase Ila [Nicotiana tabacum] 
>gi_4960152_gb_AAD34614.1_AF153278_l (AF153278) DNA-directed RNA 
polymerase lib [Nicotiana tabacum] 1 



OJ000150JD7 . 0.124. C31 
+ 



27813 Seq. ID 

57401 Strand 
28544 End 32257 

OJ000150_07.0124 .C31.o3.np Method AAT/NAP 
28634 End 31972 

4960150 Score 418 

28634. .28665, 29971 .. 30004 , 30082, 
31757. .31824, 31906.. 31972 

(AF153277) DNA-directed RNA polymerase Ila [Nicotiana tabacum] 
gi|4960152|gb|AAD34614.1|AF153278_l (AF153278) DNA-directed RNA 
polymerase lib [Nicotiana tabacum] 



.30251, 30345. .30396, 



27813 
57401 
28544 

OJ000150_07. 0124.C31.o5.gs 

29947 

none 

29947. .29970, 30082 30251, 
31906. .31975 



Seq. ID OJ000150_07.0124.C31 

Strand + 

End 32257 

Method GENSCAN 

End 31975 

Score . 91 
30345. .30396, 31757 31824 , 



Seq. No. 27813 
Gene No. 57402 
Start 35204 

Name OJ000150_07 . 0124 .C31 .o7 .gs 

Start 35204 
GI none 
Exons 35204 

36722 

42871 

46013 

49446 

50079 



35211, 35783. 

36797, 41000. 

43006, 43360. 

46099, 46176. 

49497, 49524. 

50212, 50253. 

53523. .53579, 53716. 
55265. .55481 



.36198, 
.41151, 
.43454, 
.46346, 
.49616, 
.50371, 
.53909, 



Seq. ID OJ000150_07.0124.C31 

Strand + 

End 55481 

Method GENSCAN 

End 55481 

Score .59 
36210. .36470, 36570 .. 36637, 
41279. .41804, 42364.. .42620, 
45091. .4518 9, 4 5292. .45411, 
48276. .48433, 4 9110 .. 4 9379, 
49723. .49785, 4 9854 .. 50074, 
50431. .50597, 52896 .. 52953, 
54569. .54624, 54 792 .. 54 975, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



27813 Seq-. ID 

57402 Strand 

35204 End 

OJ000150_07.0124.C31.o6.gp Method 

37377 End 

13768_1.R1084 Score 
37377. .37469, 38284.. 38711 

'6015437/dbj | AB008112. 1 IAB008112 1.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000150_07.0124.C31 
+ 

55481 
AAT/GAP 
38711 
902 



27813 
57402 



Seq. ID OJ000150_07.0124.C31 
Strand + 



27643 



Start 
Name 
Start 
GI 

Exons 



35204 End 55481 

OJ000150_07 .0124 . C31 . o4 . np Method AAT/NAP 

41333 . End 46340 

4263792 Score 1534 

41333. .41804, 42385 42566, 42871 .. 43010, 43491 .. 43615, 

44134. .44247, 45042 4518 9, 45292 .. 45411, 4 6013 .. 4 6099, 

46176. .46340 



GI Descrip. (AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No. 27813 

Gene No. 57402 

Start 35204 

Name OJ000150_07 . 0124 . C31 . o7 . gp 

Start 45089 

GI LIB3477-002-P1-K1-H11 

Exons 45089. .45200 

GI Descrip. '3608127 3.0e-28 (AC005314) 
thaliana] ' 



Seq. ID OJ000150_07.0124.C31 

Strand + 

End 55481 

Method AAT/GAP 

End 45200 

Score 181 

unknown protein [Arabidopsis 



Seq. No. 


27813 




Seq. ID 


OJ000150_ 


07.0124 


.C31 


Gene No. 


57403 




Strand 


+ 






Start 


59068 




End 


65531 






Name 


OJ000150 07.0124.C31 


.o9.gs 


Method 


GENSCAN 






Start 


59068 




End 


62366 






GI 


none 




Score 


.54 






Exons 


59068. .59116, 59708. 


.59909, 


60327. .60371, 60449. 


.60545, 






60696. .60810, 61426. 


.61595, 


61663. .61828, 61951. 


.62366 




Seq. No. 


27813 




Seq. ID 


OJ000150_ 


07.0124 


.C31 


Gene No. 


57403 




Strand 


+ 






Start 


59068 




End 


65531 






Name 


OJ000150 07.0124.C31 


. o5 . np 


Method 


AAT/NAP 






Start 


59755 




End 


65531 






GI 


6815052 




Score 


1924 






Exons 


59755. .59909, 59991. 


.60065, 


60327. .60444, 60745. 


.60843, 






63210. .63302, 64083. 


.64218, 


64267. .64998, 65080. 


.65154, 






65416. .65531 . 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


27813 




Seq. ID 


OJ000150_ 


07.0124 


.C31 


Gene No. 


57404 




Strand 








Start 


6941 




End 


8380 






Name 


OJ000150 07.0124.C31 


.o2.gs 


Method 


GENSCAN 






Start 


6941 




End 


8380 






GI 


none 




Score 


.71 






Exons 


6941.. 7142, 7200.. 7256, 8304 


..8380 








Seq. No. 


27813 




Seq. ID 


OJ000150_ 


07.0124 


.C31 


Gene No. 


57405 




Strand 








Start 


27879 




End 


28862 






Name 


OJ000150 07.0124.C31 


.o4 .gs 


Method 


GENSCAN 






Start 


27879 




End 


28862 






GI 


none 




Score 


.89 






Exons 


27879.-28286, 28450. 


.28590, 


28782. .28862 






Seq. No. 


27813 




Seq. ID 


OJ000150_ 


07.5124 


.C31 


Gene No. 


57406 




Strand 









27644 



Start 


32777 


End 


34757 




Name 


OJ000150 07.0124.C31.o5.gp 


Method 


AAT/GAP 




Start 


32515 


End 


34757 




GI 


none 


Score 


2073 




Exons 


32515. .32896, 32979. ..33086, 


33295. .33407, 33651 


. .33764, 




33888. .33966, 34338.-34422, 


34512.. 34757 




Seq. No. 


27813 


Seq. ID 


OJ000150 


_07.0124.C31 


Gene No. 


57406 


Strand 






Start 


32777 


End 


34757 




Name 


OJ000150 07.0124.C31.o6.gs 


Method 


GENSCAN 


" -i 


Start 


32777 


End 


34708 




GI 


none 


Score 


.81 




Exons 


32777. .32896, 32979 33086, 


33295. .33407, 33735 


. .33764, 




33888.-33966, 34338 34422, 


34512. .34708 




Seq. No. 


27813 


Seq. ID 


OJ000150 


_07.0124.C31 


Gene No. 


57407 


Strand 






Start 


55948 


End 


57647 




Name 


OJ000150 07.0124.C31.o8.gs 


Method 


GENSCAN 




Start 


55948 


End 


57647 




GI 


none 


Score 


.65 




Exons 


55948. .56021, 56650 .. 57005, 


57377. .57464, 57548 


. .576.47 


Seq. No. 


27813 


Seq. ID 


OJ000150 


_07.0124.C31 


Gene No. 


57408 


Strand 






Start 


68961 


End 


70344 




Name 


OJ000150 07.0124.C31.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


465 


End 


3575 




GI 


none 


Score 


133 




Exons 


465. .560, 475. .558, 1131. .1277, 1134.. 


1277, 1147.. 1278, 




1334.. 1462, 1350.. 1634, 1352 


..1639, 1359. .1643, 


1523. .1642, 




1881.. 1985, 1881.. 1991, 1882 


..1986, 2080. .2253, 


2080. .2253, 




2562. .2675, 2573. .2731, 2573. .2731, 2584. .2736, 


2809. .2880, 




2810.. 2878, 3287.. 3436, 3288 


..3434, 3289. .3447, 


3289. .3441, 




3524.. 3571, 3527.. 3571, 3531 


. .3575 






Seq. No. 


27813 


Seq. ID 


OJ000150 


_07.0124.C31 


Gene No. 


57408 


Strand 






Start 


68961 


End 


70344 




Name 


OJ000150 07.0124.C31.ol.tc 


.Method 


TBLASTX: 


Cress 


Start 


1125 


End 


3561 




GI 


none 


Score 


161 




Exons 


1125.. 1277, 1134.. 1232, 1187 


..1276, 1334. .1462, 


1350. .1634, 




1359.. 1643, 1523.. 1642, 1881 


..1985, 1881. .1991, 


1882. .1986, 




2076.. 2147, 2080.. 2253, 2148 


..2252, 2169.. 2255, 


2572. .2730, 




2573.. 2731, 2810.. 2878, 3288 


..3446, 3288.-3434, 


3290. .3436, 




3532. .3561 








Seq. No. 


27813 


Seq. ID 


OJ000150 


_07.0124.C31 


Gene No. 


57408 


Strand 






Start 


68961 


End. 


70344 




Name 


OJ000150 07.0124.C31.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1218 


End 


2830 




GI 


none 


Score 


82 




Exons 


1218. .1277, 1334. .1642, 1358 


..1642, 1359. .1643, 


1881. .1913, 




1882. .1914, 1899. .2018, 1909 


. .1986,' 2040. .2252, 


2080. .2253, 



27645 



2080. .2253, 2570. .2725, 2573. .2731, 2584. .2730, 2590. .2745, 
2810. .2830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27813 
57408 
68961 

OJ000150_07 . 0124 . C31 . o2 . tw 
■1407 
none 



Seq. ID OJ000150_07.0124.C31 



Strand 
End 

Method 

End 

Score 



70344 

TBLASTX: Wheat 

1991 

377 



1:407. .1643, 1410. .1643, 1882.. 1986, 1882. .1977, 1887. .1991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27813 
57408 
68961 

OJ000150_07, 

2831 

none 

2831. .2878, 
3527. .3586, 



0124.C31.o6.ts 



3288, 
3532. 



,3434, 
.3567 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3289. .3435, 



OJ000150 07.0124.C31 



70344 

TBLASTX : Soybean 
3586 
75 

3290. .3436, 3290. .3436, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27813 
57408 
68961 

OJ000150_07.0124.C31.o3.ts 

11483 

none 

11483. .11548, 11487. .11546, 
12343. .12411, 16410. .16691, 
19981. .20067, 20083.. 20244 

27813 
57408 
68961 

OJ000150_07.0124.C31.ol.tw 

11487 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11985. .12059, 
16410. .16688, 



OJ000150 07.0124.C31 



70344 

TBLASTX: Soybean 
20244 
89 

12141. .12245, 
16424. .16690, 



Seq. ID OJ000150_07.0124.C31 
Strand 

End 70344 

Method TBLASTX : Wheat 

End 20262 

Score 64 



11487. .11552, 11985. .12065, 12343. . 12417, 15900 .. 15968 , 

16416. .16535, 16527 .. 16601, 1977 6 .. 19934 , 19788 .. 19922, 

19972. .20169, 19990 .. 20157 , 20094 .. 20168 , 20146 20253, 

20175. .20258, 20176 .. 20262, 20177.. 20260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27813 
57408 
68961 

OJ000150J)7.0124.C31.o2.tc 

11487 

none 

11487. .11552, 15900. .15968, 
19737. .19772, 19770 19934 , 
19987. .20244, 20184 .. 20267 , 



Seq. ID OJ000150_07.0124.C31 
Strand 

End 70344 

Method. TBLASTX : Cress 

End 20909 

Score 69 
16416. .16526, 16527 16694 , 
19812. .19922, 19984 .. 20268, 
20355. .20477, 20366 .. 20434 , 



20525. .20617, 20535 .. 20630, 2078 6 .. 20908 , 20787. .20909 



27813 Seq. ID 

57408 Strand 

68961 End 

OJ000150_07.0124 .C31.o7 .tc .Method 

12327 End 



OJ000150_07.0124.C31 
70344 

TBLASTX: Cress 
12774 



27646 



GI 

Exons 



none Score 120 

12327. .12473, 12334 .. 12417, 12643.. 12774 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ■ 



27813 Seq. ID 

57408 Strand 

68961 End 

OJ000150_07 . 0124 . C31 . o9 . tm Method 

12372 End 

none Score 



OJ000150_07 . 0124 .C31 
70344 

TBLASTX: Maize 

16751 

80 



12372. .12419, 12373 .. 12417, 12625 .. 12813, 12645 .. 12782, 
12646. .12786, 16650. .16751 



27813 
57408 
68961 

OJ000150_07.0124.C31.o2.ts 
13451 



End 

Method 
End 

none Score 
13451. .13531, 13565. .13615, 15762 .. 15854 , 15888 
17225. .17455, 17254 .. 17454, 17545 .. 17742, 17546 
19653. .19772, 19691 .. 19777, 19785 .. 19934 , 19794 



Seq. ID OJ000150_07.0124.C31 
Strand 

70344 

TBLASTX : Soybean 
19934 
63 



.15968, 
.17722, 
.19904 



27813 
57408 
68961 

OJ000150_07.0124.C31.o5.tm 

15771 

none 

15771. .15869, 15900 .. 15968, 
17600. .17722, 19689. .19778, 
19776. .19919, 19782. .19919 

27813 
57408 
68961 

OJ000150_07.0124.C31.o2.tm 

17102 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 07.0124.C31 



70344 

TBLASTX: Maize 
19919 
71 

17597. .17722, 17599. . 17724, 
19690. .19800, 19691. .19777, 



Seq. ID OJ000150_07.0124.C31 
Strand 

End 70344 

' Method TBLASTX : Mai ze 

End 20909 

Score 76 



17102. .17218, 20355. .20633, 20357 20635, 20357 20638, 
20358. .20672, 20783 .. 20836, 20784 .. 20867 , 20784 20843, 
20856. .20909, 20860 .. 20907, 20879.. 20908 



27813 Seq. ID 

57408 Strand 

'68961 End 

OJ000150_07. 0124. C31. oil. ts Method 

20562 End 

none Score 



OJ000150_07 . 0124 . C31 
70344 

TBLASTX: Soybean 

21942 

90 



20562. .20633, 20567 .. 20638, 20783. 
21804. .21941, 21808. .21942 



.20908, 20784. .20927, 



27813 Seq. ID 

57408 Strand 

68961 End 

OJ000150_07.0124 .C31.o6.tm Method 

29969 - End 

none Score 



OJ000150_07.0124.C31 
70344 

TBLASTX: Maize 

30399 

63 



27647 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29969. .30007, 29972 .. 30004 , 30080 .. 30235, 30080 30250, 
30130. .30249, 30165 .. 30251, 30334 30396, 30343.. 30399 



27813 
57408 
68961 

OJ000150_07.0124.C31.o4.tw 

30079 

none 



Seq. ID OJ000150_07.0124.C31 
Strand 

End 70344 

Method TBLASTX : Wheat 

End '31951 

Score 170 



30079. .30138, 30080 .. 30250, 30130 .. 3024 9, 30165 30251, 
30334. .30396, 30343 .. 30399, 31754 .. 31822,- 31756 31824 , 
31757. .31822, 31904 .. 31951, 31904.. 31951 



Seq. No. 27813 

Gene No. 57408 

Start 68961 

Name OJ000150_07 . 0124 . C31 . olO . ts 

Start 30148 

GI none 

Exons 30148. .30249, 30174 
31756. .31824, 31757 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30251, 30325. .30396, 30343 
31822, 31904. .31969, 31904 



OJ000150 07.0124.C31 



70344 

TBLASTX : Soybean 
31969 
136 

30399, 
31951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27813 Seq. ID 

57408 Strand 
68961 End 
OJ000150_07.0124.C31.o6.tc Method 

30157 . End 
none Score 



OJ000150_07.0124.C31 
70344 

TBLASTX: Cress 

31969 

134 



30157. .30249, 30174 .. 30251, 3034 3 .. 30399, 30344 .. 30394 , 
31756. .31830, 31757 .. 31822, 31904 31969, 31910.. 31954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



27813 
57408 
68961 

OJ000150_07 

31756 

none 

31756. .31824 
31907. .31954 
32786. .32893 
32979. .33089 
33344. .33409 
33886. .33966 
34342. .34419 
34599. .34676 



0124.C31.o3.tm 



31757. 
31945. 
32802. 
33294. 
33608. 
33887. 
34342. 
34613. 



31822, 
31968, 
32897, 
33377, 
33766, 
33967, 
34419, 
34675, 



Seq. ID OJ000150_07.0124.C31 
Strand 

End 70344 

Method TBLASTX : Mai ze 

End 34709 

Score 112 
31904. .31969, 31906 .. 31974 , 
32777. .32896, 32778.-32897, 
32917. .33093, 32977 33087 , 
33295. .33381, 33295 33408, 
33628.-33765, 33637 33774 , 
33905. .33973, 34341 34 418 , 
34355. .34420, 34361 .. 34423, 
34661. .34708, 34662. .34709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



27813 Seq. ID 

57408 Strand 

68961 End 
OJ000150_07 . 0124 . C31 . 08 . ts Method 

32786 End 

none Score 
32786. 
33295. 
33886. 



.32896, 32799. 
.33408, 33344. 
.33966, 33887. 



27813 



.32897, 33000. 
,33409, 33628. 
,33967, 34338. 

Seq. 



OJ000150 07.0124.C31 



70344 

TBLASTX : Soybean 
34416 
95 

33083, 33001. .33084, 
33765, 33629. .33766, 
34415, 34342.. 34416 



ID OJ000150 07.0124.C31 



27648 



Gene. No. 


57408 






Strand 








Start 


68961 






End 


70344 






Name 


OJ000150 07.0124.C31 


,o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


41597 






End 


42410 






GI 


none 






Score 


313 






Exons 


41597. .41803, 


41600. 


.41803, 


42363. .42410 






Seq. No. 


27813 






Seq. ID 


OJ000150 


_07.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961 






End 


70344 






Name 


OJ000150 07.0124.C31 


.o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


42447 






End 


42970 






GI 


none 






Score 


127 






Exons 


42447. .42539, 


42448. 


.42552, 


42451. .42528, 42523 


. .42621, 






42531. .42620, 


42835. 


.42969, 


42894. .42968, 42896 


. .42970 




Seq. No. 


27813 






Seq. ID 


OJ000150 


_07.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961. 






End 


70344 






Name 


OJ000150 07.0124.C31 


. o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


42903 






End 


45186 






GI 


none 






Score 


171 






Exons 


42903. .43007, 


42904. 


.43017, 


43344. .43457, 43358 


. .43453, 


-4'" 




43544. .43618, 


.44132. 


.44248, 


44133. .44255, 44134 


v . 44250, 






45072. .45173, 


45076. 


.45186 










Seq. No. . 


27813 






Seq. ID 


OJ000150 


_07.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961 






End 


70344 






Name 


OJ000150 07.0124.C31 


. 08 . tm 


Method 


TBLASTX: 


Maize 




Start 


43547 






End 


45369 






GI 


none 






Score 


98 






Exons 


43547. .43618, 


43561. 


.43620, 


44126. .44248, 44133 


. .44249, 






44133. .44249, 


44134. 


.44250, 


45072. .45197, 45076 


. .45198, 






45202. .45237, 


45289. 


.45366, 


45295. .45369 






Seq. No. 


27813 






Seq. ID 


OJ000150 


JD7.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961 






End 


70344 






Name 


OJ000150 07.0124.C31 


.o9.ts 


Method 


TBLASTX: 


Soybean 




Start 


44133 




- ' ■ v . - 


End 


45192 




GI 


none 




■ * . .■ 


Score 


95 






Exons 


44133. .44249, 


44133. 


.44249, 


44134. .44250, 44137 


. .44250, 






44138. .44254, 


45076. 


.45192, 


45090. .45191 






Seq. No. 


27813 






Seq. ID 


■OJ000150 


_07.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961 






End 


. 70344 






Name 


OJ000150 07.0124.C31 


. o4 .tc 


Method 


TBLASTX: 


Cress 




Start 


46175 






End 


46339 






GI 


none 






Score 


47 






Exons 


46175. .46231, 


46181. 


.46234, 


46182. .46247, 46250 


. .46315, 






46250. .46339, 


46251. 


.46337 










Seq. No. 


27813 






Seq. ID • 


OJ000150 


_07.0124 


.C31 


Gene No. 


57408 






Strand 








Start 


68961 ■ 






End ■' 


70344 







27649 



Name 

Start 

GI 

Exons 



OJ000150_07 . 0124 . C31 . o7 . ts Method TBLASTX : Soybean 

46175,.., . End 46340 

none Score 111 

46175. .46315, 46181 4 6336, 46182.. 46340 



Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124 


.C31 


Gene No. 


57408 . 




Strand 


- 




Start 


68961 




End 


70344 




Name 


OJ000150 07.0124.C31 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


- 63529 




End 


64028 






none 




Score 


104 




Exons 


63529. .63747, 63756. 


.64028 








Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124 


.C31 


Gene No. 


57408 




Strand 






Start 


68961 




End 


70344 




Name 


OJ000150 07.0124.C31 


.06. np 


Method 


AAT/NAP 




Start 


68934 




End 


70344 




GI 


4996642 




Score 


283 




Exons 


68934. .69485, 69557. 


.70008, 


70201. .703-44 * 




GI Descrip. 


(AB028130) Dof zinc 


finger protein [Oryza sativa] 




Seq. No. 


27813. 




Seq. ID 


OJ000150_07.0124 


-C31 


Gene No. 


57408 




Strand 






Start 


68961- 




End 


70344 




Name 


OJ000150 07.0124.C31 


.oll.gs 


Method 


GEN SCAN 




Start 


68961 




End 


70076 




GI 


none 




Score 


.99 




Exons 


68961. .70076 











Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124 


.C31 


Gene No. 


57408 




Strand 






Start 


68961 




End 


70344 




Name 


OJ000150 07.0124.C31 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


69775 




End 


69935 




GI 


none 




Score 


76 




Exons 


69775.-69867, 69786. 


.69935/ 


69892. .69930 




Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124 


.C31 


Gene No. 


57408 




Strand 






Start 


68961 




End 


70344 




Name 


OJ000150 07.0124.C31 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


69775 




End 


69936 




GI 


none 




Score 


171 




Exons 


69775. .69936, 69786. 


.69935 








Seq. No. 


27813 




Seq. ID 


OJ000150_07.0124 


.C31 


Gene No. 


57408 




Strand 






Start 


68961 




End 


70344 




Name 


OJ000150 07.0124.C31 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


69775 




End 


70010 




GI 


5606389 




Score 


115 




Exons 


69775. .69867, 69786. 


.70010, 


69892. .69930 




GI Descrip. 












Seq. No. 


27814 




Seq. ID 


OJ000150_07.0124 


.C32 


Gene No. 


57409 




Strand 







27650 



Start 


1 O C A 

zoo4 








End 


9371 


Name 


OJ000150 07 


.0124 


,C32.o2 


. gs 


Method 


GEN SCAN 


Start 


2854 








End 


9371 


GI 


none 








Score 


.55 


Exons 


2854. .3270, 


3539 


. .3737, 


3892. 


.3939, 4015. .4161, 




4773. .4938, 


4978 


. .5108, 


5213. 


.5346, 8654. .8748, 


Seq. No. 


27%15 








beq. iu 


UJUUU lou 


Gene No. 


57410 








Strand 


+ 


Start 


236 . 








End 


873 


Name 


OJ000150 07 


.0124 


.C33.ol 


. gs 


Method 


GENS CAN 


Start 


236 








End 


873 


GI 


none 








Score 


.66 


Exons 


236. .771, 813. .873 








Seq. No. 


I /olo 








Seq. ID 


OJ000150 


Gene No. 


C 1 A 1 1 

0/411 








Strand 




Start 


lo 1 £ 








End 


6929 


Name 


. OJUUUloU U / 


.0124 


.C33.o2 


. gs 


Method 


GENSCAN 


Start 


1672 








End 


Sill 


GI 


none 








Score 


.53 


Exons 




3089 


. .3221, 


3581. 


.3753, 4068. .4273, 




bZ 33 . . b / / / 












Seq. No. 


I /olo 








Seq. ID 


OJ000150 


Gene No. 


C 1 A 1 T 

5/411 








Strand 


- 


Start 


1672 








End 


6929 


Name 


OJUUUloU u/ 


.0124 


.C33.ol 


.np 


Method 


AAT/NAP 


Start 


2641 








End 


4574 


GI 


6539588 








Score 


264 


Exons 


zb41 . . ^yo^, 


3525 


. .3829, 


4548. 


.4574 




GI Descrip. 


(APUUUoo / ) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


z /olo 








Seq. ID 


OJ000150 


Gene No. 


cn ill i 

0/411 








Strand 




Start 


1 cto 








End 


6929 


Name 


nTnnni 07 

wUUUl ou u / 


.0124 


.C33.ol 


.ts 


Method 


TBLASTX : 


Start 


5732 








End 


6417 


GI 


none 








Score 


140 


Exons 


5732. .6010, 


6029 


. . 6205, 


6208. 


.6417 




Seq. No. 


27815 








Seq. ID 


OJ000150 


Gene No. 


57411 








Strand 




btart 


1672 








End 


6929 


Name 


OJ000150 07 


.0124 


.C33.o2 


.np 


Method 


AAT/NAP 


Start 


5759 








End 


6929 


GI 


4416302 








Score 


1217 


Exons 


5759. .6929 












GI Descrip. 


(AF105716) 


copia 


-type pol polyprotein 


[Zea mays 


Seq. No. 


27815 








Seq. ID 


OJ000150 


Gene No. 


57411 








Strand 




Start 


1672 








End 


6929 


Name 


OJ000150 07 


.0124 


.C33.ol 


.tm 


Method 


TBLASTX: 


Start 


5783 








End 


6435 


GI 


none 








Score 


113 


Exons 


5783. .6205, 


5795 


. .6001, 


5811. 


.6206, 6208.. 6435, 



27651 




beq. JNO . 


07Q1 C 

Z / oIj 








oeq. iu 


UJUUUIOU U/.UIZ4 


. Ujj 


Gene No. 


57411 








Strand 






Start 


1672 








End 


6929 




Name 


OJ000150 07. 


0124. 


C33.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


5825 








End 


6145 




GI 


none 








Score 


73 




Exons 


5825. .5992, 


6029. 


.6145 










oeq. wo. 


£. / o ID 








beq. iu 


UJUUUIOU U/.UIZ4 




Gene No. 


57411 








Strand 






Start 


1672 








End 


6929 - 




Name 


OJ000150 07. 


0124. 


C33.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5825 








End 


6193 




GI 


none 








Score 


76 




Exons 


5825. .6016, 


5825. 


.6001, 


6029. 


.6193 






oeq. NO. 


i / oIj 








oeq. iu 


ATnnm t;n m m oa 




Gene No. 


57411 








Strand 






Start 


1672 ■ 








End 


6929 




Name 


OJ000150 07. 


0124. 


C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6208 








End 


6612 




GI 


none 








Score 


61 




Exons 


6208. .6438, 


6299. 


.6499, 


6463. 


.6612 






oeq. no . 


Z / o ID 








oeq. iu 


ATArtfti cn r\n ni o A 
UJUUUIOU U/.UIZ4 


poo 


Gene No. 


57411 








Strand 






Start 


1672 








End 


6929 




Name 


OJ000150 07; 


0124. 


C33.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


6418 








End 


6651 




GI 


none 








Score 


60 




Exons 


6418. .6651, 


6488. 


.6604 










oeq • ino • 


z / o ID 








Seq. ID 


OJ000150_07.0124 




Gene No. 


57411 








Strand 






Start 


1672 








End . 


6929 




Name 


OJ000150 07. 


0124. 


C33.o2 


. tm 


Method 


TBLASTX : Maize : 




Start 


6550 








End 


6927 




GI 


none 








Score 


62 




Exons 


6550. .6927, 


6553. 


.6663, 


6563. 


.6667, 6752. .6925 




Seq. No. 


27815 








Seq. ID 


OJ000150_07.0124 


.C33 




J / *± A. X 








Strand 






Start 


1672 








End 


6929 




Name 


OJ000150 07. 


0124. 


C33.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


6788 








.End 


6929 




GI 


5509260 








Score 


136 




Exons 


6788. .6925, 


6793. 


.6927, 


6816. 


.6929 






GI Descrip. 


- 














Seq. No. 


27816 








Seq. ID 


OJ000150_07.0124 


.C34 


Gene No. 


57412 








Strand 






Start 


1 








End 


3713 




Name 


OJ000150 07. 


0124. 


C34.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1781 




GI 


3645899 








Score 


813 




Exons 


1. .201,. 238 . 


.1781 













27652 



# 



GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27816 
57412 
1 

OJ000150_07.0124.C34.ol.gs 

179 

none 



Seq. ID OJ000150_07.0124.C34 
Strand 

End 3713 

Method GENSCAN 

End 3713 

Score .5 



179. .358, 398. .468, 814. .1168, 1254. .1621, 1787. .2410, 
2522.. 2702, 3108.. 3713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name; ;■ 
Start 
GI 

Exons 



27816 
57412 
1 

OJ000150_07.'0124.C34.ol.tm 

494 

none 



Seq. ID OJ000150_07.0124.C34 
Strand 

End 3713 

Method TBLASTX: Maize 

End 1129 

Score 211 



494. .646, 641. .1063, 642. .914, 1064. .1129 



27816 
57412 
1 

OJ000150_07.0124.C34.ol.ts 

494 

none 

'494. .622, 644. .955, 651. .935 



Seq. ID OJ000150_07.0124.C34 
Strand 

End 3713 

Method TBLASTX : Soybean 

End 955 

Score 128 



Seq. No. 27816 

Gene No. 57412 

Start 1 

Name OJ000150_07 . 0124 . C34 . ol . tc 

Start 495 

GI none 
Exons 



Seq. ID OJ000150_07.0124.C34 
Strand 

End 3713 

Method TBLASTX : Cress 

End 976 

Score 61 

495. .632, 500. .631, 647. .937, 764. .859, 852. .929, 947. .976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



27816 
57412 
1 

OJ000150_07.0124.C34.ol.tw 

638 

none 

638. .718, 746. .1171 



Seq. ID OJ000150_07.0124.C34 
Strand 

End 3713 

Method TBLASTX : Wheat 

End - 1171 

Score 234 



27817 
57413 
1 

OJ000150_07.0124.C35.ol.np 
1 

5091513 
1..549 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ000150_07.0124.C35 
Strand 

End 549 

Method AAT/NAP 

End 54 9 

Score 682 



27817 
57413 
1 

OJ000150_07.0124.C35.ol.gs 
14 



Seq. ID OJ000150_07.0124.C35 
Strand 

End 54 9 

Method GENSCAN 

End 4 68 



27653 




GI 


none 


Score " 


.54 


Exons 


14. .468 






Seq. No. 


27818 


Seq. ID 


OJ000150J)6.0124.C1 


Gene No. 


57414 


Strand 


+ 


Start 


932 


End 


1006 




OJ000150 06,0124. CI. ol.gp 


Method 


AAT/GAP 


Start 


932 


End 


1006 


GI 


uOosflcyp033a04bl 


Score 


131 


Exons 


932.. 1006 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


27818 


Seq. ID 


OJ000150 06 0124 CI 


Gene No. 


57415 


Strand 




Start 


1 


End 


1006 


Name 


OJ000150 06.0124.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1006 


GI 


5852180 


Score 


163 


Exons 


1..178, 970. .1006 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


27818 


Seq. ID 




Gene No. 


57415 


Strand' 




Siart 


1 


End 


1006 


Name 


OJ000150 06.0124.Cl.o2.np 


Method 


AAT/NAP 


Start 


861 


End 


1006 


GI 


4680186 


Score 


115 


Exons 


861. .1006 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


27819 


Seq. ID 


OJ000150_06.0124.C2 


Gene No. 


57416 


Strand 


- 




375 


End 


713 


Name 


OJ000150 06.0124.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


270 


End 


666 


GI 


none 


Score 


55 


Exons 


270.. 347, 270.. 347, 370.. 522, 


446. .568, 


447. .569, 564. .602, 




606.. 665, 612.. 665, 613.. 666 






Seq. No. 


27819 


Seq. ID 


OJ000150_06.0124.C2 


VJC11C V4\J • 


57416 


Strand 




Start 


375 


End 


713 


Name 


OJ000150 06.0124.C2.ol.gs 


Method 


GENSCAN 


Start 


,375 


End 


713 


GI 


none 


Score 


.59 


Exons 


375.. 713 






Seq. No. 


27820 


Seq. ID 


OJ000150_06.0124.C3 


Gene No. 


57417 


Strand 




Start 


1 


End 


8923 


Name 


OJ000150 06.0124.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3216 


GI 


4510395 


Score 


1628 


Exons 


1..297, 438. .609, 801. .919, 1206.. 1293, 


1423.. 1617, 1736.. 2039, 




2131.. 2255, 2818.. 2901, 3052. 


.3216 




GI Descrip. 


(AC006587) putative beta-galactosidase 


[Arabidopsis thaliana] 



27654 



Seq. No. 27820 

Gene No. .57417 

Start 1 

Name OJ000150_06 . 0124 .C3.ol.gs 

Start 117 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C3 
Strand 

End 8923 

Method GEN SCAN 

End 8923 

Score .73 



117. .334, 442. .609, 801.. 919, 1206. .1293, 1423. .1617, 
1691. .2039, 2131. .2248, 2802. .2901, 3052. .3467, 3752. .3907, 
5956. .6012, 6035. .6100, 6467. .6580, 7047. .7095, 71-93. .7305, 
8826.. 8923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27820 
57417 
1 

OJ000150_06 . 0124 . C3 . ol . gp 
1742 

LIB3477-004-P1-K1-A11 
1742. .2039, 2131.. 2250 
'4510395/gb|AAD21482.1| 1. 



Seq. ID 

Strand. 
End 

Method 

End 

Score 



OJ000150_06.0124.C3 

8923 
AAT/GAP 
2250 
773 



Oe-65 (AC006587) putative 



beta-galactosidase precursor [Arabidopsis thaliana] 1 



27820 Seq. ID 

57418 Strand 

9266" End 

OJ000150_06 . 0124 . C3 . o2 . tm Method 

92 End 

none Score 

92. .352, 98. .253, 108. .335, 118. ,336 

27820 Seq. ID 

57418 Strand 
9266 End 
OJ000150_0 6 . 0124 . C3 . ol . tc Method 
107 End 
none Score 
107. ,199, 108. ,224, 433. .576, 434. .508, 445. .570, 801. .920, 
814. .921, 1204. .1293, 1238. .1294, 1423. .1617, 1445. .1618, 
1733.. 2038, 1740.. 2039, 2130. .2246, 2131. .2244, 2806. .2904, 
3049.. 3144 



OJ000150_06.0124.C3 
10158 

TBLASTX: Maize 

352 

146 



OJ000150_06.0124.C3 
10158 

TBLASTX: Cress 

3144 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27820 
57418 
9266 

OJ000150_0 6 . 0124 . C3 . ol . tm 

439 

none 



Seq. ID OJ000150_06.0124.C3 
Strand 

End 10158 

Method TBLASTX : Mai ze 

End 3142 

Score 68 



439. .576, 440. .532, 813. .920, 814. .921, 1204. .1293, 1226. .1300, 
1238. .1294, 1423. .1617, 1424. .1618, 1535. .1618, 1733. .2038, 
1740. .2039, 2130.. 2246, 2136. .2246, 2806.. 2904, 2807. .2902, 
2821. .2907, 3034.. 3141, 3035. .3142 



27820 Seq. ID 

57418 Strand 

9266 End 

OJ000150_06 . 0124 . C3 . o2 . ts Method 

439 End 



OJ000150_06.0124.C3 
10158 

TBLASTX: Soybean 
583 



27655 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

439. .582, 443. .583 



Score 



142 



Seq. ID OJ000150_06.0124.C3 
Strand 

End 10158 

Method TBLASTX : Soybean 

End 3144 

Score 100 



27820 
57418 
9266 

OJ000150__06.0124.C3.ol.ts 
798 
none 

798. .920, 799. .921, 1204. .1293, 1238. .1294, 1423. .1617, 
1424., T618, 1733.. 2038, 1737.. 1793, 1863.. 2039, 2130.. 2246, 
2131. .2247, 2806. .2904, 2807. .2902, 3049. .3144, 3056. .3142 



Seq. ID OJ000150_06.0124.C3 
Strand 

End 10158 

Method AAT/GAP 

End 9702 

Score 821 



27820 
57418 
9266 

OJ000150_06.0124.C3.o2.gp 
9266 

2355_1.R1084 
9266.. 9702 

' 5803242/dbj | AP000399.il AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0535G04 ' 



Seq. No. 


27820 • 


Seq. ID 


OJ000150_06.0124 


.C3 


Gene No. 


57418 


Strand 






Start 


9266 


End 


10158 




Name 


OJ000150_06.0124.C3.o3.tm y. 


Method 


TBLASTX: Maize 




Start 


9533 


End 


9702 




GI 


none 


Score 


140 




Exons 


9533.. 9679, 9533.-9658, 9538 


..9702, 9546. .9674 




Seq. No. 


27820 


Seq. ID 


OJ000150_06.0124 


.C3 


Gene No. 


57418 


Strand 






Start 


9266 


End 


10158 




Name 


OJ000150 06.0124.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9545 


End 


9714 




GI 


none 


Score 


226 




Exons 


9545.. 9658, 9553.. 9714, 9556 


..9702, 9558. .9710 




Seq. No. 


27820 


Seq. ID 


OJ000150_06.0124 


.C3 


Gene No. 


57418 


Strand 






Start 


9266 


End 


10158 




Name 


OJ000150 06.0124.C3.o2.np 


Method 


AAT/NAP 




Start 


9555 


End 


10158 




GI 


6562266 


Score 


116 




Exons 


9555.. 9702, 10127.. 10158 








GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


27821 


Seq. ID 


OJ000150_06.0124 


.C4 


Gene No. 


57419 


Strand 






Start 


1 


End 


1996 




Name 


OJ000150 06.0124.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


970 




GI 


6562266 


Score 


425 




Exons 


1..394, 832. .970 








GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 





27656 




Seq. No. 


27821 


Seq. ID 


QJ000150_06.0124.C4 


Gene No. 


- 57419 


Strand 




Start 


1 


End 


1996 


Name 


OJ000150 06.0124.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


33 


End 


238 


GI 


none 


Score 


265 


Exons 


33. .236, 35. .238, 35. .238 






Seq. No. 


27821 


Seq. ID 


OJ000150_06.0124.C4 


Gene No. 


57419 


Strand 




Start 


1 


End 


1996 


Name 


OJ000150 06.0124.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


33 


End 


182 


GI 


none 


Score 


186 


Exons 


33. .182, 35. .181 






Seq. No. 


27821 


Seq. ID 


OJ000150_06.0124.C4 


Gene No. 


57419 


Strand 




Start 


1 


End 


1996 


Name 


OJ000150 06.0124.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


34 


End 


388 


GI 


none 


Score 


67 


Exons 


34. .126, 35. .127, 106. .387, 


118. .384, 


125.. 388, 137.. 388 


Seq. No. 


27821 


Seq. ID 


:i bj000150_06.0124.C4 


Gene No. 


57419 


Strand 




Start 


- 1 


End 


1996 


Name 


OJ000150 06.0124.C4.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


1996 


GI 


none 


Score 


.58 


Exons 


173.. 373, 1058.. 1137, 1663.. 


1862, 1912 


. .1996 


Seq. No. 


27821 


Seq. ID 


OJ000150_06.0124.C4 


Gene No. 


57419 


Strand 


- 


Start 


1 


End 


1996 


Name 


OJ000150 06.0124.C4.ol.gp 


Method 


AAT/GAP 


Start 


181 


End 


1813 


GI 


9214 2.R1084 


Score 


1180 


Exons 


181. .386, 824. .924, 1021. .1215, 1663.. 


1813 


GI Descrip. 


'6016845/dbj IAP000570.1 IAP000570 2.0e- 


12 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


27821 


Seq. ID 


OJ000150_06.0124.C4 


Gene No. 


57419 


Strand 




Start 


1 


End 


1996 


Name 


OJ000150 06.0124.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


238 


End 


903 


GI 


none 


Score 


192 


Exons 


238. .393, 239. .394, 241. .384 


, 825. .902, 825. .902, 826. .903 


Seq. No. 


27822 


Seq. ID 


OJ000150_06.0124.C5 


Gene No. 


57420 


Strand 


+ 


Start 


174 


End 


1734 


Name 


OJ000150 06.0124.C5.ol.gp 


Method 


AAT/GAP 


Start 


174 


End 


1734 


GI 


none 


. Score 


826 


Exons 


174. .480, 1594. .1734 







27657 




Seq. No. 


27822 


' Seq. ID 


OJ000150_06.0124 


Gene No . 


57421 


Strand 


+ 


Start 


1893 


End 


2056 


Name 


OJ000150 06.0124.C5.ol.np 


Method 


AAT/NAP 


Start 


1893 


End 


2056 


GI 


4467124 


Score 


150 


Exons 


. 1893. .2056 






GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27823 


Seq. ID 


OJ000150_06.0124 


Gene No. 


57422 


Strand 


+ 


Start 


236 


End 


1560 


Name 


OJ000150 06.0124.C6.ol.gs 


Method 


GENSCAN 


Start 


236 


End 


1560 


GI 


none 


Score 


.53 


Exons 


236. .263, 1046. .1560 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27823 Seq. ID 

57423 Strand 

3009 End 

OJ000150_06.0124.C6.ol.gp Method 

3009 End 

5594_1.R1084 Score 

3.009.. 3442, 3546.. 3714, 3799.. 3968, 



OJ000150_06.0124.C6 

8029 
AAT/GAP 
4145 
1521 
4080. .4145 



1 6069643/dbj | AP000616. 1 | AP000616 1, 
DNA, chromosome 6, clone : P0514G12 ' 



Oe-152 Oryza sativa genomic 



27823 
57423 
3009 

OJ000150_06.0124.C6.o2.gs 
3299 
none 
3299. 
4514. 
6124. 



,3442, 3546.. 3714, 3799. 
,4687, 4936.", 5234, 5479. 
,6329, 7746. .7990 



Seq. ID OJ000150__06.0124.C6 
Strand 

End 8029 
Method GENSCAN 
End 7990 
Score .76 

.3968, 4080.. 4258, 4357.. 4422, 
.5579, 5671.. 5755, 5870.. 6023, 



Seq. ID OJ000150_06.0124.C6 
Strand 

End 8029 

Method AAT/NAP 

End 8029 

Score 2502 



27823 
57423 
3009 

OJ000150_06.0124.C6.ol.np 
3302 
4490732 

3302. .3442, 3546. .3714, 3799. .3968, 4080. .4258, 4357. .4422, 
4514. .4687, 4936. .5234, 5479. .5579, 5671. .5755, 5870. .6023, 
6124. .6329, 7746..8029 

(AL035709) phosphoenolpyruvate carboxykinase (ATP) -like protein 
[Arabidopsis thaliana] 



27823 
57423 
3009 

OJ000150_06.0124.C6.o2.gp 
5047 

uC-osroM202032e08bl 



Seq. ID OJ000150_06.0124.C6 
Strand 

End 8029 

Method AAT/GAP 

End 6017 

Score 932 



5047.. 5234, 5479.. 5579, 5671.. 5755, 5870.. 6017 



27658 



"GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'44 90732yemblCAB38935.il 2.0e-87 (AL03S709) phosphoenolpyruvate 
carboxykinase (ATP) -like protein [Arabidopsis thaliana] * 



27823 
57424 
9148 

OJ000150_06.0124.C6.o3.gs 
9148 
none - 

9148. .9252, 10386 .. 10449, 10843. .10979 



Seq. ID OJ000150_06.0124.C6 
Strand 

End 10979 

Method GENSCAN 

End 10979 

Score ^ ■ . 78 



27823 Seq. ID 

57425 Strand 

12914 . End 

OJ000150_06 . 0124 . C6 . o3 . tm Method 

1140 End 

none Score 

1140. .1379, 1144. .1353, 1160. .1411, 1179 
1485. .1538 



OJ000150 06. 0124. C6 



13264 

TBLASTX: Maize 
1538 
229 

1412, 1417. .1479, 



Seq. No. 27823 
Gene No. 57425 
Start 12914 

Name OJ000150_06 . 0124 . C6. ol . tm 

Start 3180 
GI none 

Exons 3180.. 3197, 3289.. 3441, 3295. 

3528.. 3716, 3532.. 3747, 3598. 
3796.-3972, 4077.. 4271, 4078. 
4359.. 4424, 4515.. 4712, 4516. 
5461.. 5583, 5463.. 5579, 5467. 



Seq. ID OJ000150_06.0124 .'C6 
Strand 

End 13264 
Method TBLASTX : Mai ze 
End 5757 
Score 181 

.3351, 3299.. 3442, 3369.. 3443, 
.3717, 3795.. 3968, 3796.-3969, 
.4260, 4080. .4271, 4358. .4423, 
.4689, 4932..S237, 4934.-5233, 
.5580, 5653.. 5757, 5667.-5756 



Seq. No. 


27823 










Seq. ID OJ000150 


06. 0124. C6 


Gene No. 


57425 










Strand 






Start 


12914 










End 13264 






Name 


OJ000150 06 


.0124. 


C6.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


3299 










End 4643 






GI 


none 










Score 136 






Exons 


3299. . 


3442, 


3303. 


.3437, 


3540. 


.3713, 3550.. 3711, 


3795. 


.3842, 




3799. . 


3843, 


3810. 


.3968, 


3856. 


.3969, 3877.-3972, 


4077. 


.4187, 




4078. . 


4185, 


4183. 


.4260, 


4188. 


.4268, 4188. .4259, 


4358. 


.4423, 




4359. . 


4424, 


4361. 


.4432, 


4515. 


.4643, 4516. .4614, 


4521. 


.4643 


Seq. No. 


27823 










Seq. ID OJ000150 


06. 0124. C6 


Gene No. 


57425 










Strand 






Start 


12914 










End 13264 






Name 


OJ000150 06 


.0124. 


C6.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


3299 










End 7942 






GI 


none 










Score 112 






Exons 


3299. . 


3442, 


3300. 


.3419, 


3540. 


.3713, 3547.. 3747, 


3795. 


.3968, 




3799. . 


3969, 


4077. 


.4259, 


4078. 


.4260, 4357. .4413, 


4358. 


.4423, 




4359. . 


4424, 


4515. 


.4712, 


4516. 


.4611, 4518. .4643, 


4663. 


.4689, 




4932. . 


5237, 


4934. 


.5233, 


5419. 


.5583, 5463.-5579, 


5476. 


.5628, 




5653. . 


5757, 


5669. 


.5770, 


5869. 


.6054, 5873.. 6028, 


5972. 


.6028, 




6096. . 


6182, 


6125. 


.6178, 


6258. 


.6332, 6272.. 6331, 


7823. 


.7942, 




7827. . 


7916 















27659 



Seq. No. 27823 

Gene No. 57425 

Start 12914 

Name OJ000150_06. 0124 .C6 . o2 . tc 

Start 4644 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C6 
Strand 

End 13264 

Method TBLASTX : Cress 

End 7934 

Score 346 



4644. .4712, 4932. .5237, 4934. .5233, 5419. .5583, 5463. .5579, 

5476.. 5601, 5653..S757, 5669.. 5755, 5869.. 6054, 5873.. 6028, 

6125.. 6181, 6126.. 6182, 6264.. 6332, 6272.. 6331, 7793.. 7933, 
7821. .7934 



Seq. No. 27823 

Gene No. 57425 

Start 12914 

Name OJ000150_06 . 0124 . C6 . o2 . tm 

Start 6270 

GI none 
Exons 



OJ000150_06.0124.C6 
13264 

TBLASTX: Maize 
7984 
96 

6270. .6344, 6272. .6331, 7746. .7928, 7790. .7933, 7943. .7984, 
7944. .7982 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 27823 Seq. ID 

Gene No. 57425 Strand 

Start 12914 End 

Name OJ000150_06 . 0124 .C6.o4 .gs Method 

Start 12914 End- 

GI none Score 

Exons 12914. .13045, 13223.. 13264 



OJ000150_06.0124.C6 

13264 
GENSCAN 
13264- 
.99 



Seq. No. 27824 Seq. ID OJ000150_06 . 0124 . C7 

Gene No. 57426 Strand + 

Start 73 End 2924 

Name OJ000150_06 . 0124 . C7 . ol . gs Method GENSCAN 

Start 73 End 2924 

GI none Score . 68 

Exons 73.. 222, 526.. 602, 650.. 676, 1361.. 1515, 2182.. 2304, 2654.. 2742, 
2807.. 2924 



Seq. No. 27824 Seq. ID 

Gene No. 57427 Strand 

Start 17598 End 

Name 0 JO 0 0 1 5 0_0 6 . 0 1 2 4 . C7 . o4 . gs Method 

Start 17598 End 

GI none Score 

Exons 17598. .18233 



OJ000150_06.0124.C7 
+ 

19646 
GENSCAN 
18233 
1 



Seq. No. 27824 Seq. ID OJ000150_06 . 0124 . C7 

Gene No. 57427 ' Strand + 

Start 17598 End 19646 

Name OJ000150_06. 0124 .C7 . o4 . np Method AAT/NAP. 

Start 17812 End 19646 

GI 6907106 Score" ' 472 

Exons 17812. .17866, 18764 .. 18830, 18933.. 19646 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



27824 
57428 



Seq.. ID .OJ000150_06.0124.C7 
Strand + 



27660 




Of a r-4- 




End 


32516 


Name 


OJ000150 06.0124.C7.o6.np 


Method 


AAT/NAP 


Start 


28466 


End 


32516 


GI 


4680183 


Score 


151 


Exons 


28466. .28513, 32399.. 32516 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


27824 


•Seq. ID 


UJUUUl jU UO.Uii^ .L/ 


Gene No . 


57429 


Strand 




Start 


3883 


End 


8353 


Name 


OJ000150 06.0124.C7.o2.gs 


Method 


GEN SCAN 


Start 


3883 


End 


8353 


GI 


none 


Score 


.69 


Exons 


3883. .3933, 6014. .6121, .8246. .8353 




Seq. No. 


27824 


Seq. ID 


OJ000150_06.0124.C7 


Gene No. 


57430 


Strand 




btart 


8590 


End 


13460 


Name 


OJ000150 06.0124.C7.o3.gs 


Method 


GENSCAN 


Start 


8590 


End 


12367 


GI 


- none 


Score 


. 64 


Exons 


8590. .8646, 9163. .9185, 9909. .10031, 10037 .. 10340, 10695 .. 10889, 




11789. .11939, 12072.. 12367 






Seq. No. 


27824 


Seq. ID 


OJ000150_06.0124.C7 


Gene No. 


57430 


Strand 




Start 


8590 


End 


13460 


Name 


OJ000150 06.0124.C7.o2.np 


Method 


AAT/NAP 


Start 


8712 


End 


8885 


GI 


6069646 


Score 


74 


Exons 


8712. .8885 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


27824 


Seq. ID 


OJ000150_06.0124.C7 


Gene No. 


57430 


Strand 




Start 


8590 


End 


13460 


Name 


OJ000150 06.0124.C7.o3.np 


Method 


AAT/NAP 




10623 


End 


13460 


GI 


5922619 


Score 


313 


Exons 


10623.. 10747, 11736 .. 11981, 


12072. .12259, 13435. .13460 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 60168521 dbj |BAA85195.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


27824 


Seq. ID 


OJ000150_06.0124.C7 


Gene No. 


57430 


Strand 




Start 


8590 


End 


13460 


Name 


OJ000150 06.0124.C7.ol.gp 


Method 


AAT/GAP 


Start 


12104 


End 


12483 


GI 


4715516 


Score 


714 


Exons 


12104. .12483 






GI Descrip. 


6016845/dbj IAP000570. 1 IAP000570 2.0e-12 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 





27661 




Seq. No. 


27824 




Seq. ID 


OJ000150_ 


06.0124 


.C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. C7. 


o5.gs 


Method 


GENSCAN 






Start 


18490 




End 


34346 






GI 


none 




Score 


.48 






Exons 


18490. . 18527, 18650. 


.18922, 


18931. .19152, 19271. 


. 19484 , 






19535. .19663, 20780. 


.20925, 


21251. .21344, 22665. 


.22757, 






22883. .23007, 23124. 


.23379, 


24199. .24576, 25720. 


.25767, 






26052. .26218, 26880. 


.26985, 


27282. .27319, 27391. 


.27478, 






28024. .28132, 28494. 


.28576, 


28658. .28720, 28799. 


.28861, 






29093. .29191, 29270. 


.29308, 


29855. .30024, 30192. 


.30473, 






30604. .30741, 31322. 


.31586, 


33796. .33971, 33977. 


.34346 




Seq. No. 


27824 




Seq. ID 


OJ000150_ 


06.0124 


.C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


19273 




End 


19549 






GI 


none 




Score 


141 






Exons 


L9273. .19368, 19290. 


.19367, 


19351. .19464, 19438. 


.19548, 






19490. .19549 












Seq. No. 


27824 




Seq. ID 


OJ000150_ 


06.0124 


.C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. C7. 


o2 . gp 


Method 


AAT/GAP 






Start 


22033 




End 


22439 






GI 


none 




Score 


784 






Exons 


22033. .22439 












Seq. No. 


27824 




Seq. ID 


OJ000150_ 


06.0124 


.C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. CI. 


o3.gp 


Method 


AAT/GAP 






Start 


22479 




End 


22759 






GI 


none 




Score 


510" 






Exons 


22479. .22759 












Seq. No. 


27824 . 




Seq. ID 


OJ000150_ 


06.0124 


. C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. C7. 


o5 . gp 


Method 


AAT/GAP 






Start 


22716 




End 


23273 






GI 


none 




Score 


517 






Exons 


22716. .22757, 23040. 


.23273 










Seq. No. 


27824 




Seq. ID 


OJ000150_ 


06.0124 


.C7 


Gene No. 


57431 




Strand 








Start 


18490 




End 


37915 






Name 


OJ000150 06. 0124. C7. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


25584 




End 


27426 






GI 


none 




Score 


45 






Exons 


25584. .25643, 25585. 


.25641, 


25585. .25665, 25685. 


.25768, 





25685..2S768, 25687 .. 25770, 25687 .. 25770, 26Q4 9 . . 26219, 
26050. .26226, 26878 .. 26985, 26879 .. 26986, 26879 27013, 



27662 



29*72.72*7322, 27276 .. 27332, 27280 27321, 27390 .. 27425, 
27400. .27426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27824 Seq. ID 

57431 Strand 

18490 End 

OJ000150_06 . 0124 . C7 . 06 . gp Method 

25590 ' End 

18249 1.R1084 Score 



OJ000150_06.0124.C7 

37915 
AAT/GAP 
27478 
1018 



25590. .25767, 26052 .. 26218, . 26880 .. 26985, 27282 .. 27319, 
27391. .27478 

, 399942/sp|Q02028 |HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] f 



27824 
57431 
18490 

OJ000150J)6.0124.C7.o5.np 

25711 

4455213 



Seq. ID OJ000150_06.0124.C7 
Strand 

End 37915 

Method AAT/NAP 

End 30667 

Score 1725 



25711. .25767, 26052 .. 26218, 26880 .. 26985, 27282 .. 27319, 
27391. .27478, 27902 .. 27955, 28024 .. 28132, 284 94 2857 6, 
28658. .28720, 28799 .. 28861, 29093 .. 29191, 29270 29308 , 
29396.. 29451, 29658.-29772, 29855 .. 30024 , 30192.. 30667 
(AL035440) glutamine amidotransf erase/cyclase [Arabidopsis 
thaliana] 



27824 
57431 
18490 

OJ000150_06.0124.C7.ol.tc 

26052 

none 

26052. .26120, 26053 .. 26109, 

26104. .26226, 26878 .. 26985, 

27277. .27321, 27389 .. 27478, 

27902. .27955, 27909 .. 27956, 

28493.-28576, 284 94 .. 28580, 

28796. .28858, 28800 .. 28856, 

29265. .29315, 29267 .. 29314 , 

29855. .30025, 29867 .. 30016, 

30187. .30477, 30188.. 30442 



Seq. ID OJ000150_06.0124.C7 
Strand 

37915 

TBLASTX: Cress 
30477 
83 

26216, 26100. .26219, 
26986, 27276. .27320, 
27390. .27482, 27392 .. 27484 , 
28016. .28135, 28021 .. 28134 , 
28720, 28665. .28718, 
29194, 29133. .29192, 
29659. .29772, 29660 .. 29773, 
29937. .30026, 29937 .. 30026, 



End 

Method 

End 

Score 

26055 

26879 



28655 
29090 



Seq. No. 27824 Seq. ID 

Gene No. 57431 Strand 

Start 18490 End 

Name OJ000150_06 . 0124 . C7 . o2 . ts Method 

Start 26052 End 

GI none Score 
Exons 



OJ000150_06.0124 ,C7 
37915 

TBLASTX: Soybean 

28062 

147 



26052. .26216, 26052 .. 26219, 26053 .. 26226, 26878 26985, 

26879. .26986, 27276 .. 27320, 27277 .. 27333, 27389 .. 27478, 

27390. .27482, 27407 .. 27484 , 27902 .. 27955, 27909 27956, 

28016. .28060, 28021.. 28062 



27663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27824 Seq. ID 

57431 Strand 

18490 End 

OJ000150_06 . 0124 . C7 . o5 . tm Method 

27428 End 

none Score 
27428. .27478, 27898 27975, 27900 
28016. .28135, 28021 .. 28134 , 28023 

27824 Seq. ID 

57431 Strand 

18490 End 

OJ000150_06 . 0124 . C7 . o7 . gp Method 

27909 End 

uC-osflcyp078cl2bl Score 



OJ000150_06.0124.C7 
37915 

TBLASTX: Maize 
28145 
90 

27953, 27902. .27955, 
28145 

OJ000150_06.0124.C7 

37915 
AAT/GAP 
29303 
808 



.27955, 28024. .28132, 28494 .. 28576, 28658, 
.28861, 29093. .29191, 29270. .29303 



27909 
28799 

, 3219164/dbj |BAA28783| 1.0e-69 (AB006210) glutamine 
amidotransferase/cyclase [Arabidopsis thaliana] ' 



28720, 



27824 
57431 

18490 > : . 

OJ000150_06.0124.C7.ol.ts 

28505 

none 

28505. .28576, 28506 .. 28577, 
28796. .28858, 28797 28859, 
29133. .29192, 29267 .. 29305, 
29845. .29901, 29855 .. 30025, 
30187. .30288, 30194.. 30286 



Seq. ID OJ000150_06.0124.C7 
Strand 

End 37915 

Method TBLASTX : Soybean 

End 30288 

Score 102 
28655. .28720, 28656 .. 28721, 
29090. .29146, 29090 29194 , 
29659. .29772, 29660 .. 29773, 
29922. .30026, 29925 .. 30026, 



Seq. No. 27824 
Gene No. 57431 
Start 18490 

Name OJ000150_06. 0124 .C7 .o3. tm 

Start 28541 
GI none 
Exons 28541. 

28656. 

28796. 

29090. 

29267. 



.28576, 28542. .28577, 

.28721, 28656. .28721, 

.28858, 28797. .28862, 

.29146, 29090. .29194, 

.29314, 29268. .29318, 



Seq. ID OJ000150_06.0124.C7 
Strand 

End 37915 

Method TBLASTX : Mai ze 

End 29458 

Score 4 8 
28542. .28577, 28655 28720, 
28658. .28831, 28765 .. 28863, 
28798. .28863, 29080 .. 29184 , 
29133. .29192, 29265 .. 29315, 
29387. .29458, 29388. .29453 



Seq. No. 27824 

Gene No. 57431 

Start 18490 

Name OJ000150_06. 0124 . C7 . ol . tm 

Start 29936 

GI none 

Exons 29936. .30025, 29937 30026, 
30650.. 30703 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_06.0124.C7 
37915 

TBLASTX: Maize 

30703 

144 



30188. .30442, 30193 30537 , 



Seq. No. 
Gene No. 
Start 



27824 
57431 
18490 



Seq. ID 

Strand 

End 



OJ000150 06. 0124. C7 



37915 



27664 




Name 


OJOOO-1-50- '©« . 0124 . C7 . o3 


. ts 


Method 


TBisASTX : Soybean 




Start 


30298 




End 


30477 




GI 


none 




Score 


106 




Exons 


30298. .30477, 30305.. 30445 








Seq. No. 


£. 1 O £. *i 




Seq. ID 


OJ000150_06.0124 


.C7 




j / 1 ji 




551" rand 






Start 


1 R4 QD 
x o *± y vj 




End 


37915 




Name 


OJ000150 06 0124 C7 08 




Method 


AAT/GAP 




Start 


^0604 ~~ 

*J \J U \J *± 




End 


30721 




GI 


none 




Score 


205 




Exons 


30604. .30721 










Seq. No. 


27824 




Seq. ID 


OJ000150_06.0124 


.C7 


Gene No. 


57431 




Strand 






Start 


18490 




End 


37915 




Name 


OJ000150 06.0124.C7.o9 


.gp 


Method 


AAT/GAP 




Start 


31685 




End 


31793 




GI 


uC-osflcyp088bl2bl 




Score 


153 




Exons 


31685. .31793 










GI Descrip. 


'5257255/dbj IAP000364. 


1IAP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


27824 




Seq. ID 


OJ00.0150_06.0124 


.C7 


Gene No. , 


57431 




Strand 








18490 




End 


37915 




Name 


OJ000150 06.0124.C7.o7 


.np 


Method 


AAT/NAP 




Start 


33324 




End 


37915 




GI 


5917666 




Score 


272 




Exons 


33324. .33710, 33784 34683, 


35528. .35637, 37771.. 37915 




GI Descrip. 


(AF159297) extensin-like protein [Zea mays] 




Seq. No. 


27825 




Seq. ID 


OJ000150_06.0124 


.C8 


Gene No. 


57432 




Strand 


+ 






480 




End 


3214 




Name 


OJ000150 06.0124.C8.o2 


.np 


Method 


AAT/NAP 




Start 


480 




End 


3214 




GI 


4416301 




Score 


494 




Exons 


480. .1637, 1706. .2068, 


3157. 


.3214 






GI Descrip. 


(AF105716) gag protein 


[Zea mays] 






Seq. No. 


27825 




Seq. ID 


OJ000150_06.0124 


.C8 


Gene No. 


57432 




Strand 


+ 




Start 


480 




End 


3214 




IN dill c 


OJ000150 06.0124.C8.ol 


.np 


Method 


AAT/NAP 




Start 


499 




End 


2278 




GI 


3645898 




Score 


597 




Exons 


499. .1671, 1714. .2059, 


2132. 


.2278 






GI Descrip. 


(U68408) in-frame stop 


codon; possibly 


a post-transposition 




mutation [Zea mays] 










Seq. No. 


27825 




Seq. ID 


OJ000150_06.0124 


.C8 


Gene No. 


' 57432 




Strand 


+ 




Start 


480 




End 


3214 




Name 


OJ000150 06.0124.C8.ol 


.gs 


Method 


GENS CAN 




Start 


753 




End 


2998 




GI 


none 




Score 


.56 





27665 




-Exons 753. .1044, 1183. .2184, 2319. .2447, 2568. .2782, 2855.-2998^ 



Seq. No. 


27825 




' Seq. ID 


OJ000150 06.0124. 


C8 


Gene No. ' 


57432 




Strand 


+ 




Start 


480 




End 


3214 




Name 


OJ000150 06. 


0124.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


783 




End 


1187 




GI 


none 




Score 


238 




Exons 


783. .1187, 884. .1174 








oeq . v*o • 


97P9S 




Seq. ID 


OJ000150_06.0124. 


C8 


Gene No. 


57432 




Strand . 


+ 




Start 


480 




End 


3214 




Name 


o.Tnnni so 06 


0124.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


91^0 ~ 

L / JU 




End 


3166 




GI 


none 




Score 


79 




Exons 




2753.. 2803, 2755. 


.2817, 2809.. 2934, 2813.. 3037, 






3079.. 3165, 3101. 


.3166 








27825 




Seq. ID 


OJ000150_06.0124. 


C8 


Gene No. 


57432 




Strand 


+ 




Start 


480 




End 


3214 




Name 


OJ0Q0150 06. 


0124.C8 .o3.np 


Method 


AAT/NAP 




Start 


2849 




End 


3214 




GI 


3645899 




Score 


379 




Exons 


2849. .3214 










GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 




o c q • IN O • 


27826 




Seq. ID 


OJ000150_06.0124. 


C9 


Gene No. 


57433 




Strand 


+ 




Start 


1 




End 


3167 




Name 


OJ000150 06. 


0124.C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3158 




GI 


3645899 




Score 


3792 




Exons 


1..1298, 1407. .3158 








GI Descrip. 


(U68408) 5' 


end not determined experimentally [Zea mays] 




Seq. No. 


27826 




Seq. ID 


OJ000150_06.0124. 


C9 


Gene No. 


57433 




Strand 


+ 




Start 


1 




End 


3167 




Name 


OJ000150 06. 


0124.C9.o4. tm 


Method 


TBLASTX: Maize 




Start 


96 




End 


491 




GI 


none 




Score 


131 




Exons 


96.. 215, 213 


:..491, 213. .479, 


221. .490 






Seq. No. 


27826 




Seq. ID 


OJ000150_06.0124. 


C9 


Gene No. 


57433 




Strand 


+ 




Start 


1 




End ' 


3167 




Name 


OJ000150 06. 


0124.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


255 




End 


827 




GI 


none 




Score 


274 




Exons 


255. .533, 257. .484, 515. .541, 


516. .539, 


539.-826, 543.-827 


Seq. No. 


27826 




Seq. ID 


OJ000150_06.0124. 


C9 


Gene No. 


57433 




Strand 


+ 




Start 


1 




End 


3167 




Name 


OJ000150 06. 


0124.C9.o2.tm 


Method 


TBLASTX: Maize 





27666 



" Start 
GI 

Exons 



491 End 1184 

none Score 108 

491. .565, 492. .563, 497. .1141, 564. .1154, 564. .1184, 622. .1179 



Seq. No. 27826 

Gene No. 57433 

Start 1 

Name 0 J000150 J)6 . 0124 . C9 . o3 . ts 

Start 672 

GI none 

Exons 672.. 1133, 692.. 877, 908.. 976 



Seq. ID OJ000150_06.0124.C9 

Strand + 

End 3167 

Method TBLASTX : Soybean 

End 1133 

Score 303 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06 . 0124 . C9 . ol . tc Method 

Start 708 End 

GI none Score 

Exons 708. .1130 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX : Cress 

1130 

227 



Seq. No. 27826 

Gene No. 57433 

Start 1 

Name OJ000150_06. 0124 .C9.p3.tw 

Start, 915 

GI none 
Exons 



915.. 992, 992. .1141, 1005.. 1154, 1005 



Seq. ID OJ000150_06.0124.C9 

Strand + 

End 3167 

Method TBLASTX : Wheat 

End 1154 

Score 111 
1154 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06.0124.C9.o5. tm Method 

Start 1485 End 

GI none Score 

Exons 1485.. 1790, 1497.. 1787 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Maize 

1790 

421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27826 
57433 
1 

OJ000150_06.0124.C9.ol.ts 

1523 

5509260 

1523.. 1744, 1524.. 1742, 1740, 
1903. .2130 



27826 
57433 
1 

OJ000150_06.0124.C9.o2.tw 

1665 

none 



Seq. ID OJ000150_06.0124.C9 

Strand + 

End 3167 

Method TBLASTX: Soybean * 

End 2131 

Score 236 

.1979, 1748.. 2131, 1749.. 2129, 



Seq. ID OJ000150_06.0124.C9 



Strand 
End 

Method 

End 

Score 



+ 

3167 

TBLASTX: Wheat 

2123 

93 



1665. .1742, 1770. .2117, 1772. .2104, 2019.. 2123 



Seq. No. 
Gene No. 
Start 



27826 
.57433 
1 



Seq. ID OJ000150_06.0124.C9 
Strand + 
End 3167 



27667 



Name 

Start 

GI 

Exons 



OJ000150_06.0124.C9.o3.tc Method 

1731 End 

none Score 
1731.. 2012, 1736.. 1993 



TBLASTX: Cress 

2012 

203 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End . 

Name OJ000150_06 . 0124 . C9 . o3 . tm Method 

Start 1791 End 

GI none Score 

Exons 1791.. 2258, 1793.. 2257, 2185.. 2259 

Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06 . 0124 . C9 . 06 . tm Method 

Start 2280 End 

GI none Score 

Exons 2280.. 2483, 2300.. 2482 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Maize 

2259 . 

635 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Maize 

2483 

254 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06 . 0124 . C9 . o4 . tw ' Method 

Start 2301 End 

GI none Score 

Exons 2301.. 2453, 2481.. 2717 



OJ000150_06.0124.C9 
+ 

3167 , 

TBLASTX: Wheat ' ' 

2717 

91 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06 . 0124 . C9 . ol . tm Method 

Start 2484 End 

GI none Score 

Exons 2484.. 3167, 2492;. 3094, 2850.. 3167 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Maize 

3167 

985 



Seq. No. 27826 

Gene No. 57433 

Start 1 

Name OJ000150_06.0124.C9.o2. ts 

Start 2502 

GI none 

Exons 2502.. 2900, 2711. .2890, 2910. 



Seq. ID OJ000150_06 . 0124 . C9 

Strand + 

End 3167 0 v 

Method TBLASTX : Soybean 

End 3143 

Score 293 
.3143, 2925.. 3020 



Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150_06 . 0124 . C9 . o2 . tc Method 

Start 2682 End 

GI none Score 

Exons 2682.. 2771, 2775.. 2909, 2928.. 3140 

Seq. No. 27826 Seq. ID 

Gene No. 57433 Strand 

Start 1 End 

Name OJ000150 06 . 0124 . C9 . o5 . tw Method 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Cress 

3140 

71 



OJ000150_06.0124.C9 
+ 

3167 

TBLASTX: Wheat 



27668 




Start 


2727 




End 


3095 




GI 


none 




Score 


107 




Exons 


2727.. 2897, 2807.. 2896, 


2919. 


.3095, 2925.. 3092 




Seq. No. 


27827 




Seq. ID 


OJ000150 06.0124 


.C10 


Gene No. 


57434 




Strand 


+ 




Start 


555 




End 


1148 




Name 


OJ000150. 06.-0124. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


555 




End 


1148 




GI 


none 




Score. 


.46 




Exons 


555. .1148 










Seq. No. 


27828 




Seq. ID 


OJ000150_06 . 0124 


.C12 


Gene No. 


57435 




Strand 






Start 


1090 




End 


1409 




Name 


OJ000150 06.0124.C12.ol 


.gs 


Method 


GENSCAN 




Start 


1090 




End 


1409 




GI 


none 




Score 


.62 




Exons 


1090. .1409 










Seq. No. 


27829 




Seq. ID 


OJ000150_06. 0124 


.C13 


Gene No. 


57436 




Strand 






Start 


1314 




End 


1439 . 




Name 


OJ000150 06.0124.C13.ol 


.gs 


Method 


GENSCAN 




Start 


1314 




End 


1439 




GI 


none 




Score 


. 92 




Exons 


1314. .1439 










Seq. No. 


27830 




Seq. ID 


OJ000150_06.0124 


.C14 


Gene No. 


57437 




Strand 


+ 




Start 


4632 




End 


4954 




Name 


OJ000150 06.0124.C14.ol 


.np 


Method 


AAT/NAP 




Start 


4632 




End 


4954 




GI 


1196996 




Score 


518 




Exons 


4632. .4954 










GI Descrip. 


(J01829) unknown protein [Transposon TnlO] 




Seq. No:. 


27830 




Seq. ID 


OJ000150_06.0124 


.C14 


Gene No. 


57438 




Strand 






Start 


240 




End 


2784 




Name 


OJ000150 06.0124.C14.ol 


.gs. 


Method 


GENSCAN 




Start 


240 




End 


2784 




GI 


none 




Score 


.46 




Exons 


240. .465, 494..S97, 686 


. .841, 


895. .1029, 2547.-2654, 2743.-2784 


Seq. No. 


27830 




Seq. ID 


OJ000150_06.0124 


.C14 


Gene No. 


57438 




Strand 






Start 


240 




End 


2784 




Name 


OJ000150 06.0124.C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


297 




End 


865 




GI 


none 




Score 


62 




Exons 


297. .368, 297. .404, 298 


. .405, 


496. .600, 


497.-598, 630.. 


737, 




686.-865, 751. .843 










Seq. No. 


27830 




Seq. ID 


OJ000150J36.0124 


.C14 


Gene No. 


57439 




Strand 






Start 


4524 




End 


4672 





27669 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ00O150_06.0124 .C14.ol.-trc Method 

4524 End 

none Score 
4524. .4670, 4526.. 4672 



TBLASTX: Cress 

4672 

200 



27831 
57440 
2219 

OJ000150_06.0124 .C15.ol.gp 
2219 

uC-osroM202019d07al 
2219. .2647 

■5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ000150_06.0124.C15 
Strand + 

2647 
AAT/GAP 
2647 
746 



End 

Method 

End 

Score 



Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57441 


Strand 


+ 


Start 


8544 


End 


9637 


Name 


OJ000150 06.0124.C15.o3.gs 


Method 


GEN SCAN 


Start 


8544 


End 


9637 


GI 


none 


Score 


.61 


Exons 


8544. .8613, 8865.. 8935, 8992 


..9015, 9230. .9281, 9462.-9637 


Seq. , No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57442 


Strand 


+ 


Start 


10646 


End 


12688 


Name 


OJ000150 06.0124.C15.o3.gp 


Method 


AAT/GAP 


Start 


10581 


End 


12688 


GI 


LIB3433-003-Q6-K6-F12 


Score 


814 


Exons 


10581. .10700, 11550. .11697, 


12476. .12688 


GI Descrip. 


'6015437/dbj | AB008112 . 1 | AB008112 9.0e- 


'12 Homo sapiens PEX1 mRNA, 




complete cds 1 






Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124 .C15 


Gene No. 


57442 


Strand 


+ 


Start 


10646 


End 


12688 


Name 


OJ000150 06.0124.C15.o4.gs 


Method 


GENSCAN 


Start 


10646 


End 


12551 


GI 


none 


Score 


.98 


Exons 


10646. .10700, 11550. .11697, 


12476. .12551 


Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57443 


Strand 


+ 


Start 


19602 


End 


22048 


Name 


OJ000150 06.0124. C15.o6.gs 


Method 


GENSCAN 


Start 


19602 


End 


22048 


GI 


none 


Score 


.71 


Exons 


19602. .19685, 19784 .. 19932, 


20051. .20091, 21381. .21487, 




21830. .22048 






Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57444 


Strand 




Start 


597 


End 


4811 


Name 


OJ000150 06.0124.C15.ol.gs 


Method 


GENSCAN 


Start 


597 


End 


47.6.1 


GI 


none 


Score 


.75 


Exons 


597. .731, 829. .994, 1082. .1185, 1283.. 


1438, 2468. .2548, 



27670 



2604.. 3548, 3634.. 3714, 3829. "."3951, 4098.. 4266, 4391.. 4761 



Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Liene wo . 


R*7 A A A 
0 I H ft *t 


Strand 




Start 


597 


End 


4811 


Name 


OJ000150 06.0124.C15.o2.gp 


Method 


AAT/GAP 


Start 


4070 


End 


4811 


GI 


uC-osroM202019d07bl 


Score 


950 


Exons 


4070. .4266, 4391 .. 4494 ,. 4579 


. .4811 




GI Descrip. 


•3367591/emb|CAA20043| 2.0e- 


12 (AL031135) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


■ 27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57445 


Strand 




Start 


5489 


End 


7130 


Name 


OJ000150 06.0124.C15.o2.gs 


Method 


GENSCAN 


Start 


5489 . 


End 


7130 


GI 


none 


Score 


.48 


Exons 


5489.. 5647, 5926. .6527, 6542 


..6628, 7061.. 7130 


C s~r XT /-v. 

beq. no. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57446 


Strand 




Start 


15677 


End 


19930 


Name 


OJ000150 06.0124.C15.o3.ts 


Method 


TBLASTX: Soybean 


Start 


854 


End • 


4638 


GI 


none 


Score 


69 


Exons 


854.. 1012, 871.. 996, 1087.. 1194, 1109. 


.1195, 4137. .4268, 




4390. .4500, 4576. .4638 






Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57446 


Strand 




Start 


15677 


End 


19930 


Name 


OJ000150 06.0124.C15.o4.tm 


Method 


TBLASTX: Maize 


Start 


886 


End 


4644 


GI 


none 


Score 


105 


Exons 


886. .993, 887. .994, 1084. .1188, 1085.. 


1186, 1283. .1471, 




1284.. 1472, 1347.. 1481, 1351 


..1482, 1555. .1575, 4158. .4208, 




4158. .4265,. 4219. .4266, 4393 


..4497, 4394. .4435, 4579.-4644 


Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57446 


Strand 




Start 


15677 


End 


19930 


Name 


OJ000150 06.0124.C15.o5.tm 


Method 


TBLASTX: Maize 


Start 


10628 


End 


12540 


GI 


none 


Score 


114 


Exons 


10628. .10699, 11548 .. 11694, 


11549. .11695, 11549. .11731, 




12475. .12534, 12476 .. 12535, 


12477. .12533, 12478.. 12540 


Seq. No. 


27831 


Seq. ID 


OJ000150_06.0124.C15 


Gene No. 


57446 


Strand 




Start 


15677 


End 


19930 


Name 


OJ000150 06.0124.C15.o6.tm 


Method 


TBLASTX: Maize 


Start 


13057 


End 


16027 


GI 


none 


Score 


134 


Exons 


13057. .13245, 13058 .. 13351, 


13112. .13336, 15737. .16027, 



15752. .16015 



27671 



Seq. No. 27831 
Gene No. 57446 
Start 15677 

Name OJ000150_06 . 0124 . C15 . ol . tc 

Start 13112 
GI none 

Exons 13112. .13345, 13113 .. 13232 , 

. 13337. .13648, 13365 .. 13751, 

13917. .14078, 14162. .14485, 

.14490. .14645, 146J3 14768, 

14847. .14891, 15&t*9. . 15892, 

16031. .16732, 16031. .16738, 

16985. .17149, 17141 .. 174 61, 



Seq. ID OJ000150_06.0124.C15 
Strand 

End 19930 

Method , TBLASTX : Cress 

End 17581 

Score 81 
13300. .13335, 13325 .. 13891, 
13700. .13900, 13913. .14152, 
14163. .14480, 14477. .14725, 
14783. .14830, 14846 .. 14905, 
15810. .15983, 15947. .16033, 
16814. .17143, 16842. .17135, 
17154. .17441, 17453. .17581 



Seq. No. 27831 
Gene No. 57446 
Start 15677 

Name OJ000150_06 . 0124 .C15 . ol . tm 

Start 13358 

GI none 

Exons 13358. .13702, 13365 .. 13703, 13691 13891, 13691 

13797. .13901, 13902. .13934, 13904 .. 13933, 16028 
16029. .16370, 16136 .. 16378 , 16367 .. 16597 , 16367 
16380.. 16598 



Seq. ID OJ000150_06.0124.C15 
Strand 

19930 

TBLASTX: Maize 
16600 
340 



End 

Method 

End 

Score 



.13900, 
.16375, 
.16600, 



Seq. No. 27831 Seq. ID 

Gene No. 5744 6 Strand 

Start ' 15677 . End 

Name OJ000150_06 . 0124 .C15.ol.ts Method 

Start 13472 End 

GI none Score 

.Exons 13472. .13912, 13473 .. 13901, 

16145. .16651, 16146.. 16652 



OJ000150_06.0124 .C15 
19930 

TBLASTX : Soybean 
16652 
260 

13898. .13984, 13902 .. 13985, 



Seq. No. 27831 Seq. ID 

Gene No. 57446 Strand 

Start 1567.7 End 

Name * OJ000150_06 . 0124 . C15 . ol . tw Method 

Start 13529 End 

GI none Score 

Exons 13529. .13909, 13658 13861, 13887 .. 13952, 13919 13963, 

16202. .16627, 16503. .16619 



OJ000150JD6.0124 .C15 
19930 

TBLASTX: Wheat 
16627 
56 



Seq. No. 27831 Seq. ID 

Gene No. 57446 Strand 

Start 15677 End 

Name OJ000150_06 . 0124 . C15 . o3 . tw Method 

Start 13985 . End 

GI none Score 

Exons 13985. .14032, 13986 .. 14039, 14033 

14132. .14305, 14178. .14306, 16655 



OJ000150 06.0124.C15 



19930 

TBLASTX: Wheat 
19930 
42 

14155, 14034. .14156, 
16696, 16662. .16712, 



16701. .16973, 16814. .16972, 19828 .. 19878 , 19898.. 19930 



Seq. No. 27831 Seq. ID 

Gene No. 57446 Strand 

Start 15677 End 

Name OJ000150 06. 0124 .C15 .o3. tm Method 



OJ000150_06.0124.C15 
19930 

TBLASTX: Maize 



27672 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14132 
none 



End 
Score 



17135 
117 



14132. .14470, 14133. .14387, 14.402 .. 144 64 , 16820 .. 17134, 
16841. .17134, 16842.. 17135 



27831 
57446 
15677 

OJ000150_06.0124 .C15.o2.tw 

14306 

none 

14306. .14560, 14307 .. 14558, 
16977. .17138, 16985 .. 17152, 

27831 
57446 
15677 

OJ000150_06.0124.C15.o2.ts 

14312 

none 

14312. .14362, 14375 14488 , 
14666. .14731, 14798 14836, 
17157. .17291, 17339. .17461, 

27831 
57446 
15677 

OJ000150_06 . 0124 . C15 .o2 . tm 

14471 

none 

14471. .14722, 14472 14777 , 
14846. .14962, 14847 14957, 
17157. .17633 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14324 

17144 



OJ000150 06.0124.C15 



19930 

TBLASTX: Wheat 
17231 
163 

14563, 16973. .17152, 
17230, 17157.. 17231 



Seq. ID 
Strand 
End 

Method 

End 
- Score 
14483. .14656, 
14843. .14992, 



OJ000150 06.0124.C15 



19930 

TBLASTX : Soybean 
17602 
102 

14484. .14648, 
17039. .17332, 



17432. .17602, 17451. .17600 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14718 

17144 



OJ000150 06.0124.C15 



19930 

TBLASTX: Maize 
17633 
184 

14843, 14783. .14863, 
17389, 17144. .17632, 



Seq. No. 27831 Seq. ID OJ000150_06 . 0124 .C15 

Gene No. 5744 6 Strand 

Start 15677 End 19930. 

Name OJ000150_06 . 0124 .C15 . ol .np Method AAT/NAP 

Start 15677 End 17687 

GI 3236253 Score 1759 

Exons 15677. .17687 

GI Descrip. (AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 


27832 








Seq. ID 


OJ000150_06.0124 


-C16 


Gene No. 


57447 








Strand 






Start 


1338 








End 


2020 




Name 


OJ000150 06. 


0124 


-CI6.0I 


.gs 


Method 


GENSCAN 




Start 


1338 








End 


2020 




GI 


none 








Score 


.76 




Exons 


1338. .1454, 


1970 


. .2020 










Seq. No. 


27833 








Seq. ID 


OJ000150_06.0124 


.C17 


Gene No. 


57448 








Strand 


+ 




Start 


189,. 








End 


715 




Name 


OJ000150 06. 


0124 


.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


93 








End 


559 





27673 



GI 

Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



none Score 52 

93. .146, 95. .148, 97. .159, 164. .199, 165. .206, 167. .205, 

284.. 388, 285.-392, 368.. 559, 507.. 557 



27833 
57448 
189 

OJ000150_06.0124 .C17.ol.gs 

189 

none 

189. .671 



Seq. ID OJ000150_06.0124.C17 

Strand + 

End 715 

Method GENSCAN 

End 671 

Score .98 



Seq. No. 27833 
Gene No. 57448 
Start' 189 

Name OJ000150_06 . 0124 .C17 . ol . np 

Start 222 
GI 5734715 
Exons 222. .715 

GI Descrip. (AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 

radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



Seq. ID QJ000150_06.0124.C17 
Strand + 

715 

AAT/NAP 
715 
359 



End 

Method 

End 

Score 



Seq. No. 


27833 






Seq. ID. 


OJ000150_06.0124 


.C17 


Gene No. 


57448 






Strand ' 


+ 




Start 


189 






End 


715 




Name 


OJ000150 


06 .0124 .C17 . ol 


tw 


Method 


TBLASTX : Wheat 




Start 


276 






End 


706 




GI 


none 






Score 


93 




Exons 


276. .347, 


277.. 348, 284 


.388, 


285. .401 


, 496. .591, 507.. 


695, 




507. .695, 


509. .706 










Seq. No. 


27833 






Seq. ID 


OJ000150_06.0124 


.C17 


Gene No. 


57448 






Strand 


+ 




Start 


189 






End 


715 




Name 


OJ000150 


06.0124.C17.ol 


tc 


Method 


TBLASTX: Cress 




Start 


297 






End 


662 




GI 


none 






Score 


71 




Exons 


297. .365, 


507.. 662, 509 


.610 








Seq. No. 


27833 






Seq. ID 


OJ000150_06.0124 


.C17 


Gene No. 


57448 






Strand 


+ 




Start 


189 






End 


715 




Name 


OJ000150 


06.0124.C17.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


521 






End 


692 




GI 


none 






Score 


232 




Exons 


521. .610, 


522. .692 










Seq. No. 


27834 






Seq. ID 


OJ000150_06.0124 


.C19 


Gene No. 


57449 






Strand 






Start 


62 






End 


1123 




Name 


OJ000150 


06.0124.C19:ol 


gs 


Method 


GENSCAN 




Start 


62 






End 


1059 




GI 


none 






Score 


.8 




Exons 


62. .138, 


252. .1059 










Seq. No. 


27834 






Seq. ID 


OJ000150_06.0124 


.C19 



27674 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57449 Strand 

62 End 

OJ000150_06.0124.C19.ol.tm Method 

450 End 

none Score 
450. .515, 455. .670, 457. .669 



1123 

TBLASTX: Maize 

670 

66 



27834 
57449 
62 

OJ000150_06.0124.C19.o2:np 
535 

6041845 
535.. 1123 

(AC009853) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_06. 0124 .C19 
Strand 

1123 
AAT/NAP 
1123 
257 



End - 
Method 
End 
Score 



27835 
57450 
1 

OJ000150_06.0124.C21.ol.np 
1 

6041845 
1..209, 636. .892, 969. .1004 

(AC009853) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_06.0124.C21 
Strand 

End 1004 

Method AAT/NAP 

End 1004 

Score 235 



27835 
57450 
1 

OJ000150_06.0124.C21.o2.np 
1 

4467124 
1..28, 453.-827 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_06.0124 .C21 
Strand 

End 1004 

Method AAT/NAP 

End 827 

Score 228 



27835 
57450 
1 

OJ000150_06.0124.C21.ol.gs 

124 

none 

124. .975 



Seq. ID OJ000150_06.0124.C21 
Strand 

End 1004 

Method GEN SCAN 

End 975 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27836 
57451 
95 

OJ000150_06.0124.C23.ol.gp 
95 

uC-osroM202019d07al 
95. .522 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



Seq. ID OJ000150_06.0124.C23 
Strand 

End 522 

Method AAT/GAP 

End 522 

Score 761 



27836 
57451 
95 

OJ000150_06.0124.C23.ol.gs 
147 



Seq. ID OJ000150_06.0124.C23 
Strand 

End 522 

Method GENSCAN 

End 291 



27675 



GI 


none * 






Score 


.48 




Exons 


147. .291 












Seq. No. 


27837 






Seq. ID 


OJ000150_06.0124 


.C24 




O / ft 












Start 


1 






End 


84 




Name 


OJ000150 06.0124.C24 


.ol 


.gp 


Method 


AAT/GAP 




Start . 


1 






End;. 


84 




GI 


none 






Score 


137 




Exons 


1. .84 












Seq. No. 


27837 






Seq. ID 


OJ000150_06.0124 


.C24 




D I ft JJ 






jLI dllO. 






Start 


124 






End 


400 




Name 


OJ000150 06.0124.C24 


.o2 


.gp 


Method 


AAT/GAP 




Start 


124 






End 


400 




GI 


none 






Score 


523 




Exons 


124. .400 












Seq. No. 


27837 






Seq. ID 


OJ000150_06.0124 


.C24 


UCilC 1N<J » 








Cf ranH 






Start 


308 






End 


400 




Name 


OJ000150 06.0124.C24 


.ol 


. gs 


Method 


GEN SCAN 




Start 


308 






End 


400 




GI 


none 






Score 


.54 




Exons 


308. .400 












Seq. No. 


27838 






Seq. ID 


OJ000150_06.0124 


.C25 


i^ene ino. 


0 / ft 00 






ourana 






Start 


117 






End 


410 




Name 


OJ000150 06.0124.C25 


.ol 


,gs 


Method 


GENSCAN 




Start 


117 




End 


350 




GI 


none 






Score 


.42 




Exons 


117. .350 












Seq. No. 


27838 






Seq. ID 


OJ000150_06.0124 


.C25 


Gene No. 


57455 






Strand 






Start 


117 






End 


410 




Name 


OJ000150 06.0124.C25 


.ol 


. np 


Method 


AAT/NAP 




Start 


120 






End 


410 




GI 


4680179 






Score 


437 




Exons 


120. .410 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


27838 






Seq. ID 


OJ000150_06.0124 


.C25 


pQiqo Mo 


57455 






Strand 






Start 


117 






End 


410 




Name 


OJ000150 06.0124.C25 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


165 






End 


410 




GI 


none 






Score 


89 




Exons 


165. .410, 229. .405 












Seq. No. 


27838 






Seq. ID 


OJ000150_06.0124 


.C25 


Gene No. 


57455 






Strand 






Start 


117 






End 


410 




Name 


OJ000150 06.0124.C25 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


216 






End 


410 





27676 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

216. .410, 265. .408 

27839 
57456 
1468 

OJ000150_06.0124.C26.o3.np 
1468 
4680186 
1468. .1523, 



5425.. 5473, 6309. 



Score 



Seq. ID 

Strand 

End 

Method 
End • 
Score 
.6510 



101 



OJ000150_06.0124.C26 
+ 

6510 
AAT/NAP 
6510 
346 



(AF111709) unknown [Oryza sativa subsp. indica] 



27839 Seq. ID 

57457 Strand 

8175 End 
OJ000150_06 . 0124 . C26 . o4 . np Method 

8175 End 

4680186 Score 
8175. .8379 

(AF111709.) unknown [Oryza sativa subsp. indica] 



OJ000150_06 . 0124 . C26 
+ 

8379 
AAT/NAP 
8379 
210 



27839 
57458 
1 

OJ000150_06-.0124.G26.ol.,*np 
1 

4680179 
1..3018, 3052. .4119 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



OJ000150 06.0124.C26 



6443 

AAT/NAP"" 

4119 

4873 



27839 Seq. ID 

57458 Strand 
1 End 
OJ000150_0 6 . 0124 . C26 . ol . gs Method 
27 End 
none Score 

27. .4116, 4340. .4368, 4407. .5172, 6273 



OJ000150_06.0124.C26 

6443 
GENS CAN 
6338 . 
.72 
. .6338 

OJ000150 06.0124.C26 



27839 Seq. ID 

57458 Strand 
1 End 6443 

OJ000150_06 . 0124 . C26 . ol . gp Method AAT/GAP 
4443 End 4897 

95437_1.R1084 Score 778 

4443;. 4897 

'4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, 
sequence 1 



complete 



Seq. No. 27839 Seq. ID OJ000150_06 . 0124 . C26 

Gene No. 57458 Strand 

Start 1 End 6443 

Name OJ000150_06 . 0124 .C26.o2.gp Method AAT/GAP 

Start 6058 End 6443 

GI uC-osflcyp033a04bl Score 641 

Exons . 6058. . 6443 

GI Descrip. 1 6016845/dbj I AP000570. 1 1 AP000570 3 . Oe-59* Oryza sativa genomic 



27677 




DNA, chromosome 1, clone: P0711E10 ' 



Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57459 




Strand 


- 




Start 


7416 




End 


7921 




Name 


OJ000150 06.0124.C26.o3. 


gs 


Method 


GENSCAN 




Start 


7416 




End 


7921 




GI 


none 




Score 


.7 




Exons 


7416. .7482, 7845. .7921 










Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 




Strand 


- 




Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


441 




GI 


none 




Score 


152 




Exons 


1..282, 2. .283, 280. .441 


, 287 


. .439 






Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 




Strand 


- 




Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


621 




GI 


none 




Score 


55 




Exons 


1.-120, 1..621, 107. .565 








Seq. No. 


27839 




Seq. ID 


OJ000150JD6.0124 


.C26 


Gene No. 


57460 




Strand 


- 




Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4 90 




End 


782 




GI 


none 




Score 


215 




Exons 


490. .780, 494. .781, 594. 


.782 








Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 




Strand 


- 




Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


579 




End 


840 




GI 


none 




Score 


149 




Exons 


579. .710, 580. .840, 581. 


.835 








Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 




Strand 


- 




Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


604 




End 


921 




GI 


none 




Score 


74 




Exons 


604. .747, 605. .745, 748. 


.921 








Seq. No. 


27839 




Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 




Strand 






Start 


7923 




End 


8308 




Name 


OJ000150 06.0124.C26.o2. 


tw 


Method 


TBLASTX: Wheat ■-; 




Start 


628 




End 


1195 




GI 


none 




Score' 


339 




Exons 


628. .1164, 632. .1195 











27678 




beq. jno . 


070-3 Q 








Dc4 . ± u 






Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1186 








End 


1549 




GI 


none 








Score 


177 




Exons 


1186. .1548, 


1195 


...1548, 


1199. 


.1549 






oeq. wo. 


070*3 Q 

Z / O O -7 








Q&n T n 
J- >-/ 


OJO 001S0 06 0124 


. C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1198 








End 


1620 




GI 


none 








Score 


348 




Exons 


1198. .1620, 


1199 


. .1588 












27839 








Can TH 


OJ000150 0 6 0124 


. C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06.0124 


.C26.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 










End 


1614 




GI 


none 








Score 


66 




Exons 


1369. .1614, 


1469 


. .1597 








- 


beq. NO. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1585 








End 


2085 




GI 


none 








Score 


50 




Exons 


1585. .1899, 


1628 


. .1678, 


1706. 


.1759, 1906.. 2085, 1931.. 2077 


beq. iNO . 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1621 








End 


1923 




GI 


none 








Score 


266 




Exons 


1621. .1923, 


1637 


. .1921, 


1842. 


.1922 






beq. wo. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1636 








End 


2031 




GI 


none 








Score 


190 . * 




Exons 


1636. .1995, 


1637 


. .1927, 


1955. 


.1993, 1999.. 2031, 2000.'. 2029 


Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


Gene No. 


57460 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1972 








End 


2458 




GI 


none 








Score 


261 




Exons 


1972. .2349, 


2015 


. .2458, 


2404. 


.2454 







27679 




Seq. No. 


27839 








.Seq. ID 


OJ000150_06.0124 


.C26 


Corto Mo 


S74fi0 








QUI Cll L\JL 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2008 








End 


2325 




GI 


. none 








Score 


180 




Exons 


2008. .2325 














Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


PoriQ Mo 


R74fi0 








L_) i_ i. cll 1U 






Start 


7923 








End . 


8308 




Name 


OJ000150 06. 


0124 


.C26.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


2153 








End 


2443 




GI 


none 








Score 


185 




Exons 


2153. .2443, 


2155 


. .2442 










Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


Cl. Ana Mo 


S74fiH 








O l_i Cll 1<J. 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124.C26.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


2569 








End 


2991 




GI 


none 








Score 


69 




Exons 


2569. .2736, 


2624 


. .2737, 


2782. 


.2991 






Seq. No. 


27839 






Seq. ID 


OJ000150_06.0124 


.C26 


C~* /-\-r\ /~\ Mo 

uene iNo . 


c i74fin 








DUX dllU 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


2674 








End 


3027 




GI 


none 








Score 


181 




Exons 


2674. .3027 














Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


bene ino • 


^74 fin 

D 1 ft DU 








OCX di id 






Start ' 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


3310 








End 


3661 




GI 


none 








Score 


107 




Exons 


3310. .3660, 


3467 


. .3661 










Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


none Mo 










Oil Cll 1U 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124.C26.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


3355 








End 


3660 




GI 


none 








Score 


85 




Exons 


3355. .3660, 


3530 


; .3 6 4 6. 










Seq. No. 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 


f^ono Mo 


^74 fin 








Strand 






Start 


7923 








End 


8308 




Name 


OJ000150 06. 


0124 


.C26.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


3697 








End 


4037- 




GI 


none 








Score 


65 




Exons 


3697. .384.6,,. 


.3697 


. .3894,. 


3698. 


.3892, ,4005. .4037 




Seq. No. . 


27839 








Seq. ID 


OJ000150_06.0124 


.C26 



27680 



Gene No. 57460 Strand 

Start 7923 End 8308 

Name OJ000150_06. 0124 .C26.o4 .gp Method AAT/GAP 

Start 7923 End 8308 

GI uOosflcyp033a04bl Score 637 

Exons 7923.. 8308 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome -1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



27840 
57461 
79 

OJ000150_06.0124.C28.ol.gs 
79 

none 

79. .198, 331. .453 



Seq. ID OJ000150_06.0124.C28 

Strand + 

End 4 53 

Method GEN SCAN 

End 453 

Score .48 



27841 
57462 
1 

OJ000150_06.0124.C29.ol.np 
1 

4680179 
1. .388 

(AF111709) polyprotein [Oryza sativa .subsp. indica] 



Seq. ID OJ000150_06.0124.C29 
Strand + 

388 

AAT/NAP 
388 
533 



End 

Method 

End 

Score 



27841 
57462 
1 

OJ000150_06.0124.C29.ol.tw 
40 

none 



Seq. ID OJ000150_06.0124.C29 

Strand + 

End 388 

Method TBLASTX : Wheat 

End 347 

Score 124 



40. .114, 41. .118, 122. .319, 129. .347, 130. .318, 224. .343 



27841 
57462 
1 

OJ000150_06.0124.C29.ol.gs 
53 

none ■ 
53.. 353 



Seq. ID OJ000150_06.0124.C29 

Strand + 

End:.. 388 

Method GENS CAN 

End 353 

Score .98 



Seq. No. 27841 

Gene No. 574 62 

Start 1 

Name , OJ000150_06. 0124. C29 . ol . tm 

Start 53 

GI none 

Exons 53.. 361, 55.. 345 

Seq. No. 27841 

Gene No. 57462 

Start 1 

Name OJ000150_06. 0124 .C29.ol . ts 

Start 185 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C29 

Strand + 

End 388 

Method- TBLASTX: Maize 



End 
Score 



3'61 
229 



Seq. ID OJ000150_06.0124.C29 

Strand + 

End 388 

Method TBLASTX : Soybean 

End 382 

Score 57 



185. .217,-187. .216, 221.. 382, 221.. 364, 289.. 366 



27681. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27842 
57463 
119 

OJ000150_06.0124 .C30.ol.tc 

118 

none 



Seq. ID OJ000150_06.0124.C30 

Strand 

End 556 

Method TBLASTX : Cress 

End 556 

Score 189 



118. .303, 122. .277, 374. .430, 375. .431, 512. .556, 513. .554 



Seq. No. 27842 

Gene No. 57463 

Start 119 

Name OJ000150_06. 0124 .C30 .ol. ts 

Start 118 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C30 
Strand 

End 556 

Method TBLASTX : Soybean 

End 556 

Score 201 



118. .303, 122. .277, 221. .277, 345. ,431, 374. .427, 506. .556, 
507. .554 



Seq. No. 


27842 


Seq. ID 


OJ000150_06.0124.C30 


Gene No. 


57463 


Strand 




Start 


119 


End 


556 


Name 


OJ000150 06.0124.C30.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


469 


GI 


none 


Score 


.63 


Exons 


119. .272, 373. .469 






Seq. No. 


27842 


Seq. ID 


OJ000150_06.0124.C30 


Gene No. 


57463 


Strand 




Start 


119 


End 


556 


Name 


OJ000150 06.0124.C30.ol.gp 


Method 


AAT/GAP 


Start 


119 


End 


266 . 


GI 


uC-osroM202032e08bl 


Score 


268 


Exons 


119. .266 






GI Descrip. 


•4490732/emb|CAB38935.1| 2.0e- 


-87 (AL035709) phosphoenolpyruvat' 




carboxykinase (ATP) -like protein [Arabidopsis thaliana] ' 


Seq. No. 


27842 


Seq. ID 


OJ000150_06.0124.C30 


Gene No. 


57463 


Strand 




Start ' 


119 


End 


556 


Name 


OJ000150 06.0124.C30.ol.np 


Method 


AAT/NAP 


Start 


119 


End 


556 


GI 


6707571 


Score 


320 


Exons 


119. .272, 373. .469, 497. .556 






GI Descrip. 


(AF212109) ATP-dependent phosphoenolpyruvate carboxykinase 




[Medicago sativa] 






Seq. No. 


27843 


Seq. ID 


OJ000150_06.0124.C31 


Gene No. 


57464 


Strand 


+ 


Start 


413 


End 


537 


Name 


OJ000150 06.0124.C31.ol.gp 


Method 


AAT/GAP 


Start 


413 


End 


537 


GI 


4878407 


Score 


182 


Exons 


413. .537 







GI Descrip. 6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 

Seq. No. 27844 Seq. ID OJ000150_06 . 0124 . C32 



27682 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57465 Strand 

1 End 541 

OJ000150_06 . 0124 . C32 . ol . np Method AAT/NAP 

1 End 514 

4220532 Score 130 
1..84, 147. .264, 366. .514 

(AL035356) putative protein [Arabidopsis thaliana] 



27844 Seq. ID 

574 65 Strand 

1 End 
OJ000150_06.0124.C32.ol.gs Method 

152 End 

none Score 

152.. 256, 370.. 532 



OJ000150_06.0124 .C32 
541 

GENSCAN 

532 

.94 



Seq. No. 27844 Seq. ID 

Gene No. 574 65 Strand 

Start 1 End 

Name OJ000150_06. 0124 . C32 . ol . tm Method 

Start 369 End 

GI none Score 

Exons 369.. 527, 371.. 538, 398.. 541 



OJ000150_06.0124.C32 
541 

TBLASTX: Maize 

541 

138 



Seq. No. 27845 Seq. ID 

Gene No. 57466 Strand 

Start 569 End 

Name OJ000150_06 . 0124 . C34 . ol . gs Method 

Start .569 End 

GI none Score 

Exons 569.. 707, 1056.. 1126 



OJ000150_06.0124,C34 

+ ■ 

1126 

GENSCAN 

1126 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ... . 
Start . 
GI * 
Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



27845 Seq. ID 

57467 Strand 
1056 End 
OJ000150_06 . 0124 . C34 . ol . np Method 
1056 End 
4680183 Score 
1056. .1177 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000150_06.0124.C34 
+ 

1177 
AAT/NAP 
1177 
69 



27846 Seq. ID 

57468 Strand 

2956 End 

OJ000150_06 . 0124 . C35 . o2 . np Method 

2769 End 

4220532 Score 



OJ000150_06 . 0124 . C35 

13162 
AAT/NAP 
13162 
789 



2769. .2942, 4202.. 4347, 4536.. 4663, 5461.. 5669, 6085. 
6250. .6319, 6950. .6999, 7085. .7366, 8272. .8490, 8567. 
9307. .9391, 9778.. 9816, 10202 .. 10279, 10440 10552 , 
10654. .10802, 12283. .12360, 13091.. 13162 
(AL035356) putative protein [Arabidopsis thaliana] 



,6168, 
,8840, 



27846 Seq. ID 

57468 Strand 

2956 ' End 

OJ000150_06 . 0124 . C35 . o2 . gs Method 



OJ000150_06.0124 .C35 

13162 
GENSCAN 



27683 



Start 
GI 

Exons 



2956 End 10820 

none Score .76 

2956.. 3092, 4267.. 4345,. 4522.. 4653, 5310.. 5382, 5503.. 5669, 
6085.. 6168, 6250.. 6310, 6950.. 6999, 7085. .7366, 8272.. 8490, 
8555.. 8840, 9307.. 9391, 9778.. 9847, 9940.. 9995, 10202 .. 10279, 
10440. .10544, 10658.. 10820 



Seq. No. . 27846 

Gene No. 574 68 

Start 2956 

Name " : OJ000150_06 . 0124 . C35 . ol . tm 

Start 5502 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C35 
Strand 

End 13162 

Method TBLASTX : Mai ze 

End 5870 

Score 39 



5502.. 5537, 5504.. 5539, 5529.. 5672, 5533.. 5673, 5534.. 5629, 
5535.. 5672, 5753.. 5869, 5754.. 5870, 5755.. 5868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27846 
57468 
2956 

OJ000150_06 : .0124.C35.ol.gp 
6256 

uC-osflcypl25e02bl 



Seq. ID OJ000150_06.0124.C35 
Strand 

End 13162 

Method AAT/GAP 

End 8366 

Score 888 



6256. .6310, 6950. .6999, 7085. .7366, 8272. .8366 

'6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12' 



Seq. No. 27846 

Gene No. 57468 

Start 2956 

Name OJ000150_06 . 0124 . C35 . o2 . tm 

Start 9803 

GI none 
Exons 



Seq. ID OJ000150_06.0124.C35 
Strand 

End 13162 

Method TBLASTX : Mai ze 

End 11144 

Score 86 



9803.. 9880, 9803.. 9844, 10657 .. 10815, 10659 10826, 
10686. .10829, 11026 11082, 11031 11138, 11031. .11144 



Seq. No. 27846 

Gene No. 57468 
Start . 2956 

Name OJ000150_06 . 0124 .C35.o3.gs 

Start 11436 

GI none 

Exons 11436. .11650 



Seq. ID- OJ000150_06.0124.C35 

Strand . - 

End 13162 

Method GENSCAN 

End 11650 

Score .49 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



27847 
57469 
91 

OJ000150_06.0124.C36.ol.gs 
91 

none 



Seq. ID OJ000150_06.0124 .C36 
Strand 

End 5401 

Method GENSCAN 

End 5401 

Score .5 



91. .127, 522. .647, 2386. .2504, 2563. .2703, 3696.-3779, 
3862. .3918, 4209. .4360, 5111. .5190, 5328. .5401 



Seq. No. . 27847 . 
Gene No. 57469 
Start 91 

•Name OJ000150_06 . 0124 .C36.ol.tc 

Start 4192 



Seq. ID OJ000150_06.0124.C36 
Strand 

End 54 01 

Method TBLASTX : Cress 

End 5399 



27684 




GI .. none Score 139 

Exons " 4192.. .4359, 4193.. 4357, 5093.. 5182, 5110.. 5187, 5331.. 5399 



Seq. No. 


27848 


Seq. ID 


OJ000150J36.0124 


.C37 


Gene No. 


57470 


Strand 


+ 




Start 


323 


End 


3940 




Name 


OJ000150 06.0124.C37.ol.gs 


Method 


GENSCAN 




Start 


323 


End 


3149 




GI 


none 


Score 


.83 




Exons 


323.. 534, 878.. 977, 1579.. 


1769, 2225.. 


2297, 267?.. 2735, 






2797.. 2951, 3092.. 3149 








Seq. No. 


27848 


Seq. ID 


OJ000150_06.0124 


.C37 


Gene No. 


57470 


Strand 


+ . 




Start 


323 ' 


End 


3940 




Name 


OJ000150 06.0124.C37.ol.np 


Method 


AAT/NAP - 




Start 


1584 


End 


2440 




GI 


4680186 


Score 


195 




Exons 


1584.. 1809, 2363.. 2440 








GI Descrip. 


(AF111709) unknown [Oryza , 


sativa subsp 


. indica] 




Seq. No. 


27848 


Seq. ID 


OJ000150_06.0124 


.C37 


Gene No. 


57470 


Strand 


+ 




Start 


323 


End 


3940 




Name 


OJ000150 06. 012.4. C37.o2..np 


Method 


AAT/NAP 




Start 


2290 


End 


3940 




GI 


6907088 


Score 


226 




Exons 


2290.. 2438, 2669.. 2892, 3518.. 3940 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


27848 


Seq. ID 


OJ000150JD6.0124 


.C37 


Gene No. 


57471 


Strand 






Start 


3733 


End 


3909 




Name 


OJ000150 06.0124.C37.o2.gs 


Method 


GENSCAN 




Start 


3733 


End 


3909 




GI 


none 


Score 


.84 




Exons 


3733.. 3909 








Seq. No. 


27849 


Seq. ID 


OJ000150_06.0124 


.C38 


Gene No. 


57472 


Strand 


+ 




Start 


1 


End 


511 




Name 


OJ000150 06.0124.C38.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


511 




GI 


4680183 


Score 


117 




Exons 


1..44, 422. .511 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


27849 


Seq. ID 


OJ000150_06.0124 


.C38 


Gene No. 


57473 


Strand 






Start 


1 


End 


389 




Name 


OJ000150 06.0124.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


389 




GI 


6721561 


Score 


82 




Exons 


1..39, 303. .389 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of the 



predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6815086 | dbj IBAA90372 .il (AP001081) EST AU082058 (C1297 6) 



27685 



Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons • 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27850 
57474 
165 

OJ000150_06.0124.C41.ol.np 
165 

4680183 
165.. 335 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

Erid-' 

Score 



OJ000150 06.0124.C41 



335 

AAT/NAP 

335 

63 



27851 
57475 
1 

OJ000150_06.0124.C43.ol.np 
1 

4455213 



End 

Method 
End 
Score 

1..61, 206. .293, 365. .402, 699. .809 

(AL035440) glutamine amidotransf erase/cyclase [Arabidopsis 
thaliana] 



Seq. ID OJ000150_06.0124.C43 
Strand + 

809 

AAT/NAP 
809 
219 



OJ000150_06.0124.C43 
+ 

809. 

AAT/GAP 

809 

357 



27851 Seq. ID 

57475 Strand 
1 End • 

OJ000150_06.0124.C43.ol.gp Method 
206 End 
18249_1.R1084 Score 
206. .293, 365. .402, 699. .809 

'399942/sp|Q02028|HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA49147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 


27852 


Seq. ID 


OJ000150 


Gene No. 


* 57476 


Strand 


+ 


Start 


168 


End 


648 


Name 


OJ000150 06.0124.C46.ol.gs 


Method 


GEN SCAN 


Start 


168 


End 


64 8 ~. 


GI 


none 


Score 


.87 


Exons 


168. .222, 527. .648 






Seq. No.. 


27853 


Seq. ID 


OJ000150 


Gene No. 


57477 


Strand 




Start 


1 


End 


780 


Name 


OJ000150 06.0124.C47.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


780 


GI 


5594 1.R1084 


Score 


1122 


Exons 


1..133, 218. .386, 490. .780 






GI Descrip. 


, 6069643/dbj | AP000616. 1 1 AP000616 1 . Oe- 


152 Oryza 




DNA, chromosome 6, clone : P0514G12 1 




Seq . No . 


27853 


Seq. ID 


OJO.Qfti-50-: 


Gene No. 


57477 


Strand 


+ 


Start 


1 


-End 


780 



06.0124.C47 



27686 



Name OJ000150_06.0124.C47.ol.np Method AAT/NAP 

Start 1 , End 630 

GI 1346771 Score 612 

Exons 1..133, 218.. 386, 490.. 630 

GI Descrip. PHOS PHOENOL PYRUVATE CARBOXYKINASE [ATP] gi I 1086117 | pir | | S52988 
phosphoenolpyruvate carboxykinase (PCK1) - Urochloa panicoides 
gi 1 607752 (U09241) phosphoenolpyruvate carboxykinase [Urochloa 
panicoides] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27853 
57477 
1 

OJ000150_06.0124.C47.ol.tc 
2 

none . 



Seq. ID OJ000150_06.0124.C47 

Strand + 

End 780 

Method TBLASTX: Cress 

End 633 

Score 100 

2. .76, 3". .122, 89. .133, 90. .137, 219. .392, 221. .382, 490. .633, 
495. .629 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27853 
57477 
1 

OJ000150_06.0124.C47.ol.ts 

2 . 

none 



Seq. ID OJ000150_06.0124.C47 

Strand + 

End 780 

Method TBLASTX : Soybean 

End , 633 

Score " 208 



2. .133, 3. .137, 6. .143, 185. .385, 219. .392, 490 .. 633, 513 .. 632 



27853 
57477 
1 

OJ000150_06 . 0124 . C47 . ol . tm 
2 

none 



Seq. ID OJ000150_06.0124.C47 

Strand + 

End 780 

Method TBLASTX : Maize 

End 752 

Score 160- 



2. .136, 2. .136, 3. .137, 185. .400, 215. .334, 216. .404, 489. .563, 
490. .633, 490. .636, 491. .643, 581. .637, 735. .752 



Seq. No. 27853 

Gene No. 57477 

Start 1 

Name OJ000150_06 . 0124 . C47 . ol . gs 

Start 36 

GI none 

Exons 36.. 133, 218.. 386, #0.. 633. 

Seq. No. 27854 

Gene No. 57478 

Start 20 

Name OJ000150_06. 0124 .C48 .ol . tm ^ 

Start 2 

GI none 

Exons 2. .154, 14. .181, 25. .183 

Seq. No. 27854 

Gene No. 57478 

Start 20 

Name • . OJ000150_06. 0124 *€*&vol .gs 

Start 20 

GI none 



Seq. ID OJ000150_06.0124.C47 

Strand + 

End 780 

Method GENSCAN 

End 633 

Score .81 



Seq. ID OJ000150_06.0124.C48 

Strand + 

End - 400^ 

Method TBLASTX : Maize 

End 183 

Score 195 



Seq. ID OJ000150_06.0124.C48 

Strand + 

End 400 

Method GENSCAN 

End 400 

Score .97 



27687 




Exons 


20. .182, 296. .400 










Seq. No. 


27855 




Seq. ID 


OJ000150_06.0124 


.C50 


bene ino • 


D f *t / y 




Oil diiu 






Start 


98 




End 


360 




Name 


OJ000150 06.0124.C50. 


ol.gs 


Method 


GENSCAN 




Start 


98 




End 


360 




GI 


none 




Score 


.92 




Exons 


98. .360 










Seq. No. 


27856 




Seq. ID 


OJ000150_06.0124 


.C51 


t^ene ino. 


O / *i 0 u 










Start 


143 




End 


952 




Name 


OJ000150 06.0124.C51. 


ol.gs 


Method 


GENSCAN 




Start 


143 




End 


952 




GI 


none 




Score 


.47 




Exons 


143.. 274, 932.. 952 










Seq. No. 


27857 




Seq. ID 


OJ000150_06.0124 


.C53 


Gene No. 


57481 




Strand 


+ 




Start 


862 




End - 


981 




Name 


OJ000150 06.0124.C53. 


ol.gp 


Method 


AAT/GAP 




Start 


862 




End 


981 




GI 


2355 1.R1084 




Score 


197 




Exons 


862. .981 










GI Descrip. 


'5803242/dbj IAP00039S 


).1|AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 1 






Seq. No. 


27857 




Seq. ID 


OJ000150_06.0124 


.C53 


Gene No . 


57482 




Strand 






C4- -a -rf- 


1 




End 


1327 




Name 


OJ000150 06.0124.C53. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1327 




GI 


6562266 




Score 


462 




Exons 


1..33, 853. .1327 










GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


27857 




Seq. ID 


OJ000150_06.0124 


.C53 


bene wo. 


57482 




Strand 






Start 


1 




End 


1327 




Name 


OJ000150 06.0124.C53. 


ol.gs 


Method 


GENSCAN 




Start 


807 




End 


1306 




GI 


none 




Score 


.42 




Exons 


807. .833, 952. .1306 










Seq. No. 


27857 




Seq*. ID 


OJ000150_06.0124 


.C53 


Gene No . 


57482 




Strand 






Start . 


1 




End 


1327 




Name 


OJ000150 06.0124.C53. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


855 




End 


1171 




GI 


none 




Score 


431 




Exons 


855. .1169, 859. .1170, 


866. . 


1171 






Seq. No. 


27857 




Seq. ID 


OJ000150_06.0124 


.C53 


Gene No. 


57482 




Strand 






Start 


1 




End ■ 


1327 




Name 


OJ000150 06.0124.C53. 


ol . tw 


Method 


TBLASTX: Wheat 





27688 



Start 


864 


End 


1113 




GI 


none 


Score 


111 




Exons 


864. .959, 871. .1104, 874.. 


1113 






Seq. No. 


27857 


Seq. ID 


OJ000150_06.0124 


.C53 


■jGene No. 


57482 


Strand 






Start 


1 


End 


1327 




Name 


OJ000150 06.0124 .C53.ol.ts 


Method 


TBLASTX: Soybean 




Start 


874 


End 


1321 




GI 


none 


Score 


113 . 




Exons 


874.. 1059, 875.'.1060, 875. 


.1060, 1039. 


.1320, 1051. .1317 


r 




1058.. 1321. 1070.. 1321 








Seq. No. 


27857 


Seq. ID 


OJ000150_06.0124 


.C53 


Gene No. 


57482 


Strand 






Start 


1 


End 


1327 




Name 


OJ000150 06.0124.C53.o2.gp 


Method 


AAT/GAP 




Start 


1114 


End 


1319 




GI 


9214 2.R1084 


Score 


355 




Exons 


1114. .1319 








GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 2.0e- 


12 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


27857 


Seq. ID 


OJ000150_06.0124 


.C53 




57482 


Strand. 


- 




Start 


1 


End 


1327 




Name 


OJ000150 06.0124.C53.o2.tm 


Method 


TBLASTX: Maize 




Start 


1171 


End 


1^27 




GI 


none 


Score 


192 




Exons 


1171. .1326, 1172. .1327, 1174. .1317 






Seq. No. 


27858 


Seq. ID 


OJ000150_06.0124 


.C56 


fiipnf 1 No 


57483 


Strand 


+ 




Start 


238 


End 


432 




Name 


OJ000150 06.0124.C56.ol.gs 


Method 


GENSCAN 




Start 


238 


End 


432 




GI 


none 


Score 


.76 




Exons 


238. .432 








Seq. No. 


27859 


Seq. ID 


OJ000150_06.0124 


.C57 


Rpnp No 


57484 


Strand 


+ 




Start 


113 


End 


357 




Name 


OJ000150 06.0124.C57.ol.tm 


Method 


TBLASTX: Maize 




Start 


67 


End 


357 




■GI 


none 


Score 


143 




Exons 


67. .357, 82. .345 








Seq. No. 


27859 


Seq. ID 


OJ000150_06.0124 


.C57 




57484 


Strand 


+ 




Start 


113 


End 


357 




Name 


OJ000150 0-6. 0124. C57.ol.gs 


Method 


GENSCAN 




Start 


113 ' 


End 


306 




GI 


none - 


Score 


.96 




Exons 


113.. 168, 207.. 306 








Seq. No. 


27860 


Seq. ID 


OJ000150_06.0124 


.C58 


Gene No. 


57485 


Strand 







27689 




Start 


325 




End 


458 


Name 


OJ000150 06.0124.C58.ol 


.gp 


Method 


AAT/GAP 


Start 


325 




End 


458 


GI 


none 




Score 


256 


Exons 


325. .458 








Seq. No. 


27861 




Seq. ID 


OJ000150_06.0124.C59 


VJCUC Vi\J • 


J / 1 O \J 




Cf rand 


+ 


Start 


153, 




End 


337 


.Name 


OJ000150 06.0124.C59.ol 


.gs 


Method 


GENS CAN 


Start 


153 




End 


337 


GI 


none 




Score 


.83 


Exons 


153. .229, 258.-337 








Seq. No. 


27862 




Seq. ID 


OJ000150__06.0124.C61 




S74A7 




<5r rand 




Start 


206 




End 


272 


Name 


OJ000150 06.0124.C61.ol 


. gs 


Method 


GENS CAN 


Start 


206 




End 


272 


GI 


none 




Score 


.6 


Exons 


206. .272 








Seq. No. 


27863 




Seq. ID 


OJ000150_06.0124.C62 


Gene No. 


57488 




Strand 


+ , 




1 




End 


767 


Name 


OJ000150 06.0124.C62.ol 


.np 


Method 


AAT/NAP 


.Start 


1 




End 


767 


GI 


4680179 




Score 


1048 


Exons 


1..767 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


27863 




Seq. ID 


OJ000150_06.0124.C62 


belle INU • 


c 174ft ft 

J f 400 




Strand 


+ 


Start 


1 




End 


767 


Name 


OJ000150 06.0124.C62.ol 


. gs 


Method 


GENS CAN 


Start 


17 . 




End 


682 


GI 


none 




Score 


.89 


Exons 


17: .682 








Seq. No. 


27863 




Seq. ID 


OJ000150_06.0124.C62 




574fiR 

•J l *» o o 




Strand 


+ 


Start 


1 




End 


767 


Name 


OJ000150 06.0124.C62.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


85 




End 


343 


GI 


none 




Score 


127 


Exons 


85. .165, 86. .169, 173.. 


340, 180.. 308, 


181. .333, 275.. 343 


Seq. No. 


27863 




Seq. ID 


OJ000150_06.0124.C62 




*J 1 *i O O 




Strand 


+ 


Start 


1 




End 


7 67 


Name 


OJ000150 06.0124.C62.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


182 




End 


682 


GI 


none 




Score 


167 


Exons 


182.. 361, 190.. 336, 368 


. .682, 


508. .561, 510. .566, 589. .639 


Seq. No. 


27863 




Seq. ID 


OJ000150_06 . 0124 .C62 


Gene No. 


57488 




Strand 


+ 



27690 



Start' . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ000150_06.0124.C62.ol.ts 

236 

none 



End 7 67 

Method TBLASTX : Soybean 

End 631 

Score 57 



236.-268, 238. .267, 272. .631, 274. .312, 340. .630 



27863 
57488 
1 

OJ000150_06.0124.C62.ol.tw 

344 

none 

344. .712, 345.-425, 346. .711 

27864 
57489 
312 

OJ000150_06.0124.C63.ol.gs 

312 

none 

312. .366 



Seq. ID OJ000150_06.0124.C62 

Strand '+ 

End 767 

Method TBLASTX : Wheat 

End 712 

Score 462 



Seq. ID OJ000150_06.0124.C63 

Strand + 

End 366 

Method GENS CAN 

End 366 

Score .87 



27865 
57490 
1292 

OJ000150_01 . 0124 . CI . o2 .np 
1292 
5777617 
1292.. 1323, 2505.. 2600 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000150_01.0124.C1 

Strand ,+ . . 

End 2600 

Method AAT/NAP 

End 2600 

Score 85 



27865 
57491 
1 

OJ000150_01.0124.Cl.ol.np 
1 

4680182 
1. .42, 855. .1403 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000150_01 . 0124 .CI 
Strand 

End 2429 

Method AAT/NAP 

End 1403 

Score 188 



27865 
57491 
1 

OJ000150_01.0124.Cl.ol.gs 
26 

none 

26.. 1105, 2397.-2429 

27865 
57491 
1 

OJ000150_01 . 0124 . CI . ol • tm 
878 
none 

878. .1183, 882. .986, 1062. .1142, 1196. 
27865 Seq. ID OJ000150_01 . 0124 .CI 



Seq. ID OJ000150_01.0124 .CI 
Strand 

End .2429 
Method GENSCAN 
End 2429 
Score .63 



Seq. ID OJ000150_01.0124.C1 
Strand 

End 2429 

Method TBLASTX: Maize 

End 1318 

Score 71 

1318 



27691 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



57491 Strand 
1 End 
OJ000150_01 . 0124 .CI . ol . ts Method 
1056 End 
none Score 
1056. .1142, 1058. .1141, 1196. .1357 



2429 

TBLASTX: Soybean 

1357 

63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_01.0124.C1 
2429 

TBLASTX: Cress 
1372 
77 

1062. .1145, 1064. .1153, 1064. .1144, 1086. .1169, 1187. .1372 

OJ000150 01. 0124. C2 



27865 
57491 
1 

OJ000150_01.0124.Cl.ol.tc 

1062 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27866 Seq. ID 

.57492 Strand 
133 End 236 

OJ000150_01 . 0124 . C2 . ol . np Method AAT/NAP 
133 End 236 

6721555 Score 85 

133.. 236 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815080 | dbj IBAA90366.il - (AP001081) hypothetical protein 

[Oryza sativa] 



27866 Seq. ID 

57493 Strand 

2333 End 

OJ000150_01 . 0124 . C2 . ol . gs Method 

2333 End 

none Score 
2333. .2571 



OJ000150_01.0124.C2 

2571 
GENSCAN 
2571 
.59 



Seq. No. 


27867 


Seq. ID 


OJ000150_01 


.0124. C3 


Gene No. 


57494 


Strand 


+ 




Start 


965 


End 


1991 - 




Name 


OJ000150 01.0124.C3.ol.gs 


Method 


GENSCAN 




Start 


965 


End 


1991 




GI 


none 


Score 


.56 




Exons 


965. .1347, 1778. .1991 








Seq. No. 


27868 


Seq. ID 


OJ000150_01 


.0124. C4 


Gene No. 


57495 


Strand 


+ 




Start - 


12675 


End. 


13749 




Name 


OJ000150 01.0124.C4.ol.gp 


Method 


AAT/GAP 




Start 


12675 


End 


13749 




GI 


LIB3477-003-P1-K1-E9 


Score 


118 




Exons 


12675. .12726, 13699.. 13749 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


27868 


Seq. ID 


OJ000150_01 


.0124. C4 


Gene : No . 


57496 


Strand 






Start 


2169 


End 


3384 




Name 


OJ000150 01.0124.C4.o2.gs 


Method 


GENSCAN 





27692 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33*84 
.54 



2169 End 
none Score 
2169.. 2603, 2966.. 3082, 3211.. 3384 

27868 Seq. ID 

57497 Strand 
10623 End 
OJ000150__01 . 0124 . C4 . o4 . gs Method 
10623 ' , End 

none Score 

10623. .10964, 11198 .. 1134 1, 11459 .. 11509, 11700 11873, 

12188. .12283, 14333 14394, 15090 .. 1548i, 15644. .15803 



OJ000150_01.0124.C4 

15803 
GENSCAN 
15803 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27869 
57498 
3325 

OJ000150_01.0124.C5.o2.gs 

3325 

none 

3325. .3645, 4154. .4921 

27869 
57499 
8596 

OJ000150_01.0124.C5.o3.gs 

8596 
none 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_01.0124.C5 

+ . 

4921 

GENSCAN 

4921 

.81 



OJ000150_01.0124.C5 
+ 

10623 
GENSCAN 
10623 
.76 



8596. .8739, 8868. .9095, 9769.-9863, 10101 .. 10170, 10275. .10389 
10562. .10623 



Seq. No. 27869 Seq. ID 

Gene No. 57499 Strand 

Start 8596 , End 

Name O J000150_01 . 0124 . C5 . o3 . np Method 

Start 8632 End 

GI 4309741 Score 

Exons 8632.. 8739, 8868.-8939, 9036.. 9095, 
10275.. 10397 

GI Descrip. (AC006439) hypothetical protein [Arabidopsis thaliana] 



OJ000150_01 
+ 

10623 
AAT/NAP 
10397 
430 
9769. .9863, 



0124. C5 



10101. .10170, 



"Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons 

GI Descrip. 



27869 
57500 
11053 

OJ000150_01.0124.C5.o4.np 

11053 

1419090 



Seq. , ID 
Strand 
End 

Method 
End 
Score 

11053. .11120, 12335. .12744, 13570 .. 13876, 14064. .14216 
(X94968) 37kDa chloroplast inner envelope membrane polypeptide 
precursor [Nicotiana tabacum] 



OJ000150_01.0124.C5 

14219 
AAT/NAP 
14216 
1238 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27869 
57500 
11053 

OJ000150_01.0124.C5.o4.gs 

12482 

none 



Seq. ID OJ000150_01.0124.C5 



Strand 
End 

Method 

End 

Score 



+ 

14219 
GENSCAN 
14219 
.95 



12482. .12744, 13570 .. 13876, 14064. .14219 



27693 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



27869 
57501 
12216 

OJ000150_01.0124 .C5.o5.np 

12216 

4758106 

12216. .12296, 15109. . 15528, 
18332. .18449, 19005 19122, 
19656. .19744, 20271 .. 20325, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 01. 0124. C5 



34123 
AAT/NAP 
20521 
420 

16189. .16444, 17872 .. 18158, 
19237. .19275, 19364. .19388, 



20441. .20521 

Clk-associating RS-cyclophilin gi 11117968 (U40763) CARS-Cyp 
[Homo sapiens] gi | 1770526 | emb | CAA68053 | (X99717) SRcyp protein 
[Homo sapiens] 



Seq. No. 


27869 


Seq. ID 


OJ000150 


_01.0124 .C5 


Gene No. 


57501 


Strand 






Start 


12216 


End 


34123 




Name 


OJ000150 01.0124.C5.o5.gs 


Method 


GENSCAN 




Start 


15066 


End 


34123 






none 


Score 


.63 




Exons 


15066. .15447, 15995 .. 16075, 


16156. .16464, 16877 


. .17021, 




17685. .177 97, , 17887. .18214, 


18295. .18449, 19005 


. .19122, 




20271. .20325, 20441 .. 20539, 


32665. .32689, 34107 


. .34123 


Seq. No. 


27869 


Seq. ID 


OJ000150 


_01.0124.C5 


Gene No. 


. 57501 


Strand 






Start 


12216 


End 


34123 




Name 


OJ000150 01.0124.C5.ol.gp 


Method 


AAT/GAP 




Start 


15179 


End 


16184 






287063 


Score 


667 




Exons 


15179. .15426, 15995 16075, 


16156. .16184 




Seq. No. 


27869 


Seq. ID 


OJ000150 


_01.0124.C5 


Gene No. 


57502 


Strand 






Start 


35161 


End 


35522 




Name 


OJ000150 01.0124.C5.o4.gp 


Method 


AAT/GAP 




Start- - . 


. ,35161 ; ; 


End- 


,35522 . 




GI - - r - - 


none / ' • - 


. Score * 


3.59 ■:■ 




Exons 


35161. .35252, 3534 1 . .35522 








Seq. No. 


27869 


Seq. ID 


OJ000150 


_01.0124.C5 


Gene* No. 


57503 


Strand 






Start 


37845 


End 


40028 




Name 


OJ000150 01.0124.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


3206 


End 


4519 




GI 


none 


Score 


42 




Exons 


3206.. 3238, 3219.. 3278, 3220 


..3282, 3304.. 3342, 


3403. .3609, 




3403. .3609, 3411. .3611, 4229 


..4279, 4229. .4270, 


4268. .4519, 




4274. .4510 








Seq. No. 


27869 


Seq. ID 


OJ000150 


_01.0124.C5 


Gene No. 


57503 


Strand 






Start 


37845 


End 


40028 




Name 


OJ000150 01.0124.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


4711 


End 


5092 




GI 


none 


Score 


230 




Exons 


4711. .4920, 4712. .4885, 4715 


..4921, 4717. .4920, 


5027. .5092 



27694 



Seq. No. 27869 

Gene No. 57503 

Start 37845 

Name OJ000150_01 . 0124 . C5 . ol . tm 

Start 12245 

GI none 

Exons 12245. .12298, 12250 .. 12300, 



12383. .12733, 
13567. .13872, 
14067. .14222, 
14457. .14483 



12583. .12744, 
13568. .13879, 
14249. .14275, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 01. 0124. C5 



40028 

TBLASTX: Maize 
14483 
64 

12341. .12742, 12364 .. 12474., 
13545. .13865, 13549. . 13848, 
13568. .13894, 14063 14215, 
14276. .14323, 14397 .. 14 423, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27869 Seq. ID 

'57503 Strand 

37845 End 

OJ000150_01 . 0124 .C5.ol.tc Method 

12290 End 

none Score 



OJ000150_01.0124.C5 
40028 

TBLASTX: Cress 

14329 

490 



12290. .12742, 12355 12474 , 12362 .. 12739, 12598 .. 12744 , 

13542. .13730, 13567 13785, 13568 .. 1378 6, 13778 .. 13828, 

13816. .13872, 13820 13879, 14063 14098, 14 067 14 102, 

14100. .14225, 14102. .14215, 14276.. 14329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27869 Seq. ID 

57503 Strand 
37845 End 
OJ000150JD1.0124 .C5.ol.ts Method 
12338 End 
none Score 

12338. .12742, 12343 12474 , 12347 

13567. .13878, 13568 .. 13879, 14055 

14060. .14236, 14067 14219, 14276 



OJ000150- 01. 0124. C5 



40028 

TBLASTX : Soybean 
14329 
514 

12730, 12583. .12744, 
14219, 14059. .14214, 
14329 



27869 

57503 

37845 

OJ0001 

15058 

none 

15058. 

15116. 

15347. 

15994. 

16153. 

16387. 

16851. 

17699. 

18068. 

18311. 

19005. 

19241. 



50 01.0124.C5.o2.tm 



,15093, 
,15208, 
15403, 
,16077, 
16353, 
16461, 
16931, 
17797, 
18142, 
18448, 
19124, 
19276 



15062. 
15163. 
15356. 
15995. 
16193. 
16404. 
16928. 
17715. 
18114. 
18327. 
19006. 



.15130, 
.15213, 
.15406, 
.16078, 
.16381, 
.16466, 
.17035, 
.17750, 
.18215, 
.18449, 
.19125, 



Seq. ID OJ000150_ 
Strand 



01. 0124. C5 



End 

Method 
End 
Score 

15092 

15225 

15403 

16147 

16357 

16842 

16943 

17879 

18277 

18330 

19014 



40028 
TBLASTX:! 
19276 
49 

15157, 15095 
15305, 15230 
15429, 15993 
16359, 16152 
16407, 16360 
16925, 16849 
17026, 17676 
18031, 17886 
18324, 18288 
18449, 19004 
19124, 19236 



Maize 



. .15157, 
. .15298, 
• .16076, 
. .16352, 
. .16410, 
. .16929, 
. .17717, 
. .18032, 
. .18323, 
• .19123, 
. .19268, 



Seq. No. 27869 

Gene No. 57503 

Start 37845 

Name OJ000150 01 . 0124 . C5 . o3 . tc 



Seq. ID OJ000150_01.0124.C5 
Strand 

End 40028 

Method TBLASTX : Cress 



27695 



Start 
GI 

Exons 



18329 End 20497 

none Score 67 

1832.9. .18370, 18371 18448, 18372 .. 1844 9, 19004 .. 19123, 

19005. .19124, 19241. .19291, 19362 .. 19400, 20266 .. 20310, 

20438.. 20497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27869 
57503 . 
37845 

OJ000150_01.0124.C5.o3.ts 

18329 

none 



Seq. ID OJ000150_01.0124.C5 
Strand 

End 40028 

Method TBLASTX : Soybean 

End 20325 

Score 91 



18329. .18448, 18330 .. 18449, 19004 .. 19123, 19005 .. 19124 , 
19025. .19129, 19241. .19276, 19242 .. 19277 , 19359. . 19403, 
19656. .19715, 20266.. 20325 



Seq. No. 


27869 


Seq. ID 


OJ000150_01.0124 


.C5 


Gene No. 


57503 


Strand 






Start 


37845 


End 


40028 




Name 


OJ000150 01.0124.C5.o6.np 


Method 


AAT/NAP 




Start 


37840 


End 


40028 




GI 


5262214 


Score 


1524 




Exons 


37840.. 40028 








GI Descrip. 


(AL080254) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


27869 


Seq. ID 


OJ000150_01.0124 


.C5 


Gene No. 


57503 


Strand 






Start 


37845 


End 


40028 




Name 


OJ000150 01.0124.C5.o6.gs 


Method 


GEN SCAN 




Start 


37845 


End 


40028 




GI 


none 


Score 


1 




Exons 


37845.. 40028 








Seq. No. 


27869 


Seq. ID 


OJ000150_01.0124 


• C5 


Gene No. 


57503 


Strand 






Start 


.37845, 


End 


40028 




Name 


OJ000150 01.0124.C5.o2.ts 


Method 


TBLASTX-: Soybean 




Start 


37974 


End 


'39362' 




GI 


none 


Score 


156 




Exons 


37974. .38174, 38220 .. 384 95, 


38631. .39251, 38661 39149, 





38673. .39038, 38700 .. 39353, 38829.-39362, 39105 .. 39353, 
39129. .39362 



Seq. No. 27869 Seq. ID 
Gene No. 57503 Strand 
Start ' 37845 ■ End- 
Name OJ000150_01 . 0124 . C5 . 06 . tm Method 
Start 38217 End 
GI none Score 
Exons 38217. .38408, 38640 .. 39182, 38688.. 39359 



OJ000150 01. 0124. C5 



40028 

TBLASTX: Maize 
39359 
222 



Seq. No. 27869 Seq. ID 

Gene No. 57503 Strand 

Start 37845 End 

Name OJ000150_01 . 0124 . C5 . o2 . tc Method 

Start 38223 End 

GI none Score 



OJ000150_01.0124.C5 
40028 

TBLASTX: Cress 

39353 

200 



27696 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38223. .38405, 38757 .. 39275, 38802.. 39353 



27869 Seq. ID 

57503 Strand 

37845 End 

OJ000150_01.0124.C5.o3.tm Method 

39456 End 

none Score 



OJ000150_01.0124.C5 
40028 

TBLASTX : Maize 

39978 

188 



39456. .39587, 39457 .. 39597, 39472 .. 39597 , 39633.-39743, 
39685. .39708, 39900 39971, 39901.. 39978 



27870 
57504 
212 

OJ000150_01.0124.C6.ol.tm 

169 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

169. .291, 176. .292, 439. .555, 496.-564, 518. .565, 548. .622, 
550.. 630, 578.. 631, 579.. 641 



OJ000150_01.0124.C6 
+ 

1023 

TBLASTX: Maize 

641 

145 



Seq. No. 27870 

Gene No. 57504 

Start 212 

Name OJ000150_01 . 0124 . C6 . ol . ts 

Start 211 

GI none 

Exons 211.. 291, 212. .292, 436.-555, 
557.. 619, 578.. 631, 579.-641 



Seq. ID OJ000150_01.0124.C6 

Strand + 

End 1023 

Method TBLASTX : Soybean 

End 641 

Score 128 

518:. 562, 519. .560, 555.-629, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27870 
57504 
212 

OJ000150_01.0124.C6. 
212 

4506753 

212. .292, 439. .642, 
TATA binding protein 
gi I 3132308 |dbj IBAA28 
gi I 3243035 (AF070735 
gi I 3892584 |emb|CAA08 
NMP238 [Homo sapiens 
sapiens] gi | 5327000 | 
cytosolic protein of 



OJ000150_01.0124.C6 
+ 

1023 
AAT/NAP 
1023 
252 



Seq. ID 
Strand 
End 

ol.np Method 
End 
Score 

931. .1023 

interacting protein 4 9 kDa 
1(591- (AB012122) "TXP49 . [Homo sapiens] 
) RuvB-like protein RUVBL1 [Homo sapiens] 
986| (AJ010058) Nuclear matrix protein 
] gi | 4151525 (AF099084) Pontin52 [Homo 
emb | CAB46271.il (Y18418) erythrocyte 
54 kDa, 



Seq. No. 


27870 






Seq. ID 


OJ000150_01.0124 


-C6 


Gene No. 


57504 






Strand 


+ 




Start 


212 






End 


1023 




Name 


OJ000150 


01. 0124. C6 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


212 






End 


641 




GI 


none 






Score 


119 




Exons 


212. .292, 


217. .291, 


436. .555, 


578. .631, 


579. .641 




Seq. No. 


27871 






Seq. ID 


OJ000150_01.0124 


.C9 


Gene No. 


57505 






Strand 


+ 




Start 


552 






End 


641 




Name 


OJ000150 


01. 0124. C9 


.ol.gs 


Method 


GENSCAN 




Start 


552 






End 


641 





27697 



GI 


none 




Score 


.66 


Exons 


552. .641 








Seq. No. 


27872 




Seq. ID 


OJ000150 


uene lno . 


J / JUD 




OIL ai 1LJ. 




Start 


59 




End 


518 


Name 


OJ000150 01. 0124. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


59 




End 


518 


GI 


none 




Score 


.4 


Exons 


59. .75, 378. .518 








Seq. No. 


27873 




Seq. ID 


OJ000150 


Gene No. 


57507 




Strand 


+ 


Start 


1 




End 


737 


Name 


OJ000150 01.0124.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


674 


GI 


uC-osflm202102f05bl 




Score 


496 


Exons 


1..116, 198. .251, 341.. 


403, 


486. .535, 


641. .674 


GI Descrip. 


•4176420/dbj IBAA37167 | 


2.0e- 


-11 (AB008097) cytocl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Arabidopsis thaliana] ' 

27873 
57507 
1 

OJ000150_01.0124.C12.ol.np 
1 

6630695 



Seq. ID OJ000150_01.0124.C12 

Strand + 

End 737 

Method AAT/NAP 

End 737 

Score 231 



1.-116, 198. .256, 346. .403, 486. .535, 641. .737 

(AP00.0969) ESTs C97915 (C0113) , C26087 (C11614 ) correspond to a 

region of the predicted gene.; hypothetical protein [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



27873 
57507 
1 

OJ000150_01 . 0124 . C12 . ol . tm • 
11 

none 



Seq. ID OJ000150_01.0124.C12 

Strand + 

End 737 

Method TBLASTX: Maize 

End ,677 

Score. 11-6 



11. .115, 15. .116, 198. .257, 344. .403, 349. .402, 364. .420, 
485;. 535, 486.. 539, 597.. 677, 638.. 673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27873 
57507 
1 

OJ000150_01.0124.C12.ol.ts 
15 

none 



Seq. ID OJ000150_01.0124.C12 

Strand + 

End 737 

Method TBLASTX : Soybean 

End 566 

Score 142 



15. .116, 23. .109, 32. .121, 194. .256, 198. .272, 344. .403, 
486. .566 



Seq. No. 27873 

Gene No. 57507 

Start 1 

Name OJ000150_01 . 0124 . C12 . ol . gs 

Start 198 

GI none 

Exons 198.. 251, 341.. 403 



Seq. ID OJ000150_01.0124.C12 

Strand + 

End 737 

Method GENSCAN 

End 403 

Score . 65 



27698 




C a. rr 

oeq. vto . 


97 ft 7 A 






c orr t n 
oeq . jlu 


oTnnmsn m ni9d 

UUUUUl Jw Ul . 1/1^*1 




Gene No. 


57508 






Strand 


+ ■ — 




Start 


102 






End 


170 




Name 


OJ000150 


01.0124.C15.ol 


.gs 


Method 


GENS CAN 




Start 


102 






End 


170 




GI 


none 






Score 


.69 




Exons 


102. .170 






















OJ000150 01 0124 


. C19 


Gene No. 


57509 






Strand 


+ ~~ 




Start 


362 






End 


546 




Name 


OJ000150 


01.0124.C19.ol 


.gs 


Method 


GENSCAN 




Start 


362 






End 


54 6 




GI 


none 






Score 


.7 




Exons 


362. .371, 


487. .546 










Seq. No. 


27875 






Seq. ID 


OJ000150_01.0124 


.C19 


UCi I" IN W » 


/ J -L \J 






lJ L. -L. CI 1 1 v-i 






Start 


441 






End 


614 




Name 


OJ000150 


_01.0124.C19.ol 


. tm 


Method 


TBLASTX: Maize ' 




Start 


174 






End 


600 




GI 


none 






Score 


159. 




Exons 


174. .200, 


234.. 260, 334 


. .381, 


382. .408, 


435.-599, 436.. 


6.0:0, 




442. .594 












Seq. No. 


27875 " 






Seq. ID 


OJ000150_01.0124 


.C19 


bene lno • 


R7 m n 






jli cinci 






Start 


441 






End 


614 




Name 


OJ000150 


01.0124.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


325 






End 


599 




GI 


none 






Score 


53 




Exons 


325. .384, 


328.. 381, 329 


. .388, 


432. .557, 


442. .555, 555.. 


599, 




559. .594 












JC^i IN \J • 










o.Tnnni m m 94 


PI Q 


Gene No,. 


. 57510 






Strand 






Start 


44i 






End 


614 




Name 


OJ000150 


01.0124.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


328 






End 


602 




GI 


none 






Score ■ 


152 




Exons 


328. .381, 


421.. 597, 438 


. . 602, 


438. .599 






Seq. No. 


27875 






Seq. ID 


OJ000150_01.0124 


.C19 




57510 






Q+- rand 






Start 


441 






End 


614 




Name 


OJ000150 


01.0124.C19.ol 


.np 


Method 


AAT/NAP 




Start 


441 






End 


614 




GI 


728630 






Score 


236 




Exons 


441. .614 












GI Descrip. 


(X85103) 


orf [Oryza sativa] 








Seq. No. 


27876 






Seq. ID 


OJ000150_01.0124 


.C20 


Gene No. 


57511 






Strand 






Start 


361 






End 


670 




Name 


OJ000150 


01.0124.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


361 






End 


670 





27699 



GI 7606_1.R1084 Score' 582 

Exons 361.. 670 

GI Descrip. ' 4887131/gb | AAD32206. 1 | AF134732_1 1.0e-141 (AF134732) 60S 
ribosomal protein LI [Prunus armeniaca] 1 



Seq. No. 


27877 








Seq. ID 


OJ000150_ 


_01.0124.C21 


Gene No. 


57512 








Strand 


+ 




Start 


142 








End 


399 




Name 


' OJ000150 01 


.0124 


.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


142 








End 


399 




GI 


287063 








Score 


472 




Exons 


142. .399 














Seq. No. 


27878 








Seq. ID 


OJ000150 


_01.0124.C22 


Gene No. 


57513 








Strand 


+ 




Start 


194 








End 


319 




Name 


OJ000150 01 


.0124 


.C22.ol 


.gs 


Method 


GEN SCAN 




Start 


194 








End 


319 




GI 


none 








Score 


.87 




Exons 


: 194.. 319 














Seq. No. 


27879 








Seq. ID 


OJ000150_ 


_01.0124.C23 


Gene No. 


57514 








Strand 


+ 




Start 


1 








End 


101 




Name 


OJ000150 01 


.0124 


.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


101 

J. V ± 




GI 


, none 








Score 


190 




Exons 


1. .101 














Seq. No. 


27879 








Seq. ID 


OJ000150_ 


_01.0124.C23 


Gene No. 


57515 








Strand 


+ 




Start 


1621 








End 


3054 




Name 


OJ000150 01 


.0124 


.C23.ol 


. gs 


Method 


GENSCAN 




Start 


1621 








End 


3054 




GI 


none 








Score 


.67 




Exons 


1621. .1679, 


2055 


. .2116, 


2935. 


.3054 






Seq. No. 


27879 








Seq. ID 


OJ000l50_ 


_01.0124.C23 


Gene No. 


57516 








Strand 


+ 




Start 


5644 








End 


11123 




Name 


OJ000150 01 


.0124 


.C23.o2 


.gp 


Method 


AAT/GAP 




Start 


5306 ' 








End 


6754 




GI 


none 








Score 


973 




Exons 


5306. .5747, 


6675 


. .6754 










Seq. No. 


27879 








Seq. ID 


OJ000150 


_01.0124.C23 


Gene No. 


57516 








Strand 


+ 




Start 


5644 








End 


11123 




Name 


OJ000150 01 


.0124 


.C23.o2 


. gs 


Method 


GENSCAN 




Start 


5644 








End 


11123 




GI 


none 








Score 


.78 




Exons 


5644. .5747, 


5847 


. .5935, 


7194. 


.7311, 7404. .7461, 


7541. .7605, 




7791. .7851, 


8188 


. .8289, 


8515. 


.8580, 8786. .8953, 


9050. .9307,' 



9799. .10011, 10613. .10750, 10971. .11123 

Seq. No. 27879 Seq. lb OJ000150_01 . 0124 . C23 

Gene No. 57516 Strand + 



27700 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5644 ' End 

OJ000150_01.0124.C23.ol.np. Method 

5751 End 

6598487 Score 



11123 
AAT/NAP 
8890 
433 



5751.. 5789, 6667.. 6777, 6907.. 6976, 7062.. 7100, 7194.. 7311, 
7404. .7464, 8870. .8890 

(AC005770) putative guanylate binding protein [Arabidopsis 
thaliana] 



27879 Seq. ID 

57516- Strand 
5644 End 
OJ000150_01.0124 .C23.o3.gp Method 
7158 End 
42393_1.R1084 Score 
7158. .7311, 7404. .7460, 7503. .7527 

M585903/gb|AAD25565.1|AC007133_7 9.0e-21 (AC007133 
guanylate binding protein [Arabidopsis thaliana] ' 



OJ000150_01.0124.C23 

+ ■ 

11123 
AAT/GAP 
7527 
276 



putative 



27879 
57517 
11742 

OJ000150_01 . 0124 . C23 . o2 . tm 

7082 

none 



Seq. ID OJ000150_01 . 0124 . C23 
Strand 

End 13440 

Method TBLASTX : Mai ze 

End . 7605 

Score 39 



7082. .7105, 7190. .7231, 7229. .7312, 7242. .7316, 7243. .7311, 
7261. .7320, 7262. .7321, 7290. .7322, 7401. .7463, 7402. .7464, 
7402.. 7467, 7541.. 7603, 7543.. 7605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27879 Seq. ID OJ000150_01 . 0124 .€23 

57517 Strand 

11742 End 13440 

OJ000150_01.0124.C23.ol. tm Method TBLASTX : Maize 

7788 End 11060 

none Score 106 

7788. .7850, 7791. .7853, 8229. .8291, 8230. .8298, 8232. .8294, 
8397. .8429, 8407. .8442, 8512. .8571, 8514. .8573, 8514. .8576, 
8515.. 8580, 8783.. 8959, 8783.. 8944, 8863.. 8952, 9047.. 9310^ 
9048.. 9308, 9050.. 9310, 9799.. 10014, 9806.. 10009, 9807.. 10010, 
10605. .10670, 10606. .10884, 10607 .. 10885, 10607 .. 10909, 
10954. .11052, 10954. .11031, 10977.. 11060 



27879 Seq. ID 

57517 Strand 

11742 End 

OJ000150_01 .0124 . C23 .ol . tc Method 

8514 End 

none Score 



OJ000150_01.0124.C23 
13440 

TBLASTX: Cress 

9175 

100 



8514. .8576, 8515. .8580, 8783.-8929, 8894. .8959, 9047. .9172, 
9048.. 9173, 9049.. 9174, 9050.. 9175 



Seq. No. 27879 Seq. ID 

Gene No. 57517 Strand 

Start 11742 End 

Name OJ000150_01 . 0124 . C23 . ol . ts Method 

Start 8912 End 

GI none Score 



OJ000150_01.0124.C23 
13440 

TBLASTX : Soybean 

9274 

63 



27701 




Exons 


8912. .8959, 


8914.. 8952, 9047 


..9157, 9048. .9179, 


9049. .9174, 




9050. .9274, 


9216. .9254 










Seq. No. 


27879 




Seq. ID 


OJ000150 


_01.0124 


.C23 


Gene No. 


57517 




Strand 










11749 




End 


13440 






Name 


OJ000150 01. 


0124.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9073 




End 


9972 






GI 


none 




Score 


291 






Exons 


9073. .9183, 


9074.. 9310, 9076 


..9312, 9077.. 9310, 


9792. .9971, 




9799. .9972, 


9807. .9971 










Seq. No. 


27879 




Seq. ID 


OJ000150 


_01.0124 


.C23 




^7^17 




Strand 








Start 


11742 




End 


13440 






Name 


OJ000150 01. 


0124.C23.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


9913 




End 


10767 






GI 


none 




Score 


111 






Exons 


9913. .10014, 


10589. .10765, 10612.. 10767 






Seq. No. 


27879 




Seq. ID 


OJ000150 


U X • U X c. H 


P9^ 


bene lno • 


57517 




Strand 








Start 


11742 




End 


13440 






Name 


OJ000150 01. 


0124.C23.o4.gp 


Method 


AAT/GAP- 






Start 


11446 




End 


12988 






GI 


none 




Score 


1301 






Exons 


11446. .11846, 12702. .12988 










Seq. No. 


27879 




Seq. ID 


OJ000150 


ni m 94 

Ul . U1^4 


P9 ^ 


Gene No. 


57517 




Strand 








otart 


11742 




End 


13440 






Name 


OJ000150 01. 


0124.C23.o3.gs 


Method 


GENSCAN 






Start 


11742 




End 


13440 






GI 


none 




Score 


.82 






Exons 


11742. .11846 


, 12082. .12104, 


12235. .12376, 12614 


. .12637, 






12778. .13019 


, 13258.. 13440 










Seq. No. 


27879 




Seq'. ID 


OJ000150 


_01.0124 


.C23 


uene lno • 


57517 




Strand 








Start 


11742 




End 


13440 






Name 


OJ000150 01. 


0124 .C23.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


12702 




End 


12831 






GI 


none . 




Score 


178 






Exons 


12702. .12830 


, 12703.. 12831 










Seq. No. 


27880 




Seq. ID 


OJ000150 


_01.0124 


.C24 


Gene No. 


57518 




Strand 










1398 




End 


4068 






Name 


OJ000150 01. 


0124.C24.ol.gs 


Method 


GENSCAN 






Start 


1398 




End 


4030 






GI 


none 




Score 


.98 






Exons 


1398. .1781, 


2322.. 2447, 2537 


..2612, 3229. .3436, 


3598. .3691, 




4013. .4030 












Seq. No. 


27880 




Seq. ID 


OJ000150 


_01.0124 


.C24 


Gene No. 


57518 




Strand 








Start 


1398 




End 


4068 







27702 



Name ' OJ000150_01 . 0124 .C24 . ol .np Method AAT/NAP 

Start 1455 End 4068 

GI 2130145 Score 389. 

Exons 1455.. 1781, 2322..2447 f 2537.. 2612, 3229.-3436, 4034.. 4068 

GI Descrip. seed storage protein opaque-2 - maize gi 11144536 (U35063) 
opaque-2 heterodimerizing protein lb [Zea mays] 



Seq.. No. 27880 

Gene No. 57518 

Start 1398 

Name OJ000150_01 . 0124 . C24 . ol . tm 

Start 2319 

GI none 
Exons 



Seq. ID OJ000150_01.0124.C24 
Strand 

End 4068 

Method TBLASTX : Maize 

End 3453 

Score 116 



2319.. 2450, 2319.. 2450, 2533.. 2613, 2535.. 2615, 2536.. 2613, 
3254.. 3307, 3264.. 3308, 3325.. 3453, 3336.. 3440 



Seq. No. 27881 Seq. ID 

Gene No. 57519 Strand 

Start 1 End 

Name OJ000150_01 . 0124 . C25 . ol . np Method 

Start 1 End 

GI 1783305 Score 

Exons 1..29, 874. .1102, 1145. .1312 

GI Descrip. (D78609) bZIP protein [Oryza sativa] 



OJ000150_01.0124.C25 

1312 
AAT/NAP 
1312 
215 



Seq. No. 27881 Seq. ID 

Gene No. 57519 Strand 

Start 1 End 

Name OJ000150_01 . 0124 . C25 . ol . gs Method 

Start 890 End 

GI none Score 

Exons 890.. 1312 



OJ000150_01.0124.C25 

1312 .? 

GENSCAN 

1312 

.78 



Seq. No. 27882 Seq. ID 

Gene No. 57520 Strand 

Start 287 End 

Name OJ000150_01 . 0124 . C26 . ol . gs Method 

Start 287 End 

GI none Score 

Exons 287.. 376 



OJ000150_01.0124.C26 
+ 

376 

GENSCAN 
376 . 
.91 



Seq. No. 27882 Seq. ID 

Gene No. 57521 Strand 

Start 1398 End 

Name OJ000150_01. 0124 .C26.ol.gp Method 

Start 1398 End 

GI 2311472 Score 

Exons 1398.. 1813 



OJ000150_01.0124.C26 
+ 

1813 
AAT/GAP 
1813 
742 



Seq. No. 

Gene No. 

Start 

Name 

,Start 

GI 

Exons 



27882 
57522 
1687 

OJ000150_01. 

1500 

none 

1500. .1580, 
1913. .1975, 



0124 .C26.ol.tm 



1523. 
1917. 



,1585, 
,1976, 



1644 . 
2069. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1823, 



OJ000150 01.0124.C26 



2491 

TBLASTX: Maize 
2170 
41 

1646. .1822, 1682. .1825, 



.2158, 2069.. 2170 



27703 



Seq. No. 


27882 






Seq. ID 


OJ000150 


_01.0124.C26 


Gene No. 


0 / D^Z 






Strand 






Start 


1687 






End 


2491 




Name 


OJ000150 01 


.0124.C26.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1682 






End 


2173 




GI 


none 






Score 


113 




Exons 


1682. .1828, 


1747. .1824, 


1913 


. .1972, 1914. .1973, 


2072. .2173, 




2076. .2126 












064. INO . 


07000 






Seq. ID 


OJ000150 




Gene No. 


57522 






Strand 






Start " 


1687 






End 


2491 




Name 


OJ000150 01 


.0124.C26.o2 


. gs 


Method 


GEN SCAN 




Start 


1687 






End 


2182 




GI 


none 






Score 


.87 




Exons 


1687. .1821, 


1916. .1975, 


2072 


. .2182 






Seq. No. 


27882 






Seq. ID 


OJ000150 


_01.0124.C26 


Gene No. 


57522 






Strand 






Start 


1687 






End 


2491 




Name 


OJ000150 01 


.0124.C26.ol 


.np 


Method 


AAT/NAP 




Start 


- 1690 






End 


2491 




GI 


2129755 






Score 


292 




Exons 


1690. .1821, 


1916. .1975, 


2072 


..2149, 2396. .2491 




GI Descrip. 


tryptophan 


synthase (EC 


4.2. 


1.20) alpha chain - 


Arabidopsis 




thaliana gi 


1619753 (U18993) 


tryptophan 


synthase 


alpha chain 



[Arabidopsis thaliana] gi | 1585768 | prf | | 2201482A Trp 
synthase :SUBUNIT=alpha [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



27883 Seq. ID 

57523 Strand 

1 End 

OJ000150_01.0124.C29.ol.gp Method . 

1 End 

uC-osflm202102f05bl Score 
1. .79, 412. .503 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



OJ000150_01.0124.C29 
+ 

741 

AAT/GAP 
503 
272 



27883 
57523 
1 

OJ000150_01.0124.C29.ol.np 
1 

6630695 

1..79, 412. .741 

(AP000969) ESTs C97915 (C0113) , 

region of the predicted gene. 

sativa] 

27883 
57523 
1 

OJ000150_01.0124 .C29.ol.gs 
68 

none 



Seq. ID OJ000150_01.0124.C29 

Strand + 

End 741 

Method AAT/NAP 

End 741 

Score 129 

C26087 (C11614) correspond to 
hypothetical protein [Oryza 



Seq. ID OJ000150_01.0124.C29 

Strand + 

End 741 

Method GENSCAN 

End 612 

Score ..55 



27704 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



68.-79, 412.. 612 



27884 Seq. ID 

57524 Strand 

2170 End 

OJ000150_01 . 0124 . C31 . ol . gp Method 

2170 End 

7606_1.R1084 Score 
2170. .3313, 4218. .4748 

'4887131/gb|AAD32206.1|AF134732_l 1.0e-141 (AF134732) 60S 

ribosomal protein LI ' [Prunus armeniaca] 1 



OJ000150_01.0124.C31 
+ 

4748 
AAT/GAP 
4748 
3176 



27884 Seq. ID 

57524 Strand 

2170 End 

OJ000150_01.0124.C31.ol.np Method 

2207 End 

6682241 Score 
2207. .3313, 4218. .4328 

(AC016661) putative 60S ribosomal protein LI [Arabidopsis 
thaliana] 



OJ000150_01.0124.C31 
+ 

4748 
AAT/NAP 
4328 
1577 



Seq.' ID OJ000150_01>0124.C31 

Strand ■ + 

End 4748 

Method GENSCAN 

End 4331 

Score .5 



Seq. ID OJ000150_01.0124.C31 

Strand + 

End 4748 

Method TBLASTX : Mai ze 

End 4403 

Score 75 

.3304, 2299.. 2781, 2848.. 2901, 
.3261, 3195.. 3314, 3196.. 3315, 
.4403, 4254.. 4403 

Seq. ID OJ000150_01.0124.C31 

Strand + 

End 4748 

Method TBLASTX : Soybean 

End 4331 

Score 1299 



27884 
57524 
2170 

OJ000150_01.0124.C31.ol.gs 
2210 
none 

2210.. 3313, 4218.. 4331 

27884 
57524 
2170 

OJ000150_01.0124.C31.ol.tm 
2221 
none 

2221.. 2268, 2222.. 2272, 2273. 
2861.. 3097, 2952.. 3125, 2968. 
4220.. 4360, 4247.. 4267, 4254. 

27884 
57524 
2170 

OJ000150_01.0124.C31.ol.ts 
2224 
none 

2224. .2556, 2225. .3298, 2620. .2775, 2848. .2901, 2864. .3097, 
2971. .3123, 3084. .3125, 3199. .3300, 3199. .3261, 4217. .4330, 
4218. .4331 



Seq. No. 27884 Seq. ID 

Gene No. 57524 Strand 

Start 2170 End 

Name OJ000150_01 . 0124 . C31 . o2 . tc Method 

Start 2224 End 

GI none Score 

Exons 2224.. 2667, 2225.. 2668 



OJ000150_01.0124.C31 
+ 

4748 

TBLASTX: Cress 

2668 

546 



27705 



Seq. No. 


27884 


Seq. ID 


OJ000150_01.0124.C31 


bene no • 


c n c 9 a 


Strand 


+ 


Start 


2170 


End 


4748 


Name 


OJ000150 01.0124 


.C31.ol.tc . Method 


TBLASTX: Cress 


Start 


2669 


End 


4343 


GI 


none 


Score 


699 


Exons 


2669.-3298, 2671 


..2772, 2848. .2901, 2864. .3097, 2971. .3120, 




3081.. 3122, 4217 


..4324, 4218. .4331, 4254. .4343 


Seq. No. 


27884 


Seq. ID 


OJ000150_01.0124.C31 




w> / J i-. *1 


Strand 


+ 


Start 


2170 


End 


4748 


Name 


OJ000150 01.0124 


.C31.ol.tw Method 


TBLASTX: Wheat' 


Start 


2986 


End 


3263 


GI 


none 


Score 


77 


Exons 


2986.. 3045, 2990 


..3058, 3032.. 3097, 3041.. 3247, 3046.. 3123, 




3084.. 3125, 3187 


..3258, 3190. .3261, 3198. .3263 


Seq. No. . 


27885 


Seq. ID 


OJ000150_01.0124.C32 


Gene No. 


57525 


Strand 


+ 




1 


End 


3521 


Name 


OJ000150 01.0124 


.C32.ol.np Method 


AAT/NAP 


Start 


1 


End 


3521 


GI ' 


2497539 


Score 


1603 


Exons 


1..246, 1439. .1529, 1612. .1805, 2095.. 


2216, 2972.. 3521 


GI Descrip. 


PYRUVATE KINASE 


ISOZYME A, CHLOROPLAST 


PRECURSOR gi 1169703 




(M64736) ATPcpyruvate phosphotransferase [Ricinus communis] 


oeq . ino . 


27885 


Seq. ID 


OJ000150_01.0124.C32 


Gene No. 


57525 


Strand 


+ 


Start 


1 


End 


3521 


Name 


OJ000150 01.0124 


.C32.o2.tc Method 


TBLASTX: Cress 


Start 


1 


End 


1522 


GI 


none 


Score 


347 


Exons 


1..219, 3. .200, 


1442. .1474, 1463. .1522 


s 


Octj. IN U • 


27885 


. Seq. ID 


OJ000150_01 . 0124 .-C32 


Gene No. 


57525 


Strand 


+ 


Start 


1 


End 


3521 


Name 


OJ000150 01.0124 


.C32.o2.tm Method 


TBLASTX: Maize 


Start 


1 


End 


217 


GI 


none 


Score 


344- 


Exons 


1..216, 1..81, 3 


..209, 139. .216, 179.. 


217 


Oart X7/-\ 
OC^ ( IN O • 


27885 


Seq. ID 


OJ000150_01.0124.C32 


Gene No. 


57525 


Strand 


+ 


Start 


1 


End 


3521 


Name 


OJ000150 01.0124 


.C32.o2.ts Method 


TBLASTX : Soybean 


Start 


40 


End 


216 


GI 


none 


Score 


227 


Exons 


40. .216, 63. .197 






Seq. No. 


27885 


Seq. ID 


OJ000150_01 . 0124 . C32 


Gene No. 


57525 


Strand 


+ 


Start 


1 


End 


3521 


Name 


OJ000150 01.0124 


.C32.ol.gs Method 


GENSCAN 



27706 



Start 
GI 

Exons 



70 End 3450 

none Score .88 

70. .352, 534. .646, 1439. .1529, 1612. .1805, 2095. .2216, 

2972. .3450 



Seq. No. 27885 

Gene No. 57525 

Start 1 

Name OJ000150_01 . 0124 . C32 . ol . tm 

Start 1423 

GI none 
Exons 



Seq. ID OJ000150_01.0124.C32 



Strand 
■ End 
Method 
End 
Score 



+ 

3521 

TBLASTX: Maize 

3450 

143 



1423. .1527, 1433. .1528, 1437. .1535, 1611. .1805, 1611. .1805, 
1649. .1816, 2092. .2214, 2092. .2214, 2094. .2216, 2094. .2216, 
2969. .3304, 2970. .3329, 3129. .3317, 3355. .3450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_01.0124.C32 
+ 

3521 



27885 Seq. ID 

57525 Strand 
1 End 
OJ000150_01 . 0124 . C32 . ol . gp Method 
1438 ^ ; End 

66420_1.R1084 Score 
1438. .1529, 1612. .1805 

, 2497539/sp|Q43117|KPYA_RICCO 3.0e-52 PYRUVATE KINASE, 
CHLOROPLAST ISOZYME* A PRECURSOR >gi_169703 (M64736) ATP:pyruvate 
phosphotransferase [Ricinus communis] 1 



AAT/£AP, 
~1805^ :; 
507 



27885 Seq. ID 

57525 Strand 
1 End 
OJ000150J31 . 0124 . C32 . ol . ts Method 
2077 End 
none Score 

2077. .2211, 2092. .2211, 2094. .2216, 2960. .3304, 2970. .3329, 

3389.. 3454, 3390.. 3467 



OJ000150_01 . 0124 . C32 
+ 

3521 

TBLASTX : Soybean 
3467 
190 



Seq. No. 27885 

Gene No. 57525 

Start 1 

Name OJ000150_01 . 0124 . C32 . ol . tc 

Start 2118 

GI none 

Exons 2118.. 2213, 2119.. 2214, 2972. 
3395. .3454 



Seq. ID OJ000150_01.0124.C32 

Strand + 

End 3521 

Method TBLASTX : Cress 

End 3458 

Score 148 

.3304, 2973.-3329, 3390.. 3458, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



27885 Seq. ID 

57525 Strand 
1 End 
OJ000150_01 . 0124 . C32 . o2 . gp Method 
2996 End 
21356JL.R1084 Score 
2996. .3455 

»2497541/sp|Q40545|KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 1 



OJ000150_01, 0124 .C32 

+ : .:} 

3521 

AAT/GAP 

3455 

855 



27885 
57525 



Seq. ID OJ000150_01.0124.C32 
Strand + 



27707 



Start 
Name 
Start 
GI 

Exons 



OJ000150_01.0124.C32.ol.tw 

3042 

none 

3042.. 3317, 3044.. 3304 



End 

Method 

End 

Score 



3521 

TBLASTX: Wheat 

3317 

239 



Seq. No. 27886 
Gene No. 57526 
Start 1 

Name OJ000150_01 . 0124 .C33 .ol . gp 

Start 1 
GI 427371 
Exons 1 . . 156 

GI Descrip. 249754 1/sp | Q4 0545 | KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 



Seq. ID OJ000150_01.0124.C33 
Strand + 

156 

AAT/GAP 
156 
246 



End 

Method 

End 

Score 



Seq. No. 


27886 


Seq. ID 


OJ000150 01.0124 


.C33 


Gene No. 


57527 


Strand . 


+ 




Start 


■ 13616 . : / ; V .'• .. 


• • End . - 


16841.. 




Name 


OJ000150 01.0124.C33.o3.gs 


Method 


GENSCAN 




Start 


13616 


End 


14756 




GI 


none 


Score 


.4 




Exons 


.13616. .13774, 14212 . .14745, 


14751.. 14756 




Seq. No. 


27886 


Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57527 


Strand 


+ 




Start 


13616 


End 


16841 




Name 


OJ000150 01.0124.C33.ol.np 


Method 


AAT/NAP 




Start 


14353 


End 


16841 




GI 


4455356 


Score 


1045. 




Exons 


14353. .14629, 14 666 .. 14745, 


14845. .15423, 154 66. .15897, 






16694. .16841 








GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 





Seq. No. 


27886 




Seq. ID 


OJ000150 


_01 


.0124 


.C33 


Gene No. 


57528 




Strand 


+ 








Start 


17349 




End 


17880 








Name 


OJ000150 01.0124.C33 


. o3 . gp 


Method 


AAT/GAP 








Start 


17349 




End 


17880 








GI 


2428647 




Score 


670 








Exons 


17349. .17503, 17675. 


.17880 












Seq. No. 


27886 




Seq. ID 


OJ000150_ 


_01 


.0124 


.C33 


Gene No. 


57529 




Strand 


+ 








Start 


17979 




End 


18361 








Name 


OJ000150 01.0124.C33 


.o4 .gp 


Method 


AAT/GAP 








Start 


17979 




End 


18361 








GI 


5056001 




Score 


714 








Exons 


17979. .18361 















Seq. No. 27886 Seq. ID 

Gene No. 57530 Strand 

Start 20674 End 

Name OJ000150_01 . 0124 . C33 . o5 . gs Method 

Start 20674 End 

GI none Score 



OJ000150_01.0124.C33 
+ 

25607 
GENSCAN 
25607 
.45 



27708 




Exons 


20674. .20726, 22700. 


.22863, 

- 


25453. .25607 




Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57531 




Strand 


+ 




C-j- -a r-f- 
OldX L 






End 


30061 




Name 


OJ000150 01.0124.C33 


.06. gs 


Method 


GENSCAN 




Start 


26202 




End 


30061 




GI 


none 




Score 


.41 




Exons 


26202. .26442, 27305. 


.27442, 


27908. .28032, 29224 .. 29311 , 






30021. .30061 










Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57531 




Strand 


+ 




Start 


26202 




End 


30061 




Name 






Method 


AAT/GAP 




Start 


27808 




End 


28095 




GI 


427610 




Score 


409 




Exons 


27808. .28020, 28045. 


.28095 








GI- Descrip. 


5852172/emb|CAB55410 


.11 4.0e 


-11 (AL117265) zhb0002.1 [Oryza 




- sativa] . ' - 










Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 




R^9 




Strand 






Start ..>: : 


9940' 




End' 


12114 




Name 


OJ000150 01.0124.C33 


,o2.gs 


Method 


GENSCAN 




Start 


9940 




End 


12114 




GI ■ 


none 




Score 


.42 




Exons 


9940.. 10112, 12033.. 


12114 








Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


-C33 


Gene No. 


57533 




Strand 






Start 


13874 




End 


13953 




Name 


OJ000150 01.0124.C33 


. o2 . gp 


Method 


AAT/GAP 




Start 


13874 




End 


13953 




GI 


38012 1.R1084 




Score 


93 




Exons 


13874. .13953 










GI Descrip. 


• 4097947/gb | U72255 | OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene; complete cds V 




Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57534 




Strand 






O L. Cli. l_ 


14830 




End 


18595 




Name 


OJ000150 01.0124.C33 


,o4.gs 


Method 


GENSCAN 




Start 


14830 




End 


18595 




GI 


none . 




Score 


.92 




Exons 


14830. .15725, 15801. 


.16052, 


17395. .17571, 17718 17965, 






18513. .18595 










Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57535 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01.0124.C33 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


14560 




End 


15066 




GI 


none 




Score 


62 




Exons 


14560. .14604, 14671. 


.14751, 


14675. .14731,. 14683. .14742, 





14857. .14940, 14872 .. 14985, 14874 .. 14984 , 14961 .. 15047, 
14971.. 15066 



27709 




C /-> /-t Mo 
OcCJ. INO. 


£. 1 O O D 








. \-r J J 


Gene No. 


. 57535 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01.0124.C33. 


o2.ts 


Method 


TBLASTX ; Soybean 




Start 


14977 




End 


15195 




GI 


none 




Score 


222 




Exons 


14977. .15195,. 15102. . 


15194 








Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


flano Mo 


S7 R^R 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01.0124.C33. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


15153 




End 


15522 




GI 


none 




Score 


45 




Exons 


15153. .15194, 15154.. 


15195, 


15225. .15488, 15226 .. 154 89, 






15465. .15518, 15469.. 


15522 








Oc(|. IN t> • 


OTOO c 
Z / O O D 




Seq. ID 


OJ000150_01.0124 


. \^ j j 


Gene No. 


. ' .57535 . 




. Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 0i;0124.C33. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


15256 




End 


15636 




GI ' 


. none 




Score 


528 




Exons 


15256. .i5636, 15258.. 


15542 








oeq. no. 


Z / 0 O 0 




Seq. ID 


OJ000150_01.0124 


. vj j 


Gene No. 


57535 




Strand 






Start 


27917' 




End 


34826 




Name 


OJ000150 01.0124.C33. 


ol-.ts 


Method 


TBLASTX : Soybean 




Start 


15375 




End 


15630 




GI 


none 




Score 


339 




Exons 


15375. .15542, 15376.. 


15630, 


15580. .15618 




Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Pona Mo 
oclltr LNU • 


j / jjj 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01:0124. €33. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15408 




End 


15747 




GI 


none 




Score 


300 




Exons 


15408. .15542,- 15409. . 


15636, 


15640. .15696, 15642 .. 15680, 






15682. .15747 










Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Mo 


j / jjj 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01.0124.C33. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


15523 




End 


15885 




GI 


none 




Score 


133 




Exons 


15523. .15636, 15627.. 


15698, 


15640. .15741, 15813. .15884, 






15820. .15885 










Seq. No. 


27886 




Seq. ID 


OJ000150_01.0124 


.C33 


Gene No. 


57535 




Strand 






Start 


27917 




End 


34826 




Name 


OJ000150 01.0124.C33. 


o2 .np 


Method 


AAT/NAP 




Start 


27917 




End 


34826 





27710 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852172 :: . Score 
27917. .28077, 34741. .34826 
(AL117265) zhb0002.1 [Oryza sativa] 



156 



27886 
57535 
27917 

OJ000150_01 . 0124 . C33 . o7 . gs 

30344 

none 



Seq. ID OJ000150_01.0124.C33 
Strand 

End 34826 

Method GENS CAN 

End 34658' 

Score .74 



30344. .30474, 33392 .. 33502, 33632 33756, 33758 .. 34 111 , 
34525. .34658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27887 
57536 
1 

OJ000150_01 . 0124 . C34 . ol . np 
1 

4585901 

1..76, ( 154.. 346, 433.. 800 \. " , 

(AC007133) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_01.0124.C34 

Strand + 

End 1288 

Method AAT/NAP 

End 800 

Score 377 



Seq. ID OJ000150_01.0124.C34 

Strand + 

End 1288 

Method AAT/GAP 

End 34 9 

Score 38 6 



27887 
57536 
1 

OJ000150_01.0124.C34.ol.gp 
45 

uC-osflM202062allbl 
45. .76, 154. .349 

•5852172/emb | CAB55410.il 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 1 



Seq. No. 


27887 








Seq. ID 


OJ000150_01.0124 


.C34 


Gene No. 


57536 








Strand 


+ 




Start 


1 








End 


1288 




Name 


OJ000150 


01.0124.C34 


.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


147 








End 


539 




GI 


none * 








Score 


189 




Exons 


147. .347, 


148. .351, 


429, 


. .539, 


492. .539 






Seq. No. 


27887 








Seq. ID 


OJ000150_01-;0l24 


.C34 


Gene No. 


57536 








Strand 


+ 




Start 


1 








End 


1288 




Name 


OJ000150 


01.0124.C34 


.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


151 








End 


701 




GI 


none 








Score 


62 




Exons 


151. .243, 


229. .351, 


456, 


. .560, 


620. .700, 


627. .701 




Seq. No. 


27887 








Seq. ID 


OJ000150_01.0124 


.C34 


Gene No. 


57536 








Strand 


+ 




Start 


1 








End 


1288 




Name 


OJ000150 


01.0124.C34 


.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


151 








End 


590 




GI 


none 








Score 


143 




Exons 


151. .348, 


429. .467, 


462. 


. .590, 


492. .575, 


515. .586 




Seq. No. 


27887 








Seq. ID 


OJ000150_01.0124 


.C34 



27711 




Gene No. 


O / jjD 






Strand. 


x 

T 




Start 


1 






End 


1288 




Name 


OJ000150 


01.0124.C34.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


169 






End 


712 * 




GI 


none 






Score 


110 




Exons 


169. .348, 


456.. 704, 492 


. .707, 


515. .712 






Seq. No. 


27887 






Seq. ID 


OJ000150J31.0124 


.C34 




J / J jO 






Of r ariH 






Start 


1 






End 


1288 




Name 


OJ000150 


01.0124.C34.ol 


.gs 


Method 


GEN SCAN 




Start 


175 






End 


1025 




GI 


none 






Score 


.88 




Exons 


175. .346, 


433. .1025 










Seq. No. 


27887 






Seq. ID 


OJ000150_01.0124 


.C34 


taene no . 


j / jjD 






otraiiu 






Start 


1 






End 


1288 




Name 


OJ000150 


01.0124.C34.o2 


.gp 


Method 


AAT/GAP 




Start 


757 ..... 






End 


1288 . 




GI 


none 






Score 


980 




Exons 


757. .1288 












Seq. No. 


27888 






Seq. ID 


OJ000150_01.0124 


.C35 


Gene No . 


0 / JO / 






our ana 


x 

T 




Start 


398 






End 


616 




Name 


OJ000150 


01.0124.C35.ol 


.gs 


Method 


GENSCAN 




Start 


398 






End 


616 




GI 


none 






Score 


.44 




Exons 


398. .478, 


497. .616 










Seq. No. 


27889 . 






Seq. ID 


OJ000150_01.0124 


.C36 


bene ino . 


J / J JO 






Strand 


x 

I 




Start 


630 






End 


1768 




Name 


OJ000150 


01.0124.C36.ol 


.gs 


Method 


GENSCAN 




Start 


630 






End 


1768 




GI 


none 






Score 


.72 




Exons 


630. .756, 


1345. .1430, 1496. .1768 






Seq. No. 


27890 






Seq. ID 


OJ000150JD1.0124 


-C39 


Gene No. 


57539 






Strand 






O L. Ct J. L. 


1 






End 


1012 




Name 


OJ000150 


01.0124.C39.ol 


,np 


Method 


AAT/NAP 




Start 


1 






End 


1012 




GI 


1869928 






Score 


178 




Exons 


1..251, 341. .418, 967.. 


1012 








GI Descrip. 


(X80068) 


blz-1 protein 


[Hordeum vulgar e] 




Seq. No. 


27890 






Seq. ID 


OJ000150_01.0124 


-C39 


bene wo. 


57539 






Strand 






Start 


1 






End 


1012 




Name 


OJ000150 


01.0124.C39.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


123 






End 


419 




GI 


none 






Score 


116 




Exons 


123. .254, 


123.. 254, 337 


. .417, 


339. .419, 


340. .417 




Seq. No. 


27890 






Seq. ID 


OJ000150_01.0124 


.C39 



27712 



bene lno. 


J / J J 3 




Start 


1 




Name" 


OJ000150 


01. 


Start 


126 




GI 


none 




Exons 


126. .251, 


34 


Seq. No. 


27891 




bene lnu. 


^7 S4 0 




Start 


63 




Name 


OJ000150 


01. 


Start 


63 




GI 


none 




Exons 


63. .159; 


394 


Seq. No. 


27892 




vac lie v*\J • 






Start 


88 




Name 


OJ000150 


01. 


Start 


88 




GI 


none 




Exons . 


88. .216 




Seq. No. 


27893 




oene lnu. 


R7 9 




Start 


532 




Name 


OJ000150 


01.' 


Start 


532 




GI 


none 




Exons 


532. .633 




Seq. No. 


27894 




uene \S\J • 


57543 




Start 


229 




Name 


OJ000150 


Ol.i 


Start 


229 






none 




Exons 


229.. 1093 


Seq. No. 


27895 






57544 




Start ■ 


1 




Name 


OJ000150 


Ol.i 


Start 


1 




GI 


4878293 




Exons 


1. .53 




Seq. No. 


27895 




OCllc LNU • 


57545 




Start 


8 




Name 


OJ000150 


01.1 


Start 


8 




GI 


none 




Exons 


8. .253 




Seq. No. 


27895 




Gene No. 


57546 





Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



1012 . 
GENSCAN 
945 
.87 



OJ000150_01.0124.C40 
+ 

685 

GENSCAN 

685 

.83 



OJ000150_01.0124.C41 
216 

GENSCAN 
.216 
. 4"4 



OJ00015p_01.0124.C42 
633 

GENSCAN 

633 

.92 



OJ000150_01.0124 .C48 

1093 
GENSCAN 
1093 
.66 



OJ000150_01.0124.C51 
53 

AAT/GAP 

53 

106 



OJ000150_01.0124.C51 
253 

GENSCAN 

253 

.87 



OJ000150 01.0124.C51 



27713 




Start 


1142 


End . 


1790 




OJ000150 01.0124.C51.o2.gp 


Method 


AAT/GAP 


Start 


1142 


End 


1674 


GI 


7606 1.R1084 


Score 


1012 


Exons 


1142. .1674 






GI Descrip. 


M887131/gb|AAD32206.1|AF134732 1 1 . 0e- 


-141 (AF134732) 60S 




ribosomal protein LI [Prunus 


armeniaca] 1 


Seq. No. 


27895 


Seq. ID 


OJ000150_01.0124.C51 


Gene No.. 


57546 


Strand 




Start 


1142 


End 


1790 


Name 


OJ000150 01.0124.C51.ol.np 


Method 


AAT/NAP 


Start 


1565 


End 


1790 


GI 


4887131 


Score 


133 . 


Exons 


1565. .1677, 1751. .1790 






GI Descrip. 


(AF134732) 60S ribosomal protein LI [Prunus armeniaca] 


Seq. No. 


27896 


Seq. ID 


OJ000150_01.0124.C53 


fipnp No 


57547 


Strand 


+ 


■Start ... . 


489 - 


• End 


553 . 


Name 


OJ000150 01.0124.C53.ol.gs . 


Method 


GENSCAN 


Start 


489 


End 


553 


GI 


none 


Score 


.59 


Exons 


489.. 553 


s 




Seq. No. 


27897 


Seq. ID 


OJ000150_01.0124.C54 


Gene No. 


57548 


Strand 




Start 


1 


End 


424 


lx O.HIC 


OJ0.00150 01.0124.C54.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


424 


GI 


6466937 


Score 


479 


Exons 


1. .424 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


27897 


Seq. ID 


OJ000150_01.0124.C54 


Gpnp Mo 


57548 * w 


Strand 




Start ' 


1 


'End 


424 


Name 


OJ000150 01.0124.C54.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


390 


GI 


none 


Score 


161 


Exons 


1..390, 1..153, 3. .389 






Seq. No. 


27897 


Seq. ID 


OJ000150_01.0124 .C54 




.57548 


Strand 




Start 


1 


End 


424 


Name 


OJ000150 01.0124.C54.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


413 


GI 


none 


Score 


113 


Exons 


3. .296, 3. .413, 16. .336 






Seq. No. 


27897 . 


Seq. ID 


OJ000150_01.0124 .C54 


Gene No. 


57548 


Strand 




Start 


1 


End 


424 


Name 


OJ000150 01.0124.C54.ol.gs 


Method 


GENSCAN 


Start 


54 


End 


347 


GI 


none 


Score 


.75 



27714 




Exons 


54. .347 












Seq. No. 


27897 






Seq. ID 


OJ0.00150_01.0124 


.C54 


Gene No . 


C7 C / Q 






Strand 






Start 


1 






End 


424 




Name 


OJ000150 01.0124.C54 


.01 


,ts 


Method 


TBLASTX : Soybean 




Start 


90 






End 


404 




GI 


none 






Score 


220 




Exons 


90. .404 












Seq. No. 


27898 






Seq. ID 


OJ000150_01.0124 


.C58 


bene jno. 


D 1 D fi J 






otianci 


i 




Start 


202 






End 


532 




Name 


OJ000150 01.0124.C58 


.ol 


.gs 


Method 


GEN SCAN 




Start 


202 






End 


532 




GI 


none 






Score 


.57 




Exons 


202.. 317, 391.. 532 












Seq. No. 


27898 






Seq. ID 


OJ000150_01.0124 


.C58 


Gene No. . 


57550 






Strand 






Start 


1 






End 


629 




Name 




.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


629 




GI 


6466937- 






Score 


353 




Exons 


1..629 












GI Descrip. 


(AC011621) putative 


retroelement pol polyprotein [Arabidopsis 




thaliana] 












Seq. No. 


27898 






Seq. ID 


OJ000150_01.0124 


.C58 


Gene No . 


0 / oou 






Strand 






Start 


1 






End 


629 




Name 


OJ000150 01.0124.C58 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


77 






End 


525 




GI 


none 






Score 


155 




Exons 


77. .460, 79. .525 












Seq. No. 


27898 






Seq. ID 


OJ000150_01.0124 


.C58 


bene no. 


CTCCft 

J / jjU 






Strand 






Start 


1 






• End 


629 




Name 


OJ000150 01.0124.C58 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


193 






End 


546 




GI. 


none 






Score 


231 




Exons 


193. .546 












Seq. No. 


27899 






Seq. ID 


OJ000150_01.0124 


.C60 


Gene No. 


57551 






Strand 


+ 






i 
± 






End 


120 




Name 


OJ000150 01.0124.C60 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


120 




GI 


728630 






Score 


114 




Exons 


1..120 












GI Descrip. 


(X85103) orf [Oryza 


sativa] 








Seq. No. 


27900 






Seq. ID 


OJ000150_01.0124 


.C66 


Gene No. 


57552 






Strand 


+ 




Start 


472 






End 


618 




Name 


OJ000150 01.0124.C66 


.ol 


.gs 


Method 


GENSCAN 





27715 




Start 


472 


End 


618 


GI 


none 


Score 


. 62 


Exons 


472.. 618 






Seq. No. 


27901 


Seq. ID 


OJ000150_01.0124.C67 


Gene No. 


57553 


Strand 


+ 


Of -5 r-4- 

otaiL 


i 


PnH 


ft 1 1 

O -L X 


Name 


OJ000150 01-0124. C67.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


811 


GI 


2828710 


Score 


51 


Exons 


1..31, 330. .422, 690. .811 






GI Descrip. 


(AF043642)' matrin cyclophilin 


[Rattus 


norvegicus] 


Seq. No. 


27901 


Seq. ID 


OJ000150_01.0124.C67 


Gene No . 


c -7 ceo . 


Strand 


1 


Start 


1 


End 


811 


Name 


OJ000150 01.0124.C67.ol.gs 


Method 


GENSCAN 


Start 


390 


End 


422 


GI 


none 


Score 


.73 


Exons 

• 


390. .422 




.. 


Seq. No. 


• - 

27902 


Seq. ID 


OJ000150_01.0124.C68 


Gene No. 


57554 


Strand 




btart 


83 


End 




Name 


OJ000150 01.0124.C68.ol.tm 


Method 


TBLASTX: Maize 


Start 


82 


End 


552 


GI 


none 


Score 


80 


Exons 


82. .144, 83. .136, 233. .445, 238. .438, 


239. .439, 279. .467, 




443. .493, 446. .496, 473.-547, 


490. .552 




Seq. No. 


27902 


Seq. ID 


OJ000150_01 . 0124 .C68 


Gene No . 


57554 


Strand 




Start 


83 


End 


552 


Name 


OJ000150 01.0124.C68.ol.gp 


Method 


AAT/GAP 


Start 


83 


End 


270 


GI 


287063 


Score 


153 


Exons 


83.. 161, 242.. 270 






Seq. No. 


27902 


Seq. ID 


OJ000150_01.0124.C68 


Gene No . 


57554 


Strand 




Start . 


83 


End 


552 


Name 


OJ000150 01.0124.C68.ol.ts 


Method 


TBLASTX: Soybean 


Start 


103 


End 


435 




none 


Score 


70 


Exons 


103. .147, 253.;435, 255. .362, 


295. .402 




Seq. No. 


27903 


Seq. ID 


OJ000150_01.0124.C69 


Gene No. 


57555 


Strand 




Start 


247 


End 


491 


Name 


OJ000150 01.0124.C69.ol.gs 


Method 


GENSCAN 


Start 


247 


End 


491 


GI 


none 


Score 


.82 


Exons 


247. .491 






Seq. No. 


27904 


Seq. ID 


OJ000150_01.0124.C71 


Gene No. 


57556 • 


Strand 


+ 


Start 


232 


End 


344 



27716 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_01 . 0124 . C71 . ol . gp Method AAT/GAP 
232 End 344 

777_1.R1084 Score 104 

232. .344 

, 5042444/gb|AAD38281.1|AC007789_7 3.0e-41 (AC007789) putative 
low molecular, early light-inducible protein [Oryza sativa] ' 



27905 v>'- Seq. ID 

57557 Strand 

299 End 
OJ000150_01 . 0124 . C72 . ol . gs Method 

299 End 

none Score 
299. .435 



OJ000150_01.0124 .C72 
+ 

435 

GEN SCAN 

435 

.66 



Seq. No. 27906 

Gene No. 57558 

Start 516 

Name OJ000150_01 . 0124 . C74 . ol ■ 

Start 513 

GI none 

Exons 513.. 665, 531.. 668, 827. 

1280.. 1438, 1280.. 1438, 



Seq. ID OJ000150_01.0124.C74 

Strand + 

End 1612 
tm • Method TBLASTX: Maize 

End 1440 

Score 230 
.892, 828. .980, 828. .980, 829. .1005, 
1281. .1439, 1282. .1440 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



27906 Seq. ID 

57558 Strand 
516 End 
OJ000150_01 . 0124 . C74 . ol . gp Method 
516 End 
uC-osflM202020b08bl Score 
516. .665, 829. .978 

, 2497541/sp|Q40545|KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 1 



OJ000150_01.0124.C74 

+ • 

1612 

AAT/GAP 

978 

464 



27906 Seq. ID 

57558 Strand 

516 End 
OJ000150 J)l . 0124 . C74 . ol . gs. Method 

534 End 

none Score 

534. .665, 829. .978, 1283. .1438 



OJ000150_01.0124.C74 
+ 

1612 
GEN SCAN 
1438 
.75 



Seq. ID 

Strand 

End 

Method 

End 

Score 



27906 
57558 
516 

OJ000150_01.0124.C74.ol.np 
534 

2225877 

534. .665, 829. .978, 1283. .1612 

(AB002406) TIP49 [Rattus norvegicus] gi 14106528 (AF100694) 
Pontin52 [Mus musculus] gi | 4521276 | dbj I BAA76313 . 1 1 (AB001581) 
DNA helicase p50 [Rattus norvegicus] 



OJ000150_01.0124, 
+ 

1612 
AAT/NAP 
1612 
521 



C74 



27906 
57558 
516 



Seq. ID OJ000150_01.0124.C74 
Strand + 
End 1612 



27717 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 
Gene. No. 
Start 
■ Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000150_01 . 0124 . C74 . ol . ts Method TBLASTX: Soybean 

603 End 1005 

none Score 112 

603. .671, 829. .852, 843.-977, 847. .1005, 855. .977 



27907 
57559 
1 

OJ000150_01.0124.C75.ol.np 



OJ000150_01.0124.C75 
+ 



,1963, 



Seq. ID 
Strand 
End 

Method 

1 End 
4506753 Score 
1..215, 520. .675, 1315. .1449, 
2092.. 2187, 2265.-2357, 2578. 
TATA binding protein interacting protein 4 9 kDa 
gi|3132308|dbj |BAA28169| (AB012122) TIP49 [Homo sapiens] 
gi 1 3243035 (AF070735) RuvB-like protein RUVBL1 [Homo sapiens] 
gi|3892584 | emb | CAA08986 | (AJ010058) Nuclear matrix protein 
NMP238 [Homo sapiens] gi 1 4151525 (AF099084) Pontin52 [Homo 
sapiens] gi | 5327000 | emb | CAB46271 . 1 | (Y18418) erythrocyte 
cytosolic protein of 54 kDa, 



6629 
AAT/NAP 
2885 
941 

1560. .1625, 1850. 
.2646, 2799.-2885 



27907 Seq. ID 

57559 Strand 
1 End 
OJ000150_01. 0124.C75.ol.gp Method 
64 End 
uC-osflM202020b08bl Score 
64. .215 

' 2497541/sp | Q40545 | KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] ' 



OJ000150_01.0124.C75 
+ 

6629 • 
• AAT/GAP 
215 
237 



27907 
57559 
1 

OJ000150_01.0124-C75.ol.gs 
486 



none 
486. , 
2265, 
6169, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

675, 1315. .1449, 1560. .1625, 1850. .1956, 2058. .2187, 
.2357, 2612. .2646, 2799. .2947, 3456. .3586, 4015. .4200, 
.6292, 6400.. 6629 



OJ000150_01.0124.C75 
+ 

6629 
GENS CAN. 
6629 
.58 



27907 
57560 
5229 

OJ000150_01.0124.C75.ol.tm 
64 

none 



Seq. ID OJ000150_01.0124.C75 
Strand 

End 5443 

Method TBLASTX: Maize 

End 1933 

Score 242 



64. .129, 65. .217, 66. .242, 517. .675, 517. .675, 518. .676, 
519. .677, 1308. .14.51, 1309. .1452, 1548. .1625, 1558. .1626, 
1559. .1627, 1560. .1628, 1816. .1932, 1847. .1933, 1847. .1933 



27907 Seq. ID 

57560 Strand 

5229 End 

OJ000150_01 . 0124 . C75 . o2 . ts Method 

66 End 



OJ000150_01.0124.C75 
5443 

TBLASTX : Soybean 
242 



27718 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons : 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
66. .89, 80. .214, 84 . .242, 92. .214 



39 



OJ000150 01.0124.C75 



27907 Seq. ID 

57560 Strand 
5229 End 
OJ000150_01.0124.C75.ol.ts Method 
1372 ' End 
none Score 

1372. .1452, 1374. .1457, 1377. .1457, 1548. .1625, 1559. .1627, 

1560.. 1628, 1816.. 1965, 1847.. 1963, 2064.. 2195, 2085.. 2189, 

2086.. 2190, 2261.. 2317, 2262.. 2318 



5443 

TBLASTX : Soybean 

2318 

128 



27907 
57560 
5229 

OJ000150_01.0124.C75.ol.tw 
2130 



Seq. ID OJ000150_01.0124.C75 
Strand 

5443 

TBLASTX: Wheat 
2890 
79 



End 

Method 
End 

none Score 
2130.. 2186, 2131.. 2190, 2259.. 2351, 2263.. 2352, 2264.. 2353, 
2264.. 2353, 2565.. 2669, 2569.. 2658; 2796.. 2888, 2797.. 2889, 
2798. .2890, 2813. ,2890 v - 

27907 Seq. ID OJ000150JD1 . 0124 . C75 

57560 Strand 

5229 End 5443 

OJ000150_01 . 0124 . C75 . o2 . gp Method AAT/GAP 

5229 End 5443 

LIB3477-003-P1-K1-E9 . Score - 121 

5229. .5249, 5342. .5443 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



27908 Seq. ID 

57561 Strand 

120 End 
OJ000150_01 . 0124 . C77 . ol . gs Method 

120. End 

none Score 
120. .497 



OJ000150_01 . 0124 . C77 
+ 

497 

GENSCAN 

497 

.85 



Seq. No. 27909 Seq. ID 

Gene No. 57562 Strand 

Start 263 End 
Name * OJ000150_01.0124 .C78.ol.gs Method 

Start 263 End 

GI none Score 

Exons 263. . 435 



OJ000150_01 . 0124 . C78 
435 

GENSCAN 

435 

.81 



Seq. No. 27910 Seq. ID 

Gene No. 57563 Strand - 

Start 66 End 

Name 0 JO 0 0 1 5 0_0 1.0124.C79.ol.np Met hod 

Start 66 End 

GI 1279366 Score 

Exons 66.. 128, 399*.. 424, 513.. 610 



OJ000150_01 . 0124 . C79 
+ 

610 

AAT/NAP 

610 

75 



27719 



GI Descrip. (X97255) cyclophilin [Digitalis lanata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27911 
57564 
1 

OJ000150_01.0124 .C80.ol.np 
1 

4049344 
1..156, 622. .647 

(AL034567) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000150_01.0124.C80 
Strand 

End 647 

Method AAT/NAP . 

End 647 

Score 93 



27911 
57564 
1 

OJ000150_01.0124 .C80.ol.tm 
1 

none 



Seq. ID OJ000150_01.0124.C80 
Strand 

End 647 

Method TBLASTX : Mai ze 

End 160 

Score 170 



1..30, 18. .155, 34. .156, 35. .160, 37. .156 



Seq. No. 27911 

Gene No. 57564 

Start 1 

Name OJ000150_01 . 0124 . C80 . ol . gs 

Start 44 

GI none 

Exons 4 4.. 122 



Seq. ID OJ000150_01.0124 ? C80 

Strand 

End 647 

Method GEN SCAN 

End 122 

Score' . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27912 
57565 
162 

OJ000150_01 . 0124 . C81 . ol . np 
162 

6630695 
162. .366, 699. .741 

(AP000969) ESTs C97 915 (C0113) , C26087 (C11614 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000150_01.0124.C81 

Strand 

End 741 

Method AAT/NAP 

End 741 

Score 62 



27912 
57565 
162 

OJ000150_01.0124.C81.ol.gs 

166 

none 

166.. 366, 699.. 710 



Seq. ID OJ000150_01.0124.C81 

Strand 

End 741 

Method GENSCAN 

End 710 

Score .66 



Seq. No. 27912 

Gene No. 57565 

Start 162 

Name OJ000150_01 . 0124 . C81 .ol . gp 

Start 275 

GI uC-osflm202102f05bl 

Exons 275.. 366, 699.. 741 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ000150_01.0124.C81 
Strand 

741 

AAT/GAP 
741 
204 



End 

Method 

End 

Score 



Seq. No. 



27913 



Seq. ID OJ000150_01.0124.C89 



27720 



Gene No. 57566 Strand 

Start 1 End 

Name OJ000150_01 . 0124 . C89 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .11 



11 

AAT/GAP 

77 

150 



Seq. No. 

Gene No-* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27914 
57567 
1 

OJ000150_01.0124.C92.ol.np 
1 

4309741 
1. .24, 466.-722 

(AC006439) hypothetical protein [Arabidopsis thaliana] 



Seq. ID -OJ000150_01.0124.C92 
Strand + " 
722 

AAT/NAP . 
722 
90 



End . 
Method 
End 
Score 



27914 
57567 
1 

OJ000150_01.0124 .C92.ol;gs 

542' 
none 

542. .642 



Seq. ID OJ000150_01.0124.C92 

Strand + 

End 722 

Method GENSCAN 

End- 642 

Score .86 



Seq. No. 27915 
Gene No. 57568 
Start 1 

Name OJ000150_01 . 0124 .C98 . ol . gp 

Start 1 
GI 427371 
Exons 1..378 

GI Descrip. 249754 1/sp I Q4 0545 | KPYA_TOBAC 8.0e-45 PYRUVATE KINASE ISOZYME A, 
CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222_ (Z28373) pyruvate 
kinase; plastid isozyme [Nicotiana tabacum] 



Seq. ID OJ000150_01.0124.C98 
Strand + 

378 

AAT/GAP 
378 
667 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



27915 
57568 
1 

OJ000150_01.0124.C98.ol-.ts 

1 

none 



Seq. ID OJ000150_01.0124.C98 
Strand + 
End -378 

Method TBLASTX : Soybean 
End 279 
Score 61 



1..93, 1..150, 2. .151, 153. .278, 153. .278, 154. .279 



27915 
57568 

1 ' 

OJ000150_01.0124.C98.ol.np 
1 

169705 
1..273 

(M64737) ATP:pyruvate phosphotransferase [Ricinus communis] 



Seq. ID OJ000150_01.0124.C98 

Strand + 

End 378 

Method AAT/NAP 

End 273 

Score 393 



27915 
57568 
1 

OJ000150_01.0124.C98.ol.tc 
1 



Seq. ID OJ000150_01.0124.C98 

Strand + 

End 378 

Method TBLASTX: Cress 

End 282 



27721 




GI 


none 




Score 


252 




Exons 


1..150, 2. .151, 151. 


.273, 153 


..269, 153. .281, 154. .282 




Seq. No. 


27915 




Q&n TO 


OJ000150 01 0124 


.C98 


Gene No. 


0 /ODO 




qui. dim. 






Start 


1 




FnH 

Hi 11 (J. 






Name 


OJ000150 01.0124.C98 


.ol.tm 


rue liiuu 


x. o Lino i £\. . nai&c 




Start 


1 




FnH 


297 




GI 


none 






254' 

*C »J *4 




Exons 


1..150, 2. .151, 23.. 


151, 152. 


.202, 153. 


.278, 153. .275, 


154. 


Seq. No. 


27915 




OCI^i J. J-/ 


OJ000150 01 0124 


.C98 


bene wo. 


0 / DOO 




J Ll dl IvJ. 


+ 




Start 


1 




FnH 


^78 




Name 


OJ000150 01.0124.C98 


.ol.gs 


11C UllUU 






Start 


26 




FnH 

HillU 


?7 fi 




GI 


none 






. 67 




Exons 


26. .91, 142. .276 










Seq-. No. 


27916 




Seq. ID 


OJ000150_01.0124 


.C99 


Gene No. 


57569 




Strand 


+ 




Otal L 


1 




End 


646 




Name 


OJ000150 01.0124.C99 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


646 




GI 


5902445 




Score . 


1047 




Exons 


1..646 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


27916 




Seq. ID 


OJ000150_01.0124 


.C99 


bene no. 


57569 




Strand 


+ 




Start 


1 




End 


646 




Name 


OJ000150 01.0124.C99 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


28 




End 


442 




GI 


none 




Score 


461 




Exons 


28. .441, 29. .442 










Seq. No. 


27916 




Seq. ID 


OJ000150_01.0124 


.C99 


Gene No . 


57569 




Strand 


+ 




Start . " 


1 




End 


646 




Name - 


/•OJ000150 01.0124.C99 


. ol . gs 


Method 


GENSCAN 




Start 


152 




End 


517 




GI 


none 




Score 


.59 




Exons 


152. .517 










Seq. No. , , 


27916 




Seq. ID 


OJ000150JD1.0124 


.C99 


uene wo . 


57569 




Strand 


+ 




Start 


1 




End 


646 




Name 


OJ000150 01.0124.C99 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


182 




End 


565 




GI 


none 




Score 


338 




Exons 


182. .565, 286. .564 










Seq. No. 


27916 




Seq. ID 


OJ000150_01.0124 


.C99 


Gene No. 


57569 




Strand 


+ 




Start 


1 




End 


646 




Name 


OJ000150 01.0124.C99 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


317 




End 


646 





27722 




GI 


none 


Score 


291 








Exons 


317. .646, 334. .477, 514. .645 












Seq. No. 


27916 


Seq. ID 


OJ000150_ 


01 


.0124 


.C99 


(?ono Mo 


*J 1 *J U J 




+ 








Start 


1 


End 


646 








Name 


OJ000150 01.0124.C99.o2.tw 


Method 


TBLASTX: Wheat 




Start 


446 ' 


End 


646 








GI 


none 


Score 


209 








Exons 


446. .646, 4.48. .645 












Seq. No. 


27917 


Seq. ID 


OJ000150 


_01 


.0124 


-C100 


Gene No. 


57570 


Strand 


+ 








Start 


1 


End 


150 








Name 


OJ000150 01.0124.C100.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


150 








GI 


5902445 


Score 


273 








Exons 


1. .150 












GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 








Seq. No. 


27917 


Cpn TP) 


vU U UU J. J u 


01 


.0124 


.C100 


npno Mo 


57571 


OfranH 

j Li dii^J. 










Start 


71 


End 


153 








Name 


OJ000150 01.0124.C100.ol.gs 


Mot" KaH 


O £j IN O v-z^iLN 








Start 


71 


LjLUJL. 


J. «J J 








GI 


none 




78 








Exons 


71. .153 












Seq. No. 


27918 


Seq. ID 


o.toooi so 


_01 


.0124 


.C103 


f^OTIO Mo 




Strand 


-l_ 








Start 


663 


End 


1 007 








Name 


OJ000150 01.0124.C103.ol.gs 


Method 


GENS CAN 








Start 


663 


End 


1007 








GI 


none 


Score 


.95 








Exons 


663. .1007 












Seq. No. 


27919 


Seq. ID 


OJ000150_ 


01 


.0124 


.C104 


f^o n o Mo 


R 7 R 7 ^ 


Strand 


+ 








Start 


775 


End 


887 








Name 


OJ000150 01.0124.C104.ol.gs 


Method 


GEN SCAN 








Start 


775 


End 


887 








GI 


none 


. Score 


. 6 








Exons 


775. .887 












Seq. No. 


27919 


Seq. ID 


OJ000150_ 


01 


. 0124 


.C104 


Gene No. 


57574 


Strand 










Start 


3562 


End 


5570 








Name 


OJ000150 01.0124.C104.o2.np 


Method 


AAT/NAP 








Start 


2522 


End 


5570 








GI 


4680182 


Score 


202 








Exons 


2522.. 2608, 5028.. 5570 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


27919 


Seq. ID 


OJ000150_ 


01 


.0124 


.C104 


Gene No. 


57574 


Strand 










Start 


3562 


End 


5570 








Name 


OJ000150 01.0124.C104.o2.gs 


Method 


GENSCAN 









27723 




Start 


3562 




• End 


5564 




GI 


none 




Score 


.91 




Exons 


3562. .3753, 


3759. .5564 








Seq. No. 


27919 




Seq. ID 


OJ000150_01.0124 


.C104 


Gene No. 


57574 




Strand 






Start 


3562 




End 


5570 




Name 


OJ000150 01 


.0124.C104.ol.np 


. Method 


AAT/NAP 




Start 


4588 




End 


4820 




GI 


. 2832636 




Score 


130 




Exons 


4588. .4820 










GI Descrip. 


(AL021711) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27919 






UJUUUIjU UX.U-LZ.fi 


.C104 




57575 










Start 


9554 






1917 4 
j. z. j. / 1 




Name 


OJ000150 01 


HI OA PI C\A r>1 i-m 
.UlZ4t.^lU4i.01. LIU 


Me unoa 


i Diji-io i a . rial ze 




Start 


5049 




End 


5492 




GI 


none 




Score 


151 




Exons 


5049. .5324, 


^flR^ t;*37n 


.5492 






Seq. No. 


27919 




Seq. ID 


OJ000150_01.0124 


.C104 




57575 




Strand 






Start 


9554 




End 


12174 




Name 


OJ000150 01 


.u±z4.^xu^.oi.rs 


Method 


TBLASTX : Soybean 




Start 


5229 




End 


5531 




GI 


none 




Score 


128 




Exons 


5229. .5312, 


5367. .5531 








Seq. No. 


27919 




Seq. ID 


OJ000150_01.0124 


.C104 




-J / .J / -J 




Strand 






Start 


9554 




End 


12174 




Name 


OJ000150 01 


.0124.C104.o4.gs 


Method 


GENSCAN 




Start 


9554 




End 


12174 




GI 


none 




Score 


.6 




Exons 


9554. .9740, 


9793.. 9863, 9905. 


.9998, 10605. .10719, 12018 


. .12174 


Seq. No. 


27920 




Seq. ID 


OJ000150_01.0124 


.C106 


Gene No. 


57576 




Strand 


+ 




Start 


895 




End 


2152 




Name 


OJ000150 01 


.0124.C106.ol.np 


Method 


AAT/NAP 




Start 


895 




End 


2152 




GI 


6498424 




Score 


110 




Exons 


895. .1071, 


2129. .2152 








GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


• 27921 




Seq. ID 


OJ000150_01.0124 


.C107 


Gene No. 


57577 




Strand 


+ 




Start 


1 




End 


5402 




Name 


OJ000150 01 


.0124.C107.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5360 




GI 


6466937 




Score 


2206 




Exoris 


1..77, 947. 


.1083, 1173.. 5360 








GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


27921 




Seq. ID 


OJ000150_01.0124 


.C107 



27724 



Gene No. 57577 Strand 

Start 1 End 

Name OJ000150_01 . 0124 .C107 . ol .gs . Method 

Start 278 End 

GI none Score 

Exons 278.. 305, 778.. 4334, 4344. .5402 



+ 

5402 
GEN SCAN 
5402 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



27921 
57578 
6660 

OJ000150_01.0124.C107.o2.np 
6140 
6630695 
6140. .6231, 
6942. .7017, 
8968. .9023, 



,6417-, 6499. 
,7550, 8101. 
,9199, 9422. 



6315 
7350 
9111 

(AP000969) ESTs C97915 (C0113) 
region of the predicted gene, 
sativa] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6557, 
.8195, 
.9465, 



OJ000150_01.0124.C107 
+ 



10018 . 
AAT/NAP 
10018 
628 

6647. .6704, 6787. .6836, 
8300. .8378, 8460. .8556, 
9909. .10018 
C26087 (C11614) correspond to 
hypothetical protein [Oryza 



O C q • • LN U • 


97Q01 




Seq. ID 


OJ000150_01.0124.C107 


Gene No. 


57578 




Strand 


+ 


Start 


6660 




End 


10018 


Name 


OJ000150 01.0124.C107.ol 


.gp 


Method 


AAT/GAP 


Start - 


6181 




End 


- 7441 


GI 


uC-osflm202102f05bl 




• Score 


796 


Exons 


6181.. 6231, 6315.. 6417, 


6499 


..6552, 6642. .6704, 6787. .6836, 




6942. .7017, 7350. .7441 














11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


27921 




Seq. ID 


OJ000150_01.0124.C107 


Gene No. 


57578 




Strand 


+ 


Start 


6660 




End 


10018 


Name 


OJ000150 01.0124.C107.o2 


.gs 


Method 


GENS CAN 


Start 


6660 




End 


9144 


GI 


none 




Score 


.75 


Exons 


6660.. 6704, 6942.. 7017, 


8293 


..8378, 8979.. 9023;, 9085.. 9144 


Seq. No. 


27921 




Seq. ID 


OJ000150_01.0124.C107 


Gene No. 


57579 




Strand 


+ 


Start 


10155 




End 


10550 


Name 


OJ000150 01.0124.C107.o2 


.gp 


Method 


AAT/GAP 


Start 


10155 




End 


10550 


GI . 


none 




Score 


776 


Exons 


10155.. 10550 








Seq. No. 


27921 




Seq. ID 


OJ000150_01.0124.C107 


Gene No. 


57580 




Strand 




Start 


12135 




End 


16449 


Name 


OJ000150 01.0124.C107.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


1156 




End 


1430 


GI' 


none 




Score 


75 


Exons 


1156. .1407, 1194. .1430, 


1196 


. .1429 




Seq. No. 


27921 




Seq. ID 


OJ000150_01.0124.C107 


Gene No. 


57580 




Strand 





27725 




Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O7 


. tm 


Method 


TBLASTX: Maize 




Start 


1788 








End 


2015 




GI 


none 








Score 


252 




Exons 


1788. .2015, 


1886. 


.2014 










Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 




57580 








St rand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2523 








End 


3005 




GI 


none 








Score 


387 




Exons 


2523. .3005, 


2627. 


.2947, 


2667. 


.2972 






Seq. No. 


27921 








Seq. ID 


OJ000150JD1.0124 


.C107 


OC11C LNW . 


57580 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2559 








End 


2873 




GI 


none 








Score 


220 




Exons 


2559. .2873 














Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 




57580 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O1 


.tm 


Method 


TBLASTX: Maize 




Start 


2573 








End 


3059 




GI 


none 








Score 


501 




Exons 


2573. .3040, 


2574. 


.3059 










Seq. No. 


27921 








Seq. ID 


OJ000150JD1.0124 


.C107 


\J C11C LNU • 


57580 








St* rand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O1 


.ts 


Method 


TBLASTX: Soybean 




Start 


2970 








End 


3332 




GI 


none 








Score 


342 




Exons 


2970. .3332 














Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 




57580 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O3 


.tw 


Method 


TBLASTX: Wheat 




Start 


3054 








End 


3452 




GI 


none 








Score 


263 




Exons 


3054. .3332, 


3318. 


.3452 










Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


V3C11C Vi^J • 


57580 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O2 


.tm 


Method 


TBLASTX: Maize 




Start 


3078 








End 


3602 




GI 


none 








Score 


267 




Exons 


3078. .3329, 


3275. 


.3337, 


3318. 


.3602, 3395.. 3511 




Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


Gene No. 


57580 








Strand 






Start 


12135 








End 


16449 





27726 




Name 


OJ000150 01 


.0124. 


C107.O4 


.ts 


Method 


TBLASTX : Soybean 




Start 


3387 








End 


3608 




GI 


none 








Score 


204 




Exons 


3387. .3608, 


3389. 


.3511 










Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


bene jno . 


0 / DoU 








ot.ra.na 






Start 


• 12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3453 








End 


3779 




GI 


none 








Score 


193 




Exons 


3453.-3779 














Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


-C107 


bene lno • 


J / jOU 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O8 


. tm 


Method 


TBLASTX: Maize 




Start 


3654 








End 


3950 




GI 


none 








Score 


184 




Exons 


3654. .3803, 


3659. 


.3757, 


3684. 


.3803, 3801.. 3950, 3818.. 3943 


Seq. No. 


27921 














bene ino . 


J / JOU 








o Li all (a 






Start 


12135 








FnH 


1 ft A A Q ' : * • • 




Name 


OJ000150 01 


.0124. 


C107.O5 


.ts 


A A /-\ ^ Vi 
l v ie UMIOU 






Start 


4097 








End 


4430 




GI 


none 








Score 


200 




Exons 


4097. .4339, 


4200. 


.4430 










Seq. No. 


27921 








Seq. ID 


OJ000150JD1.0124 




bene wo . 


CTCOA 
J / JOU 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O3 


. tm 


Method 


TBLASTX: Maize 




Start 


4200 








End 


4658 




GI 


none 








Score 


432 




Exons 


4200. .4658, 


4217. 


.4609 










Seq.' No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


bene ino • 


CTCOfl 

O / jOU 








Strand 






Start ■ 


12135 








End 


16449 




Name .. 


OJ000150 01 


.0124. 


C107.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4278 








End 


4859 




GI 


none 








Score 


260 




Exons 


4278. .4661, 


4298. 


.4498, 


4731. 


.4859 






Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


bene ino • 


O / jOU 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


4949 








End 


5316 




GI 


none 








Score 


334 




Exons 


4949. .5197, 


4950. 


.5285, 


5174. 


.5314, 5212. .5316 




Seq. No. 


27921 








Seq. ID 


OJ000150_01.0124 


.C107 


Gene No. 


57580 








Strand 






Start 


12135 








End 


16449 




Name 


OJ000150 01 


.0124. 


C107.O2 


.ts 


Method 


TBLASTX : Soybean' 





27727 



Start 
GI 

Exons 



5931 End 8390 

none Score 62 

5931. .5993, 6122. .6223, 6124. .6222, 6316. .6417, 6324. .6410, 

6495. .6557, 6499. .6573, 6645. .6704, 6787. .6867, 7464. .7553, 

7464. .7553, 8101. .8190, 8292. ,8390 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



27921 Seq. ID 

57580 Strand 

12135 End 

OJ000150_01 . 0124 .C107 . o5 . tm Method 

6113 End 

none Score 



OJ000150JD1.0124 .C107 
16449 

TBLASTX: Maize 

9985 

133 



6113. .6214, 6121. .6216, 6312. .6416, 6316. .6417, 6499. .6558, 

6645. .6704, 6650. .6703, 6665. .6721, 6786.-6836, 6787. .6840, 

6939. .7019, 7473. .7592, 7476. .7550, 8100. .8189, 8104. .8196, 

8292. .8390, 9111. .9200, 9122. .9196, 9423. .9467, 9908. .9985 



Seq. No. 27921 

Gene No. 57580 

Start 12135 

Name OJ000150_01 . 0124 .C107 . o3 . gs 

Start 12135 

GI none 
Exons 



Seq. ID OJ000150_01.0124.C107 
Strand 

End 16449 

Method GENS CAN 

End 16391 

Score . 68 



12135. .12163, 12290. .12350, 12517 .. 12557 , 12 647 .. 12779, 
12976. .13040, 14284 .. 14440, 15637 .. 15726, 16293.. 16391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27921 Seq. ID 

57580 Strand 

12135 End 

OJ000150_01 . 0124 . C107 . o3 . np Method 

14207 End 

3341691 Score 



OJ000150_01.0124.C107 

16449 
AAT/NAP 
16449 
256 



14207. .14440, 15421 .. 15504 , 16293. .16449 

(AC003672) putative heterogeneous nuclear ribonucleoprotein 
[Arabidopsis thaliana] 



Seq. No. 27921 

Gene No. 57580 

Start 12135 

Name OJ000150_01 . 0124 .C107 .o9.tm 

Start 14219 

GI none 

Exons 14219. .14440., 15383 .. 15532, 
16306.. 16446 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_01.0124 .C107 
16449 

TBLASTX: Maize 

16448 

91 



15628. .15720, 16299 .. 16448 , 



Seq. No. 27922 Seq. ID 

Gene No. 57581 Strand 

Start 484 End 

Name OJ000150_01 . 0124 . C108 . ol . gs Method 

Start 484 End 

GI none Score 

Exons 484..633 



OJ000150_01 . 0124 .C108 
633 

GEN SCAN 

633 

.41 



Seq. No. 27923 Seq. ID 

Gene No. 57582 Strand 

Start 55 End 

Name OJ000150 00 . 0124 .CI . ol . gs Method 



OJ000150_00.0124.C1 
+ 

204 

GENSCAN 



27728 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55 

none 
55. .204 

27924 
57583 
42 

OJ000150_00.0124.C3.ol.tc 
42 

none 



End 
Score 



204 
.54 



Seq. ID OJ000150_00.0124 .C3 

Strand 

End 211 

Method TBLASTX: Cress 

End 211 

Score 4 9 



42. .68, 43. .84, 45. .71, 64. .141, 70. .141, 72. .143, 106. .207, 
131. .208, 131. .211 



27925 
57584 
1 

OJ000150_00 . 0124 .C5.ol.np 
1 

4115746 
1..160, 696. .831 

(AB021736) bZIP protein [Oryza sativa] 



Seq. ID OJ000150_00.0124.C5 
Strand 

831 

AAT/NAP 
831 
297 



End 

Method 

End 

Score 



Seq. ID OJ000150_00.0124.C5 
Strand 

831 

AAT/GAP 
789 
348 



27925 
57584 
1 

OJ000150_00.0124.C5.ol.gp 
43 

463_1.R1084 
43.. 160, 696.. 789 

'1783305/dbj IBAA11431I 1.0e-176 (D78609) bZIP protein [Oryza 
sativa] ' 



End 

Method 

End 

Score 



Seq. ID OJ000150_00.0124 .C7 

Strand 

End 4 66 

Method AAT/GAP 

End 4 66 

Score 100 



27926 
57585 
389 

OJ000150_00 . 0124 . C7 . ol . gp 
389 

9531JL.R1084 
389. .466 

, 5295954/dbj IBAA81855.il 7.0e-37 (AB026295) hypothetical protein 
[Oryza sativa] 1 



Seq. No. 


27926 


Seq. ID 


OJ000150_00.0124 


.C7 


Gene No. 


57586 


Strand 






Start 


478 


End 


874 




Name 


OJ000150 00. 0124. C7. 


ol.np Method 


AAT/NAP 




Start 


478 


End 


874 




GI 


6552735 


Score 


331 




Exons 


478. .874 








GI Descrip. 


(AC013482) T26F17.17 


[Arabidopsis thaliana] 




Seq. No. 


27926 


Seq. ID 


OJ000150_00.0124 


.C7 


Gene No. 


57586 


Strand 






Start 


478 


End 


874 




Name 


OJ000150 00. 0124. C7. 


ol.ts Method 


TBLASTX : Soybean 




Start 


502 


End 


873 




GI 


none 


Score 


59 





27729 




Exons 


502. .873, 554. .691, 755. .859 






Seq. No. 


27926 


Seq. ID 


OJ000150_00.0124.C7 




J / JOD 


Of- r a nr J 




Start 


478 - 


End 


874 


Name 


OJ000150 00.0124.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


508 


End 


873 


GI 


none 


Score 


91 


Exons 


508. .729, 512. .721, ' 760. .873 


, 797. .868 




Seq. No. 


27926 


Seq. ID 


OJ000150_00.0124.C7 


f^QTlO Mo 


J ( JOQ 






Start 


478 


End 


874 


Name 


OJ000150 00.0124 .C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


514 


End 


874 


GI 


none 


Score 


90 


Exons 


514. .873, 617. .730, 761. .874 






Seq. No. 


27926 


Seq. ID 


OJ000150_00.0124.C7 


CZar^a Mo 








Start 


478 


End 


874 


Name 


OJ000150 00.0124.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


535 


End 


873 


GI 


none 


Score 


48 


Exons 


535. .732, 548. .721, 757. .873 


, 761. .856 




Seq. No. 


27927 


Seq. ID 


OJ000150_00.0124.C8 


Gene No. 


57587 


Strand 


- 


Start 


301 


End 


403 


Name 


OJ000150 00.0124.C8.ol.gp 


Method 


AAT/GAP 


OldlL 


301 


End 


403 


GI 


LIB3477-003-P1-K1-E9 


Score 


180 


Exons 


301. .403 






GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


27928 


Seq. ID 


OJ000150_00. 0124. C10 


Gene No. 


57588 


' Strand 




Start 


1 


End 


484 


Name 


OJ000150 00.0124.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


484 


GI 


6562256 


Score 


304 


Exons 


1..78, 207. .484 






GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


27928 


Seq. ID 


OJ000150_00. 0124. C10 


f!ono Mo 


57588 


Strand 




Start 


1 


End 


484 


Name 


OJ000150 00.0124.Cl"0.ol.gs 


Method 


GENSCAN 


Start 


218 


End 


471 


GI 


none 


Score 


.97 


Exons 


218. .471 






Seq. No. 


27928 


Seq. ID 


OJ000150_00. 0124. C10 


Gene No. 


57588 


Strand 




Start 


1 


End 


484 



27730 



Name 

Start 

GI 

Exons 



OJ000150_00 . 0124 . CIO . ol . tm Method 

218 End 

none Score 
218. .451, 228. .452, 228. .452 



TBLASTX: Maize 

452 

272 



Seq. No. 27928 Seq. ID 

Gene No. 57588 Strand 

Start 1 End . 

Name OJ000150_00 . 0124 . CIO . ol . ts Method 

Start 218 End 

GI none Score 

Exons 218.. 454, 243.. 434, 253.. 453 



OJ000150_00. 0124. CIO 
484 

TBLASTX : Soybean 
.454 
234 



Seq. No. 


27928 


Seq. ID 


OJ000150_00.0124 


.C10 


Gene No. 


57588 


Strand 


- 




Start 


1 


End 


484 




Name 


OJ000150 00.0124.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


281 


End 


461 




GI 


none 


Score 


144 




Exons 


281. .421, 282. .461 








Seq. No. 


27929 


Seq. ID 


OJ000150_00.0124 


.Cll 


Gene No. 


57589 


Strand 


- 




Start 


59 


End 


496 




Name 


OJ000150 00.0124.Cll.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


496 




GI 


• none 


Score 


.51 




Exons 


59. .232, 418. .496 








Seq. No. 


27930 


Seq. ID 


OJ000150_00.0124 


-C13 


Gene No. 


57590 


Strand 


+ 




Start 


300 


End 


372 




Name 


OJ000150 00.0124.C13.ol.gs 


Method 


GENSCAN 




Start 


300 


End 


372 




GI 


none 


Score 


.68 




Exons 


300. .372 








Seq. No. 


27931 


Seq. ID 


OJ000150_00.0124 


.C15 


Gene No. 


57591 


Strand 


+ 




Start 


1 


End 


1408 




Name 


OJ000150 00.0124.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1408 




GI 


3892050 


Score 


104 




Exons 


1..71, 205. .270, 358. .426, 


1367. .1408 






GI Descrip. 


(AC002330) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


27931 


Seq. ID 


OJ000150_00.0124 


• C15 


Gene No. 


57591 


Strand 


+ 




Start 


1 


End 


1408 




Name 


OJ000150 00-0124. C15.ol.gs 


Method 


GENSCAN 




Start 


367 


End 


778 




GI 


none 


Score 


.52 




Exons 


367. .432, 770. .778 









Seq. No. 27932 Seq. ID OJ000150_00 . 0124 . C17 

Gene No. 57592 Strand + 

Start 1 End 942 



27731 




Name 


OJ000150 


00.0124.C17.ol 


,np 


Method 


AAT/NAP 




Start 


1 






End 


942 




GI 


1432056 






Score 


314 




Exons 


1.-227, 308. .433, 763.. 


942 








GI Descrip. 


(U56834) 


WRKY3 [Petroselinum crispum] 






Seq. No. 


27932 








OJ000150JD0.0124 


.C17 


bene jno . 


57592 






oli di ii_i 


-l_ 




Start 


1 






Hi 11 (J. 


942 




Name 


OJ000150 . 


00.0124.C17.ol 


.gs . 


Method 


GENSCAN 




Start 


89 






End 


931 




GI 


none 








.75 




Exons 


89. .227 f 


jUO . • / 1 DO . 










Seq. No. 


27932 








OJ000150_00.0124 


.C17 




57592 






Oil CHlv^l 






Start 


1 






HiIKJ. 


942 




Name 


OJ000150 


00.0124.C17.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


205 






End 


880 




GI 


none 








43 




Exons 


205. .231, 


oqn aoi ini 


. • 4 04 , 


JUJ . , 4 jU/ 


761. .880, 763.. 


867 


Seq. No. 


27932 






Co/*r T Pi 


OJ000150_00.0124 


.C17 




57592 






JULdllU 






Start 


1 






tna 


942 ■ , 




Name 


OJ000150 


00.0124.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


288 






End 


886 




GI 


none 






Score 


180 




Exons 


288. .434, 


one 4*5*3 Ififl 


Q7 "3 


7 op ^ 
/ 01 . .ODD, 


812. .874 




Seq. No. 


27932 






oeq . iu 


OJ000150_00. 0124 


.C17 


bene ino • 


57592 






OCX dllLl 






Start 


1 






LjIIQ. 


942 




Name 


OJ000150 


00.0124.C17.ol 


-tw 


Method 


TBLASTX: Wheat 




Start 


288 






End 


874 




GI 


none 








179 




Exons 


288. .434, 


-jnc a**'* 76(1 




761 R74 






Seq. No. 


27932 








OJ000150_00.0124 


.C17 


bene ino . 


57592 












Start 


1 






Hi 11 (J. 


942 




Name 


OJ000150 


00.0124.C17.ol 


. ts 


■ Method 


TBLASTX: Soybean 




Start 


317 






End 


805 




GI 


none 






Score 


169 




Exons 


317. .442, 


*}9i 4^7 76n 

3c. X . • ft O / , / DU 


ana 

. . O U 4 , 


76*1 fifiR 

/OX. . OUJ 






Seq. No. 


27933 






Seq. ID 


OJ000150_00.0124 


.C20 


bene lno . 


57593 






Strand 


+ 




Start 


107 






End 


457 




Name 


OJ000150 


00.0124.C20.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


104 






End- 


327 




GI 


none 






Score 


348 




Exons 


104. .325, 


106.. 321, 122 


. .325, 


139. .327 






Seq. No. 


27933 






Seq. ID 


OJ000150_00.0124 


.C20 


Gene No. 


57593 






Strand 


+ 




Start 


107 






End 


457 





27732 



Name 


OJ000150 


00.0124.C20 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


104 








End 


327 


GI 


none . 








Score 


401 


Exons 


104. .325, 


106. .327, 


106. 


.321 






Seq. No. 


27933 








Seq. ID 


OJ000150_00.0124 .C20 


bene wo . 


D I D z7o 








Of- ranr j 

OCX. dllu. 


_j_ 


Start 


107 








End 


457 


Name 


OJ000150 


00.0124.C20 


.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


104 








End 


303 


GI 


none 








Score 


351 


Exons 


104. .301, 


109. .303, 


139. 


.303 






Seq. No. 


27933 








Seq. ID 


OJ000150_00.0124.C20 


Gene No. 


57593 








Strand 


+ 


Start 


107 








End 


457 


Name 


OJ000150 


00.0124.C20 


.ol. 


np 


Method 


AAT/NAP 


Start 


107 








End 


457 


GI 


2895089 








Score 


341 


Exons 


107. .457 












GI Descrip. 


(AF007808) Met2-type 


cytosine 


DNA-methyltransf erase [Daucus 




carota] 












Seq. No. 


27933 








Seq. ID 


OJ000150_00.0124.C20 


uene ino. 


57593 








Strand 


+ 


Start 


107 








End 


457 


Name 


OJ000150_ 


00.0124.C20 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


lou 










*3 o n 


GI 


none 








Score 


367 


Exons 


130. .324, 


131. .325, 


131. 


.325, 


132. .326, 


133. .327 


Seq. No. 


27933 








Seq. ID 


OJ000150_00.0124.C20 


bene ino. 


57593 








Strand 


+ 


Start 


107 








End 


457 


Name 


OJ000150 


00.0124.C20 


.ol. 


gs 


Method 


GENSCAN 


Start 


266 








End 


325 


GI 


none 








Score 


.6 


Exons 


266. .325 












Seq. No. 


27934 








Seq. ID 


OJ000150_00.0124.C25 


^.bene ino . 


57594 








Strand 




Start 


379 








End 


513 


Name 


OJ000150 


00.0124.C25 


.ol. 


gs 


Method 


GENSCAN 


Start 


379 








End 


513 


GI 


none 








Score 


.81 


Exons 


379. .513 












Seq. No. 


27935 








Seq. ID 


OJ000150_00.0124.C26 


bene ino . 


57595 








Strand 




Start 


604 








End 


647 


Name 


OJ000150 


00.0124.C26 


.ol. 


gs 


Method 


GENSCAN 


Start 


604 








End 


647 


GI 


none 








Score 


.63 


Exons 


604. .647 












Seq. No. 


27936 








Seq. ID 


OJ000150_00.0124.C27 


Gene No. 


57596 








Strand 





27733 




Start ' 


132 




End 


269 . 




Name 


OJ000150 00.0124.C27.ol. 


gs 


Method 


GEN SCAN 




Start 


132 


End 


269 




GI 


none 




Score 


.91 




Exons 


132. .269 










Seq. No. 


27937 




Seq. ID 


OJ000150_00.0124 


.C28 


oene no . 


CTCQT 

D / 3 z? / 






4. 
T 




Start 


111 




End 


277 




Name 


OJ000150 00.0124.C28.ol. 


gs 


Method 


GENS CAN 




Start 


Ill 




End 


277 




GI 


none 




Score 


.9 




Exons 


111. .277 










Seq. No. 


27938 




Seq. ID 


OJ000150_00.0124 


.C29 


Gene No. 


57598 




Strand 






Q+- a t+- 


i 




End 


*4 _? 




Name 


OJ000150 00.0124.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


243 




GI. 


1946360 




Score 


88 




Exons 


1. .243 










GI Descrip. 


(U93215) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


27939 




beq. id 


OJ000150_00.0124 


.C36 


Gene No . 






Strand 


x 

T 




Start 


233 




Lna 


568 




Name 


OJ000150 00.0124.C36.ol. 


gs 


rie Lnoa 


GENS CAN 




Start 


233 




End 


568 




GI 


none 




Score 


.51 




Exons 


233. .568 










Seq. No. 


27940 




Seq. ID 


OJ000150_00.0124 


.C37 


Gene No . 


en £nri 
o / ouu 




Strand 






Start 


76 




End 


212 




Name 


OJ000150 00.0124.C37.ol. 


gs 


Method 


GEN SCAN 




Start 


76 




End 


212 




GI 


none 




Score 


.79 




Exons 


76. .212- 










Seq. No. 


27941 




Seq. ID 


OJ000150_00.0124 


.C38 


Gene No. 


■ 57601 




Strand 






Of -» v-4- 


1 

10 O 




End 


946 




Name 


OJ000150 00.0124.C38.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


5 




End 


944 




GI 


none 




Score 


45 




Exons 


5. .34, 34. .234, 35. .235, 


78. . 


236, 340. 


.402, 344. .406, 344. .400, 




345. .401, 838. .873, 857. 


.943, 


858. .944 


, 858. ,944 




Seq. No. 


27941 




Seq. ID 


OJ000150_00.0124 


.C38 


Gene No. 


57601 




Strand 






Start 


186 




End 


946 




Name 


OJ000150 00.0124.C38.ol. 


gp 


Method 


AAT/GAP 




Start 


186 




End 


946 




GI 


21860 2.R1084 




Score 


370 




Exons 


186. .233, 340. .403, 854. 


.94 6 









GI Descrip. 1 5734462/emb | CAB52723. 1 | 1.0e-10 (AL109832) hypothetical protein 
[Schizosaccharomyces pombe] >gi_5912375_emb_CAB55874 . 1_ (Z66568) 



27734 



hypothetical protein [Schizosaccharomyces pombe] ' 



Seq. No. 27942 

Gene No. 57602 

Start 155 

Name OJ000150_00 . 0124 . C39 . ol . gp 

Start 155 

GI 4 63_1.R1084 

Exons 155 . . 253 

GI Descrip. • 1783305/dbj | BAA11431 | 1.0e-176 (D78609) bZIP protein [Oryza 
sativa] 1 



Seq. ID OJ000150_00.0124 .C39 

Strand + 

End 253 

Method AAT/GAP 

End 253 

Score 143 



Seq. No. 


27942 








Seq. ID 


OJ000150_ 


00. 


0124 


.C39' 


Gene No. 


57603 








Strand 


— 








Start 


1 








End 


663 








Name 


OJ000150 00 


.0124 


,C39.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


663 








GI 


4115746 








Score 


92 










1 30. 156. 


.257, 


625.-663 












GI Descrip. 


(AB021736) 


bZIP protein 


[Oryza sativa] 










Seq. No. 


27942 








oeq. ±u 


OJ000150_ 


00. 


0124 


.C39 


Gene No. 


57603 








btrana 


- 








Start 


1 










663 








Name 


OJ000150 00 


Pi 1 O A 


. Ljy . oi . 


gs 


Method 


GENSCAN 








Start 


158 








End 


251 








GI 


none 








Score 


.89 








Exons 


158. .251 


















Seq. No. 


27943 








beq. id 


OJ000150_ 


00. 


0124 


.C42 


Gene No. 


57604 








Strand 


— 








Start 


26 








End 


310 








Name 


OJ000150 00 


.0124 


.C42.ol. 


gs 


Method 


GENSCAN 








Start 


26 








End 


310 








GI 


none 








Score 


.46 








Exons 


26. .310 


















Seq. No. 


27944 








Seq. ID 


OJ000150_ 


00. 


0124 


.C47 


Gene No. 


57605 








Strand 


+ 








Start 


224 








End 


700 








Name 


OJ000150 00 


.0124 


.C47.ol. 


gp . 


Method 


AAT/GAP 








Start 


224 








End 


700 








GI 


none 








Score 


882 








Exons 


224. .700 


















Seq. No. 


27944 








Seq. ID 


OJ000150_ 


00. 


0124 


-C47 


Gene No. 


57606 








Strand 










Start 


128 








End 


340 








Name 


OJ000150 00 


.0124 


.C47.ol. 


gs 


Method 


GENSCAN 








Start 


128 








End 


340 








GI 


none 








Score 


.92 








Exons 


128. .340 


















Seq. No. 


27945 








Seq. ID 


OJ000150_ 


_00. 


0124 


.C48 


Gene No. 


57607 








Strand 










Start 


1 








End 


2282 








Name 


OJ000150 00 


.0124 


.C48.ol. 


gp 


Method 


AAT/GAP 









27735 



Start 1 End 2055 

GI 463_1.R1084 . Score 1801 

Exons 1..538, 742.. 867, 956., 1031, 1835.. 2055 

GI Descrip. 1 1783305/dbj | BAA11431 I 1.0e-176 (D78609) bZIP protein [Oryza 
sativa] 1 



Seq. No. 27945 
Gene No. 57607 : * 

Start 1 

Name OJ000150_00 . 0124 .C48 .ol . tm 

Start 87 
GI none 

Exons 87. .104, 159. .302, 164. .544, 206. .331, 372. .539, 387. .548, 

395. .541, 739. .870, 739. .870, 740. .871, 740. .871, 930. .1034, 
946.. 1038, 955.. 1032, 1827. .2000, 1833.. 2000, 1894.. 2001, 
1997. .2020 



Seq. ID OJ000150_00.0124.C48 
Strand 

End 2282 

Method TBLASTX : Mai ze 

End 2020 

Score 200 



Seq. No. 


27945 






Seq. ID 


Gene No. 


57607 






Strand 


Start 


1 






End 


Name 






np 


Method 


Start 


179 






End 


GI 


4115746 






Score 


Exons 


179. .538, 


742. .867, 956. 


.1031 


, 1835.. 


GI Descrip. 


(AB021736 


) bZIP protein 


[Oryza sativa 


Seq. No. 


27945 






Seq. ID 


Gene No. 


57607 






Strand 


Start 


1 






End 


Name 




00.0124.C48.ol. 


ts 


Method 


Start 


194 






End 


GI 


none 






Score 


Exons 


194. .349, 


195.. 275, 377. 


.430, 


447. .53 




739. .870, 


739. .870, 783. 


.893, 


817. .87 




955. .1032 


, 955.. 1032 






Seq. No. 


27945 






Seq. ID 


Gene No. 


57607 






Strand 


Start 


1 






End 


Name 


OJ000150 


00.0124.C48.ol. 


gs 


Method 


Start 


208 




End 


GI 


none 






Score 


Exons 


208. .538, 


742. .867, 956. 


.1031 


, 1835.. 


Seq. No. 


27946 






Seq. ID 


Gene No. 


57608 






Strand 


Start 


554 






End 


Name 


OJ000150 


00.0124.C49.ol. 


np 


Method 


Start 


554 






End 


GI 


1783305 






Score 


Exons 


554. .1001 








GI Descrip. 


(D78609) 


bZIP protein [Oryza 


sativa] 


Seq. No. 


27946 






Seq. ID 


Gene No. 


57608 






Strand 


Start 


554 






End 


Name 


OJ000150 


00.0124.C49.ol. 


gp 


Method 



2282 
AAT/NAP 
2282 
1137 



2282 

TBLASTX : Soybean 

1034 

93 



2282 
GEN SCAN 
2007 
.83 



1164 
AAT/NAP 
1001 
713 



1164 
AAT/GAP 



27736 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



578 " End 1164 

463_1.R1084 Score 1137 

578. .1164 

'1783305/dbj |BAA11431| 1.0e-176 (D78609) bZIP protein [Oryza 
sativa] ■ 



27946 
57609 
4262 

OJ000150_00.0124 .C4 9.o3.tm 

552 

none 



Seq. ID OJ000150_00.0124.C49 
Strand 

End 6625 

Method TBLASTX : Mai ze 

End 1001 

Score 125 



552. .656, 553. .663, 774. .848, 786. .818, 805. .849, 942. .1001, 
957.. 1001 



Seq. No. 27946 Seq. ID OJ000150_00 . 0124 . C4 9 

Gene No. 57609 Strand 

Start 4262 End 6625 

Name OJ000150_00 . 0124 . C4 9 . o2 . t s Method TBLASTX : Soybean 

Start 4250 End 4747 . 

GI none Score 128 

Exons 4250. .4399, 4263. .4400, 4474. .4539, 4475. .4534, 4658. .4747, 
4662.. 4736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27946 
57609 
4262 

OJ000150_00 . 0124 . C49 . o2 . tm 

4254 

none 



Seq. ID OJ000150_00.0124.C49 
Strand 

End 6625 

Method TBLASTX : Mai ze 

End 5222 

Score 175 



4254. .4400, 4262. .4402, 4262. .4399, 4474. .4539, 4478. .4537, 
4481. .4546, 4655. .4720, 4655. .4747, 4656. .4736, 5123. .5221, 
5124. .5222 



Seq. No. 27946 Seq. ID OJ000150_00 . 0124 . C4 9 

Gene No. 57609 Strand 

Start 4262 End 6625 

Name OJ000150_00 . 0124 . C4 9 . o2 .np Method AAT/NAP . 

Start 4262 End 6625 

GI 3892048 Score 731 

Exons 4262.. 4396, 4477.. 4536, 4658.. 4735, 5123.. 5200, 5375.. 5451, 

6130.. 6304, 6391.. 6625 
GI Descrip. (AC002330) putative tryptophan synthase alpha 1-like protein 

[Arabidopsis thaliana] 



Seq. No. 


27946 








Seq. ID 


OJ000150_00.0124.C49 


Gene No. 


57609 








Strand 




Start 


4262 








End 


6625 


Name 


OJ000150 00 


.0124 


.C49.o2. 


gs 


Method 


GENSCAN 


Start 


4262 








End 


6537 


GI 


none 








Score 


.93 


Exons 


4262. .4396, 


4477 


. .4536, 


4658. 


.4735, 6173.. 6304, 6391.. 6537 


Seq. No. 


27946 








Seq. ID 


OJ000150_00.0124.C49 


Gene No. 


57609 








Strand 




Start 


4262 








End 


6625 


Name 


OJ000150 00 


0124 


.C49.o2. 


tc 


Method 


TBLASTX: Cress 
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Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4268 End 4539 

none Score 104 

.4268.-4399, 4272. .4400, 4474. .4539, 4475.-4534 



27946 
57609 
4262 

OJ000150_00.0124.C4 9.ol.tm 

5360 
none 



Seq. ID OJ000150_00.0124.C49 
Strand 

End 6625 

Method TBLASTX : Mai ze 

End 6565 

Score 112 



5360.. 5452, 5363.. 5452, 6128.. 6307, 6129.. 6308, 6130.. 6309, 
6130. .6309, 6379. .6558, 6383. .6553, 6383. .6565, 6390. .6554, 
6391.. 6558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27946 
57609 
4262 

OJ000150_00.0124.C49.ol.tc 

5372 

none 



Seq. ID OJ000150_00.0124.C49 
Strand 

End 6625 

Method TBLASTX : Cress 

End 6540 

Score 66 



5372. .5452, 5373. .5453, 6128. .6286, 6129. .6278, 6131. .6280, 
6382.. 6540, 6395.. 6535 



27946 
57609 
4262 

OJ000150_00.0124.C49.ol.ts 

6128 

none 



Seq. ID OJ000150_00.0124.C49 
Strand 

End' 6625 

Method TBLASTX : Soybean 

End 6540 

Score 132 



6128.. 6307, 6129.. 6305, 6367.. 6540, 6382.. 6519, 6395.. 6535 



27947 
57610 
102 

OJ000150_00.0124.C50.ol.gs 

102 

none 

102. .236 



Seq. ID OJ000150_00.0124.C50 

Strand + 

End 236 

Method GENSCAN 

End 236 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27948 
57611 
60 

OJ000150_00.0124.C51.ol.gp 
60 

9531JL.R1084 
60. .125 

'5295954/dbj IBAA81855.il 7.0e-37 (AB026295) hypothetical protein 
[Oryza sativa] 1 



Seq. ID OJ000150_00.0124.C51 
Strand 

End 125 

Method AAT/GAP 

End 125 

Score 65 



Seq. ID OJ000150_00.0124.C51 
Strand 

End 4405 

Method AAT/NAP 

End 4405 

Score 3565 



27948 
57612 
143 

OJ000150_00.0124.C51.ol.np 
143 

5295971 
143. .4405 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 



27738 




predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 


- 




Start 


143 








End 


4405 




Name 


OJ000150 


00.0124.C51 


.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


161 








End 


811 




GI 


none 








Score 


59 




Exons 






414 


. .620, 


650. .811 






Seq. ' No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 


- 




Start 


143 








End 


4405 




Name 


OJ000150 


00.0124.C51 


.ol 


.gs 


Method 


GENS CAN 




Start 


164 








End 


3469 




GI 


none 








Score 


.91 




XT' v /""it"* c* 






3257. .3469 






Seq. No. 


27948 








Qpn- Tn 

OC^ 1 1U 


OJ000150_00.0124 


.C51 


Gene No. 


57612 










- 




Start 


143 








FnH 


4405 




Name 


OJ000150 


00.0124.C51 


• (J ± 




L v iC LIKJU 


TBLASTX: Cress 




Start 


" 167 








FnH 


841 




GI . 


none 










91 




Exons 


ID / • . jOO, 


J. / X. . JOU, 


419 


. .541, 


456. .539, 


JOD • • O 4 X 




Seq. No. 


27948 








ocq • iu 


OJ000150_00.0124 


.C51 


Gene No. 


57612 










- 




Start 


143 








HjI 1L1 


4405 




Name 


OJ000150 


00.0124.C51 


.Of 


• LIU 


Lie L11UU 


TBLASTX: Maize 




Start 


173 










391 




GI 


none 








Score 


74 








11-3 -3Q1 
J. / J . . J7lj 


276 


. .389 








Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 


- 




Start 


143 








End " 


4405 




Name 


OJ000150 


00.0124.C51 


.o"4 


.tw 


Method 


TBLASTX: Wheat 




Start 


194 








End 


641 




GI 


none 








Score 


48 




Exons 


J.-74. • o :? j. , 


^ u / . • JOU r 


416 


. .619, 


420. .641 






Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


• C51 


Gene No. 


57612 . 








Strand 


- 




Start 


143 








End 


4405 




Name 


OJ000150 


00.0124.C51 


.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


419 








End 


871 




GI 


none 








Score 


271 




Exons 


419. .871, 


447. .842, 


650 


. .871 








Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 


00.0124.C51 


.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


653 








End 


955 




GI 


none 








Score 


60 





27739 




Exons 653.-832, 857.. 955 



Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


872 








End 


1120 




GI 


none 








Score 


40 




Exons 


872. .925, 875. .1120, 876. .935 


, 960. .1118, 974. .1120 




Seq. No. 


27948 








Seq. ID 


OJ000150_00.0'124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name' 


OJ000150 00 


. 0124 


.C51.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


980 _ 








End 


1520 




GI 


none 








Score 


67 




Exons 


980 1183 


1175 . 


. 1519, 


1293 . . 


1364, 1389.. 1520 






27948 








Seq. ID 


OJ000150_00.0124 


. C51 


Gene No. 


57612 








Strand 






Start 


143 

X *± J 








End 


4405 




Name 


n.ionoi sn nn 


01 ?4 


rsi o? 


. ts 


Method 


TBLASTX : Soybean 




Start 


1190 ~~ 

X X -7 VJ 








End 


1688 




GI 


ssoq? fin 








Score 


34 




Exons 


1 1 90 1 fiR7 


1 1 98 

X X J o 


1314 

. . X O X 1 , 


1293. 


.1367, 139.8.. 1688 




GI Descrip. 
















Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 










Strand 






Start 


X *i *J 








End 


4405 




Name 


O.T0001 SO 00 


01 ?4 


rsi o3 




Method 


TBLASTX: Cress 




Start 


1*301 ~~ 








End 


1567 




GI 


none 








Score 


138 




Exons 


1301 1567 

X *J X ■ • X VJ / , 


1320 


1565 










Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 










End 


4405 




Name 


O.T0001 SO 00 


. 0124 


rsi n3 


. tm 


Method 


TBLASTX: Maize 




Start' 


1340 _ 

X J 1 \J 








End 


1661 




GI 


none 








Score 


251 




Exons 


1 340 1 fi4fi 


1341 


1 fifil 


1 3S9 

X J J ^ . 


.1655 






Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.CSl.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2030 








End 


2533 




GI 


none 








Score 


154 




Exons 


2030. .2533, 


2238 


. .2528 










Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2075 








End 


2521 




GI 


none 








Score 


294 
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Exons 2075.. 2521 



Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2135 








End 


2546 




GI 


none 








Score 


57 




Exons 


2135. .2206, 


2148 


. .2198, 


2213. 


.2545, 2220. .2546 




Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








tD L. i. Cll lv_i 






Start 


143 














Name 


OJ000150 00 


.0124 


.CSl.ol 


.tw 


Mot* Vi r>H 
Lit: UilUU 






Start 


2135 










97 67 




GI 


none 










O D 




Exons 


2135. .2212, 


2207 


. .2296, 


2303. 


97 £7 






Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.051 


Gene No. 


57612 








otranu 






Start 


143 










a a rm 

*i ft u o 




Name 


OJ000150 00 


.0124 


.C51.o4 


. ts 




TRT ZiQTY • Qnuhoan 

i oj-irio j. a . ooyxjean 




Start 


2570 










9 QO 9 




GI 


none 








Score 


D J. 




Exons 


2570. .2902, 


2636 


. .2878, 


2726. 


9 r n £ 






Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2840 








End 


3292 




GI 


none 








Score 


157 




Exons 


2840. .2926, 


2927 


. .3292, 


3021. 


.3278 






Seq. No. 


27948 








Seq. ID 


OJ000150JD0.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2906 








End 


3307 




GI 


none 








Score 


44 




Exons 


2906. .3055, 


2913 


. .3005, 


3095. 


.3304, 3126.. 3305, 3140.. 3307 


Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3857 








End 


4225 




GI 


none 








Score 


75 




Exons 


3857. .4177, 


3893 


. .4225, 


4056. 


.4178 






Seq. No. 


27948 








Seq. ID 


OJ000150_00.0124 


.C51 


Gene No. 


57612 








Strand 






Start 


143 








End 


4405 




Name 


OJ000150 00 


.0124 


.C51.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


4073 








End 


4361 




GI 


none 








Score 


142 




Exons 


4073. .4360, 


4074 


. .4361 
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Seq. No. 27949 Seq. ID 

Gene No. 57613 Strand 

Start 701 End 

Name OJ000150_00. 0124 .C52 .ol .gs Method 

Start 701 End 

GI none Score 
Exons 



OJ000150_00 . 0124 . C52 

5928 
GENS CAN 
5928 
.66 

..3734, 3851. .3927, - 



701.. 909, 1320.. 1410, 3411. .3548, 3657 
4807. .5128, 5208. .5357, 5371. .5487, 5686. .5892, 5926. .5928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27949 Seq. ID 

57613 Strand 

701 End 

OJ000150_00 . 0124 .C52 . ol .np Method 

3152 End 

1174783 Score 



OJ000150_00 . 0124 . C52 

5928 
AAT/NAP 
5444 
804 



3152. .3283, 3411. .3548, 3657. .3734, 3851. .3936, 4828. .5444 
TRYPTOPHAN SYNTHASE ALPHA CHAIN PRECURSOR gi | 1362207 | pir || S56665 
tryptophan synthase' (EC 4.2.1.20) alpha chain - maize 
gi|440171|emb|CAA54131| (X76713) tryptophan synthase, alpha 
subunit [Zea mays] 



27949 
57614 
6307 

OJ000150_00.0124.C52.ol.tm 
3134 



End 

Method 
End 

none Score 
3134.. 3226, 3150.. 3230, 3203.. 3286, 3207.. 3287, 3408 
3412.. 3549, 3640.. 3735, 3645.. 3734, 3658.. 3738, 3848 



Seq. ID OJ000150_00.0124.C52 
Strand 

7496 ' 

TBLASTX: Maize 
5248 
94 



3548, 
3934, 



3849.-3953, 4829. .5131, 4841. .5131, 4854. .5147, 5210. .5248 



27949 
57614 
6307 

OJ000150_00.0124.C52.o2.tc 

3137 

none 

3137. .3169, 
3409. .3492 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150__00.0124.C52 
7496 

TBLASTX: Cress 

3503 

34 



3155. .3286, 3159. .3287, 3407.. 3463, 3408.. 3503, 



Seq. No. 27949 

Gene No. 57614 

Start 6307 

Name OJ000150_00 . 0124 .C52 . o2 . ts 

Start 314 6 

GI none 

Exons 3146.. 3286, 3147.. 3287, 3408. 
3652.. 3699 



Seq. ID OJ000150_00.0124.C52 
Strand 

End 7496 

Method TBLASTX : Soybean 

End 3699 

Score 135 

.3548, 3409. .3549, 3648. .3698, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27949 
57614 
6307 

OJ000150_00.0124.C52.ol.tw 

3480 

none 



Seq. ID OJ000150_00.0124 .C52 



Strand 
End 

Method 

End 

Score 



7496 

TBLASTX: Wheat 

3930 

89 



3480. .3548, 3487. .3549, 3640. .3735, 3645. .3734, 3649.-3738, 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



3848. .3928, 3849.-3929, 3853. .3930 



27949 
57614 
6307 

OJ000150 J)0 .0124 . C52 . ol . tc 
3657 
none 

3657.. 3734, 3658.. 3735, 
4806.. 4931, 4968.. 50.21, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3848. .3934, 



OJ000150 00.0124.C52 



7496 

TBLASTX: Cress 
5131 
79 

3849.. 3935, 4805.. 4939, 



4982. .5131, 5021. .5113 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



OJ000150_00 . 0124 . C52 
7496 

TBLASTX: Soybean 

5131 

146 



Seq. ID OJ000150_00.0124.C52 



27949 
57614 
6307 

OJ000150_00.0124.C52.ol. ts 
4805 
none 

4805. .5131, 4806. .5126 
27949 

57614 Strand 
6307 End 7496 

OJ000150J30 . 0124 . C52 . o2 . np Method AAT/NAP 
6307 End 7496 

6069646 Score 92 

6307. .6437, 7417. .7496 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



27950 
57615 
1102 

OJ000150_00.0124.C53.ol.gs 

1102 

none 

1102. .1175, 
4717. .5263 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_00 . 0124 . C53 

8341 
GEN SCAN 
5263 
.86 



1336. .1477, 3019. .3156, 3253. .3330, 3440. .3516, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



27950 Seq. ID OJ000150_00 . 0124 . C53 

57615 Strand 

1102 End 8341 

OJ000150_00 . 0124 . C53 . ol . gp Method AAT/GAP 

2518 End 3132 

3762820 Score 988 

2518.. 2919, 3019. .3132 

1174783/sp|P42390|TRPA_MAIZE 4.0e-31 TRYPTOPHAN SYNTHASE ALPHA 

CHAIN PRECURSOR >gi_1362207_pir S56665 tryptophan synthase (EC 

4.2.1.20) alpha chain - maize >gi_4 40171_emb_CAA54131_ (X76713) 
tryptophan synthase, alpha subunit [Zea mays] 



27950 Seq. ID 

57615 Strand 

1102 End 

OJ000150_00 . 0124 . C53 . ol . np Method 



OJ000150_00.0124.C53 

8341 
AAT/NAP 
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Start 2788 End 5348 

GI 1174783 Score 852 

Exons 2788.. 2919, 3019.. 3156, 3253.. 3330, 3440.. 3525, 4738.. 5348 

GI Descrip. TRYPTOPHAN SYNTHASE ALPHA CHAIN PRECURSOR gi | 1362207 | pir | IS56665 

tryptophan synthase (EC 4.2.1.20) alpha chain - maize 

gi|440171|emb|CAA54131| (X76713) tryptophan synthase, alpha 
subunit [Zea mays] 



Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124.C53 


Gene No. 


57615 


Strand 


- 


Start 


1102 


End 


8341 


Name 


OJ000150 00. 


0124 . C53 . o2 . np Method 


AAT/NAP 


Start 


4836 


End 


8341 


GI 


6721512 


Score 


50 


Exons 


4836. .5047, 


6175. .6299, 8300. .8341 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 .C53 


Gene No. 


57615 


Strand 




Start 


.1102 


End 


8341 


Name 


OJ000150 00. 


0124 . C53 . o2 . gp Method 


AAT/GAP 


Of art 
o Lai L 


4970 


End 


5381 


GI 


3762819 


Score 


775 


Exons 


4970. .5381 






GI Descrip. 


440170/emb|X76713|ZMTRPA 1.0e-19 Z.mays (C6000237) trpA gene 


Seq. No. 


27950 


Seq. ID 


OJ00015.0_00.0124 .C53 


Gene No. 


57616 


Strand 




Start 


12469 


End 


16054 


Name 


OJ000150 00. 


0124 . C53 . o2 . ts Method 


TBLASTX : Soybean 


Start 


2779 


End 


15238 


GI 


none 


Score 


132 


Exons 


2779. .2922, 


2783. .2923, 2822. .2944, 2992. .3051, 3016. .3165, 




3017. .3184, 


3250. .3294, 14704 .. 14844 , 


14715. .14843, 




14942. .15091 


, 14943. .15122, 15185.. 15238 


Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124.C53 


Gene No. 


57616 


Strand 




Start 


12469 


End 


16054 


Name 


OJ000150 00. 


0124.C53.ol.tm Method 


TBLASTX: Maize 


Start 


2781 


End 


16053 


GI 


none 


Score 


90 


Exons 


2781. .2858, 


2785. .2862, 2786. .2866, 2839. .2922, 2843.-2923, 




2856. .2927, 


2861.. 2926, 3010.. 3165, 3020.. 3157, 3043.. 3165, 




3250. .3330, 


3250.. 3330, 3416.. 3523, 3438.. 3560, 4739.. 5110, 




4764. .5078, 


14702. .14779, 14707. .14784 


, 14715. . 14783, 




14760. .14843 


, 14764. .14844, 14782 .. 14847 , 14 942 .. 15091, 




14946. .15122 


, 15191. .15274, 15192. .15299, 15195 .. 15275, 




15368. .15460 


, 15375. .15461, 15852 .. 16052 , 15877.. 16053 


Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124.C53 


Gene No. 


57616 


Strand 




Start 


12469 


End 


16054 


Name 


OJ000150 00. 


0124 .C53.o2.tc Method 


TBLASTX: Cress 


Start 


2791 


End 


15037 


GI 


none 


Score 


124 


Exons 


2791. .2922, 


2795.. .2923, 3008.. 3100, 3010 .. 3108 3010 .. 3111, 



27744 



14715. .14843, 14716 14844 , 14942 .. 15037, 14943. .15026 



Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


Gene No. 


57616 


Strand 






Of -s >-+- 




End 


16054 




Name 


OJ000150 00.0124.C53.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3088 


End 


15455 




GI 


none 


Score 


72 




Exons 


3088.. 3153, 3088.. 3165, 3095 


..3166, 3248.. 3301, 3250.. 3330, 




3250.. 3330, 3425.. 3517, 3438 


..3518, 15014. .15079, 15014 


. .15091, 




15021. .15122, 15191. .15274, 


15192. .15278, 15195 .. 15290, 






15368. .15454, 15375.. 15455 








Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


ocuc 1NO . 


57616 


Strand 






Start 


12469 


End 


16054 




Name 


OJ000150 00.0124.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


3253 


End 


16052 




GI 


none 


Score 


60 




Exons 


3253.. 3330, 3425.. 3550, 4715 


..4852, 4716. .4847, 4892. .5098, 




4893. .4931, 5004. .5075, 15197 .. 15274 , 


15198. .15275, 






15368. .15460, 15375 .. 154 61, 


15825. .15965, 16017.. 16052 




Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


Gene No. " • 


. 57616 


Strand 






Start 


12469 


End 


16054 




Name 


OJ000150 00.0124.C53.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4715 


End 


16052 




GI 


none 


Score 


168 




Exons 


4715. .5113, 4716. .5078, 15825 .. 16052, 


15829.. 15957 




Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


Gene No. 


57616 


Strand 






Start 


12469 


End 


16054 




Name 


OJ000150 00.0124.C53.o2.tm 


Method 


TBLASTX: Maize 




Start 


5641 


End 


7496 




GI 


none 


Score 


316 




Exons 


5641.. 6009, 5644. .5826, 5691 


..5999, 7428.. 7496 




o 6 q • IN o . 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


Gene No. 


57616 


Strand 






Start 


12469 


End 


16054 




Name 


OJ000150 00.0124.C53.o3.gs 


Method 


GENSCAN 




Start 


12469 


End 


15968 




GI 


none 


Score 


.87 




Exons 


12469. .12483, 13720 .. 13929, 


13941. .14096, 14945. .15082, 






15197. .15274, 15377 .. 15453, 


15830. .15968 




Seq. No. 


27950 


Seq. ID 


OJ000150_00.0124 


.C53 


Gene No. 


57616 


Strand 






Start 


12469 


End 


16054 




Name 


OJ000150 00.0124.C53.o3.np 


Method 


AAT/NAP 




Start 


14709 


End 


16054 




GI 


1174783 


Score 


627 




Exons 


14709. .14840, 14945 15082, 


15197. .15274, 15377 .. 154 62, 






15851. .16054 









GI Descrip. TRYPTOPHAN SYNTHASE ALPHA CHAIN PRECURSOR gi | 1362207 | pir | | S56665 



27745 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



tryptophan synthase (EC 4.2.1.20) alpha chain - maize 

gi 1*440171 |emb I CAA54131 1 (X76713) tryptophan synthase, alpha 

subunit [Zea mays] 



27951 
57617 

5 . 

OJ000150_00 . 0124 . C54 .ol . gs 
5 

none 

5.-329, 1045.. 1133 

27951 
57618 
2853 

OJ000150_00 . 0124 . C54 . ol . np 

2853 

3892050 



Seq. ID OJ000150_00.0124.C54 

Strand + 

End 1133 

Method GEN SCAN 

End ' 1133 

Score . 67 



Seq. ID. OJ000150_00.0124 .C54 



Strand 
End 

Method 

End 

Score 



+ 

7242 
AAT/NAP 
7242 
273 



2853.. 2892, 5581.. 5703, 6498.. 6563, 6923.. 6988, 7076.. 7242 
(AC002330) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150__00.0124.C54 

Strand + 

End 7242 

Method AAT/GAP 

End 5950 

Score 182 



27951 
57618 
2853 

OJ000150_00.0124 .C54.ol.gp 
5838 

LIB3434-041-P1-K1-E3 
5838. .5950 

'5803242/dbj | AP000399 . 1 | AP000399 1.0e-39 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27951 
57619 
1798 

OJ000150_00.0124.C54.o2.gs 

1798 

none 



Seq. ID OJ000150_00.0124.C54 
Strand 

End 64 97 

Method GENSCAN 

End 64 97 

Score .59 



1798. .1929, 2126. .2208, 2244. .-2316, 4743. .4921, 4943. .5380, 
5410. .5530, 6395. .6497 



27952 
57620 
1 

OJ000150_00.0124 .C55.ol.np 
1 

3892050 
1..192, 1032. .1232 

(AC002330) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000150_00.0124.C55 

Strand + 

End 1232 

Method AAT/NAP 

End 1232 

Score 214 



27952 
57621 
4900 

OJ000150_00 . 0124 . C55 . o3 . tm 

1005 

none 



Seq. ID OJ000150_00.0124.C55 

Strand + 

End 7180 

Method TBLASTX: Maize 

End 1181 

Score 89 



1005.. 1082, 1034.. 1084, 1083.. 1181, 1085.. 1180 



27746 



Seq. No. 


27952 






Seq. ID 


OJ000150_00 . 0124 .C55 


Gene No . 


c n c o 1 






otrana 


+ 


Start 


4900 






End 


7180 


Name 


OJ000150 00.0124. 


C55.ol. 


ts 


Method 


T BLAST X : Soybean 


Start 


1006 






End 


1235 


GI 


none 






Score 


255 


Exons 


1006. .1155, 1008. 


.1235, 


1022. 


.1171 




Seq. No. 


27952 






Seq. ID 


OJ000150_00.0124.C55 


Gene No . 


D / DZ 1 






Strand 


+ 


Start 


4900 






End 


.7180 


Name 


OJ000150 00.0124. 


C55.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


1043 






End 


1408 


GI 


none 






Score 


302 


Exons 


1043. .1237, 1044. 


.1259, 


1045. 


.1251, 1339. .1407, 1340. .1408 


Seq. No. 


27952 






Seq. ID 


OJ000150_00.0124.C55 


Gene No. 


57621 






Strand 


+ 


Start 


4900 






End 


7180 


Name 


OJ000150_00.0124. 


C55.ol. 


tm 


Method 


TBLASTX: Maize 


btart 


1 O O R 






End 


1647 


GI 


none 






Score 


35- 


Exons 


1225. .1254, 1225. 


.1254, 


1295. 


.1345, 1296.. 1352, 1299.. 1346, 




1342. .1389, 1351. 


.1389, 


1352. 


.1390, 1388. .1411, 1390. .1410, 




1417. .1497, 1418. 


.1498, 


1493. 


.1519, 1499. .1609, 1516. .1614, 




1558. .1611, 1592. 


.1645, 


1618. 


.1647, 1621. .1647 


Seq. No. 


27952 






Seq. ID" 


OJ000150_00.0124.C55 


Gene No. 


57621 






Strand 


+ 


Start 


4yuu 






End 


7180 


Name 


OJ000150 00.0124. 


C55.o2. 


gs 


Method 


GENS CAN 


Start 


4900 






End 


7168 


GI 


none 






Score 


.65 


Exons 


4900.. 5055, 5460. 


.5515, 


5695. 


.5869, 6159.. 6288, 6391.. 6503, 




6815.. 6953, 7103. 


.7168 








Seq. No. 


27952 






Seq. ID 


OJ000150_00.0124.C55 


Gene- No. 


57621 






Strand 


+ 


Start 


4900 






End 


7180 


Name 


OJ000150 00.0124. 


C55.o2. 


gp 


Method 


AAT/GAP. 


O Lai u 


4904 






End 


7180 


GI 


21860 2.R1084 






Score 


1128 


Exons 


4904.. 5055, 6159. 


.6288, 


6391. 


.6503, 6815.. 6953, 7103.. 7180 


GI Descrip. 


1 57344 62/emb ICAB52723.il 


l.Oe 


-10 (AL109832) hypothetical protein 




[Schizosaccharomyces pombe] >gi_5912375_emb_CAB55874 . 1_ • (Z66568) 




hypothetical protein [Schizosaccharomyces pombe] 1 


Seq. No. 


27952 






Seq. ID 


OJ000150_00.0124.C55 


Gene No. 


57621 






Strand 


+ 




4900 






End 


7180 


Name 


OJ000150 00.0124. 


C55.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6468 






End 


7117 


GI 


none 






Score 


71 


Exons 


6468.. 6545, 6470. 


.6511, 


6757. 


.6855, 6799.. 6981, 6803.. 6970, 




7082.. 7117, 7085. 


.7117 








Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124.C56 



27747 



Gene No. 


57622 


Strand 


+ 






Start 


176 


End 


393 






Name 


OJ000150 00.0124.C56.ol.gp 


Method 


AAT/GAP 






Of a r f 
o Lai L. 


176 


End 


393 






GI 


21860 2.R1084 


Score 


183 






Exons 


176. .239, 346. .393 










GI Descrip. 


'5734462/emb|CAB52723.1| 1. 


0e-10 (AL109832) hypothetical 


. protein 




[Schizosaccharomyces pombe] 


>gi 5912375 emb CAB55874.1 


(Z66568) 




hypothetical protein [Schizosaccharomyces pombe] 1 






Seq'. No. 


27953 


Seq. ID 


OJ000150_00 


.0124. 


C56 






J Li aiiu 








Start 




FnH 


2907 

C J \J t 






Name 


n.Tonm on 0194 rsfi ni no. 


Mat" Vi nH 


O £j iN O V_//T.iV 






Start 


346 ~~ 


End 


2907 






GI 






58 

• JO 






Exons 












Seq. No. 


27953 


Seq. ID 


* OJ000150_00 


.0124. 


C56 


Con d M 
O til it; 1N*J • 


J / J 


Of- ranH 

OLi diiLi. 








Start 




FnH 


9Qn7 
u / 






Name 


n.Tnnoi sn nn m 94 r-Rfi n9 nn 


Mof H /iH 


AAT /HAP 






Start 


40 5 — 


FnH 


51 7 






GI 


JlU / I DO 




91 4 






Exons 


4n 5 51 7 










Seq. No. 


27953 


Seq. ID 


OJ000150_00 


.0124. 


C56 


bene wo • 


57 69*3 


Q 4- r~ a n H 


4. 






Start 


^4 


FnH 


9Q07 






Name 


ninnoi 50 on 0194 r"5 6 rm 




AAT /CAP 






Start 


119 5 _ 


FnH 

Hi 11 (J. 








GI 


n^no 




449 






Exons 


119 5 1 










Seq. No. 


27953 


Seq. ID 


OJ000150_00 


.0124. 


C56 


UCllC LN\J . 


57624 


Strand 


+ 






Start 


5886 


End 


6308 






Name 


njnnm sn nn ni94 r5fi n<* 


Method 


GENSCAN 






Start 


SRRfi ~ 

JOOO 


End 


6308 






GI 


■ none 


Score 


.66 






Exons 


Rftftfi ^ni7 ^n^Q fi^na 










Seq. No. 


27953 


Seq. ID 


OJ000150_00 


.0124. 


C56 


Gene No. 


57625 


Strand 








Start 


2999 .,. 


End 


3455 








OJ000150 00.0124.C56.o4.gp 


Method 


AAT/GAP 






Start 


2999 


End 


3455 






GI 


84801 1.R1084 


Score 


826 






Exons 


2999. .3455 










GI Descrip. 


•2982268 1.0e-46 (AF051217) 


probable 4 OS ribosomal 


protein S15 




[Picea mariana] ' 










Seq. No. 


27953 


Seq. ID 


OJ000150_00 


.0124. 


C56 


Gene No. 


57626 


Strand 








Start 


3475 


End 


4669 






Name 


OJ000150 00.0124.C56.ol.np 


Method 


AAT /NAP 






Start 


3460 


End 


4258 







27748 




GI 


4887012 






Score 


283 


Exons 


3460. .3532, 


3626. .3833, 


3891. 


.3973, 4105.. 4258 


GI Descrip. 


(AF123504) 


Nt-iaa2.3 deduced protein 


[Nicotiana tabacum] 


Seq- No. 


27953 






Corr t n 


OJ000150_00.0124.C56 


kjene wo. 


D 1 K>£. D 






JLIalia 


- 


Start 


3475 








4669 


Name 


OJ000150 00 


0194 PS ft n9 


. gs 


Mo f Vi /~\ /H 
L v Jc L. il Ova 


GEN SCAN 


Start 


3475 








4669 


GI 


none 






Score 


.69 


Exons 


3475. .3532, 


3626. .3931, 


4057. 


.4191, 4 


482. .4669 


Seq. No. 


27953- 






Seq. ID 


OJ000150_00.0124.C56 


\jene wo. 


57627 






Strand 




Start 


13016 






End 


17595 


Name 


OJ000150 00 


.0124.C56.o2 


. LIU 


Method 


TBLASTX: Maize 


Start 


173 






End 


544 


GI 


none 






Score 


83 


Exons 


173.. 235, 177.. 239, 179 


. .235, 


343. .537, 344. .544 


Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124.C56 


Gene No. 


57627 






Strand 




Of a yf 

o car u 


i *}m ft 






End , 


17595 


Name 


UJUUUl ou uu 


m oa p^ft <^1 




Method " 


TBLASTX: Wheat 


Start 


Oft / 0 






End 


3811 


GI 


none 






Score 


58 


Exons 


Oft / O . . JJjZ , 


04 / -J. • JJJl/ 




.3675, 3625.. 3675, 3718.. 3798, 




•d*7 n 0 001 n 

J / ±0 ... OOIU/ 


O / Oft - . -30 J. J. 








Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124.C56 


Gene No. 


57627 






Strand 




otart 


13016 






End 


17595 


Name 


OJ000150 00 


.0124.C56.ol 


. um 


Method 


TBLASTX: Maize 


Start 


3475 






End 


3960 


GI 


none 






Score 


66 


Exons 


3475. .3531, 


3476. .3532, 




.3675, 3625. .3675, 3718. .3840, 




3718. .3864, 


3917. .3955, 


3919. 


.3960 




Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124 .C56 


Gene No. 


57627 






Strand 






13016 






End 


17595 


Name 


OJ000150 00 


.0124.C56.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3478 






End 


3972 


GI 


none 






Score 


68 


Exons 


3478. .3531, 


3625. .3675, 




.38*49, 3770. .3826, 3916. .3972, 




3923. .3961 










Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124 .C56 


Gene No. 


57627 






Strand 




Of a r f 


13016 






End 


17595 


Name 


OJ000150 00 


.0124.C56.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3481 






End 


3975 


GI 


none 






Score 


72 


Exons 


3481. .3531, 


3625.-3675, 


3718. 


.3837, 3779.-3832, 3922.-3975, 




3932. .3973 










Seq. No. 


27953 






Seq. ID 


OJ000150_00.0124.C56 



27749 



Gene No. 


57627 




Strand 








OtaiL. 


13016 




End 


17595 . 






Name 


OJ000150 00.0124.C56 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


5031 




End 


5201 






GI 


none 




Score 


47 






Exons 


5031.. 5057, 5032.. 5058, 5034 


..5060, 5059.. 5130, 


5060. .5131, 




5061. ,5132, 5095.. 5196, 5097 


..5201, 5120.. 5200 






Seq. No. 


27953 




■■Seq. ID 


OJ000150 


_00.0124 


.C56 


Gene No. 


57627 




Strand 








Start 


13016 




End 


17595 






Name 


OJ000150 00.0124.C56 


. o2 . np 


Method 


AAT/NAP 






Start 


13016 




End 


17595 






GI 


2589164 




Score 


697 






Exons 


13016. .13216, 13389. 


.13557, 


14016. .14066, 16477 


. .16528, 






16642. .16742, 16929. 


.17337, 


17567. .17595 






GI Descrip. 


(D88452) aldehyde oxidase-2 


[Zea mays] 








Seq. No. 


27953 




Seq. ID 


OJ000150 


_00.0124 


.C56 


Gene No. 


57627 




Strand 








Start 


13016 




End 


17595 






Name 


OJ000150 00.0124.C56 


.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


.13061 




End 


17289 






GI 


^hone 




. Score 


43 






Exons 


13061. .13105, 13061. 


.13090, 


13092. .13130, 13113 


. .13217, 






13114. .13218, 13364. 


.13468, 


13390. .13467, 13469 


. .13555, 






13470. .13556, 14017. 


.14076, 


14018. .14086, 16475 


. .16531, 






16475. .16528, 16639. 


.16740, 


16640. .16741, 17009 


. .17068, 






17010. .17054, 17056. 


.17103, 


17058. .17102, 17064 


. .17165, 






17118. .17198, 17119. 


.17199, 


17199. .17288, 17200 


. .17289 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27954 Seq. ID OJ000150_00 . 0124 . C57 

57628 Strand 

1 End 1390 

OJ000150J30 . 0124 . C57 . ol . np Method AAT/NAP 

1 End 540 

119714 - Score 111 

1..336, 427. .540 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 1 pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 27954 Seq. ID 

Gene No. 57628 Strand 

Start 1 End 

Name OJ000150_00 . 0124 . C57 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 369, 735.. 980, 1310.. 1390 



OJ000150_00.0124.C57 

1390 
GENSCAN 
1390 
.62 



Seq. No. 27955 Seq. ID 

Gene No. 57629 Strand 

Start 84 End 

Name OJ000150_00 . 0124 . C58 . ol . gs Method 

Start 84 End 

GI none Score 



OJ000150_00.0124 .C58 
+ 

209 

GENSCAN 

209 

.74 



27750 



Exons 



• 



84. .209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_00.0124.C58 

Strand + 

End 6517 

Method AAT/NAP 

End 6517 

Score 426 
4255.. 4606, 5171.. 5513, 5603 . .5653, 



27955 
57630 
2128 

OJ000150_00.0124 .C58.ol.np 
2128 
1946361 

2128.. 2233, 3463.. 3562, 
5738. .5810, 6344. .6517 

(U93215) putative C3HC4 zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27955 
57630 
2128 

OJ000150_00.0124.C58.ol.tirT 

3461 

none 

3461. .3562, 3461. .3562, 3462. 
4253.. 4468, 5172.. 5279, 5173. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3563, 4249 
.5238, 5326 



OJ000150_00.0124 -C58 
+ 

6517 

TBLASTX: Maize 
5415 
91 

4488, 4251.. 4466, 
5415, 5334.. 5408 



Seq. No. 27956 Seq. ID 

Gene No. 57631 Strand 

Start 4 95 End 

Name OJ000150_00 . 0124 . C59 . ol . gs Method 

Start 495 End 

GI none Score 

Exons 495.. 907 



OJ000150_00.0124.C59 
907 

GENSCAN ■ 

907 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27957 Seq. ID 

57632 Strand 

997 End 

OJ000150_00 . 0124 . C60 . ol . gs Method 

997 End 

none Score 



OJ000150_00.0124.C60 
+ 

6973 
GENSCAN 
6949 
.97 



997. .2458, 2705. .4184, 4295. .4459, 4569. .4761, 4839. .4950, 
5039. .5186, 5288.. 5485, 5571.. 5849, 5949.. 6110, 6267. .6299, 
6350.. 6427, 6818.. 6949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27957 
57632 
997 

OJ000150_00.0124.C60.ol.np 

1008 

3132825 



Seq. ID OJ000150_00.0124.C60 

Strand + 

End 6973 

Method AAT/NAP 

End 6973 

Score 5671 



1008. .2458, 2705. .4184, 4295. .4459, 4569. .4761, 4839. .4950, 
5039. .5186, 5288. .5485, 5571. .5849, 5949. .6110, 6209. .6427, 
6818. .6973 

GI Descrip. (AF063403) putative cytosine-5 DNA methyltransferase [Zea mays] 



Seq. No. 27957 Seq. ID 

Gene No. 57633 Strand 

Start 7794 End 

Name- OJ000150_00 . 0124 . C60 . ol . tc . Method 

Start 1128 End 

GI none Score 



OJ000150_00 . 0124 . C60 
11319 

TBLASTX: Cress 

6951 

116 



27751 



Exons 


119ft 1 9 69 


1 1 60 
x lDu • 


1 907 

• XZ \J / , 


1 97ft 


1706" 19ft 6 1" c i4 6 


1 ^74 1 709 




1 7fl^ 1 Q06 


1 707 


1 ft44 


1 Q6ft 
x _7 OO • 


919^ 900R 914 9 


9191 9^0Q 




91 49 9300 


914 7 

Z J. H / . 


9393 

• L J^J , 


9 340 


94 9 Q 9^R7 9416 

. Z. 1 Z. J? , £.00 1 • a^*±XO, 


949? 94 61 




Z fi Z fi • • Z fi J :? , 


970 R 


31 S7 
• jij / , 


9706 


^14 0 9Q97 ^14 9 


?1 1 1 ?1 Q4 

J X X X . *JX_7*3, 




JJ4 fi • • j4 ft J , 


334 ft 


3473 

• J ft f J , 


JJJU • 


^4ft 1 ^4^9 ^710 

. J401/ J4J£ , . J / 1U/ 


?4QS ?ft7S 

Ji JJ 1 .JO /J, 




3ftft6 


376R 


387 5 


400S 

*4 U V J • 


4067 407^ 4 1 99 


4074 41fi7 




4283.-4462, 


4598. 


.4750, 


4671. 


.4766, 4837. .4947, 


4838. .4951, 




5018. .5185, 


5046. 


.5186, 


5284. 


.5484, 5287.. 5487, 


5288. .5488, 




^69 SR9ft 


5^70 
J J / \j • 




SS70 
j j / \j ■ 


.5836, 5571.. 5828, 


J/UO. t JO JU/ 




SQ4 6 6113 


SQ48 


6119 


SQ71 

J .7 / x • 


.6123, .6031.. 6123, 


6206 6427 




690ft 6493 


6994 


6497 


6941 


.6429, 6812.. 6946, 


681 4 6QS1 




6ft17 6Q49 

OO J. / • • OI7*±Z 
















97QS7 








Seq. ID 


OJ000150 


00 0124 C60 


Gene No. 


57633 








Strand 






Start 


7794 








End 


11319 




IN dlUC 


o.toooi so on 


. 0124 . 


C60 oS 


tm 


Method 


TBLASTX: 


Mai ze 


Of ar f 


91 4 5 ~~ 

ill J 








End 


2279 




ox 


none 








Score 


192 




Exons 


91 4 R 997Q 

L 14 J • • ZZ / _7 , 


914ft 


997Q 

. £. £. f _7 










O tr LJ . LN U . 


97 QR7 
z / 5 j / 








Seq. ID 


OJ000150 


00 01 94 P60 


Gene No. 


57633 








Strand 






Start 


7794 








End 


11319 




LN CtltlC 


n.Tnnm ^0 on 


0194 


P60 r>9 


L.1U 


Method 


TBLASTX: 


Mai z e 


OLdX L 


9ft S7 ~~ 








End 


3334 






none 








Score 


254- 




Exons 


9ft -7 . 0999 
ZOO/.. jZZZ f 


9ft Rft 


31 ft7 


9ft 


.3230, 2904. .3188, 


jjUj. . jjj4 


oeq . LNO • 


97 Q^7 
z / / 








Seq. ID 


OJ000150 


00 01 94 P60 




J / DJJ 








Strand 






Start 


7794 








End 


11319 




Name 


OJ000150 00 


.0124. 


C60.O4. 


tm 


Method 


TBLASTX: 


Maize 


oiax.1 


370Q 

J / tj .7 








End 


4147 




OX 


LLKJLLKS 








Score 


86 






370Q 3ft40 

J / U _7 . t 004U/ 


3761 
j t ox . 


3ft77 
• j 0 / f , 


^769 


.3875, 3861.. 4145, 


387Q 4 1 4 S 

J O / -7 . - *iX*4J, 




3Q1 4 4147 


4076 


4147 












97 QS7 

^. / .7 J 1 








Seq. ID 


OJ000150 


00 0194 P60 


Gene No. 


57633 








Strand 






Start 


7794 








End 


11319 




Name 


o.toooi so 00 

vU U W U X J W \J\J 


. 0124 . 


P60 n4 


u 0 


Method 


TBLASTX: 




0 lai u 


4 004 ~" 

*± U \J *± 








End 


4378 




ox 










Score 


173 




LiAUllO 


4004 4060 


400S 

4 J • 


4 1 ft7 


410^ 


.4186, 4283. .4378, 


498? 4379 




97QS7 








Seq. ID 


OJ000150 


00 0194 P60 




S7633 








Strand 






Start 


7794 








End 


11319 




Name 


OJ000150 00 


.0124. 


C60.o3. 


tm 


Method 


TBLASTX: 


Maize 


Qf arf 


4 328 








End 


4951 






none 








Score 


161 




Exons 


4328. .4462, 


4328. 


.4459, 


4559. 


.4762, 4566. .4766, 


4621. .4770, 




4826. .4951, 


4826. 


.4945, 


4837. 


.4950 






Seq. No. 


27957 








Seq. ID 


OJ000150 


_00.0124.C60 


Gene No. 


57633 








Strand 







27752 



Start 


7794 


Name 


OJ000150 00 


Start 


4859 


GI 


none 


Exons 


4859. .4951, 




5046. .5186, 




5288. .5488, 


Seq. No. 


27957 


Gene No. 


57633 


Start 


7794 


Name 


OJ000150_00 


start 




GI 


none 


Exons 


5039. .5185, 




5568. .5837, 




5936. .6112, 




6208. .6423, 


Seq. No. 


27957 


bene no. 


0 / DOJ 


Start 


7794 


Name 


OJ000150 00 


Start 


5661 


GI 


none 


Exons 


5661. .5849, 


Seq. No. 


27957 


Gene No. 


57633 


Start 


7794 


Name 


OJ000150 00 


Start 


6087 


GI 


none 


Exons 


6087. .6113, 




6241. .6405 


Seq. No. 


27957 


Gene No. 


57633 






Name 


OJ000150 00 


Start 


6232 


GI 


none 


Exons 


6232. .6426, 




6816. .6956, 


Seq. No. 


27957 


Gene No. 


57633 


otart 


1 / y*t 


Name 


OJ000150 00 


Start 


7790 


GI 


3063466 


Exons 


7790. .8410 


GI Descrip. 


(AC003981) 


Seq. No. 


27957 


Gene No. 


57633 


Start 


7794 



End 11319 

Method TBLASTX : Soybean 

End 5656 

Score 137 



6113, 6206.. 6427, 6206 



5287. .5478, 



Seq. ID OJ000150_00.0124.C60 
Strand 

End 113-19 
Method TBLASTX : Mai ze 
End 694 6 

Score 220 

5186, 5284. .5484, 5288. .5488, 
5842, 5571.. 5849, 5743.. .5877, 
6418, 6208.. 6429, 
6936, 6815. .6937 



Seq. ID OJ000150_00.0124.C60 
Strand 

End 11319 



End 
Score 



6056 
239 



Seq. ID OJ000150_00.0124.C60 
Strand 

End 11319 

Method TBLASTX : Soybean 

End 6405 

Score 43 



Seq. ID OJ000150_00.0124.C60 
Strand 

End 11319 

Method TBLASTX : Wheat 

End 7005 

Score 367 



6232. .6426, 6233. .6427, 6234. .6428, 6235. .6429, 6812. .6943, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_00.0124.C60 

11319 
AAT/NAP 
8410 
295 



(AC003981) F22013.28 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 



OJ000150 00.0124.C60 



11319 



27753 




Name 


OJ000150 00 


.0124. 


C60.o2.gs 


Method 


GENSCAN 


Start 


7794 






End 


11319 


GI 


none 






Score 


.47 


Exons 


7794. .8542, 


11241 


. .11319 






Seq. No. 


27958 






Seq. ID 


OJ000150_00.0124.C61 


Gene No. 


57634 






Strand 


+ 


Start 


■ 1 






End 


1811 


Name 


OJ000150 00 


.0124. 


C61.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1811 


GI 


4894963 . 






Score 


334 


Exons 


1..46, 363. 


.477, 


758. .1099, 


1180. .1305 


, 1635. .1811 


GI Descrip. 


(AF140553) 


DNA-binding protein WRKY3 [Avena sativa] 


Seq. No. 


27958 






Seq. ID 


OJ000150_00.0124.C61 


Gene No. 


57634 






Strand 


+ 


Start 


1 






End 


1811 


Name 


OJ000150 00 


. Ulz4 . 


Cbl . ol . gs 


Method 


GENSCAN 


Start 


276 






End 


1803 


GI 


none 






Score 


.66 


Exons 


276. .1099, 


1 1 QA 

lloU . . 


loUo, lboo. 


.1803 




Seq. No. 


27958 






Seq. ID 


OJ000150_00.0124.C61 


Gene No. 


57635 






Strand 




Start 


3714 






End 


7552 


Name 


OJ000150 00 


. 0124 . 


C61 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1044 






End 


1749 


GI 


none 






Score 


44 


Exons 


104.4. .1100, 


1160. 


.1306, 1174 


..1305, 1632. .1724, 1633. .1749 


Seq. No. 


27958 






Seq. ID 


OJ000150_00.0124.C61 


Gene No. 


57635 






Strand 




Start 


3714 






End 


7552 


Name 


OJ000150 00 


. Ulz4 . 


Cbl . oz . tc 


Method 


TBLASTX: Cress 


Start 


1068 






End 


1752 


GI 


none 






Score 


50 


Exons 


1068. .1103, 


I 1 fiO 

II Kic. • 


19QQ 117^ 
. 1Z. yy f 11/0 


..1306, 1177. .1302, 1178. .1303, 




1633. .1752, 


1635. 


.1739 






Seq. No. 


27958 






Seq. ID 


OJ000150_00 . 0124 . C61 


Gene No. ' 


57635 






Strand 




Start 


3714 






End 


7552 


Name 


OJ000150 00 


.0124. 


C61.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1071 






End 


1746 


GI 


none 






Score 


55 


Exons 


1071. .1112, 


1160. 


.1306, 1177 


..1305, 1632. .1745, 1632. .1745, 




1633. .1746 










Seq. No. 


27958 






Seq. ID 


OJ000150_00.0124.C61 


Gene No. 


57635 






Strand 




Start 


3714 






End 


7552 


Name 


OJ000150 00 


.0124. 


C61.o2.gs 


Method 


GENSCAN 


Start 


3714 






End 


7552 


GI 


none 






Score 


.58 


Exons 


3714. .3770, 


4063. 


.4217, 4408 


..4603, 4952. .5014, 6126. .6422, 




6531. .6840, 


7368. 


.7552 







27754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27958 Seq, ID OJ000150_00 . 0124 -C61 

57635 Strand 

3714 End 7552. 

OJ000150_00.0124.C61.ol.gp - Method AAT/GAP 

4157 End 6156 

4716303 Score 877 

4157. .4603, 6126.. 6156 

2982268 1.0e-46 (AF05I2&7-)- probable 40S ribosomal protein S15 
[Picea mariana] 



Seq. No. 27958 

Gene No. 57635 

Start 3714 

Name OJ000150_00 . 0124 . C61 . ol . tc 

Start 4327 

GI none 
Exons 



Seq. ID OJ000150_00.0124.C61 
Strand 

End 7552 - 

Method TBLASTX : Cress 

End 6387 

Score 396 



4327. .4407, 4334. .4609, 4356. .4619, 6115. .6186, 6126. .6185, 
6265. .6387, 6288.. 6380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27958 
57635 
3714 

OJ000150_00.0124.C61.ol.tw 
4331 



OJ000150 00.0124.C61 



none 
4331. 
6126. 
6285. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

4609, 4353. .4619, 4355. .4639, 4362. .4610, 4507. .4626, 
6185, 6126. .6185, 6127. .6198, 6261. .6299, 6265. .6381, 
6380 



7552 

TBLASTX: Wheat 

6381 

377 



Seq. No. 27958 

Gene No. 57635 

Start 3714 

Name OJ000150_00 . 0124 . C61 . ol . tm 

Start 4332 

GI none . 
Exons 



Seq. ID OJ000150_00.0124.C61 
Strand 

End 7552 

Method TBLASTX : Mai ze 

End 6387 

Score 416 



4332. .4619, 4337 .. 4639, . 4337 .. 4 609, 4516. .4626, 6126. .6185, 
6126. .6185, 6127. .6186, 6250. .6387, 6285. .6380 



Seq. No. 27958 Seq. ID 

Gene No. 57635 Strand 

Start 3714 End 

Name OJ000150_00 . 0124 .C61 . ol . ts Method 

Start 4346 End 

GI none Score 

Exons 4346. .4609, 4356. .4619, 6115. .6198, 
6288. .6380 



OJ000150__00.0124.C61 
7552 

TBLASTX: Soybean 
6387 
348 

6126.. 6185, 6262.. 6387, 



Seq. No. 27958 Seq. ID OJ000150_00 . 0124 . C61 

Gene No. 57635 Strand 

Start 3714 End 7552 

Name OJ000150_00 . 0124 . C61 . o2 . np Method AAT/NAP 

Start 4358 End 6419 

* GI 730645 Score 631 

Exons 4358. .4603, 6126. .6183, 6268. .6419 

GI Descrip. 40S RIBOSOMAL PROTEIN S15 gi | 629556 | pir | | S43412 ribosomal 
protein S15 - Arabidopsis thaliana gi I 313152 | emb | CAA8067 9 | 
(Z23161) ribosomal protein S15 [Arabidopsis thaliana] 



27755 



gi|313188|emb|CAA80681| (Z23162) ribosomal protein S15 
[Arabidopsis thaliana] gi | 1903366 | gb | AAB70449 | (AC000104) Strong 
similarity to Oryza 40S ribosomal protein S15. ESTs 
gb|R29788,gb|ATTS0365 com 



Seq. No. 27958 

Gene No. 57635 

Start ' 3714 

Name OJ000150_00 . 0124 . C61 . o3 . gp 

Start 6126 

GI 392JL.R1084 

Exons 6126.. 6183, 6268 

GI Descrip. 1 2982268 4.0e-70 
[Picea mariana] ' 



Seq. ID OJ000150_00.0124.C61 
Strand 

End 7552 

Method AAT/GAP 

End 6601 

Score 475 
.6422, 6531.. 6601 

(AF051217) probable 40S ribosomal protein S15 



Seq. No. 


27959 




Seq. ID 


OJ000150 


Gene No. 


57636 




Strand 


+ 


Start 


5035 




End 


5570 


Name 


OJ000150 00.0124. 


C64 .o2.gs 


Method 


GENSCAN 


Start 


5035 




End 


5570 


GI 


none 




Score 


.6 


Exons 


5035.. 5308, 5344. 


.5570 






Seq. No. 


27959 




Seq. ID 


OJ000150 


Gene No. 


57637 




Strand 


+ . • 


Start 


6030 




End 


17025 


Name 


OJ000150 00.0124. 


C64 .ol .gp 


Method 


AAT/GAP 


Start 


5930 




End 


6943 


GI 


24136 1.R1084 




Score 


1729 


Exons 


5930. .6206, 6287. 


.6943 






GI Descrip. 


, 2641211 3.0e-25 


(AF031547) 


histone-like protei 



■00.0124.C64 



[Fritillaria 



agrestis] ' 



Seq. No. 


27959 




Seq. ID 


OJ000150_ 


00.0124 


.C64 


Gene No. 


57637 




Strand 


+ 






Start 


6030 




End 


17025 






Name 


OJ000150 00 


.0124.C64.ol.np 


Method 


AAT/NAP 






Start 


6030 




End 


6988 






GI 


5230785 




Score 


569 ■ 






Exons 


6030. .6206, 


6287.. 6759, 6820. 


.6988 








GI Descrip. 


(AF107024) 


histone HI WH1B.1 


[Triticum 


aestivum] 






Seq. No. 


27959 




Seq. ID 


OJ000150_ 


00.0124 


.C64 


Gene No. 


57637 




Strand 


+ 






Start 


6030 




End 


17025 






Name 


OJ000150 00 


.0124.C64.o3.gs 


Method 


GENSCAN 






Start 


6030 


End 


17025 






GI 


none 




Score 


.51 






Exons 


6030. .6206, 


6287.. 6987, 7075. 


.7189, 8701. .8742, 


11670. . 


11729, 



12082. .12137, 13334. .13760, 1484 1 . . 14 912 , 15324 .. 15434 , 
15807. .16007, 16888.. 17025 



Seq. No. 27959 

Gene No. 57637 

Start 6030 

Name OJ000150_00 . 0124 . C64 . o2 . np 

Start 13314 



Seq. ID OJ000150_00.0124 .C64 

Strand + 

End 17025 

Method AAT/NAP 

End 16049 



27756 




GI 


6175167 




Score 


245 




Exons 


13314. .13437, 13501. 


.13638, 


14201. .14276, 14620. .14713, 






14841. .14912, 15324. 


,15434, 


15807. .16049 




GI Descrip. 


(AC011437) unknown protein 




: t"ha 1 i ana 1 
> L.1 let -L J-dilCl J 




Seq. No. 






Seq. ID 


OJ000150JD0.0124 


.C64 


ucllc 1.NO • 


c 7 £"37 




Strand 


+ 




Start 






End 


17025 




Name 




iOJi gp 


Method 


AAT/GAP 




Start 






End 


13506 




GI 


nunc 




Score 


325 




Exons 


13334. .13506 










Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57637 




Strand 


+ 




Start 


6030 




End 


17025 




Name 


OJ000150 00.0124.C64 


. o4 . gp 


Method 


AAT/GAP 




Start 


14815 




End 


16346 




GI 


67563 1.R1084 




Score 


1361 




Exons 


14815. .14912, 15324. 


.15434, 


15807. .16346 




GI Descrip. 


M510381/gb|AAD21469 


.11 3.0e-14 (AC007017) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57638 




Strand 


+ 




Start 


18301 




End 


20385 




Name 


OJ000150 00.0124.C64 


.o3 .np 


Method 


AAT/NAP 




Start 


18097 




End 


20385 




GI 


5882740 




Score 


419 




Exons 


18097. .18715, 19313. 


.19774, 


19874. .20105, 20181. .20385 





GI Descrip. (AC008263) F25A4.20 [Arabidopsis thaliana] 

gi|6646781|gb|AAF21093.1|AC013258_31 (AC013258) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 27959 Seq. ID 

Gene No. 57638 Strand 

Start 18301 End 

Name OJ000150_00 . 0124 . C64 . o4 . gs Method 

Start 18301 End 

GI none Score 

Exons 18301. .19066, 19166.. 20382 



OJ000150_00.0124.C64 
+ 

20385 
GENSCAN 
20382 
.71 



Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57639 




Strand 


+ 




Start 


27594 




End 


28291 




Name 


OJ000150 00.0124.C64 


,o5 .np 


Method 


AAT/NAP 




Start 


27594 




End 


28291 




GI 


6562256 




Score 


306 




Exons 


27594. .27871, 28000. 


.28291 








GI Descrip. 


(AL132980) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57640 . 




Strand 






Start 


8746 




End 


8942 




Name 


OJ000150 00.0124.C64 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


6024 




End 


6623 




GI 


none 




Score 


263 





27757 




Exons 


6024.. 6044, 6173. .6217, 6284. .6475, 6286.. 6474, 6600.. 6623 


Seq. No. 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


0 / vH U 


OLianU 






Start 


Q 1 A £ 
0 / H 0 


Ejnci 


fi QA 9 




Name 


UJUUUIjU UU . . Uo4 . Ol . tw 


K>T/^n 4** 1^ /™v /™J 

Metnoa 


TtaT flOTY • T/Hhi a a +- 

i D-uft.0 1 a . wneat 




Start 




HiiiCl 


fid 7 0 




GI 


. none 


Score 






Exons 


&OQA £A10 fi9ft£ 6471 








Seq. No. 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


bene wo. 


57640 


Strand 






Start 


8746 


End 


8942 




Name 


OJ000150 00.0124.C64.o3.ts 


Method 


TBLASTX : Soybean 




Start 


6284 


End 


6484 




GI 


none 


Score 


116 




Exons 


6284. .6388, 6295. .6372, 6380. .6484, 6382. .6480 




Seq. No. 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


Gene No . 


57640 


Strand 






Start 


8746 


End 


8942 




Name 


OJ000150 00.0124.C64.o3.tc 


Method 


TBLASTX: Cress 




Start 


6284 


End 


6481 




GI 


none 


Score 


187 




Exons 


6284. .6481, 6286. .6480 








Seq. No. 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57640 


Strand 






Start 


8746 


End 


8942 




Name 


OJ000150 00.0124.C64.o2.gp 


Method 


AAT/GAP 




Start 


8746 


End 


8942 




GI 


24989 1.R1084 


Score 


314 




Exons 


8746. .8942 








GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 2.0e- 


13 Oryza sativa BAC T4 9B20 




genomic sequence, complete 


sequence 1 






Seq. No, 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57641 


Strand 






Start 


13356 


End ■ 


16237 




Name 


OJ000150 00.0124.C64.o4.tm 


Method 


TBLASTX: Maize 




Start 


13356 


End 


16237 




GI 


none 


Score 


133 




Exons 


13356. .13478, 13356 .. 13481, 


13368. .13562, 13396 13581, 






13440. .13604, 13517 13579, 


13576. .13758, 13611 .. 137 60, 




■ 


13620. .13754, 14 196 .. 14276, 


14620. .14658, 14625 .. 14711, 






'. 14642. .14713, 14 642 .. 14719, 


14671. .14730, 14838. .14915, 






14839. .14913, 15320 .. 15436, 


15324. .15434, 15381. .15443, 






15802. .15852, 15803 .. 15859, 


15804. .15851, 15805. .15852, 






15841. .15927, 15905 .. 16111, 


15913. .16008, 15913. .16125, 






15914. .16120, 16039. .16122, 


16130. .16195, 16213. .16236, 






16220. .16237 








Seq. No. 


27959 


Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57641 


Strand 






Start 


13356 


End 


16237 




Name 


OJ000150 00.0124.C64.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13374 


End 


13761 





27758 




GI 


none 




Score 


131 




Exons 


13374. .13496, 13374. 


.13487, 


13389. .13682, 13401 .. 13661, 






13487. .13675, 13650. 


.13760, 


13651. .13761, 13665. .13745, 






13666. .13758 










Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


C H C A O 

57642 




Strand 






Start 


18172 




End 


18417 




Name 


OJ000150 00.0124.C64 


. o5 tm 


Method 


TBLASTX: Maize 




Start 


18172 




End . 


18417 




GI 


none 




Score 


74 




Exons 


18172. .18348, 18174. 


.18416, 


18174. .18416, 18226. .18417 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


0 / o4o 




Strand 






Start 


19378 




End 


20364 




Name 


OJ000150 00.0124.C64 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


19378 




End 


19770 




GI 


none 




Score 


309 




Exons 


19378. .19770, 19423. 


.19674, 


19503. .197 69 v , 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57643 




Strand 






Start 


iyj /o . 




End 


•20364 




Name 


OJ000150 00.0124.C64 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19456 




End 


20355 




GI 


none 




Score 


259 




Exons 


19456. .19749, 19495. 


.19677, 


19503. .19694, 19828 .. 19944 , 






20191. .20355 










Seq. No. 


27959 




Seq. ID 


OJ000150JD0.0124 


.C64 


Gene No. 






Strand 






Start 


19378 




End 


20364 




Name 


OJ000150 00.0124.C64 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19489 




End 


20364 




GI 


none 




Score 


248 




Exons 


19489. .19746, 19561. 


,19674, 


19566. .19706, 20194. .20364 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


c n £ A A 




Strand 






Start 


27617 




End 


27860 




Name 


OJ000150 00.0124.C64 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


27617 




End 


27797 




GI 


none 




Score 


225 




Exons 


27617 . .27796, 27657. 


.27797, 


27678.-27797 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57644 




Strand 






Start 


27617 




End 


27860 




Name 


OJ000150 00.0124.C64.o2.ts 


Method 


TBLASTX : Soybean 




Start 


27624 




End 


27860 




GI 


none 




Score 


307 




Exons 


27624. .27860, 27625. 


.27825, 


27644. .27835 




Seq. No. 


27959 




Seq. ID 


OJ000150_00.0124 


.C64 


Gene No. 


57644 




Strand 






Start 


27617 




End 


27860 





27759 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_00 . 0124 . C64 . ol . tm Method TBLASTX : Maize 

27626 End 27860 

none Score 170 

27626. .27850, 27626 27850, 27627 .. 27860, 27627.. 27860 



27960 
57645 

1 * . 

OJ000150_00.0124.C65.ol.np 
1 

1869928 
1..155, 326. .440 

(X80068) blz-1 protein [Hordeum vulgare] 



Seq. ID OJ000150_00.0124.C65 

Strand + 

End 440 

Method AAT/NAP 

End 440 

Score 51 



Seq. ID OJ000150_00.0124.C65 

Strand + 

End 440 

Method AAT/GAP 

End 440 

Score 107 



27960 
57645 
1 

OJ000150_00.0124.C65.ol.gp 
326 

463_1.R1084 
326. .440 

•1783305/dbj |BAA11431| 1.0e-176 (D78609) bZIP protein [Oryza 
sativa] ' 



Seq. No. 27961 

Gene No. 5764 6 

Start 35 

Name OJ000150_00. 0124 .C66.ol.gs 

Start 35 

GI none 

Exons 35. .117, 456. .621 



Seq. ID OJ000150_00.0124.C66 

Strand + 

End 621 

Method GENSCAN 

End 621 

Score .74 



Seq. No. 27962 

Gene No. 57647 

Start 14 6 

Name " OJ000150_00.0124.C67 .ol.gp 

Start 146 

GI 84801_1.R1084 

Exons 146. . 616 

GI Descrip. .'2982268 1.0e-46 (AF0.51217) probable 40S ribosomal protein S15 
[Picea mariana] 1 



Seq. ID OJ000150_00.0124.C67 

Strand 

End 616 

Method " AAT/GAP 

End 616 

Score 813 



Seq. No. . 


27962 












Seq. ID 


OJ000150 


Gene No. 


57647 












Strand 




Start 


146 












End 


616 


Name 


OJ000150 


00. 


0124 


.C67 


.ol. 


gs 


Method- 


GENSCAN 


Start 


357 












End 


569 


GI 


none 












Score 


.53 


Exons 


357. .569 
















Seq. No. 


27963 












Seq. ID 


OJ000150 


Gene No. 


57648 












Strand 


+ 


Start 


430 












End 


592 


Name 


OJ000150 


00. 


0124 


.C70 


.ol. 


gp 


Method 


AAT/GAP 


Start 


430 












End 


592 


GI 


none 












Score 


271 


Exons 


430. .592 

















27760 



Seq. No. 27963 Seq. ID 

Gene No. 57648 Strand 

Start 430 End 

Name 0 JO 0 0 1 50_0 0.0124.C70.ol.gs Method 

Start 435 End 

GI none Score 

Exons 435.-585 



OJ000150_00.0124.C70 

+ . 

592 

GENSCAN 

585 

.73 



Seq. No. 27964 Seq. ID 

Gene No. 5764 9 Strand 

Start 336 End 

Name OJ000150_00 . 0124 . C71 . ol . gs Method 

Start 336 . End 

GI none Score 

Exons 336. . 554 



OJ000150_00.0124.C71 
+ 

554 

GENSCAN 

554 

.87 



Seq. No. 27965 Seq. ID OJ000150_03 . 0124 .C3 

Gene No. 57650 Strand + 

Start 1 End 210 

Name OJ000150_03 . 0124 . C3 . ol . np Method AAT/NAP 

Start 1 End 210 

GI 6630699 Score 82 

Exons 1..210 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] ' 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27965 Seq. ID OJ000150_03 . 0124 .C3 

57651 Strand 

349 End 537 

OJ000150_03 . 0124 . C3 . o2 . np Method AAT/NAP 

349 End 537 

5922620 Score 164 

349.. 537 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27966 Seq. ID 

57652 Strand 

213 End 

OJ000150_03 . 0124 . C5 . ol . gs Method 

213 End 

none Score 
213. .327 



OJ000150_03.0124.C5 
+ 

327 

GENSCAN 

327 

.49 



Seq. No. 27967 Seq. ID 

Gene No. 57653 Strand 

Start 1 End 

Name OJ000150_03 . 0124 . C6 . ol . np Method 

Start 1 End 

GI 3023356 Score 

Exons 1..24, 297. .409, 526. .549 

GI Descrip. ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL PRECURSOR gi 12623222 



OJ000150_03.0124.C6 
+ 

549 

AAT/NAP 

549 

57 



27761 



(AF030559) ATP synthase beta-subunit [Mus musculus] 



Seq. No. 27968 Seq. ID 

Gene No. 57 654 Strand 

Start 1 End 

Name OJ000150_03 . 0124 .C7 .ol .np Method 

Start 1 End 

GI 6630696 _ Score 

Exons 1. . 941 

GI Descrip. (AP000969) ESTs D22il4 (C10364 ) , AU07 6106 (E20423 ) correspond to a. 

region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000150_03.0124.C7 
+ 

944 

AAT/NAP 

941 

1479 



Seq. No. 27968 Seq. ID 

Gene No. 57654 Strand 

Start 1 End 

Name OJ000150_03 . 0124 .C7 .ol .gs Method 

Start 72 End 

GI none Score 

Exons 72. .944 



OJ000150_03.0124, 
+ 

944 

GEN SCAN 

944 

.82 



C7 



Seq. No. 


27968 


Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57655 


Strand 


+ 


Start 


1706 


End 


1994 


Name 


OJ000150 ,03.0124.C7.ol.gp 


Method 


AAT/GAP 


Start 


1706 


End ' 


1994 


GI 


426253 


Score 


514 


Exons 


1706.. 1994 






Seq. No. 


27968 


Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57656 


Strand 


+ 


Start 


3954 


End 


4030 


Name 


OJ000150 03.0124.C7.o3.np 


Method 


AAT/NAP 


Start 


3954 


End 


4030 


GI 


3023356 


Score 


38 


Exons 


3954. .4030 






GI Descrip. 


ATP SYNTHASE BETA CHAIN, MITOCHONDRIAL 


PRECURSOR gi 12623222 




(AF030559) ATP synthase beta- 


subunit [Mus musculus] 


Seq. No. 


27968 


Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57657 


Strand 


+ 


Start 


4238 - 


End 


8241 


Name 


OJ000150 03.0124.C7.o2.gp 


Method 


AAT/GAP 


Start 


4238 


End 


8017 


GI 


11264 1.R1084 


Score 


1250 


Exons 


4238.. 4613, 6520. .6648, 7364. 


.7485, 7582.. 7645, 7993.. 8017 



GI Descrip. f 3702323 1.0e-106 (AC005397) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27968 
57657 
4238 

OJ000150_03.0124.C7.o4.np 

4388 

6850851 



Seq. ID OJ000150_03.0124.C7 



Strand 
End 

Method 

End 

Score 



+ 

8241 
AAT/NAP 
8241 
213 



4388.-4624, 6546. .6664, 7358. .7485, 7582. .7645, 7993. .8241 
(AL132962) putative protein [Arabidopsis thaliana] 



27762 






27968 




Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57657 




Strand 


+ 


Start 


4238 




End 


8241 


Name 


OJ000150 03.0124.C7.o3. 


gs 


Method 


GENS CAN 


Start 


5938 




End 


7645 


GI 


none 




Score 


.72 


Exons 


5938.-5947, 6520.. 6648, 


7364. 


.7404, 7582.. 7645 


Seq. No. 


27968 




Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


102 




End 


473 


GI 


none 




Score 


359 


Exons 


102. .473, 125. .472 








Spo No 


27968 




Seq. ID 


OJ000150 03. 0124. C7 


Gene No. 


57658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


318 




End 


692 


GI 


none 




Score 


117 


Exons 


318. .449, 324. .449, 467 


. .598, 


468. . 692 




Seq. No. 


27968 




Sea. ID 


OJ000150 03. 0124. C7 


UCIIC IMW • 


S7658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


330 




End 


805 


GI 


none 




Score 


105 


Exons 


330.. 404, 331.. 390, 335 


. .430, 


335. .403, 


419. .805, 420. .803 




421. .804 








Seq. No. 


27968 




Seq. ID 


OJ000150_03.0124.C7 


Gene No . 


57658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1082 




End 


1436 


GI 


none 




Score 


36 


Exons 


1082. .1126, 1082. .1114, 


1127. 


.1234, 1129. .1221, 1152. .1250 




1233. .1295, 1236. .1271, 


1307. 


.1435, 1310. .1363, 1407. .1436 


Seq. No. 


27968 




Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.o2. 


np 


Method 


AAT/NAP 


Start 


1464 




End 


4434 


GI 


6721512 




Score 


182 


Exons 


1464. .1491, 3012.. 3042, 


3085. 


.3217, 3245. .3710, 4204. .4434 


GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


27968 




Seq. ID 


OJ000150_03.0124.C7 


Gene No. 


57658 




Strand 




Start 


1464 




End 


5010 


Name 


OJ000150 03.0124.C7.o2. 


gs 


Method 


GENSCAN 


Start 


2100 




End 


5010 



27763 



PT 


none 


Score 


.63 








Exons 


2100. .2145, 3246.-3373, 4229. .4600, 4945. .5010 








oeq. wo. 


27969 


Seq. ID 


OJ000150_ 








\jQJ\Q INO . 


57659 


Strand 










Start 


1 


End 


751 








Name 


OJ000150 03.0124.C8.ol.np 


Method 


R&T /NAP 








Of a 


1 


End 


751 








PT 


6721512 


Score 


161 








Exons 


1..20, 246. .283, 326. .458, 


486. .751 












(AP001072) hypothetical protein [Oryza 


sativa] 








064* IN (J • 


£. I y o j 




OJ000150 


03 


0124 


. C8 


Gene No. 


O / Oj Z7 


DUX allU 










Start 


J. 




7 SI 








IN CUUC 


OTfinni ^0 HI 94 Pfl ol rr<a 
UJUUU1 JU Uj . ,LO .Ol .yo 


Mof Vi r\rA 


\j Cj in kj \^r\iM 








Of ayf 




EjIIU. 


614 








PT 


none 


Score 


. 92 








Exons 


487. .614 














27970 


Seq. ID 


OJ000150 


03 . 


0124 


. C9 


Gene No. 


57660 


Strand 


+ 








Start 


193 


End 


.J J «J 








Name 


OJ000150 03.0124.C9.ol.gs 


Method 


\J Hi IN O ^-ttlN 








Of ar f 


193 


End 










PT 


none 


Score 


■ / J 








Exons 


193. .333 












oeq. wo. 


27970 


Seq. ID 


OJ000150_ 


UJ . 


ni ?4 




bene ino • 


57661 


Strand 










Start 


1 


End 


626 








Name 


OJ000150 03.0124.C9.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


626 








GI 


6630696 


Score 


979 








Exons 


1. .626 












GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


27970 








Seq. ID 


OJ000i50_03.0124 


.09 


Gene No. 


57661 








Strand 






Start 


1 








End 


626 




Name 


OJ000150 


03. 0124. C9. 


ol 


■ ts 


Method 


TBLASTX: Soybean 




Start 


44 








End 


409 




GI 


none 








Score 


88 " 




Exons 


44 . .277, 


260. .409 












Seq. No. 


27970 








Seq. ID 


OJ000150_03.0124 


.09 


Gene No. 


57661 








Strand 






Start 


1 








End 


626 




Name 


OJ000150 


03. 0124. C9. 


ol 


,tw 


Method 


TBLASTX: Wheat 




Start 


44 








End 


310 




GI 


none 








Score 


52 




Exons 


44. .310, 


48. .200 












Seq. No. 


27970 








Seq. ID 


OJ000150_03.0124 


.09 


Gene No. 


57661 








Strand 







27764 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000150_03 . 0124 . C9 . ol . tm 
383 

none <■ 



End 

Method 

End 

Score 



626 

TBLASTX: Maize 

626 

37 



383. .424, 390.. 419, 453.-584, 454. .588, 455. .580, 588.-626, 
589. .624 



27971 Seq. ID 

57662 Strand 

329 End 
OJ000150_03 . 0124 . C12 . ol . gs Method 

329 End 

none Score 
329. .478 



OJ000150_03.0124.C12 

+ " -t' ■ • 

478 

GENSCAN 

478 

.49 



OJ000150_03.0124.C13 
+ 

512 

AAT/NAP 

512 

284 



27972 Seq. ID 

57663 Strand 
1 End 
OJ000150_03 . 0124 . C13 . ol . np Method 
1 ■ End 

5922620 Score 
1..169, 217. .512 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27973 Seq. ID 

57664 Strand 

250 End 
OJ000150_03 . 0124 . C14 . ol . gs Method 

250 End 

none Score 
250. .295 



27974 
57665 
1 

OJ000150_03 . 0124 . C18 . o 
1 

132776 

1..18, 196. .281, 652.. 
SOS RIBOSOMAL PROTEIN 
gi|81484|pir| [S13527 r 
chloroplast - spinach 
L21 - spinach gi 121315 
[Spinacia oleracea] gi 
[Spinacia oleracea] gi 
[Spina 



Seq. ID 

Strand 

End 

l.np Method' 
End 
Score 

738 

L21, CHLOROPLAST 
ibosomal protein 



OJ000150_03.0124.C14 
+ 

295 

GENSCAN 

295 

.69 



OJ000150 03.0124.C18 



738 

AAT/NAP 

738 

70 



(CS-L7 ) 



PRECURSOR (CL21) 
L21 precursor, 
gi I 477106 | pir | IA48103 ribosomal protein 
|emb|CAA40019| (X56691) L21 r-protein 
1170135 (M57413) ribosomal protein L21 
1310590 (M64682) ribosomal protein L21 



27974 Seq. ID 

57665 Strand 

1 End 

OJ000150_03.0124.C18.ol.gs Method 

150 End 

none Score 



OJ000150_03.0124.C18 
738 

GENSCAN 

281 

.78 



27765 




Exons 



150. .281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27974 Seq. ID OJ000150_03 . 0124 . C18 

57665 Strand 

1 End 738 

OJ000150_03 .0124 . C18 . ol . gp Method AAT/GAP 

201 End 296 

22547_1.R1084 Score 120 

201. .296 

, 1710424/sp|P51412|RK21_ARATH 8.0e-28 SOS RIBOSOMAL PROTEIN L21, 

CHLOROPLAST PRECURSOR (CL21) >gi_2129718_pir S71282 ribosomal 

protein L21 - Arabidopsis thaliana >gi_114 9573_emb_CAA89887_ 
(Z49787) chloroplast ribosomal large subunit protein L21 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



27975 Seq. ID 

57666 Strand 

63 End 

OJ000150_03.0124.C20.ol.np Method 

v 63 End 

6539570 Score 
63. .256, 448. .507, 804. .912 

(AP000836) hypothetical protein [Oryza sativa] 



OJ000150_03.0124.C20 
+ 

912 

AAT/NAP 
912 
146 



27975 
57667 
63 

OJ000150_03-0124.C20.ol.gs 
63 

none 

63.. 177, 653.. 790 

27976 
57668 
202 

OJ000150_03.0124.C21.ol.gs 

202 

none 

202. .264 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_03. 0124.C20 
790 

GENSCAN 

790 

.55 



OJ000150_03.0124.C21 
264 

GENSCAN 
264 • 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start* 
Name 
Start 



27977 Seq. ID OJ000150_03 . 0124 . C22 

57669 Strand 

1 End 573 

OJ000150JD3 . 0124 . C22 . ol . np Method AAT/NAP 

1 End 573 

3023535 Score 521 

1..254, 413. .573 

MOLYBDOPTERIN BIOSYNTHESIS CNX2 PROTEIN (MOLYBDENUM COFACTOR 
BIOSYNTHESIS ENZYME CNX2) gi | 66287 1 1 emb | CAA88 107 | (Z48047) Cnx2 
[Arabidopsis thaliana] gi | 6598535 | gb | AAD15381 . 2 | (AC006223) 
molybdopterin synthase (CNX2) [Arabidopsis thaliana] 



27977 Seq. ID 

57669 Strand 

1 End 

OJ000150_03.0124.C22.ol.tc Method 

47 End 



OJ000150_03.0124.C22 
573 

TBLASTX: Cress 
573 



27766 




GI 


none 








Score 


185 




Exons 


47. .256, 


66. 


.227, 412.. 


573, 


413. .514, 


417. .560, 418. .573 


Seq. No. 


27977 








Seq. ID 


nTfinni^n 0*3 fii 94 


P99 


Gene No . 


d i boy 








btrana 






Start 


1 








End 


D f O 




Name 


OJ000150 


03. 


0124.C22.ol 


.tm 


Method 


1 Diiriij 1 A • rJd-L 




Start 


65 








End 


S7 ^ 
J / J 




GI 


none 








Score 


9 69 




Exons 


65. .259, 


66. 


.248, 418.. 


573, 


418. .573 






Seq. No. 


27977 








Seq. ID 




P99 


Gene No . 


J / DDj 














Start 


1 








End 






Name 


OJ000150 


03. 


0124.C22.ol 


.gs 


Method 


O J-j LN O 




Start 


68 






* 


End 


R7H 




GI 


none 








Score 


• O -L 




Exons 


68. .259, 


418 


..570 










Seq. No. 


27978 








Seq. ID 


o.Tnnni m 94 




bene jno. 


ft 








Q+- ranH 

otrana 


_L 
1 




Start 


422 








End 


^9 £ 
3 Z O 




Name 


OJ000150 


03. 


0124.C23.ol 


.gs 


Method 






Start 


422 






- 


End 


^9 £ 




GI 


none ■ 








Score 


fi 1 




Exons 


422. .526 














Seq. No. 


27979 








Seq. ID 




P94 


Gene No . 


c n en i 
0 / D / 1 








otrana 


T 




Start 


589 








End 


ddU 




Name 


OJ000150 


03. 


0124.C24.ol 


.gs 


Method 






Start 


589 








End 


DDU 




GI 


none 








Score 


c o 
. jj 




Exons 


589. .660 














Seq. No. 


27979 








Seq. ID 




P94 

• ^Z *i 


Gene No . 


0 / O f £. 








otrana 






Start 


589 








End 


ft 97 




Name 


OJ000150 


03. 


0124.C24.ol 


.gp 


Method 


riril / vzriJr 




Start 


589 








End 


ft 97 
O Z f 




GI 


426017 








Score 


1 HQ 
J. U -7 




Exons 


589. .672, 


798. .827 










Seq. No. 


27980 








Seq. ID 


n.Tonm n*} m 94 


P9S 


laene wo . 


3 / 0 / O 








C +- rart H 
OLianU 


J_ 
T 




Start 


80 








End 


oof: 

o y o 




Name 


OJ000150 


03. 


0124.C25.ol 


.gs 


Method 






Start 


80 








End 


7 7 4 




GI 


none 








Score 


£9 
. DZ 




Exons 


80. .774 














Seq. No. 


27980 








Seq. ID 


OJ000150_03.0124 


.C25 


Gene No. 


57673 








Strand 


+ 




Start 


80 








End 


896 




Name 


OJ000150 


03. 


0124.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


282 








End 


896 




GI 


none 








Score 


45 





27767 




Exons 


282. .422, 


418. .474, 463. 


.513, 


577. .756, 


599. .799, 


676. . 


801, 




678. .803, 


770. .844, 861. 


.896 










Seq. No. 


27980 






Seq. ID 


OJ000150_03 


.0124 


.C25 


Gene No . 


D 1 0 / O 






Strand. 


+ 






Start 


80 






End 


896 






Name 


OJ000150 


03.0124.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


463 - 






End 


844 






GI 


none 






Score 


45 






Exons 


463. .513, 


577. .756, 599. 


.799, 


678. .803, 


770. .844 






Seq. No. 


27981 






Seq. ID 


OJ000150_03 


.0124 


.C26 


bene wo . 


R7 £7 A 
j / Of 4 






0 1. 1/a.rHJ. 


+ 






Start 


275 






End 








Name 


OJ000150 


03.0124.C26.ol. 


gs 


Method 


GENS CAN 






Start 


275 




End 


421 






GI 


none 






Score 


.79 






Exons 


275. .421 














Seq. No. 


27982 






Seq. ID 


OJ000150_03 


.0124 


.C29 


bene wo . 


R7 Gil R 
3 / O / 3 






OUiduU 








Start 


528 






End 


7 £ fx 

/ 0 0 






Name 


OJ000150 


03.0124.C29.ol. 


gp . 


Method 


AAT/GAP 






.Start 


528 






End 


766 




- 


■'GI ' 


426017 






Score 


109 






Exons 


528. .557, 


683. .766 












Seq. No. 


27982 






Seq. ID 


OJ000150_03 


.0124 


.C29 


Gene No. 


3 / 0 / O 






Strand 








Start 


695 






End 


7 £ £ 
/ 0 0 






Name 


OJ000150 


03.0124.C29.ol. 


gs 


Method 


GENSCAN 






Start 


695 






End 


766 






GI 


none 






Score 


.56 






Exons 


695. .766 














Seq. No. 


27983 






Seq. ID 


OJ000150_03 


.0124 


.C30 


bene wo • 


tin cn n 
3 / 0 / / 






onrana 








Start 


276 






End 


0<L 3 






Name 


OJ000150 


03.0124.C30.ol. 


gs 


Method 


GENSCAN 






Start 


276 






End 


625 






GI 


none 






Score 


.95 






Exons 


276. .373, 


409. .625 












Seq. No. 


27984 






Seq. ID 


OJ000150_03 


.0124 


.C33 


bene wo • 


3/0/0 






0 t rana 








Start 


516 






End 


693 






Name 


OJ000150 


03.0124.C33.ol. 


gs 


Method 


GENSCAN 






Start 


516 






End 


693 






GI 


none 






Score 


.82 






Exons 


516. .593, 


685. .693 












Seq. No. 


27985 






Seq. ID 


OJ000150_03 


.0124 


.C36 


Gene No. 


57679 






Strand 


+ 






Start 


130 






End 


801 






Name 


OJ000150 


03.0124.C36.ol. 


np 


Method 


AAT/NAP 






Start 


130 






End 


677 






GI 


■ 6103736 






Score 


238 







27768 



Exons 130.. 312, 396.. 470, 590.. 677 

GI Descrip. (Y15964) chloroplast ribosomal protein L21 [Arabidopsis 
thaliana] 



Seq/ No. 27985 Seq. ID OJ000150 

Gene No. 57679 Strand + 

Start 130 End 801 

-Name OJ000150_03 . 0124 .C36 . ol . gs Method GENSCAN 

Start - 178 End 673 

GI none Score .81-.. 

Exons 178.. 312, 396.. 470, 590.. 673 



03.0124 .C36 



Seq. No. 27985 Seq. ID 

Gene No. 57679 Strand 

Start 130 End 

Name OJ000150_03 . 0124 . C36 . ol . tc Method 

Start 192 End 

GI none Score 

Exons 192.. 269, 196. .312, 254.. 295, 393.. 470, 
587. .649 



OJ000150_03.0124.C36 
+ 

801 

TBLASTX: Cress 

657 

131 

393. .470, 586. .657, 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27985 
57679 
130 

OJ000150_03.0124.C36.ol.tm 

196 

none 



Seq. ID OJ000150_03.0124.C36 

Strand + 

End 801 

Method TBLASTX : Mai ze 

End 701 

Score 162 



196. .312, 196. .312, 197. .313, 254. .316, 393. .470, 393.-473, 
586. .669, 587. .658, 589. .675, 672. .701 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 
+ 

801 

AAT/GAP 

801 

699 



03.0124.C36 



27985 
57679 
130 

OJ000150_03.0124.C36.ol.gp 
203 

22547_1.R1084 
203. .312, 396. .470, 590. .801 

, 1710424/sp|P51412|RK21_ARATH 8.0e-28 SOS RIBOSOMAL PROTEIN L21, 

CHLOROPLAST PRECURSOR (CL21) >gi_2129718_pir S71282 ribosomal 

protein L21 - Arabidopsis thaliana >gi_114 9573_emb_CAA89887_ 
(Z4 9787) chloroplast ribosomal large subunit protein L21 
[Arabidopsis thaliana] 1 



Seq. No. 


27986 






Seq. ID 


OJ000150_ 


03. 


0124 


.C37 


Gene No. 


" 57680 






Strand 


+ 








Start 


73 






End 


664 








Name 


OJ000150 03. 


0124. 


C37.ol.gs 


Method 


GENSCAN 








Start 


73 






End 


607 








GI 


none 






Score 


.96 








Exons 


73. .93, 210. 


.422, 


517. .607 












Seq. No. 


27986 






Seq. ID 


OJ000150_ 


_03. 


0124 


.C37 


Gene No. 


57680 






Strand 


+ 








Start 


73 






End 


664 








Name 


OJ000150 03. 


0124. 


C37.ol.gp 


Method 


AAT/GAP 








Start 


493 






End 


664 








GI 


none 






Score 


292 









27769 



Exons 


493. .664 








Seq. No. 


27987 


Seq. ID 


OJ000150_03.0124. 


C38 


Gene No. 


57681 


Strand 






Start 


182 


End 


532 




Name 


OJ000150 03.0124.C38.ol.gs 


Method 


GEN SCAN 




Start 


182 


End 


532 




GI 


none 


Score 


.72 




Exons 


182.. 279, 370.. 532 




- 




Seq. No. 


27988 


Seq. ID 


OJ000150_03.0124. 


C39 


Gene No. 


57682 


Strand 






Start 


119 


End 


295 




Name 


OJ000150 03.0124.C39.ol.gs 


Method 


GENSCAN 




Start 


119 


End 


295 




GI 


none 


Score 


.66 




Exons 


119. .295 








Seq. No. 


27989 


Seq. ID 


OJ000150_03.0124. 


C43 


Gene No. 


57683 


Strand 






Start 


1 


End 


592 




Name , 


OJ000150 03.0124.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


592 




GI 


5922620 


Score 


257 




Exoris 


1..35, 206. .379, 427. .592 








GI Descrip. 


(AP000492) -EST D15357 (C0514 ) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 03.0124.C46 



27990 
57684 
1 

OJ000150_03.0124.C46.ol.np 
1 

6630696 
1..3465 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



3571 
AAT/NAP 
3465 
5987 



27990 
57684 
1 

OJ000150_03.0124 .C46.o5.tw 
1 

none 

1..30, 2. .28, 24. .140, 26. .142, 
147. .191, 200. .256, 201. .254 



OJ000150_03.0124.C46 
3571 

TBLASTX: Wheat 
256 
37 

28. .141, 128. .184, 144. .185, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 27990 Seq. ID 

Gene No. 57684 Strand 

Start 1 End 

Name OJ000l'50_03 . 0124 .C4 6.o3.tm Method 

Start 140 End 

GI none Score 



OJ000150_03.0124 .C46 
3571 

TBLASTX: Maize 

502 

314 



27770 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



140. .502, 141. .479 

27990 
57684 
1 

OJ000150J)3.0124.C46.o2.tw 
257 
none 

257. .328, 482. .688, 683. .1027, 846. .1010 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Wheat 

End 1027 

Score 72 



27990 
57684 
1 

OJ000150_03.0124.C4 6.o3.ts 

278 

none 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Soybean 

End 629 

Score 72 



278. .460, 281. .469, 282. .470, 465. .629, 470. .628 



27990 
57684 
1 

OJ000150_03.0124.C4 6.o2.tm 

563 

hone 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX: Maize 

End 1028 

Score 61 



563. .1027, 666. .776, 812. .892, 897. .1028 



27990 
57684 
1 

OJ000150_03.0124.C4 6.ol.ts 
698 

5509260 

698.. 1162, 906.. 1067 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Soybean 

End 1162 

Score 103 



Seq. No. 27990 

Gene No. 57684 

Start 1 

Name OJ000150_03 . 0124 .C4 6.ol.tc 

Start 809 
GI . , none 

Exons 809.. 1069, 897.. 1067 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX: Cress 

End 1069 

Score 110 



Seq. No. 27990 

Gene No. 57684 

Start 1 

Name OJ000150_03 . 0124 . C4 6 . ol . tw 

Start 1082 

GI none 

Exons 1082.. 1264, 1082.. 1822, 1086. 

Seq. No. 27990 

Gene No. 57684 

Start 1 

Name OJ000150_03 . 0124 . C46 . o2 . ts 

Start 1487 

GI none 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Wheat 

End 1829 

Score 120 

.1271, 1332.. 1829, 1422.. 1829 

Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Soybean 

End 1885 

Score 92 



27771 



Exons 



1487..1660, 1664. .1885, 1668. .1883 



Seq. No. 27990 

Gene No. 57684 

Start 1 

Name OJ000150_03 . 0124 .C4 6 ,o4 . tm 

Start 1673 

GI none 

Exons 1673.. 2137, 1680.. 1856 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Mai ze 

End 2137 

Score 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27990 
57684 
1 

OJ000150_03 . 0124 . C4 6 . o4 . tw 

1830 

none 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Wheat 

End 2030 

Score 223 



1830. .2030, 1830. .2027, 1832. .2029 



27990 
57684 
1 

OJ000150_03.0124.C4 6.o4.ts 

1895 

none 

1895.. 2143, 2126.. 2275 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Soybean 

End 2275 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27990 
57684 
1 

OJ000150_03.0124 .C4 6.ol.tm 

2249 

none 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX: Maize 

End 2593 

Score 373 



2249.. 2290, 2319.. 2591, 2319.. 2591, 2320.. 2592, 2320.. 2592, 
2321. .2593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27990 Seq. ID OJ000150_03 . 0124 . C4 6 

57684 ' Strand 

1 End 3571 . 

OJ000150_03.0124.C4 6.ol.gp ' Method AAT/GAP 

2534 End 3423 

101595_1.R1084 Score 1446 :V 

2534.. 2608, 2724.. 3423 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



27990 
57684 
1 

OJ000150_03.0124.C4 6.o5.tm 

3116 

none 



Seq. ID OJ000150_03.0124 .C46 
Strand 

End . 3571 

Method TBLASTX : Mai ze ■ 

End 3376 

Score 131 



3116.. 3307, 3119.. 3310, 3181.. 3312, 3305.. 3376 



Seq. No. 27990 

Gene No. 57684 

Start 1 

Name OJ000150 03 . 0124 .C46.o3. tw 



Seq. ID OJ000150_03.0124.C46 
Strand 

End 3571 

Method TBLASTX : Wheat 



27772 



Start 


3176 








End 


3571 


GI 


none 








Score 


152 


Exons 


3176. .3307, 


3195. 


.3305, 


3304. 


.3459, 3436.. 3570, 3473.. 3571 


Seq. No. 


27991 








Seq. ID 


OJ000150_03 . 0124 .C47 


Gene No. 


57685 








Strand 




jLall. 










End 


10125 


Name 


OJ000150 03 


.0124. 


C47.ol 


. gs 


Method 


GEN SCAN ' 


Start 


2911 








End 


10125 


GI 


none 








Score 


.62 


Exons 


2911. .3251, 


3849. 


.3996, 


4884. 


.5013, 5432.. 5575, 6029.. 6205, 




6366.-7834, 


8389. 


.8508, 


9643. 


.9756, 9928.. 10125 


Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 




J / v) O «J 








Strand 




Start 


2911 








End 


10125 


Name 


OJ000150 03 


.0124. 


C47.ol 


.gp 


Method 


AAT/GAP 


Start 


5760 








End 


6191 


GI 


none 








Score 


864 


Exons 


5760. .6191 












Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 


Gene No. 


57685 








Strand 




Start 


2911 








End. 


10125 


Name 


OJ000150 03 


.0124. 


C47.ol 


. np 


Method 


. AAT/NAP 


Start 


6356 








End 


9267 


GI 


3702324 








Score 


334 


Exons 


6356. .6595, 


7031. 


.7578, 


7618. 


.7898, 9236.. 9267 


GI Descrip. 


(AC005397) 


hypothetical protein [Arabiciopsis thaliana] 


Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 




57685 








Strand 




Start 


2911 








End 


10125 


Name 


OJ000150 03.0124. 


C47.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6512 








End 


6922 


GI 


none 








Score 


180 


Exons 


6512 .' .6922, 


6513. 


.6734, 


6532. 


.6915 




Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 


UC11C LNVJ . 


57685 








Strand 




Start 


2911 








End 


10125 


Name 


OJ000150 03 


.0124. 


C47.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6613 








End 


7049 


GI 


none 








Score 


87 


Exons 


6613. .6918, 


6644. 


.6973, 


6810. 


.6974, 6989. .7048, 7002. .7049 


Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 




57685 








Strand 




Start 


2911 . 








End 


10125 


Name 


OJ000150 03 


.0124. 


C47.ol 


. tw • 


Method 


TBLASTX: Wheat 


Start 


6644 








End 


7050 


GI 


none 








Score 


53 


Exons 


6644. .6973, 


6660. 


.6734, 


6810. 


.6974, 6988.. 7050, 6989.. 7045 


Seq. No. 


27991 








Seq. ID 


OJ000150_03.0124.C47 


Gene No. 


57685 








Strand 




Start 


2911 








End 


10125 



27773 



Name 

Start 

GI 

Exons 



OJ000150_03.0124.C47.ol.tm Method TBLASTX : Maize 
6924 End 7494 ' 

none Score 55 

6924. .6974, 6929. .6973, 6969. .7055, 6988. .7044, 6989. .7063, 

6999. .7055, 7069.. 7143, 7069. .7275, 7070.. 7276, 7073.. 7276, 

7189. .7299, 7265. .7345, 7275.-7493, 7278. .7448, 7279.-7494, 
7279. .7494 



Seq. No. 


27992 


Seq. ID 


OJ000150JD3. 


0124 


,C4 


Gene No. 


57686 


Strand 


+ 






Qf art* 


3825 


End 


6724 






Name 


OJ000150 03.0124.C48.ol.np 


Method 


AAT/NAP 






Start 


3825 


End 


6724 






GI 


5042463 


Score 


99 






Exons 


3825. .4022, 4683.. 4813, 4865.. 4949, 6663.-6724 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


27992 


Seq. ID 


n.Tnnm so rn 


0124 


.C4 


OC11C L\\J • 


57687 


Strand 


+ ~ 






Start 


8260 


End 


11836 






Name 


OJ000150 03.0124.C48.ol.gp 


Method 


AAT/GAP 






Start 


8177 


End 


10270 






GI 


426017 


Score 


589 






Exons 


8177.. 8320, 9234.. 9305, 10030 ... 10086, 


10211. .10270 






Seq. No. 


27992 


Seq. ID 


OJ000150JD3. 


0124 


.C4 


Gene No. 


57687 


Strand 


+ 






OLdlL 


8260 


End 


11836 






Name 


OJ000150 03.0124.C48.o3.gs 


Method 


GENS CAN 






Start 


8260 


End 


11664 






GI 


none 


Score 


.71 






Exons 


8260.. 8320, 9234.. 9305, 10137 .. 10261, 


11476. .11664 






Seq. No. 


27992 


Seq. ID 


OJ000150_03. 


0124 


.C4 


Gene No. 


57687 


Strand 


+ 






Start 


8260 


End 


11836 






Name 


OJ000150 03.0124.C48.o2.np 


Method 


AAT/NAP 






Start 


10211 


End ' 


10558 






GI 


6478923 


Score 


247 






Exons 


10211. .10351, 10461.. 10558 










GI Descrip. 


(AC011436) putative alpha-hemolysin [Arabidopsis thaliana] 


Seq. No. 


27992 


Seq. ID 


OJ000150_03. 


0124 


.C4 


Gene No. 


57687 


Strand. 


+ 






Start 


8260 


End 


11836 






Name 


OJ000150 03.0124.C48.o2.gp 


Method 


AAT/GAP 






Start 


10296 


End 


11836 






GI 


553 2.R1084 


Score. 


894 






Exons 


10296. .10351, 10461. .10526, 


11476. .11836 






GI Descrip. 


■ 576771/gb | U16256 | OSU16256 


0.0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 1 1 


-end sequence 1 






Seq. No. 


27992 


Seq. ID 


OJ000150_03. 


0124 


-C4 


Gene No. 


57688 


Strand 


+ 






Start 


14898 


End 


17168 






Name 


OJ000150 03.0124.C48.o5.gs 


Method 


GENS CAN 






Start 


14898 


End 


17168 







27774 




GI 

Exons 



none Score .46 

14898. .15066, 15145 .. 15418, 15791 15956, 16234 16448, 

16976.. 17168 



Seq. No. 27992 

Gene No. 57689 

Start 19884 

Name OJ000150_03 . 0124 . C48 . o3 . gp 

Start' 19884 

GI none 

Exons 19884.. 20072 



Seq. ID OJ000150_03.0124.C48 

Strand + 

End 20072 

Method AAT/GAP 

End 2Q072 

Score 242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_03.0124.C48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27992 

57690 Strand + 

21683 End 25083 

OJ000150_03 . 0124 . C48 . o7 . gs Method GENSCAN 

21683 End 25083 

none Score .49 

21683. .21729, 22005. .22432, 24914.. 25083 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_03. 
+ 

26006 
AAT/NAP 
26006 
168 



0124. C48 



27992 
57691 
, 25850 

.^J000150_03.0124.C48.o5.np 
25850 
5922620 
25850.. 26006 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150_ 
+ 

29311 
AAT/NAP 
29311 
480 



03.0124.C48 



27992 
57692 
26283 

OJ000150_03 . 0124 .C48 .o7 .np 
26283 
5922620 

26283. .26330, 26369 .. 26492, 
28948. .28972, 29120. .29311 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



27396. .27618, 27666. . 27837, 



27992 Seq. ID 

57693 Strand 

32039 End 
OJ000150_03 . 0124 . C48 . o9 . gs Method 

32039 End 

none Score 

32039. .32151, 32177.. 32399 



OJ000150_03.0124.C48 
+ 

32399 
GENSCAN 
32399 
. 66 



Seq. No. 
Gene No. 



27992' 
57694 



Seq. ID OJ000150_03.0124.C48 
Strand + 



27775 




Start 


36120 


End 


36384 


Name 


OJ000150 03.0124.C48.ol0.gs 


Method 


GEN SCAN 


Start 


36120 


End 


36384 


GI 


none 


Score 


.76 


Exons 


36120. .36133, 36309.. 36384 






Seq. No. 


27992 


Seq. ID 


OJ000150 


Gene No . 


57695 


Strand 




Start 


5586 


End 


7101 


Name 


. OJ000150 03.0124.C48.o2.gs 


Method 


GEN SCAN 


Start 


5586 


End 


7101 


GI 


none 


Score 


.73 


Exons 


5586.. 5613, 6454.. 6583, 7053. 


.7101 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27992 
57696 
9490 

OJ000150_03.0124.C48.o3.np 
9490 
633110 



11841 
AAT/NAP 
11841 
312 

9490. .9554, 11251 .. 11387, 11475 .. 11635, 11743. .11841 
(D31843) plasma membrane H+-ATPase [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150 03.0124.C48 



27992 

57697 - 
12184 

OJ000150_03.0124.C48.o4.gs 

12184 

none 



Seq. ID OJ000150_03.0124.C48 
Strand 

End 13221 

Method GENSCAN 

End 13221 

Score .67 



12184. .12288, 12869 .. 13042 , 13147.. 13221 



Seq. No. 


27992 


Gene No. 


57698 


Start 


18361 


Name 


OJ000150 03.0124.C48.o6.gs 


Start 


18361 


GI 


none 


Exons 


18361. .18553, 18740 .. 18866, 


Seq. No. 


27992 


Gene No. 


57698 


Start 


18361 


Name 


OJ000150 03.0124.C48.o4.np 


Start 


20039 


GI 


6850850 


Exons 


.20039. .21256 


GI Descrip. 


(AL132962) putative protein 



Seq. ID OJ000150_03.0124 .C48 
Strand 

End 21340 



End 
Score 



21340 
.51 



Seq. ID OJ000150_03.0124 .C48 
Strand 

End 21340 



End 
Score 



21256 
1167 



Seq. No. 27992 

Gene No. 57699 

Start 26145 

Name OJ000150_03 . 0124 . C4 8 . 06 . np 

Start 26145 

GI 6630699 

Exons 26145. .26228, 27373.-27489 
GI Descrip. (AP000969) hypothetical protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000150_03.0124.C48 

27489, 
AAT/NAP 
27489 
76 



[Oryza sativa] 



gi 16721536 1 dbj IBAA89566.il (AP001073) hypothetical protein 



27776 




[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150 03.0124.C48 



27992 . Seq. ID 

57700 Strand 

29450 End 30794 

OJ000150_03 . 0124 . C48 .08 .np Method AAT/NAP 

29450 End 30794 

6630699 Score 73 
29450. .29528, 30763.. 30794 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



27992 
57701 
37308 

OJ000150_03. 0124. C48. oil. gs 
37308 



End 

Method 
End 

none Score 
37308. .37390, 37481 37571, 41229. . 41363, 41711 .. 42781, 
42876. .43088, 43205 43348, 43456 .. 43626, 44238 44435, 
44556. .46463 



Seq. ID OJ000150_03.0124.C48 
Strand 

464 63 
GENSCAN 
46463 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27992 
57701 
37308 

OJ000150_03 . 0124 .C48 . o4 .gp 

•12452 

none 

42452. .42805 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000150_03.0124.C48 

46463 
AAT/GAP 
42805 
664 



Seq. No. 27992 Seq. ID 

Gene No. 57701 Strand 

Start 37308 End 

Name OJ000150_03 . 0124 . C48 . o5 . gp Method 

Start 45519 End 

GI 2312773 Score 

Exons 45519. .45811 



OJ000150_03.0124.C48 

46463 
AAT/GAP 
45811 
550 



Seq. No. 27992 

Gene No. 57702 

Start 47962 

Name OJ000150_03 . 0124 . C48 . o7 . tm 

Start 10017 

GI none 

Exons 10017. .10088, 
10212. .10358, 



10027. .10077, 
10213. .10353, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10041. .10091, 
10459. .10491, 



OJ000150 03.0124.C48 



48522 

TBLASTX: Maize 
10492 
72 

10208. .10354, 
10460. .10492 



Seq. No. 27992 

Gene No. 57702 

Start 47962 

Name OJ000150_03 . 0124 .C48 . ol . tc 

Start 11253 

GI none 

Exons 11253. .11351, 11257 .. 11349, 
>V JL1479. .11637, 11751. .11819, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11475. .11636, 11478 
11754. .11840 



OJ000150_03.0124.C48 
48522 

TBLASTX: Cress 

11840 

74 

11636, 



27777 



Seq.. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


Gene No. 


57702 




Strand 






Q4- -j Y-+- 






End 


48522 




Name 


OJ000150 03.0124.C48 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11253 




End 


11841 




GI 


none 




Score 


76 




Expns 


11253. .11393, 11255. 


.11371, 


11257. .11394, 11478. .11636, 






11479. .11637, 11754. 


.11819, 


11754. .11840, 11755. .11841 




Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


Gene No. 


57702 




Strand 












End 


48522 




Name 


OJ000150 03.0124.C48 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11253 




End 


11840 




GI 


none 




Score 


67 




Exons 


11253. .11393, 11257. 


.11370, 


11478. .11585, 11478. .11636, 






11479. .11637, 11754. 


.11840, 


11760. .11819 




Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


Gene No. 


57702 




Strand 






Of- a r f- 






End 


48522 




Name 


OJ000150 03.0124.C48 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11253 




End 


11841 




GI 


none 




Score 


117' 




Exons 


11253. .11351, 11-4 69". 


.11636, 


11470. .11637, 11478. .11642, 






11754. .11840, 11760. 


.11819, 


11764 . .11841 




Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


ucllc LNO • 


R7709 
D 1 1 \Jc. 




Strand 






Start 


47962 




End 


48522 




Name 


OJ000150 03.0124.C48 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19998 




End 


20357 




GI 


none 




Score 


229 




Exons 


19998. .20195, 20015. 


.20356, 


20036. .20335, 20046. .20357 




Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


Gene No. 


57702 




Strand 






Start 


47962 




End 


,48522 




Mama 




ol t" c 

• \J J. • UO 


Method 


TBLASTX : Soybean 




Start 


20016 




End 


21131 




GI 


none 




Score 


437 




Exons 


20016. .20189, 20022. 


.20477, 


20033. .20488, 20505 .. 20876, 






20510. .20911, 20511. 


.20912, 


20903. .20980, 20954 .. 20995, 






20954. .21007, 21005. 


.21127, 


21009. .21131 




Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 








Strand 






Start 


47962 




End 


48522 




Name 


OJ000150 03.0124.C48 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


20033 




End 


20423 




GI 


none 




Score 


529 




Exons 


20033. .20422, 20034. 


.20423 








Seq. No. 


27992 




Seq. ID 


OJ000150_03.0124 


.C48 


Gene No. 


57702 




Strand 






Start 


479.62 




End 


48522 




Name 


OJ000150 .03.0124.C48 


.o2.tm 


Method 


TBLASTX: Maize 





27778 



• # 



Start 


20552 








End 


21037 






GI 


none 








Score 


221 






Exons 


20552. 


.20767, 


20553. 


.20777, 


20553. .20774, 20554 


. .20787, 






20762. 


.21037, 


20763. 


.21035 










Seq. No. 


27992 








Seq. ID 


OJ000150 


_03.0124 


.C48 


oene jno . 


57702 








Strand 








Start 


47962 








End 


48522 






Name 


OJ000150 03.0124.C48 


,o5. tm 


Method 


TBLASTX: 


Maize 




Start 


21038 








End 


21297 






GI 


none 








Score 


288 






Exons 


21038. 


.21295, 


21039. 


.21296, 


21040. .21297, 21040 


. .21297 




Seq. No. 


27992 








Seq. ID 


OJ000150 


_03.0124 


.C48 


Gene No. 


57702 








Strand 








Start 


47962 








End 


48522 






Name 


OJ000150 03.0124.C48 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


41589 








End 


45329 






GI 


none 








Score 


36 






Exons 


41589. 


.41624, 


41641. 




41682. .41807, 41684 








41686. 


.41886, 


41729. 


.41908, 


41972. .42022, 42011 


. .42067, 






42063. 


.42203, 


44215. 


.44442, 


44238. .44441, 44539 


. .44832, 






44556. 


.44861, 


44560. 


.44862, 


44851. .44904, 44858 


. .44905, 






44871. 


.45155, 


44881. 


.45162, 


44923. .45162, 45154 


. .45246, 






45157. 


.45264, 


45158. 


.45322, 


45207. .45329 






Seq. No. 


27992 








Seq. ID 


OJ000150 


_03.0124 


.C48 


Gene No. 


57702 








Strand 










47962 








End 


48522 






Name 


OJ000150 03.0124.C48 


.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


41641 








■ End 


42022 






GI 


none 








Score 


181 






Exons 


41641. 


.41715, 


41682. 


.41807, 


41684. .41809, 41686 


. .41886, 






41729. 


.41908, 


41972. 


.42022 










Seq. No. 


27992 








Seq. ID 


OJ000150 


JD3.0124 


.C48 


Gene No. 


57702 








Strand 








O Lai L 


47962 








End 


48522 






Name 


OJ000150 03.0124.C48 


. 06 . tm 


Method 


TBLASTX: 


Maize 




Start 


45806 








End 


46292 






GI 


none 








Score 


89 






Exons 


45806. 


.45988, 


45819. 


.45989, 


45837. .45992, 45933 


. .46292, 






45957. 


.46292 














Seq. No. 


27992 








Seq. ID 


OJ000150 


_03.0124 


.C48 


c\ c\ XT /s 


57702 








Strand 








Start 


47962 








End 


48522 






Name 


OJ000150 03.0124.C48 


.ol2.gs 


Method 


GENSCAN 






Start 


47962 








End 


48522 






GI 


none 








Score 


.84 






Exons 


47962. 


.48522 














Seq. No. 


27993 








Seq. ID 


OJ000150 


_03.0124 


.C49 


Gene No. 


57703 








Strand 


+ 






Start 


2964 








End 


6268 






Name 


OJ000150 03.0124.C49 


. ol . gs 


Method 


GENSCAN 






Start 


2964 








-fend 


6268 







27779 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2964.. 3078, 4743.. 5104, 6083.. 6268 



68 



27993 Seq. ID 

57704 Strand 
74 62 End 
OJ000150_03 . 0124 . C49 . ol . np Method 
7450 End 
1710424 Score 
7450. .7764, 8236.. 8316, 8865.. 8966, 
SOS RIBOSOMAL PROTEIN L21, CHLOROPLAST PRECURSOR (CL21) 
gi|2129718 |pir| IS71282 ribosomal protein L21 - Arabidopsis 
thaliana gi | 1149573 | emb | CAA89887 | (Z4 9787) chloroplast ribosomal 
large subunit protein L21 [Arabidopsis thaliana] 



OJ000150_03.0124.C49 
+ 

11131 
AAT/NAP 
9331 
331 

9050.. 9124, 9244.. 9331 



27993 Seq. ID 

57704 Strand 

74 62 End 
OJ000150_03 . 0124 . C4 9 . o2 . gs Method 

7462 End 

none Score 

7462. .7764, 8236. .8316, 8832. .8966, 
11029. .11131 



OJ000150_03.0124.C49 
+ 

11131 
GENSCAN 
11131 
8 2 

9050. .9124, 



10226. .10320, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27993 . Seq. ID OJ000150_03 . 0124 . C4 9 

57704 Strand + 

7462 End 11131 

OJ000150_03 . 0124 . C4 9 . o2 . gp Method AAT/GAP 

7667 End 9455 

22547_1.R1084 Score 924 

7667. .7764, 8236. .8316, 8865.-8966, 9050. .9124, 9244. .9455 

' 1710424/sp|P51412|RK21_ARATH 8.0e-28 SOS RIBOSOMAL PROTEIN L21, 

CHLOROPLAST PRECURSOR (CL21) >gi_2129718_pir S71282 ribosomal 

protein L21 - Arabidopsis thaliana >gi_114 9573_emb_CAA89887_ 
(Z4 9787) chloroplast ribosomal large subunit protein L21 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 03.0124.C49 



27993 
57705 
5769 

OJ000150_03 . 0124 . C4 9 . ol . gp 
5769 

LIB3431-004-P1-K1-G12. 
5769. .5852 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



5852 
AAT/GAP 
5852 
109 



27993 
57706 
7729 

OJ000150_03 . 0124 . C4 9 . ol . tm 

7729 

none 



Seq. ID OJ000150_03.0124.C49 
Strand 

End 9355 

Method TBLASTX: Maize 

End 9355 

Score 152 



7729.-7776, 8199. .8315, 8218. .8319, 8236. .8319, 8246. .8320, 

8850. .8966, 8850. .8966, 8851. .8967, 8864. .8995, 9021. .9122, 

9047. .9124, 9047. .9127, 92.40 ... 932-3, 924 1 .. 9312 , 9243 . . 9329/ 
9326.. 9355 



27780 



# • 



Seq. No. 


27993 








Seq. ID 


OJ000150 


_03. 


0124 


.C49 


Gene No. 


o / /Ub 








Strand 










Start 


7729 








End 


9355 








Name 


OJ000150 03 


.0124. 


C49.ol 


• tc 


Method 


TBLASTX : < 


Cress 




Start 


8218 








End 


9311 








GI 


none 








Score 


128 








Exons 


8218. .8319, 


8846. 


.8923, 


8850. 


.8966, 8914.. 8949, 


9047. .9124, 




9047. .9124, 


9240. 


.9311, 


9241. 


.9303 










Seq. No. 


27994 








Seq. ID 


OJ000150 


_03. 


0124 


.C50 


bene inu • 


S7707 








Strand 








• 


Start 


6207 








End 


/ y x *± 








Name 


OJ000150 03 


.0124. 


C50.ol 


.np 


Method 


AAT/NAP 








Start 


6207 








End 


7914 








GI 


6498436 








Score 


613 








Exons 


6207. .6325, 


6591. 


.6944, 


7846. 


.7914 










GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 








beq. no. 










Seq. ID 


OJ000150 


_03. 


0124 


• C51 


Gene No. 


57708 








Strand 










Start 


4135 








End 


4634 








Name 


OJ000150 03 


. 0124 . 


C51.o2 


.gs 


Method 


GENSCAN 








Start 


4135 








End 


4634 








GI 


none 








, Score ■ 


.72 








Exons 


4135. .4208, 


A C *7 A 

4574 . 


.4634 














beq. No. 


z / y y b 








Seq. ID 


OJ000150 


_03. 


0124 


.C52 


Gene No. 


57709 








Strand 


+ 








Start 


2595 








End 


5466 








Name 


OJ000150 03 


. 0124 . 


C52.ol 


.gs 


Method 


GENSCAN 








Start 


2595 








End 


4490 








GI 


none 








Score 


.96 








Exons 


2595. .4490 


















Seq. No. 


27996 








Seq. ID 


OJ000150 


_03. 


0124 


.C52 


bene no . 


J / f U7 








Strand 


+ 








Start 


2595 








End 


5466 








Name 


OJ000150 03 


.0124. 


C52.ol 


.np 


Method 


AAT/NAP 








Start 


2595 








End 


5466 








GI 


6692098 








Score 


1340 








Exons 


2595. .4302, 


5423. 


.5466 














GI Descrip. 


(AC007764) 


F22C12 


.10 [Arabidopsis thaliana] 








beq. no. 


z / y y b 








Seq. ID 


OJ000150 


_03. 


0124 


.C52 


Gene No. 


57709 








Strand 


+ 








Start 


2595 








End 


5466 








Name 


OJ000150 03 


.0124. 


C52.ol 


.gp 


Method 


AAT/GAP 








Start 


2818 








End 


3277 








GI 


none 








Score 


903 








Exons 


2818. .3277 


















Seq. No. 


27996 








Seq. ID 


OJ000150 


_03. 


0124 


.C52 


Gene No. 


57710 








Strand 


+ 








Start 


7760 








End 


11919 








Name 


OJ000150 03 


.0124. 


C52.o2 


. np 


Method 


AAT/NAP 








Start 


7760 






End 


11768 









27781 



GI 

Exons 

GI Descrip. 



10952. .11020, 



3023535 Score 1337 

7760. .7868, 9018. .9571, 9709. .9881, 10040 .. 10226, 
11688. .11768 

MOLYBDOPTERIN BIOSYNTHESIS CNX2 PROTEIN (MOLYBDENUM COFACTOR 
BIOSYNTHESIS ENZYME CNX2) gi | 66287 1 | emb I CAA88 107 | (Z48047) Cnx2 
[Arabidopsis thaliana] gi | 6598535 | gb | AAD15381 . 2 | (AC006223) 
molybdopterin synthase (CNX2) [Arabidopsis thaliana] 



Seq. No. 27996 

Gene No. 57710 

Start 7760 

Name OJ000150_03 . 0124 .C52.o3.gs 

Start 8652 

GI none ■ 

Exons 8652.. 8708, 8960.. 9571, 9709. 
11688.. 11771 



OJ000150_03.0124.C52 
+ 

11919 
GEN SCAN 
11771 
.87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9876, 10035. .10226, 10952 11020, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27996 
57710 
7760 

OJ000150_03.0124.C52.o5.gp 
10149 

56139 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
10149. .10226, 10952. .11020, 11688 .. 11835, 11896. .11919 
M887741/gb|AAD32277.1 |AC006533_1 1.0e-24 (AC006533) 
molybdopterin biosynthesis cnx2 protein [Arabidopsis thaliana] ' 



OJ000150_03.0124.C52 
+ 

11919 
AAT/GAP 
11919 
492 



27996 
57711 
20908 

OJ000150_03.0124.C52.o6.gs 

20908 

none 



Seq. ID OJ000150_03.0124.C52 



Strand 
End 

Method 

End 

Score 



+ 

23722 
GENSCAN 
23722 
. 69 



20908. .20952, 22237 .. 22290, 22655 .. 22832 , 23655.. 23722 



Seq. No. 27996 Seq. ID 

Gene No. 57712 Strand 

Start 24495 End 

Name " OJ000150_03 . 0124 .C52 . o7 . gs Method 

Start 24495 End 

GI none Score 

Exons 24495. .24653, 25984.. 26004 



OJ000150_03.0124.C52 
+ 

26004 
GENSCAN 
26004 
.64 



Seq. No. 


27996 




Seq. ID 


OJ000150 


_03 


0124 


.C52 


Gene No. 


57713 




Strand 


+ 








Start 


28984 




End 


29334 








Name 


OJ000150 03.0124.C52 


.08 .gs 


Method 


GENSCAN 








Start 


28984 




End 


29334 








GI 


none 




Score 


.74 








Exons 


28984. .29146, 29237. 


.29334 












Seq. No. 


27996 




Seq. ID 


OJ000150 


_03. 


0124 


.C52 


Gene No. 


57714 




Strand 


+ 








Start 


32386 




End 


32535 








Name 


OJ000150 03.0124.C52 


. o9. gs 


Method 


GENSCAN 








Start 


32386 ■ * 




End 


. 32535 








GI 


none 




Score 


.88 









27782 



Exons 


32386. .32535 






Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


Gene No. 


57715 


Strand 


+ 


O Lai L 


39QQ0 




36871 


Name 


OJ000150 03.0124 .C52.o5.np 


Method 


AAT/NAP 


Start 


32990 


End 


36871 


GI 


5852172 


Score 


116. 


Exons 


32990. .33016, 36713.. 36871 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


bene jno . 


D 1 I X D 


O Li dllLl 




Start 


4029 


End 


4837 


Name 


OJ000150 03.0124 .C52.o2.gp 


Method 


AAT/GAP 


Start 


4029 


End 


4837 


GI 


none 


Score 


1593 


Exons 


4029. .4837 






Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


Gene No. 


57717 


Strand 




OUait 




End 


8412 


Name 


OJ000150 03.0124.C52.o2.gs 


Method 


GENS CAN 


Start 


6327 - 


End 


8412 


GI 


none 


Score 


.58 


Exons 


6327.. 6439, 6454.. 6538, 6699 


'..6884, 6892. .7053, 7496. .7 




8252.. 8412 






Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


Gene No. 


57718 


Strand 




Start 


14905 


End 


18022 


Name 


n.Tnnm rn m?4 ns? nfi rrn 

UJ U U U -L *J U J • i UJl ■ UU • 


Method 


AAT/GAP 


Start 


14905 


. End 


15735 


GI 


47737 2.R1084 


Score 


1518 


Exons 


14905. .15735 






GI Descrip. 


•4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P4: 




[Arabidopsis thaliana] 1 






Seq. No. 


27996 ' 


Seq. ID 


OJ000150_03.0124 


Gene No. 


57718 


Strand 






14905 


End 


18022 


Name 


OJ000150- 03.0124.C52.o3.np 


Method 


AAT/NAP 


Start 


15362 


End 


16545 


GI 


6143881 


Score 


143 


Exons 


15362. .15-539, 16448.. 16545 






GI Descrip. 


(AC010927) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


bene lno • 


57718 


Strand 




Start 


14905 


End 


18022 


Name 


OJ000150 03.0124.C52.o5.gs 


Method 


GENSCAN 


Start 


16394 


End 


18022 


GI 


none 


Score 


.53 


Exons 


16394. .16740, 17161 17201, 


17472. .17567, 17955. .18022 


Seq. No. 


27996 


Seq. ID 


OJ000150_03.'0124 


Gene No. 


57719 


Strand 





27783 



Start 


33775 










End 


37660 






Name 


OJ000150 03 


.0124. 


C52.ol. 


,tm 


Method TBLASTX: 


Maize 




Start 














A 1 A R 
4 1 4 O 






GI 


none 










Score 


55 






Exons 


3069. 


.3113, 


"31 1 A 


. J1JO , 




.3601, 


3255. .3866, 




. JJOJ, 




3323. 


.3601, 


3329. 


.3679, 


3335. 


.3679, 


3399. .3941, 


3410. 


.3676, 




3473. 


.3679, 


3474. 


.4016, 


3549. 


.4076, 


3573. .3821, 


3618. 


.4076, 




3725. 


.3862, 


3726. 


.4145, 


3731. 


.4078, 


3731. .4069, 


3731. 


.4015, 




3743. 


.4093, 


3767. 


.4066, 


3848. 


.4075, 


3900. .4079, 


3917. 


.4072, 




3993. 


.4085 
















Seq. No. 


27996 










Seq. 


ID OJ000150 


03.0124.C52 


Gene No. 


57719 










Strand 






Start 


33775 










End 


37660 






Name 


OJ000150 03 


.0124. 


C52.ol. 


tc 


Method TBLASTX: Cress 




Start 


3248 










End 


4166 






GI 


none 










Score 


40 






Exons 


3248. 


.3304, 


3300. 


.3863, 


3303. 


.3401, 


3317. .3418, 


3318. 


.3419, 




3318. 


.3476, 


3324. 


.3506, 


3326. 


.3601, 


3332. .3463, 


3335. 


.3601, 




3335. 


.3601, 


3335. 


.3658, 


3335. 


.3469, 


3339. .3590, 


3349. 


.3612, 




3350. 


.3541, 


3356. 


.3538, 


3385. 


.3609, 


3398. .3676, 


3399. 


.3938, 




3402. 


.3821, 


3407. 


.3601, 


3408. 


.3626, 


3450. .4019, 


3489. 


.3683, 




3493. 


.3687, 


"3 A OA 


. JDOO/ 


*3 c; a O 


.4076, 


3558, .3776, 


3576. 


.3701, 




3576. 


.3962, 


3597. 


.3773, 


3597. 


.3767, 


3638. .3844, 


3639. 


.3854, 




3676. 


.3840, 


3725. 


.3775, 


3728. 


.3925, 


3731. .4072, 


373l£ 


:.4069, 




3731. 


.4018, 


3732. 


.3926, 


3743. 


.4072, 


3750. .4076, 


3767. 


.4066, 




3789. 


.4001, 


3806. 


.4000, 


3854. 


.4102, 


3864. .4103, 


3871. 


.4125, 




3871. 


.4104, 


3876. 


.4124, 


3917. 


.4081, 


3918. .4073, 


4110. 


.4166 


Seq. No. 


27996 










Seq. 


ID OJ000150 


03.0124 .C52 


Gene No. 


57719 










Strand 






Start 


33775 










End 


37660 






Name 


OJ000150 03 


.0124. 


C52.ol. 


ts 


Method TBLASTX : Soybean 


Start 


3289 










End 


4217 






GI 


none 










Score 


51 






Exons 


3289. 


.3498, 


3303. 


.3560, 


3303. 


.3401, 


3317. .3469, 


3318. 


.3782, 




3318. 


.3476, 


3318. 


.3638, 


3326. 


.3412, 


3329. .3658, 


3332. 


.3475, 




3335. 


.3583, 


3338. 


.3541, 


3339. 


.3683, 


3339. .3506, 


3339. 


.3554, 




3344. 


.3853, 


3344. 


.3601, 


3350.- 


.3556, 


3352. .3618, 


3402. 


.3464, 




3414. 


.3938, 


3414. 


.3626, 


3431. 


.3601, 


3488. .3583, 


3489. 


.3683, 




3489. 


.4013, 


3489. 


.3539, 


3500. 


.3679, 


3560. .3658, 


3564. 


.3779, 




3564. 


.4082, 


3564. 


.3614, 


3576. 


.3734, 


3597. .3821, 


3597. 


.3776, 




3604. 


.3795, 


3606. 


.3791, 


3606. 


.3800, 


3639. .3854, 


3679. 


.3834, 




3731. 


.4075, 


3731. 


.4072, 


3731. 


.3853, 


3731. .3925, 


3731. 


.4072, 




3732. 


.3926, 


.3789. 


.4001, 


3794. 


.406.9, 


3801; .3917, 


3806. 


.4000, 




3863.' 


.4084, 


3864. 


.4106, 


3866. 


.4105, 


3881. .3943, 


3938. 


.4069, 




3939. 


.3989, 


3939. 


.4145, 


3944. 


.4081, 


3947. .4015, 


4111. 


.4149, 




4112. 


.4201, 


4113. 


.4217, 


4175. 


.4201 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27996 
57719 
33775 

OJ000150_03 . 0124 . C52 . o2 . tm 

9047 

none 



Seq. ID OJ000150_03.0124.C52 
Strand 
End 

Method 
End 
Score 



37660 

TBLASTX: Maize 

11017 

472 



9047.. 9571, 9049.. 95.73, 9050.. 9574, 9052.. 9573, 9706.. 9876, 
9707. .9874, 9708. .9875, 10035 .. 10229, 10046 .. 10228 , 10886. .11017 



27784 




Seq. No. 


27996 - 


Seq. ID 


OJ000150_03.0124 


.C52 


Gene No. 


57719 


Strand 






Start 


j o I Id 


End 


37660 




Name 


OJ000150 03.0124.C52.o2.tc 


Method 


TBLASTX: Cress 




Start 


9080 


End 


11775 




GI 


none 


Score 


672 




Exons 


9080.. 9574, 9085. .9573> 9705 


..9881, 9706. .9882, 10038.. 


1024 




10067. .10228, 10928. .11023, 


11687. .11767, 11688. .11753, 






11693. .11770, 1.1698. .11775 








Seq. No. 


/. i y y d 


Seq. ID 


OJ000150_03.0124 


.C52 


Gene No. 


57719 


Strand 






Start 


33775 


End 


37660 




Name 


OJ000150 03.0124.C52.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9281 


End 


9572 




GI 


none 


Score 


159 




Exons 


9281. .9388, 9286. .9393, 9403 


..9570, 9410.. 9571, 9420.. 9572 


beq. no. 


^ / y y o 


Seq. ID 


OJ000150_03.0124 




Gene No. 


57719 


Strand 






Start 


33775 


End 


37660 




Name 


OJ000150 03.0124.C52.o3.tm 


Method 


TBLASTX: Maize 




Start 


15359 ... 


End 


15656 




GI 


none 


Score 


110 




Exons 


15359. .15526, 15362 .. 15454 , 


15363. .15524, 15621.. 15656 




Seq. No. 


£. t y y d 


Seq. ID 


OJ000150_03.0124 


.C52 


Gene No. 


57719 


Strand 






Start 


33775 


End 


37660 




Name 


OJ000150 03.0124.C52.o3.tc 


Method 


TBLASTX: Cress 




Start 


15365 


End 


15532 




GI 


none 


Score 


115 




Exons 


15365. .15532, 15375.. 15521 








beq. no. 


z / y y o 


Seq. ID 


OJ000150_03.0124 


-C52 


Gene No. 


57719 


Strand 






Start 


33775 


. End. 


37660 * 




Name 


OJ000150 03.0124.C52.o3.ts 


Method 


TBLASTX : Soybean 




Start 


15374 


End 


15526 




GI 


none 


Score 


154 




Exons 


15374. .15526, 15378. .15521 








Seq. No. 


27996 


Seq. ID 


OJ000150_03.0124 


.C52 


ijene ino . 


57719 


Strand 






Start 


33775 


End 


37660 




Name 


OJ000150 03.0124.C52.o4.np 


Method 


AAT/NAP 




Start 


33775 


End 


37660 




GI 


5852093 


Score 


37 




Exons 


33775. .33882, 37617.. 37660 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


27997 


Seq. ID 


OJ000150_03.0124 


.C54 


Gene No. 


57720 


Strand 






Start 


26 


End 


153 




Name 


OJ000150 03.0124.C54.ol.gs 


Method 


GENSCAN. 




Start 


26 


End 


153 





27785 




GI 


none 


Score 


.94 


Exons 


26. .153 






Seq. No. 


27998 


Seq. ID 


OJ000150_03.0124.C55 


Gene No . 




ouranQ 


T 


Start 


167 


End 


608 


Name 


OJ000150 03.0124.C55.ol.gs 


Method 


GEN SCAN 


Start 


167 


End 


608 


GI 


none 


Score 


.63 


Exons 


167,. 321, 582.. 608 






Seq. No. 


27999 


Seq. ID 


OJ000150_03.0124.C56 


Gene No . 


J / / zz 


otianu 


i 


Start 


255 


End 


353 


Name 


OJ000150 03.0124.C56.ol.gs 


Method 


GENSCAN 


Start 


255 


End 


353 


GI 


none 


Score 


.58 


Exons 


255. .353 






Seq. No. 


28000 


Seq. ID 


OJ000150_02.0124.C1 


Gene No. 


57723 


Strand 


+ 


Start ' 


1 


End 


1739 


Name 


OJ000150 02.0124.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1739 


GI 


- 2961349 


Score 


800 


Exons 


1..518, 1122. .1739 






GI Descrip. 


(AL022140) LTR retrotransposon like protein [Arabidopsis 




thaliana] 






Seq. No. 


28000 


Seq. ID 


OJ000150_02.0124.C1 


Gene No . 


57723 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ000150 02.0124.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


484 


GI 


none 


Score 


215 


Exons 


1..234, 2.. 259, 278.. 367, 362 


. .484 




Seq. No. 


28000 


Seq. ID 


OJ000150 02. 0124. CI 


bene JNO. 


57723 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ000150 02.0124.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


8 


End 


550 


GI 


none 


Score 


303 


Exons 


8. .550, 13. .249 






Seq. No. 


28000 


Seq. ID 


OJ000150_02.0124.C1 


Gene No . 


57723 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ000150 02.0124.Cl.o2.ts 


Method 


TBLASTX : Soybean 


Start 


41 


End 


499 


GI 


none 


Score 


278 


Exons 


41. .499, 124. .336 






Seq. No. 


28000 


Seq. ID 


OJ000150_02.0124.C1 


Gene No. 


57723 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ000150 02.0124.Cl.o2.tc 


Method 


TBLASTX: Cress 



27786 



Start 56 End 

GI none Score 

Exons 56.. 304, 76.. 345, 326.. 499 

Seq. No. 28000 Seq. ID 

Gene No. 57723 Strand 

Start. 1 End 

Name OJ000150_02 . 0124 . CI . ol . gs Method 

Start 78 End 

GI none Score 

Exons 78.. 1606 



499 
209 



OJ000150_02.0124.C1 
+ 

1739 
GENSCAN 
1606 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28000 Seq. ID 

57723 Strand 

1 End 

OJ000150_02 . 0 124 . CI . ol . ts Method 

1181 End 

5509260 Score 



OJ000150_02.0124.C1 
+ 

1739 

TBLASTX : Soybean 

1669 

392 



1181- . 1333, 1189.. 1446, 1190.. 1669, 1513.. 1665 



28000 
57723 
1 

OJ000150_02 . 0124 . CI .ol . 

1216 

none 

1216.. 1296, 1223.. 1297, 
1513. .1659 



Seq. ID OJ000150_02.0124.C1 

Strand + 

End 1739 

tw Method TBLASTX : Wheat 

End 1667 

Score 69 
1340. .1663, 1342. .1446, 1503. .1667, 



Seq. No. 28000 

Gene No. 57723 

Start 1 

Name OJ000150_02 . 0124 . CI . ol . 

Start 1297 

GI none 

Exons 1297. .1572, 1298.. 1573 

Seq. No. 28000 

Gene No. 57723 

Start 1 

Name OJ000150_02 . 0124 . CI . ol . 

Start . 1354 

GI none 

Exons 1354.. 1446, 1355.. 1735, 

Seq. No. 28001 

Gene No. 57724 

Start 51 

Name OJ000150_02 . 0124 . C2 . ol . 

Start 51 

GI 421955 

Exons 51.. 1173, 1890.. 1939 
GI Descrip. hypothetical protein 4 
gi I 21434 | emb | CAA36616 | 



tc 



tm 



Seq. ID OJ000150_02 . 0124 . CI 

Strand + 

End 1739 

Method TBLASTX : Cress 

End 1573 

Score 289 



Seq. ID OJ000150_02.0124.C1 



Strand 
End 

Method 

End 

Score 



+ 

1739 

TBLASTX: Maize 

1735 

318 



1508. .1660, 1513. .1674 

Seq. ID OJ000150_02.0124.C2 

Strand + 

End 2076 

np Method AAT/NAP 

End 1939 

Score 1097 

- potato transposon Tstl 

(X52387) ORF4 [Solanum tuberosum] 



Seq. No. 



28001 



Seq. ID OJ000150_02.0124.C2 



27787 




Gene No . 


57724 








btrana 


+ 






Start 


51 








End 


2076 






Name 


OJ000150 02. 


0124 


.C2.ol. 


gs 


Method 


GEN SCAN 






Start 


96 








End 


2076 






GI 


none 








Score 


. .56 




- 


Exons 


96. .1227, 1730.. 


1951, 1988.. 


2076 








Seq. No. 


9ft nm 








Seq. ID 


OJ0.00150 


_02.0124 


.C2 


Gene No. 


J / /lJ 








Strand 


+ 






Start 










End 


8466 






Name 


OJ000150 02. 


0124 


.C2.o3. 


gs 


Method 


GENSCAN 






Start 


4970 








End 


8466 






GI 


none 








Score 


.63 






Exons 


4970. .4981, 


5619 


^7ftn 




..6559, 7650. .7778, 


7914. .7960 




8035. .8466 
















Seq. No. 


28001 








Seq. ID 


OJ000150 


_02.0124 


.C2 


Gene No . 


57726 








Strand 


+ 






Start 


18008 








End 


18857 






Name 


OJ000150 02. 


0124 


,C2.o2. 


gp 


Method 








Start 


18008 








End 


18857 






GI 


none 








Score 


1661 






Exons 


18008.. 18857 














Seq. No. 


o q n pi i 








Seq. ID 


OJ000150 


_02.0124 


.C2 


Gene No. 


57727. 








Strand 


- 






Start 


1825 








End 


4132 






Name 


OJ000150 02 


0124 


.C2.ol. 


gp 


Method 








Start 


1825 








End 


4132 






GI 


none 








Score 


1327 






Exons 


1825. .1988, 


2888 


. . J ± ± u , 


jOUj 


. .4132 








Seq. No. 


28001 








Seq. ID 


OJ000150 


_02.0124 


.C2 


Gene No . 


57727 








Strand 


- 






Start 


1825 








End 


4132 






Name 


OJ000150 02. 


0124 


.C2.o2. 


gs 










Start 


2731 








End 


4076 






GI 


none 








Score 


.81 . 






Exons 


2731. .2760, 


2888 


. . jllU/ 


*3ft 


. .4076 








Seq. No. 


28001 








Seq. ID 


OJ000150 


_02.0124 


,C2 


Gene No . 


57728 








Strand 








Start 


19321 








End 


19507 






Name 


OJ000150 02. 


0124 


,C2.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


63 








End <:- . . 


467 






GI 


none 








Score 


281 






Exons 


63. .467 
















Seq. No. 


28001 








Seq. ID 


OJ000150 


_02.0124 


.C2 


Gene No . 


57728 








Strand 








Start 


19321 








End 


19507 






Name 


OJ000150 02. 


0124 


.C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


63 








End 


398 






GI 


none 








Score 


133 






Exons 


63.. 233, 65. 


.187 


, 225.. 


398, 


303. . 398 . 








Seq. No. 


28001 








Seq. ID 


OJ000150 


_02.0124 


.C2 



27788 










DLL ClIlU 




Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


387 




End 


575 


GI 


none 




Score 


184 


Exons 


387. .575, 389. .532 








Seq. No. 


28001 ■ 




Seq. ID 


OJ000150_02.0124;C2 


VJC-i 1" ViKJ • 










Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


402 




End 


830 


GI 


none 




Score 


133 


Exons 


402.. 563, 407.. 535, 572 


. .703, 


573. .830, 


781. .819 


Seq. No. 


28001 




Seq. ID 


OJ000150_02.0124.C2 




57728 




Strand 




Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


576 




End 


1238 


GI 


none 




Score 


337 


Exons 


576. .983, 599. .787, 830 


. .931, 


1004. .1180, 1008. .1238 


Seq. No. 


' 28001 




Seq. ID 


OJ000150_02.0124 .C2 


vjciic in kj . 


J / / £. O 




Strand 




Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


585 




End 


1240 


GI 


none 




Score 


110 


Exons 


585. .758, 765. .857, 857 


. .982, 


858. .983, 


1014. .1235, 1022. .1240 


Seq. No. 


28001 




Seq. ID 


OJ000150_02.0124 ,C2 


fZono Mo 


57728 




Strand 




Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


594 




End 


1289 


GI 


none 




Score 


660 


Exons 


594. .1268, 594. .749, 596. .1114, 1203. .1289 


Seq. No. 


28001 




Seq. ID 


OJ000150_02.0124.C2 


Gene No. 


57728 




Strand 




o Lai L. 


19321 




End 


19507 


Name . 


OJ000150 02.0124.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2927 




End 


3959 


GI 


none 




Score 


174 


Exons 


2927.. 3115, 2927.. 3109, 


2941. 


.3111, 3803... 3850, 3804.. 3893, 




3805.. 3915, 3805.. 3894, 


3894. 


.3959, 3898.-3948, 3900.. 3956 


Seq. No. 


28001 




Seq. ID 


OJ000150_02.0124.C2 


Honp Mo 


57728 




Strand 




Start 


19321 




End 


19507 


Name 


OJ000150 02.0124.C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3804 




End 


3986 


GI 


none 




Score 


88 


Exons 


3804.. 3986, 3805.. 3927 








Seq. No. 


28001 




Seq. ID 


OJ000150_02.0124.C2 



27789 




i^ene rJo . 


C7790 


Of- ranr l 








Start 


19321 


End 


19507 






Name 


OJ000150 02.0124.C2.o6.gs 


Method 


GENSCAN 






Start 


19321 


End 


19507 






GI 


none 


Score 


.51 






Exons 


19321. .19507 










Seq. No. 


28002 


Seq. ID 


OJ000150_ 


_02 


.0124 .C3 


bene inu . 




Strand 


+ 






Start 


1588 


End 


5584 






Name 


OJ000150 02.0124.C3.ol.gs 


Method 


GENSCAN 






Start 


1588 


End 


5584 






GI 


none 


Score 


.47 






Exons 


1588.. 1782, 2054. .2229, 3193. 


.3235, 3558.. 3587, 


5417. .5584 


Seq. No. 


28002 


Seq. ID 


OJ000150_ 


_02 


.0124. C3 


Gene No. 


57729 


Strand 


+ 






Start 


1588 


End 


5584 






Name 


OJ000150 02.0124.C3.o2.gp 


Method 


AAT/GAP 






Start 


2993 


End 


3143 






GI 


286806 


Score 


253 






Exons 


2993. .3143 










GI Descrip. 


5441872/dbj | AP000366 . 1 1 AP000366 2.0e-21 Oryza sativa genomic 




DNA, chromosome 2, clone: P0437H03 (contig a)- 






Seq. No. 


28002 


Seq. ID 


OJ000150_ 


_02 


.0124. C3 


Gene No. 


57730 


Strand 








O l_ Cli. L. 


1136 


End 


1555 






Name 


OJ000150 02.0124.C3.ol.np 


Method 


AAT/NAP 






Start 


1136 


End 


1555 






GI 


6539570 


Score 


192 






Exons 


1136.. 1202, 1362.. 1555 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


28002 


Seq. ID 


OJ000150 


_02 


.0124. C3 


Gene No. 


57731 


Strand 








Start 


1689 


End 


3033 






Name 


OJ000150 02.0124;C3.o2.np 


Method 


AAT/NAP 






O Lai L. 


1689 


End 


3033 






GI 


6630699 


Score 


57 






Exons 


1689.. 1767, 3004.. 3033 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 Idbj IBAA89566.il (AP001073) : 


hypothetical 


protein 




[Oryza sativa] 










Seq . No . 


28002 


Seq. ID 


OJ000150_ 


_02 


.0124. C3 


oclic LNO * 


57732 


Strand 








Start 


6499 


End 


7260 






Name 


OJ000150 02.0124.C3.o2.gs 


Method 


GENSCAN 






Start 


6499 


End 


7260 






GI 


none 


Score 


.47 






Exons 


6499.. 6589, 6664.. 6835, 7167. 


.7260 








Seq. No. 


28002 


Seq. ID 


OJ000150 


_02 


.0124. C3 


Gene No. 


57732 


Strand 








Start " 


6499 . 


End 


7260' 






Name 


OJ000150 02.0124.C3.o3.np 


Method 


AAT/NAP 







27790 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6651 End 6956 

6539588 Score 151 

6651. .6956 

(AP000837) hypothetical protein [Oryza sativa] 



28002 Seq. ID 

57733 Strand 

8887 End 

OJ000150JD2 . 0124 . C3 . ol . ts Method 

887.8 End 

none Score 

8878. .9138, 9157. .9531 



OJ000150_02.0124.C3 
9533 

TBLASTX : Soybean 

9531 

241 



Seq. No. 


28002 






Seq. ID 


OJ000150_02.0124. 


C3 


Gene No. 


57733 






Strand 






Start 


8887 






End 


9533 




Name 


OJ000150 02 


.0124 


.C3.o4 .np 


Method 


AAT/NAP 




Start 


8887 






End 


9533 




GI 


A A 1 






Score 


638 




Exons 


8887. .9533 












GI Descrip. 


(AF105716) 


copia 


-type pol polyprotein 


[Zea mays] 




Seq. No. 


28002 






Seq. ID 


OJ000150_02.0124. 


C3 


Gene No. 


57733 






Strand 






Start 


8887 






End 


9533 




Name 


OJ000150 02 


.0124 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


8908 






End 


9531 




GI 


none 






Score 


42 




Exons 


8908. .9531, 


8918 


..8977, 8923. 


.9276, 9008.. 9520 




Seq. No. 


28002 






Seq. ID 


OJ000150_02.0124. 


C3 


Gene No. 


57733 






Strand 






Start 


8887 






End 


9533 




Name 


OJ000150 02 


.0124 


.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8953 






End 


9387 




GI 


none 






Score 


87 




Exons 


8953. .9144, 


8953 


..9129, 9148. 


.9387 






Seq. No. 


28003 






Seq. ID 


OJ000150_02.0124. 


C4 


Gene No. 


57734 






Strand 






Start 


1 






End 


12009 




Name 


OJ000150 02 


.0124 


.C4 . ol .np 


Method 


AAT/NAP 




Start 


1 






End 


2121 




GI 


3645899 






Score 


1155 




Exons 


1..1797, 1826.. 2121 








GI Descrip. 


(U68408) 5' 


end : 


not determined experimentally [Zea mays] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28003 
57734 
1 

OJ000150_02 . 0124 . C4 . ol . gs 
75 

none 



Seq. ID OJ000150_02.0124 .C4 
Strand 

End 12009 

Method GENSCAN 

End 11688 

Score .47 



75.-992, 1270. .1622, 2053. .2116, 2297. .2369, 2501. .2727, 
2801. .3029, 3384. .4095, 4650. .4867, 5550. .5655, 5855. .5994, 
7160. .7183, ' 9013. .9208, 10965 .. 11156, 11206". . 11397 , 11579.. 11688 



27791 



Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57734 


Strand 




O Lai U 


1 


End 




Name 


OJ000150 02.0124.C4.o2.np 


Method 


AAT/NAP 


Start 


3302 


End 


4928 


GI 


6539588 


Score 


175 


Exons 


3302.. 3326, 4642. .4928 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


28003 - 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57734 


Strand 




Start 


1 


End 


12009 


Name 


OJ000150 02.0124.C4.o3.np 


Method 


AAT/NAP 


Start 


7828 


End 


12009 


GI 


5001454 


Score 


93 


Exons 


7828.. 7846, 9814. . 10152, 11988.. 12009 




GI Descrip. 


(AC007730) putative non-LTR retrolelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57735 


Strand 




Start 




bna 


14 yo / 


Name . 


OJ000150 02.0124.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start * 


1 


End 


489 


GI 


5509260 


Score 


64 


Exons 


1..63, 1..72, 5. .133, 5. .139, 


136. .417 


, 179. .382, 196. .426, 




418. .489, 439. .489 






GI Descrip. 


- 






Seq., No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57735 


Strand 




Start 


12373 


End 


14987 


Name 


OJ000150 02.0124.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4 


End 


361 


GI 


none 


Score 


57 


Exons 


4. .66, 5. .70, 136. .291, 179.. 


229, 271. 


.360, 272. .361 


Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No • 


57735 


Strand 




Start 


12373 


End 


14987 


Name 


OJ000150 02.0124.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


34 


End 


351 


GI 


none 


Score 


95 


Exons 


34. .351, 179. .334 






Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57735 


Strand 




otart 


12373 


End 


14987 


Name 


OJ000150 02.0124.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


805 


End 


1441 


GI 


none 


Score 


79 


Exons 


805. .957, 943. .1032, 953. .1033, 1076.. 


1375, 1077.. 1313, 




1374. .1436, 1376. .1441 






Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124.C4 


Gene No. 


57735 


Strand 




Start 


12373 


End 


14987 



27792 




Name 


OJ000150 02.0124.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


805 


End 


1267 




GI 


none 


Score 


114 




Exons 


805.. 933, 955.. 1032, 1076.. 1267, 1077.. 


1247 




Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124 


.C4 


Gene No. 


57735 


Strand 






start 


12373 


End 


14987 




Name 


OJ000150 02.0124.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


811 


End 


1249 




GI 


none 


Score 


83 




Exons 


811. .948, 818. .946, 958. .1032, 1076. .1249, 1085. .1171, 






. 1164. .1241 








Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124 


.C4 


Gene No. 


57735 


Strand 






Start 


12373 


End 


14987 




Name 


OJ000150 02.0124.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1109 


End 


1666 




GI 


none 


Score 


138 




Exons 


1109. .1396, 1110. .1283, 1118. 


.1288, 1396.. 1422, 1436.. 1666 


Seq. No. 


28003 


Seq. ID 


OJ000150_02.0124 




Gene No. 


57735 


Strand 






Start 


12373 * 


End 


14987 




Name 


OJ000150 02.0124.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8959 


End 


9327 




GI 


none 


Score 


63 




Exons 


8959.. 9081, 8959.. 9084, 9136. 


.9327 






Seq. No. 


28003 


Seq. ID 


OJ000150__02.0124 


.C4 


Gene No. 


57735 


Strand 






Start 


12373 


End 


14987 




Name 


OJ000150 02.0124.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


9052 


End 


9525 




GI 


none 


Score 


79 




Exons 


9052. .9084, 9151. .9396, 9399. 


.9422, 9424.. 9525 




Seq. No. 


28003. 


Seq. ID 


OJ000150_02.0124 


.C4 


Gene No. 


57735 


Strand 






otart 


12373 


End 


14987 




Name 


OJ000150 02.0124.C4.o2.gs 


Method 


GENSCAN 




Start 


12373 


End 


14987 




GI 


none 


Score 


.79 




Exons 


12373. .12484, 13105 .. 13226, 13724.. 137^ 


8, 14762. .14825, 






14870. .14987 








Seq. No. 


28004 


Seq. ID 


OJ000150_02.0124 


.C5 


Gene No. 


57736 


Strand 






btart 


313 


End 


3646 




Name 


OJ000150 02.0124.C5.ol.gs 


Method 


GENSCAN 




Start 


313 


End - 


3548 




GI 


none 


Score 


.72 




Exons 


313. .498, 578. .676, 819. .843, 


928. .1038 


, 1135.. 1308, 1418. 




2105.. 2250, 2376.. 2517, 2592. 


.2711, 2757. .3548 




Seq. No. 


28004 


Seq. ID 


OJ000150_02.0124 


.C5 



27793 




Gene No. 


57736 




Strand 








Start 


313 




End 


3646 






Name 


OJ000150 02.0124.C5.ol. 


np 


Method 


AAT/NAP 






Start 


331 




End 


3646 






GI 


4680204 




Score 


962 






Exons 


331. .468, 819. .1038, 1135. .1308, 1418.. 


2517, 2592. 


.3646 




GI Descrip. 


(AF114171) hypothetical 


. protein [Sorghum bicolor] 






Seq. No. 


28004 




Seq. ID 


OJ000150JD2 


.0124 


.C5 


Gene No. 


57736 




Strand 








Start 


313 




End 


3646 






Name 


OJ000150_02.0124.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


Q C Q 




End 


1491 






GI 


none 




Score 


64 






Exons 


969. .1040, 1140. .1322, 


1 1 A 1 

1147 . . 


1266, 1411.. 1491 






Seq. No. 


28004 




Seq. ID 


OJ000150_02 


.0124 


-C5 


Gene No. 


57736 




Strand 








Start 


313 




End 


3646 






Name 


OJ000150 02.0124.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2982 




End 


3385 






GI 


none 




Score 


42 






Exons . 


2982.. 3077, 2982. .3152, 


3115. 


.3282, 3147.. 3383, 3234.. 3383 




'3245.. 3385, 3275.. 3385 












Seq. No. 


28005 




Seq. ID 


OJ000150_02 


.0124 


.C6 


Gene No. 


57737 




Strand 








Start 


1 




End 


695 






Name' 


OJ000150_02.0124.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


695 






GI 


4680204 




Score 


215 






Exons 


1..199, 274. .695 












GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


28005 




Seq. ID 


OJ000150_02 


.0124 


.C6 


Gene No. 


57737 




Strand 








Start 


1 




End 


6,95 






Name 


OJ0U015U \j2. . Ulz4 . Co . Ol . 


gs 


Method 


GENSCAN 






Start - 


58 


End 


597 






GI 


none 




Score 


.5 






Exons 


58. .199, 274. .597 












Seq. No. 


28006 




Seq. ID 


OJ000150_02 


.0124 


.C7 


Gene No. 


57738 




Strand 


+ 






Start 


167 




End 


253 






Name 


OJ000150 02.0124.C7.ol. 


gs 


Method 


GENSCAN 






Start 


167 


End 


253 






GI 


none 




Score 


.78 






Exons 


167. .253 












Seq. No. 


28007 




Seq. ID 


OJ000150_02 


.0124 


.C8 


Gene No. 


57739 




Strand 








Start 


1 




End 


980 






Name 


OJ000150 02.0124.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


980 






GI 


3236253 




Score 


482 






Exons 


1. .980 













27794 



GI Descrip. 


(AC004684) putative 


receptor 


-like protein kinase [Arabidops 




thaliana] 








Seq. No. 


28007 




Seq. ID 


/■\taaatca no n 1 o vi o 

OJ000150 VZ. 0124. Co 


Gene No . 






Strand 




Start 


1 




End 


980 


Name 


OJ000150 02. 0124. C8 . 


ol . gs 


Method 


GEN SCAN 


Start 


59 




End 


974^ 


GI 


none 




Score 


.55 


Exons 


59. .388, 486.. 974 








Seq. No. 


28007 




Seq. ID 


OJ000150_02.0124.C8 


Gene No. 


57739 




Strand 




Start 


i 




End 


980 


Name 


OJ000150 02. 0124. C8 . 


ol . tc 


Method 


TBLASTX: Cress 


Start 


137 




End 


869 


GI 


none 




Score 


71 


Exons 


137. .286, 138. .284, 


299. .394 


, 303. .410, 


411. .587, 412. .561, 




576. .734, 580. .612, 


756. .794 


, 795. .869 




Seq. No. 


28007 




Seq. ID 


/^taaaica a o niovi o 
OJ000lDU_U2 . U124 .Co 


Gene No. 


d / /oy 




Strand 




Start 


1 




End 


980 


Name 


OJ000150 02. 0124. C8 . 


ol.tm 


Method 


TBLASTX: Maize 


Start 


368 




■ End' 


890 


GI 


none 




Score 


47 


Exons 


368. .394, 432.-584, 


433. .573 


, 523. .711, 


567. .734, 801. .890 


Seq. No. 


28007 




Seq. ID 


/-v -r A A A 1 C A AO A 1 O Ci 

OJ000150 02. 0124. C8 


Gene No . 






Strand 




Start 


l 




End 


980 


Name 


OJ000150 02. 0124. C8. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


454 




End 


734 


GI 


none 




Score 


78 


Exons 


454. .555, 456. .575, 


582. .734 






Seq. No. 


28008 




Seq. ID 


OJ000150_02.0124.C11 


Gene No. 


57740 




Strand 


+ 


Start 


1 




End 


479 


Name 


ninnm c;n c\o mo a pi 1 
UUUUUlOU UZ . Ul^^ . til 


. o 1 . np 


Method 


AAT/NAP 


Start 


1 




End 


479 


GI 


6723412 




Score 


444 


Exons 


1..479 








GI Descrip. 


(AL132965) receptor 


protein 


kinase-like protein [Arabidopsi 




thaliana] 








Seq. No. 


28008 




Seq. ID 


OJ000150__02.0124.C11 


Gene No. 


57740 




Strand 


+ 


Start 


1 




End 


479 


Name 


OJ000150 02.0124.C11 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


478 


GI 


none 




Score 


73 


Exons 


1..111, 205. .420, 220. .471, 


255.-398, 292. .471, 311. .457, 




440. .478 








Seq. No. 


28008 




Seq. ID 


OJ000150_02 . 0124 . Cll 


Gene No. 


57740 




Strand 





27795 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_02.0124.Cll.ol.tc 
1 

none 



End 

Method 

End 

Score 



479 

TBLASTX: Cress 

479 

40 



1..93, 145. .306, 151. .420, 205. .477, 205. .420, 211. .420, 
211. .426, 238. .357, 256.-444, 258. .398, 273. .377, 331. .423, 
334. .462, 430. .468, 441. .479 



28008 
57740 
1 

OJ000150_02.0124.Cll.ol.ts 
4 

none 



Seq. ID OJ000150_02.0124.C11 

Strand + 

End 479 

Method TBLASTX : Soybean 

End 471 

Score 70 



4. .105, 151. .414, 205. .432, 211. .423, 430. .471 



Seq. No. 28008 Seq. ID 

Gene No. 57740 Strand 

Start 1 End 

Name OJ000150_02 . 0124 . Cll . ol . gs Method 

Start 34 End 

GI none Score 

Exons 34.. 421 



OJ000150_02. 0124. Cll 

<+ 

479 

GENS CAN 

421 

.62 



28009 



Seq. ID OJ000150 02.0124.C12 



Seq. No. 

Gene No. 57741 Strand + 

Start 1. End 872 

Name OJ000150_02.0124.C12.ol.np Method AAT/NAP 

Start 1 End 872 

GI 2827715 Score 918 

Exons 1..373, 606.. 872 

GI Descrip. (AL021684) receptor protein kinase - like protein [Arabidopsis 
thaliana] 



Seq. No. 


28009 








Seq. ID 


OJ000150_02.0124 


.C12 


Gene No. 


57741 








Strand 


+ 




Start 


1 








End 


872 




Name 


OJ000150 


_02. 


0124. C12 


.ol . gs 


Method 


GEN SCAN 




Start 


88 








End 


814 




GI 


none 








Score 


.74 




Exons 


88. .373, 


606 


. .814 










Seq. No. 


28009 








Seq. ID 


OJ000150_02.0124 


.C12 


Gene No. 


57742 








Strand 






Start 


732 








End 


872 




Name 


OJ000150 


_02. 


0124. C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


55 








End 


679 




GI 


none 








Score 


460 




Exons 


55. .228, 


57. 


.371, 58 


. .372, 


271. .381, 


575. .679, 580. .678 




Seq. No. 


28009 








Seq. ID 


OJ000150_02.0124 


.C12 


Gene No. 


57742 








Strand 






Start 


732 








End 


872 




Name 


OJ000150 


_02. 


0124. C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


55 








End 


871 




GI 


none 








Score 


437 




Exons 


55. .210, 


58. 


.372, 60 


. .371, 


271. .372, 


575. .871, 601. .864 





27796 




oeq. ino . 






UUUUUIjU . UlZfi .LIZ 


Gene No. 


57742 


Strand 




Start 


732 


End 


872 


Name 


OJ000150 02.0124.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


56 


End 


276 


GI 


none 


Score 


92 


Exons 


56. .268, 56. .268, 57. .275, 


58. .276 




o e q . in u . 




Seq. ID 


OJ000150_02.0124.C12 


Gene No. 


57742 


Strand 




Start 


732 


End 


872 


Name 


OJ000150 "02.0124.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


58 


End 


646 


GI 


none 


Score 


451 


Exons 


58. .372, 60. .398, 78. .374, 


575. .646, 601. .645 


Qnrf VJ n 

JC^> LNvJ • 


28009 


Seq. ID 


UU UUU1JU • Ul&i t^lL 


Gene No. 


57742 


Strand 




Start 


732 


End 


872 


Name 


OJ000150 02.0124.C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


647 


End 


871 


GI 


none 


Score 


145 


Exons 


647. .739, . $49. .759, 682.. 750, 767.. 871 




oeq. wo. 


28009 


Seq. ID 


OJ000150_02.0124.C12 


Gene No. 


57742 


Strand 




Start 


732 


End 


872 


Name 


OJ000150 02.0124.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


700 


End 


871 


GI 


none 


Score 


246 


Exons 


700. .870, 701. .871 






Seq. No. 


28009 


Seq. ID 


OJ000150_02.0124.C12 


Gene No. 


57742 


Strand 






732 


End 


872 


Name 


OJ000150 02.0124.C12.ol.gp 


Method 


AAT/GAP 


Start 


732 


End 


872 


GI 


LIB3433-04 9-P1-K1-H6 


Score 


253 


Exons 


732. .872 






GI Descrip. 


, 2827715/emb |CAA16688| l.Oe 


-22 (AL021684) receptor protein 




kinase - like protein [Arabidopsis thaliana] 1 


Seq. No. 


28010 


Seq. ID 


OJ000150_02.0124.C13 


Gene No. 


57743 


Strand 


+ 


O Lai C 


1 


End 


669 


Name 


OJ000150 02.0124.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


666 


GI 


2827715 


Score 


473 


Exons 


1..60, 154. .538, 611. .666 






GI Descrip. 


(AL021684) receptor protein kinase - like protein [Arabidop: 




thaliana] 






Seq. No. 


28010 


Seq. ID 


OJ000150_02.0124.C13 


Gene No. 


57743 


Strand 


+ 


Start 


1 


End 


669 


Name , 


OJ000150 02.0124 .C13.ol.gs 


Method 


GENSCAN 



27797 




Start 


124 




End 


669 


GI 


none 




Score 


1 


Exons 


124. .669 








Seq. No. 


28010 




Seq. ID 


OJ000150_02 . 0124 .C13 


Gene No. 


57744 




Strand 


+ 


Start. 


688 




End 


1142 


Name 


OJ000150 02.0124.C13.ol 


.-gp 


Method 


AAT/GAP 


Start 


688 




End 


1142 


GI 


uC-osflcyp030fl2bl 




Score 


902... 


Exons 


688. .1142 








GI Descrip. 


'3540181 4.0e-12 (AC004122) Unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124.C13 


OC11C liU • 


57745 




Strand 


- 


Start 


2198 




End 


7044 


Name 


OJ000150 02.0124.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


151 




End 


495 


GI 


none 




OOUl e 


c. O 


Exons 


151. .318, 157. .297, 180 


. .338, 


318. .491, 


346. .'495 


Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124.C13 




57745 




Strand 


- 


Start 


2198 




End . 


7044 


Name 


OJ000150 02.0124.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


154 




End 


501 


GI 


none 




Score 




Exons 


154.. 327, 166.. 297, 180 


. .338, 


318. .476, 


318. .500, 331. .501 


Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124 .C13 


cpnp Mo 


57745 




Strand 


- 


Start 


2198 




End 


7044 


Name 


OJ000150 02.0124.C13.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


154 




End 


585 


GI 


none 




Score 


503 


Exons 


154. .585, 180. .494 








Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124 .C13 


fZpnp No 


57745 




Strand 




Start 


2198 




End 


7044 


Name 


OJ000150 02.0124.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


379 




End 


678 


GI 


none 




Score 


181 


Exons 


379.. 510, 388.. 510, 390 


. .521, 


514. .678, 


582. .623, 612. .665 


Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124 .C13 


Gene No. 


57745 




Strand 




Start 


2198 




End 


7044 


Name 


OJ000150 02.0124.C13.o2 


. gs 


Method 


GENSCAN 


Start 


2198 




End 


6750 


GI 


none 




Score 


.63 


Exons 


2198.. 2238, 2992.. 3080, 


3469. 


.3634, 4028. .4052, 4853. .4921, 




5096.. 5125, 5209.. 5298, 


5374. 


.5409, 6049.. 6132, 6233.. 6322, 




6436.. 6750 








Seq. No. 


28010 




Seq. ID 


OJ000150_02.0124.C13 



27798 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



57745 Strand 

2198 End 

OJ000150_02 . 0124 . C13 . o2 . gp Method 

4 654 End 

1278 1.R1084 Score 



7044 
AAT/GAP 
6751 
1769 



4654. .4921, 5030. .5125, 5209. .5298, 5374. .5409, 6049. .6132, 
6233.. 6322, 6436.. 6751 

1 3183079/sp | Q42972 | MDHG_ORYSA 1.0e-167 MALATE DEHYDROGENASE, 
GLYOXYSOMAL PRECURSOR >gi_1375075_dbj_BAA12870 . 1_ (D85763) 
glyoxysomal malate dehydrogenase [Oryza sativa] 1 



28010 
57745 
2198 

OJ000150_02. 0124.C13.ol.tc 
4799 



none 

4799. 

5052. 

5375. 

6424. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4927, 4849.. 4929, 4872.. 4931, 5029 
5126, 5066.. 5143, 5206.. 5304, 5207 



OJ000150 02.0124.C13 



7044 

TBLASTX: Cress 
6751 
80 

5067, 5052. 
5299, 5350. 



,5422, 6043.. 6147, 6050.. 6148, 6230.. 6322, 6231, 
,6750, 6425.. 6751 



,5126, 
,5418, 
,6323, 



28010 
57745 
2198 

OJ000150_02.0124.C13.ol.tm 
4835 
none 
4835. 
5206. 
6050. 



,4861, 4856. .4927, 4859. 
,5304, 5207. .5293, 5350. 
,6148, 6230.. 6319, 6231. 



Seq. ID OJ000150_02.0124.C13 

Strand , - 

End ' 704 4 

Method TBLASTX: Maize 

End 6775 

Score 35 

.4927, 5036.. 5125, 5037.. 5129, 
.5418, 5375.. 5422, 6043.. 6147, 
.6320, 6425.. 6775, 6436.. 6750 

Seq. ID OJ000150_02.0124.C13 
Strand 

End 7044 

Method TBLASTX : Soybean 

End 6751 

Score 47 



28010 
57745 
2198 

OJ000150_02.0124.C13.ol.ts 
4843 
none 

4843.-4929., 5029. .5067, 5030. .5065, 5051. .5125, 5052. .5126, 
5206.. 5304, 5207.. 5305, 5374. .5418, 5375.. 5422, 6043. .6147, 
6050. .6127, 6230. .6322, 6237. .6323, 6424. .6750, 6425. .6751 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 02.0124.C13 



28010 
57745 
2198 

OJ000150 _02 . 0124 . C13 . o2 . np 
4852 
3183079 

4852.. 4921, 5030.. 5125, 5209.. 5298, 5374.. 5409, 6049 
6233.. 6322, 6436.. 6750, 6967.. 7044 
MALATE DEHYDROGENASE, GLYOXYSOMAL PRECURSOR 
gi 1 1375075 | dbj IBAA12870.il (D85763) glyoxysomal malate 
dehydrogenase [Oryza sativa] 



7044 
AAT/NAP 
7044 
942 



6132, 



28010 
57745 
2198 



Seq. ID 

Strand 

End 



OJ000150 02.0124.C13 



7044 



27799 



Name 


OJ000150 02. 


0124. 


C13 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6607 










End 


6751 






GI 


none. 










Score 


201 






Exons 


6607. .6750, 


6611. 


.6751 












Seq. No. 


28010 










Seq. ID 


o Tnnni ^n no 


ni 0 4 

• U -L ^ fx 


.C13 


Gene No . 












Strand 








Start 


2198 










End 


7044 






Name 


OJ000150 02. 


0124. 




• UJ 


.gp 


Method 


AAT/GAP 






Start 


6763 










End 


7044 






GI 


none 










Score 


545 






Exons 


6763. .7044 


















Seq. No. 


28011 










Seq. ID 


n mnm ^n no 


ni 04 

• U -L Z fx 


.C14 


bene no. 












Strand 








Start 


219 










End 


434 






Name 


OJ000150 02. 


0124. 


n 4 




-gs 


Method 


GENSCAN 






Start 


219 










End 


434 






GI 


none 










Score 


. 6 






Exons 


219. .434 


















Seq. No. 


28012 










Seq. ID 


nTfinni no 


ni od 


.C15 


Gene No . 


O / / 4 / 










otrana 


+ ~~ 






Start 


58 










End 


460 






Name 


OJ000150 02. 


0124. 


C15 


ml 
* 0 1 


. gs 


Method 


GENSCAN. 






Start 


58 










End 


460 






GI 


none 










Score 


.79 






Exons 


58.. 222, 375 


. .460 














Seq. No. 


28013 










Seq. ID 


UJUUUIjU uz 


ni 04 


.C17 


Gene No. 


O / / 4o 










btrana 








Start 


1 










End* 


110 






Name 


OJ000150 02. 


0124. 


C17 


• o j. 


.gp 


Method 


AAT/GAP 






Start 


1 










End 


110 






GI 


none 










Score 


208 






Exons 


1..110 


















Seq. No. 


28014 










Seq. ID 


r» Tnnm ^n no 

UJUUUIjU UZ 


m 04 

• U 1 ^ 4 


.C18 


Gene No . - 


d 1 1 4 y 










Strand 


+ 






Start 


590 










End 


669 






Name 


OJ000150 02. 


0124. 


C18 


ni 


.gp 


Method 


AAT/GAP 






Start 


590 










End 


669 






GI 


none 










Score 


148 






Exons 


590. .669 


















Seq. No. 


28015 










Seq. ID 


rjinnniRn no 

UJUUUIjU 


m 04 


.C19 


Gene No. 


Oil OU 










btrana 








Start 


192 










End 


478 






Name 


OJ000150 02. 


0124. 


C19 


.ol 


.gs 


Method 


GENSCAN 






Start 


192 










End 


478 






GI 


none 










Score 


.76 






Exons 


192. .478 


















Seq. No. 


28016 










Seq. ID 


OJ000150_02 


.0124 


.C20 


Gene No. 


57751 










Strand 








Start 


1 










End 


570 






Name 


OJ000150 02. 


0124. 


C20 


.61 


.gp 


Method 


AAT/GAP 







27800 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



562 
988 



39293_1.R1084 
1. .562 

1 7304 61/sp | P4 1057 | R29A_YEAST 3.0e-17 40S RIBOSOMAL PROTEIN YS29A 

>gi_626904_pir S48503 ribosomal protein S29.e.A, cytosolic - 

yeast (Saccharomyces cerevisiae) >gi_287628_dbj_BAA03507_ 
(D14676) ribosomal protein YS29 [Saccharomyces cerevisiae] 
>gi__625108 (U19729) Ylr388wp [Saccharomyces cerevisiae] ' 



O ~ • LiV • 


28016 


Seq. ID 


OJ000150 02.0124 


.C20 


Gene No. 


57751 


Strand 






Start 


1 


End 


570 




Name 


OJ000150 02.0124.C20.ol.gs 


Method 


GENSCAN 




Start 


439 


End 


570 




GI 


none 


Score 


1 




Exons 


439. .570 








Seq. No. 


28017 


Seq. ID 


OJ000150_02.0124 


.C21 


r!pnp No 


57752 


Strand 






Start 


273 


End 


562 




Name 


OJ000150 02.0124.C21.ol.gs 


Method 


GENSCAN 




Start 


273 


End 


562 




GI 


none 


Score 


.73 




Exons 


273.. 399, 472.. 562 








Seq. No. 


28018 


Seq. ID 


OJ000150_02.0124 


.C23 




57753 


Strand 


+ 




Start- 


1 


End - 


1107 




Name 


OJ000150 02.0124.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1107 




GI 


4883612 


Score 


232 




Exons 


1..45, 364..473, 1010. .1107 








GI Descrip. 


(AC006922) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28018 


Seq. ID 


OJ000150_02.0124 


.C23 


Gene No . 


57753 


Strand 


+ 




Start 


1 


End 


1107 




Name 


OJ000150 02.0124.C23.ol.gs 


Method 


GENSCAN 




Start 


364 


End . 


473 




GI 


none 


Score 


.43 




Exons 


364.. 473 








Seq. No. 


28019 


Seq. ID 


OJ000150_02.0124 


.C24 


Gene No. 


57754 


Strand 






Start 


341 


End 


1108 




Name 


OJ000150 02.0124.C24.ol.np 


Method 


AAT/NAP 




Start 


218 


End 


540 




GI 


2197016 


Score 


162 




Exons 


218. .540 








GI Descrip. 


(U96632) Dl protein, photosystem II [Ludisia discolor] 




Seq. No. 


28019 


Seq. ID 


OJ000150_02.0124 


.C24 


Gene No. 


57754 


Strand 






Start 


341 


End 


1108 




Name 


OJ000150 02.0124.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


235 


End 


501 




GI 


none 


Score 


40 





27801 




Exons 


235. .261, 262. .348, 264. .350, 328. .402, 


342. .434, 343.. 


435, 




344. .439, 443. .499, 444. .500, 460. .501, 


462. .500 




Seq. No. 


28019 


Seq. ID 


OJ000150_02. 0124 


.C24 


Gene No. 


57754 


Strand 






Start 


341 


End 


1108 




Name 


OJ000150 02-0124. C24.ol.gs 


Method 


GENSCAN 




Start 


341 


End 


1108 




GI 


none 


Score 


. 54 ' 




Exons 


341. .456, 474. .763, 970. .1108 






Seq. No. 


28020 


Seq. ID 


OJ000150_02. 0124 


.C26 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 




Name 


OJ000150 02.0124.C26.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


131 




GI 


2311570 


Score 


251 




Exons 


1. .131 








GI Descrip. 


3540181 2.0e-13 (AC004122) 


Unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


28020 


Seq. ID 


OJ000150_02.0124 


.C2 6 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 




Name 


OJ000150 02.0124.C26.ol.np 


Method 


AAT/NAP 




Start 


-1 


End 


959 




GI 


3540181 


Score 


848 




Exons 


1..959 








GI Descrip. 


(AC004122) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


28020 


Seq. ID 


OJ000150 02.0124 


.C26 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 




Name 


OJ000150 02.0124.C26.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3 


End 


386 




GI 


none 


Score 


75 




Exons 


3. .83, 128. .259, 132. .275, 


336.. 386, 347.. 385 




Seq. No. 


28020 


Seq. ID 


OJ000150_02.0124 


.C26 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 




Name 


OJ000150 02.0124.C26.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


967 




GI 


none 


Score 


.65 




Exons 


74. .967 








Seq. No. 


28020 


Seq. ID 


OJ000150_02.0124 


.C26 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 




Name 


OJ000150 02.0124.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


185 


End 


536 




GI 


none 


Score 


100 




Exons 


185. .259, 186. .260, 333. .485, 356.-484, 


492. .536 




Seq. No. 


28020 


Seq. ID 


OJ000150_02,0124 


.C26 


Gene No. 


57755 


Strand 


+ 




Start 


1 


End 


972 





27802 




Name OJ000150_02 . 0124 .C26.o2 .gp Method AAT/GAP 

Start 406 End 860 

GI 73153_1.R1084 Score 842 
Exons 406.. 860 

GI Descrip. '3540181 2.0e-31 (AC004122) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. No- 


28020 




Seq. ID 


OJ0QA150_02.0124 


.C26 


Gene No. 


57755 




Strand 


+ 




Start 


1 




End 


972 




Name 


OJ000150 02 . 0124 ,C26.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


429 




End 


941 




GI 


none 




Score 


170 




Exons 


429.-548, 434. .490, 549 


. .581, 


579. .668, 


581.. 667, 759.. 


941, 




761. .940 










Seq. No. 


28020 




Seq. ID 


OJ000150_02.0124 


.C26 


Gene No. 


57755 




Strand 


+ 




Start 


1 




End 


972 




Name 


OJ000150 02.0124.C26.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


480 




End 


743 




GI 


none 




Score 


206 




Exons 


480. .644, 569. .634, 602 


. .739, 


603. .743 






Seq. No. 


28020 




Seq. ID 


OJ000150_02.0124 


.C26 


Gene No. 


57755 




Strand 


+ 




Start 


1 




End 


972 




Name 


OJ000150 02.0124.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


753 




End 


972 




GI 


none 




Score 


244 




Exons 


753.. 962, 755.. 970, 901 


. .972 








Seq. No. 


28021 




Seq. ID 


OJ000150_02.0124 


.C27 


Gene No. 


57756 




Strand 






Start 


352 




End 


471 




Name 


OJ000150 02.0124.C27.ol 


. gs 


Method 


GENSCAN 




Start 


352 




End 


471 




GI 


none 




Score 


.61 




Exons 


352. .471 










Seq. No. 


28022 




Seq. ID 


OJ000150_02. 012*4 


.C29 


Gene No. 


57757 




Strand 






Start 


507 




End 


569 




Name 


OJ000150_02.0124.C29.ol 


. gs 


Method 


GENSCAN 




Start 


507 




End 


569 




GI 


none 




Score 


.92 




Exons 


507. .569 










Seq. No. 


28023 




Seq. ID 


OJ000150_02.0124 


.C32 


Gene No. 


57758 




Strand 






Start 


897 




End 


2157 




Name 


OJ000150 02.0124.C32.ol 


. gs 


Method 


GENSCAN 




Start 


897 




End 


2157 




GI 


none 




Score 


.44 




Exons 


897.. 1001, 2106.. 2157 










Seq. No. 


28024 




Seq. ID 


OJ000150_02.0124 


.C33 



27803 



Gene No. 


57759 






Strand 


+ 




O Lai L 


i 
j. 






End 


488 

*i O O 




Name 


OJ000150 02.0124. 


C33. 


ol .np 


Method 


AAT/NAP 




Start 


1 






End 


488 




GI 


4416302 






Score 


493 




Exons 


1. .488 












GI Descrip. 


(AF105716) copia- 


type 


pol polyprotein 


[Zea mays] 




Seq. No. 


28024 






Seq. ID 


OJ000150_02.0124 


.C33 


Gene No. 


57759 








+ 






1 






End 


488 




Name 


OJ000150 02.0124. 


C33. 


ol.ts 


^.Method 


TBLASTX: Soybean 




Start 


2 






End 


231 




GI 


5509260 






Score 


306 




Exons 


2. .226, 27. .221, 


34. . 










GI Descrip. 


- 












Seq. No. 


28024 








OJ000150_02.0124 


-C33 




D I 1 D J 






Strand 






Start 


1 






End 


488 




Name 


OJ000150 02.0124. 


C33. 


ol . tw 


fit? L i IL-'Li 


TBLASTX: Wheat 




Start 


2 








223 




GI 


none 






Score 


242 




Exons 


2. .217, 37. .207, 


44. . 


99 ^ 
£*c.O 








Seq. No. 


28024 






Oct] . ±U 


OJ000150_02.0124 


.C33 


\jQHQ INO . 


3 / / JJ 






Strand 






Start 


1 






End . 


488 




Name 


OJ000150 02.0124. 


C33. 


ol . tm 


LIG LliUU 


TBLASTX: Maize 




Start 


31 








469 




GI 


none 






Score 


469 




Exons 


31. .267, 32. .469, 


35. 


.466 








Seq. No. 


28025 






Od^ • X u 


OJ000150_02.0124 


.C35 


bene lno . 


Oil DU 






Qt* ranH 

OLi. d il\JL 






Start 


839 






End 


2367 




Name 


OJ000150 02.0124. 


C35. 


ol.gs 


Method 


GENS CAN 




Start 


839 






End 


1881 




GI 


none 






Score 


.57 




Exons 


839.. 1202, 1750.. 


1881 








Seq. No. 


28025 






Seq. ID 


OJ000150_02.0124 


.C35 


Gene No. 


57760 






Strand 


+ 




Start 


839 






End 


2367 




Name 


OJ000150 02.0124. 


C35. 


ol.gp 


Method 


. AAT/GAP 




Start . 


1758 






End 


2367 




GI 


39293 1.R1084 






Score 


1114 




Exons 


1758. .2367 












GI Descrip. 


' 730461/sp | P4 1057 | R29A_YEAST 


3.0e-17 40S RIBOSOMAL PROTEIN YS29A 



>gi_626904_pir S48503 ribosomal protein S29.e.A, cytosolic - 

yeast {Saccharomyces cerevisiae) >gi_287 628_dbj_BAA03507_ 
(D14676) ribosomal protein YS29 [Saccharomyces cerevisiae] 
>gi_625108 (U19729) Ylr388wp [Saccharomyces cerevisiae] ' 



Seq. No. 
Gene No. 
Start 



28026 
57761 
107 



Seq. ID OJ000150_02.0124 .C36 
Strand + 
End 15992 



27804 



Name 


OJ000150 02 


.0124. 


C36.ol 


.gs 


Method 


GEN SCAN 




107 








End ■ 


15992 


GI 


none 








Score 


.52 


Exons 


107. .162, 177. .309, 389 


. .442, 


1694.. 1940, 2940.. 3292, 




4756. .4798, 


5452. 


.5819, 


5910. 


.5996, 6846. .7006, 7268. .7393, 




7428. .7459, 


7933. 


.8098, 


10234 


. .10333, 


14131. .14168, 




15151. .15197, 15919.. 15992 






Seq. No. 


?P09fi 








Seq. ID 


OJ000150_02 . 0124 .C36 


Gene No.. 










Strand 


+ 


OtalL 










End 


15992 


Name 


OJ000150 02 


.0124. 


C36.ol 


. np 


Method 


AAT/NAP 


Start 


1777 








End 


7239 


GI 


6714 317 








Score 


556 


Exons 


1 777 1 RQ7 


2940. 


.3292, 


4756. 


.4803, 5469. .5884, 7204. .7239 


GI Descrip. 


i arm 6Q7 9 ^ 


unknown protein [Arabidopsis thaliana] 


Seq. No. 










Seq. ID 


OJ000150_02.0124.C36 


Gene No. 


57761 








Strand 


+ 


O Lai L 


107 








End 


15992 


Name 


OJ000150 02 


.0124. 


C36.o2 


.np 


Method 


AAT/NAP 


Start 


3940 








End 


6740 


GI 


6714317 








Score 


99 


Exons 


3940. .3960, 


4756. 


.4803, 


5469. 


.5884, 6706. .6740 ' 


GI Descrip. 


(AC016972) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


28026 








Seq. ID 


OJ000150_02.0124.C36 


Gene No. 


57762 








Strand 




Start 


5483 








End 


6201 


Name 


OJ000150 02 


.0124. 


C36.ol 


.gp 


Method 


AAT/GAP 


Start 


5483 








End 


6201 


GI 


25547 1.R1084 






Score 


1330 


Exons 


5483. .6201 












GI Descrip. 


•3540181 2. 


Oe-13 


(AC004122) Unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


28026 








Seq. ID 


OJ000150_02.0124.C36 


Gene No. 


57763 








Strand 




Start 


16500 








End ;, 


/ 18254 


Name 


OJ000150 02 


.0124. 


C36.ol 


. tm 


Method .* 


TBLASTX: Maize 


Start 


1797 








End 


5796 


GI 


none 








Score 


175 


Exons 


1797. .1895, 


1798. 


.1896, 


2933. 


.3175, 2940. .3191, 2941. .3216, 




2942. .3253, 


3122. 


.3295, 


3217. 


.3294, 4755. .4799, 5458. .5637, 




5459. .5650, 


5466. 


.5717., 


5559. 


.5711, 5720. .5767, 5722.. 5796 


Seq. No. 


28026 








Seq. ID 


OJ000150_02 . 0124 . C36 


bene wo. 


57763 








Strand 




Start 


16500 








End 


18254 


Name 


OJ000150 02 


.0124. 


C36.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3014 








End 


3199 


GI 


none 








Score 


244 


Exons 


3014. .3199, 


3014. 


.3172 








Seq. No. 


28026 








Seq. ID 


OJ000150_02 . 0124 . C36 


Gene No. 


57763 








Strand 




Start 


16500 








End 


18254 



27805 



Name 

Start 

GI 

Exons 



OJ000 

14477 

none 

14477 

14505 

14641 

14771 

14782 

14919 

14937 

14942 

15032 

15125 

15287 

15324 

15476 

15668 



150 02.0124.C36.o2.tm 



.14581, 
.14582, 
.14724, 
.14890, 
.14862, 
.15041, 
.15119, 
.15118, 
.15109, 
.15232, 
.15430, 
.15437, 
.15523, 
.15751 



14477. 
14552. 
14650. 
14772. 
14784. 
14919. 
14940. 
14945. 
15086. 
15158. 
15318. 
15330. 
15497. 



,14614, 
,14584, 
,14730, 
,14876, 
,14876, 
,15053, 
,15047, 
,15097, 
,15172, 
,15232, 
,15422, 
,15416, 
,15580, 



Method TBLASTX : Maize 
End 15751 
Score 69 

14477. .14575, 14483 14575, 

14738, 14638. .14730, 

14795, 14655. .14762, 

14883, 14779. .14859, 

14891, 14793. .14867, 

15082, 14930. .15085, 

15095, 14941. 

14945. .15094, 14951. 

15086. .15172, 15086. 

15232, 15207. 

15436, 15324. 



14604. 
14652. 
14776. 
14790, 
14930. 
14940. 



15179. 
15323. 



15333. .15437, 15475. 



,15051, 
,15070, 
,15232, 
,15233, 
,15425, 
,15507, 



15497. .15592, 15506 1558 6, 



Seq. No. 28026 Seq. ID 

Gene No. 57763 Strand 

Start 16500 End 

Name OJ000150_02 . 0124 .C36. o2 . gs Method 

Start 16500 End 

GI none Score 
Exons 



OJ000150_02.0124 .C36 

18254 
GEN SCAN 
18254 
.52 



16500. .16688, 17726. . 17743, 17865 18081, 18178.. 18254 



Seq. No. 28027 
Gene No. 57764 
Start 344 

Name OJ000150_02 . 0124 . C37 . ol . gp 

Start 344 

GI LIB3477-003-P1-K1-E9 
Exons 344.. 409, 709.. 731 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ■ 



Seq. ID OJ000150_02.0124.C37 
Strand 

End 731 

Method AAT/GAP 

End 731 

Score 94 



Seq. No. 28027 Seq. ID 

Gene No. 57765 Strand 

Start 1558 End 

Name OJ000150_02 . 0124 . C37 . ol . gs Method 

Start 1558 End 

GI none - Score 

Exons 1558.. 1800 



OJ000150_02.0124.C37 

1800 
GENSCAN 
1800 
.97 



Seq. No. 28028 Seq. ID 

Gene No. 57766 Strand 

Start 1391 End 

Name OJ000150_02 . 0124 . C38 . ol . gs Method 

Start 1391 End 

GI none Score 

Exons 1391.. 2211 



OJ000150_02 . 0124 . C38 
+ 

2220 
GENSCAN 
2211 
.53 



Seq. No. 28028 Seq. ID 

Gene No. 57766 Strand 

Start 1391 End 

Name OJ000150_02 . 0124 . C38 . ol . np Method 



OJ000150_02.0124.C38 
+ 

.2220 
AAT/NAP 



27806 




Start 


1499 




End 


2220 • 


GI 


1418331 




Score 


503 


Exons 


1499. .2220 








GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis thaliana 


Seq. No. 


OQA9P 




Seq. ID 


OJ000150_02.0124.C38 


Gene No. 


J / / DO 




Strand 


+ 


Of ari- 






End 


2220 


Name 


n.Tnnni 09 ni94 r^a ni 


• LIU 


Method 


TBLASTX: Maize 


Start ; 


IjOj 




End 


2038 


GI 


none 




Score 


172 


Exons 


1565. .1729, 1565. .1657, 


1714. 


.1821, 1715. .1831, 1831. .2037, 




XOJc • . £U JO 








Seq. No. 


C. O VJ z o 




Seq. ID 


OJ000150_02.0124.C38 




J / / OD 




Strand 


+ 


Start 


1 "3Q1 




End 


2220 


Name 


n.Tnnm rpi 09 m 9 4 r^ft ni 




Method 


TBLASTX : Soybean 


Start 


1580 




End 


2125 


GI 


none 




Score 


94 


Exons 


1 ^flfl 179Q 1 7HQ 9096 


17^9 


.2025, 2021. .2125 


Seq. No. 


Op 09 Q 




Seq. . ID 


OJ000150_02.0124.C38 


bene ino . 


J / / DD 




Strand 


+ 


Start 






End 


2220 


Name 


ninnniRfi n9 ni 94 f^ft ni 


+- r, 
• CC 


Method 


TBLASTX: Cress 


Start 


1604 




End 


2220 


GI 


none 




Score 


79 


Exons 


1 £04 179Q 17*^n 1 ft*}1 
X OU ft • . X / ^ , J. / OvJ • .IOjI/ 


1 ft ^n 


.2035, 2024. .2218, 2053.. 2220 


Seq. No. 






Seq. ID 


OJ000150_02 .0124 . C38 


bene ino* 


O / / Do 




Strand 


+ 


Start 


1 "3Q1 




End 


2220 


Name 


nTonniRn 09 ni94 r^a ni 


+- TjJ 


Method 


TBLASTX: Wheat 


Start 


1945 




End 


2200 


GI 


none 




Score 


273 


Exons 


1Q4R 91 Qfi 1Q4fi 9900 








Seq. No. 


9PD9Q 




Seq. ID 


OJ000150_02.0124.C39 


bene imu • 


D f f O 1 




Strand 


+ 


Start 


94 




End 


996 


Name 


ojnnm ^o 09 oi 94 r^Q ni 


. gs 


Method 


GENSCAN 


Start 


94 


End 


566 


GI 


none 




Score 


.79 


Exons 


246. .262, 356. .566 








Seq. No. 


28029 




Seq. ID 


OJ000150_02.0124.C39 


Gene No. 


57767 




Strand 


+ 


Cfarf 


246 




End 


996 


Name 


OJ000150 02.0124.C39.ol 


. np 


Method 


AAT/NAP 


Start 


390 




End 


996 


GI 


5091604 




Score 


134 


Exons 


390. .691, 820. .996 








GI Descrip. 


(AC007858) 10A19I.8 [Oryza sativa] 




Seq. No. 


28029 




Seq. ID 


OJ000150_02.0124.C39 


Gene No. 


57768 




Strand 





27807 



Start 


824 


End 


1460 


Name 


OJ000150 02.0124.C39.o2.gs 


Method 


GENSCAN 


Start 


824 


End 


1460 


GI 


none 


* Score 


.7 


Exons 


824.. 895, 1016.. 1109, 1375.. 


1460 




Seq. No. 


28030 


Seq. ID 


OJ000150_02.0124.C45 


Gene No. 


57769 


Strand 


- 


Start 


1 


End 


556 


Naitie 


OJ000150 02.0124. C45-ol.gp 


Method 


&at /nap 


Start 


1 


End 


455 


GI 


137 1.R1084 


Score 


525 


Exons 


1..296, 411. .455 






GI Descrip. 


, 2832408/emb|CAA74605| 4 . Oe- 


33 (Y14209) 


R2R3-MYB transcription 




factor [Arabidopsis thaliana] ' 




Seq. No. 




beq. id 


OJ000150_02 . 0124 .C45 


Gene No . 


d i i oy 


b trana 




Start 


1 


End 


556 


Name 


OJ000150 02.0124.C45.ol.tm 


Method 


TBLASTX: Maize 


Start 


30 


End 


455 


GI 


none 


Score 


39 


Exons 


30. .71, 36. .71, 42. .74, 193. 


.243, 198.. 


299, 202. .294, 411. .455 


Seq. No. 


28030 


Seq. ID * 


OJ000150_02.0124.C45 


bene no. 


57769 


Strand 




Start 


1 


End 


556 


Name 


OJ000150 02.0124.C45.ol.gs 


Method 


GENSCAN 


Start 


33 . 


End 


284 


GI 


none 


Score 


.47 


Exons 


33..284 






Seq. No. 


28030 


Seq. ID 


OJ000150_02 . 0124 . C45 


Gene No. 


57769 


Strand 






1 


End 


556 


Name 


OJ000150 02.0124.C45.ol.np 


Method 


AAT/NAP 


Start 


36 


End 


556 


GI 


5103727 


Score 


411 


Exons 


36..296, 411. .556 






GI Descrip. 


(AB028884) knottedl-type homeobox protein OSH43 [Oryza sativa] 


Seq. No. 


28031 


Seq. ID 


OJ000150_02.0124.C46 


Gene No. 


57770 


Strand 




O Ld-L L 


1 


End 


714 


Name 


OJ000150 02.0124.C46.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


714 


GI 


6561965 


Score 


174 


Exons 


1..110, 382. .714 






GI Descrip. 


(AL132964) kinesin-like protein [Arabidopsis thaliana] 


Seq. No. 


28031 


Seq. ID 


OJ000150_02.0124.C4 6 


Gene No. 


57770 


Strand 




Start 


1 


End 


714 


Name 


OJ000150 02.0124.C46.ol.gs - 


Method 


GENSCAN 


Start 


9 


End 


473 


GI 


none 


Score 


.8 


Exons 


9. .110, 382. .473 







27808 




Seq. No. 


28032 Seq. ID 


OJ000150_02.0124 


• C47 


oene lnq . 


57771 Strand 


+ 




Start 


1 End 


4329 




Name 


OJ000150 02.0124.C47.o2.np Method 


AAT/NAP 




Start 


1 End 


4329 




GI 


4539386 Score 


48 




Exons 


1..106, 3733. .3927, 4147. .4329 






GI Descrip. 


(AL035526) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 




n.inrini 09 m 94 


-C47 


Liene no. 


R7779 of r a n H 






Start 


4 66 End 


4284 




Name 


OJ000150_02 . 0124 . C47 . ol . gs Method 


GEN SCAN 




Start 


4 DO Hi 1 1 Li 


4284 




GI 


none . ocuire 


.83 




Exons 




3125, 3237.. 3314, 












Seq. No. 


£.o\jo£. oeq. iu 


OJ000150J32.0124 


.C47 


Gene No. 


C77TO Of r ariH 

o / / / ^ ocrana 






Q+- a rf 


fi do dna 


4284 




Name 


OJ000150 02,0124.C47.ol.tm Method 


TBLASTX: Maize 




Start 


475 End 


3113 




GI 


none Score 


99 




Exons 


475. .582, 480. .581, 481. .582, 671. .856 


, 681. .833, 684.. 


857, 




686.. 853, 1524.. 1610, 1524.. 1610, 1525 


..1611, 1709. .1729, 




3008.. 3109, 3009.. 3113, 3009.. 3113 






Seq. No. 


28032 Seq. ID 


OJ000150_02.0124 


.C47 


Gene No. 


57772 Strand 






Cf arf 

O U CtX. U 


466 End 


4284 




Name 


OJ000150 02.0124.C47.ol.np Method 


AAT/NAP 




Start 


484 End 


3488 




GI 


6561965 Score 


526 




Exons 


484. .579, 686. .830, 1524. .1609, 3009.. 


3125, 3237.. 3314, 






3441. .3488 






GI Descrip. 


(AL132964) kinesin-like protein [Arabidopsis thaliana] 




oeq» in o . 


28033 Seq. ID 


OJ000150_02.0124 


.C48 


Gene No. 


57773 Strand 


+ 




Start 


976 End 


1963 




Name 


OJ000150 02.0124.C48.ol.gs Method 


GENS CAN 




Start 


976 End 


1963 




GI 


none Score 


. 66 




Exons 


976.. 1085, 1536.. 1673, 1864. .1963 






ocq. LNO. 


28034 Seq. ID 


OJ000150_02.0124 


.C49 


Gene No. 


57774 Strand " 


+ 




Start 


286 End 


844 




Name 


OJ000150 02.0124.C49.ol.gs Method 


GENSCAN 




Start 


286 End 


844 




GI 


none Score 


. 97 




Exons 


286. .616, 816. .844 






Seq. No. 


28034 Seq. ID 


OJ000150_02.0124 


.C49 


Gene No. 


57775 Strand 







27809 



Start 


1090 








End 


1495 


Name 


OJ000150 02 


.0124.C49.o2 


.gs 


Method 


GENSCAN 


Start 


1090 








End 


1495 


GI 


none 








Score 


.46 


Exons 


1090. .1287, 


1411 


. .1495 








Seq. No. 


28035 








Seq. ID 


OJ000150_02.0124.C50 




57776 












Start 


664 








End 


3127 


Name 


OJ000150 02 


.0124 


.CSO.ol 


.gs 


Method 


GENSCAN 


Start 


664 








End 


3127 ' 


GI 


none 








Score 


.46 


Exons 


664. .728, 2551.. 


2668, 2822.. 


2946, 3012 


..3127 


Seq. No. 


280^6 








Seq. ID- 


OJ000150__02.0124.C51 




57777 








Qf rand 




Start 


1511 








End 


3617 


Name 


OJ000150 02 


.0124 


.CSl.ol 


.gs 


Method 


GENSCAN 


Start 


1511 ~~ 








End 


3076 


GI 










. Score 


.91 


Exons 


1511. .3076 












Seq. No. 


28036 








• Seq. ID 


OJ000150_02.0124.C51 


Gene No. 


S7777 








Strand 


+ 


Start 


IJli 








End 


'3617 


Name 


OJ0001 SO 02 


.0124 


.CSl.ol 


. np 


Method 


AAT/NAP 


Start 


1887 ~~ 








End - 


3617 


GI 


4 S44409 








Score 


437 


Exons 


i PQ7 9R1 7 


2560 


. .3066, 


3548 


. .3617 




GI Descrip. 


(AC007047) ] 


putative LRR 


receptor protein kinase [Arabidopsis 




thaliana] 












Seq. No. 


28036 








Seq. ID 


OJ000150_02.0124.C51 


Gene No. 


57777 








Strand 


+ 


C-f- a y*4- 
J Ldl L 


1511 








End 


3617 


Name 


OJ000150 02 


.0124 


.CSl.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2377 ~~ 








End 


2824 


GI 


none 








Score 


37 


Exons 


2377. .2595, 


2391 


. .2447, 


2391 


..2597, 2477. .2611, 2587. .2757, 


" 


2588. .2824, 


2633 


. .2800 








Seq. No. 


28036 








Seq. ID 


OJ000150JD2 . 0124 . C51 


Gene No. 


57777 








Strand 


+ 


O L. Cli. U 


1511 








End 


3617 


Name 


OJ000150 02 


.0124 


.CSl.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2645 








End 


3067 


GI 


none 








Score 


140 


Exons 


2645. .2785, 


2659 


. .2754, 


2810 


..2887, 2866. .2940, 2867. .2941, 




2966. .3052, 


2971 


. .3039, 


3041 


. .3067 




Seq. No. 


28036 








Seq. ID 


OJ000150_02.0124.C51 


Gene No. 


57777 








Strand 


+ 


Start 


1511 








End 


3617 


Name 


OJ000150 02 


.0124 


.C51.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2884 








End 


3071 


GI 


none 








Score 


295 


Exons 


2884. .3060, 


2885 


. .3067, 


2889 


. .3071 
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Seq. No. 28037 Seq. ID OJ000150_02 . 0124 . C52 

Gene No. 57778 Strand + 

Start 1 End 1839 

Name OJ000150_02 . 0124 .C52 . ol . np Method AAT/NAP 

Start 1 End 1797 

GI 4914439 Score 402 

Exons 1..30, 362.-522, 1265.. 1797 

GI Descrip. - (AL050351) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28037 Seq. ID 

57778 Strand 

1 End 

OJ000150_02 . 0124 . C52 . ol . ts Method 

34 9 End 

none Score 

349. .429, 355. .429, 362. .433, 363. .443, 
1296. .1592, 1429. .1593 

28037 Seq. ID 

57778 Strand 

1 End 

OJ000150_02 . 0124 . C52 . ol . tm Method 

358 End 

none Score 

358. .519, 362..493, 364. .495, 1255. .1377, 1263. .1376, 1264.-. 1377 



OJ000150_02 . 0124 . C52 . 
+ 

1839 

TBLASTX : Soybean 

1677 

72 

1276. .1677, 1286. .1387, 



OJ000150_02.0124.C52 
+ 

1839 

TBLASTX: Maize 

1377 

156 



OJ000150_02.0124.C52 
+ 

1839 
GENSCAN 
1839 
.97 



02.0124.C53 



28037 Seq. ID 

57778 Strand 
1 End 
OJ000150_02 . 0124 . C52 . ol . gs Method 
1104 End 
none Score 
1104. .1126, 1265. .1839 

28038 Seq. ID 

57779 Strand 
56 End 
OJ000150_02 . 0124 . C53 . ol . gp Method 
56 End 
2442935 Score 
56. .149, 408. .507, 1546. .1729 

7304 61 /sp | P41057 | R29A_YEAST 3.0e-17 40S RIBOSOMAL PROTEIN YS29A 

>gi_626904_pir 1 S48503 ribosomal protein S29.e.A, cytosolic - 

yeast (Saccharomyces cerevisiae) >gi_287628_dbj_BAA03507_ 
(D14676) ribosomal protein YS29 [Saccharomyces cerevisiae] 
>gi_625108 (U19729) Ylr388wp [Saccharomyces cerevisiae] 



OJ000150_ 
+ 

1729 
AAT/GAP 
1729 
612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000150_02.0124.C53 

Strand + 

End 1729 

Method AAT/NAP 

End 1342 

Score 162 



28038 
57779 
56 

OJ000150_02.0124.C53.ol.np 
67 

1750404 

67. .149, 408. .523, 1278. .1342 

(U80953) Similar to 40S ribosomal protein S29; coded for by C. 
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elegans cDNA cml0c2; coded for by C. elegans cDNA yk61d8.5; 
coded for by C. elegans cDNA ykl07e8.5; coded for by C. elegans 
cDNA CEESF55F; coded for by C. elegans cDNA ykl07e8 . 3; . . . 



Seq. No. 


28038 


Seq. ID 


OJ000150_02.0124.C53 


Gene No. 


57779 


Strand 


+ 


Start 


56 


End 


1729 


Name 


OJ000150 02.0124.C53.ol.tw 


Method • 


TBLASTX: Wheat 


Start 


73 


End 


517 


GI 


none 


Score 


1 J o 


Exons 


73. .147, 75. .149, 407. .517, 


408. .506, 


409. .510 


Seq. No. 


28038 


Seq. ID 


OJ000150_02.0124.C53 


Gene No. 


57779 


Strand 


+ 


Start 


56 


End 


1729 


Name 


OJ000150 02.0124.C53.ol.ts 


Method 


TBLASTX: Soybean 


Start 


85 


End 


507 




none 


Score 


1 1 £ 
X ± K> 


Exons 


85. .144, 87. .149, 407. .505, 


408. .503, 


408. .506, 409. .507 


Seq. No. 


28038 


Seq. ID 


OJ000150_02.0124.C53 


Gene No. 


57779 


Strand 


+ 


Start 


56 


End 


1729 


Name 


OJ000150 02.0124.C53..ol.tm 


, Method 


TBLASTX: Maize 


Start 


378 


End 


507 


GI 


none 


Score 


lb4 


Exons 


378.. 506, 396.. 506, 403.. 507 






Seq. No. 


28039 


Seq. ID 


OJ000150_02.0124.C54 


Gene No. 


57780 


Strand 


+ 


Start 


706 


End 


2494 


Name 


OJ000150 02.0124.C54.ol.gs 


Method 


GENSCAN 


Start 


706 


End 


1174 


GI 


none 


Score 


.5 


Exons 


706. .807, 961. .1174 






Seq. No. 


28039 


Seq. ID 


OJ000150_02.0124.C54 


Gene No. 


57780 


Strand 


+. 


Start 


706 


End 


2494 


Name 


OJ000150 02.0124.C54.ol.np 


Method 


AAT/NAP 


Start 


933 


End 


2494 


GI 


4883612 


Score 


137 


Exons 


933.. 1127, 1227.. 1305, 2370. 


.2494 




GI Descrip. 


(AC006922) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28039 


Seq. ID 


OJ000150_02.0124.C54 . 


Gene No. 


57781 


Strand 




Start 


2131 


End 


2494 


Name 


OJ000150 02.0124.C54.o2.np 


Method 


AAT/NAP 


Start 


2040 


End 


2494 


GI 


6069646 


Score 


92 


Exons 


2040.. 2306, 245S..2494 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



27812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28039 
57781 
2131 

OJ000150_02.0124.C54.o2.gs 
2131 
none ' 
2131. .2262 



Seq. ID OJ000150_02.0124.C54 
Strand 

End 2494 

Method GENSCAN 

End 22 62 

Score .49 



Seq. ID OJ000150_02.0124.C56 



28040 

57782 Strand + 

1 End 450 

OJ000150_02.0124.C56.ol.np Method AAT/NAP 

1 End 447 

3236253 Score 309 
1..447 

(AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ000150_02.0124.C56 
Strand + 

450 

TBLASTX : Soybean 
300 
247 



End 

Method 

End 

Score 



Seq. ID OJ000150_02.0124.C56 



28040 
57782 
1 

OJ000150_02.0124.C56.ol.ts 
13 

none 

13. .231, 18. .299, 19. .300 

28040 
57782 
1 

OJ000150_02.0124.C56.ol.tc 
18 

none 

18. .74, 18. .173, 19. .321, 192 

28040 
57782 
1 

OJ000150_02.0124.C56.ol.tm 
49 

none 

49. .441, 49. .378, 51. .389, 384. .449, 397. .450 



Strand 
End 

Method 
End 
Score 
.317 



+ 

450 

TBLASTX: Cress 
321 
65 



Seq. ID OJ000150_02.0124.C56 
Strand + 

450 

TBLASTX: Maize 
450 
477 



End 

Method 

End 

Score 



Seq.- ID OJ000150_02.0124.C57 
Strand 

End 67 6 

Method AAT/NAP 

End 67 6 

Score 534 



28041 
57783 
1 

OJ000150_02 .0124 . C57 . ol . np 
1 

3236253 
1. .676 

(AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



28041 
57783 
1 

OJ000150_02 . 0124 . C57 . ol . gs 



Seq. ID OJ000150_02.0124.C57 
Strand 

End 676 

Method GENSCAN 



27813 




Start 


14 






End 


536 




GI 


none 






Score 


.46 




Exons 


14. .536 












Seq. No. 


28041 






Seq. ID 


OJ000150_02.0124 


.C57 


Gene No . 


0 / 100 






btrana 






Start 


1 






End 


676 




Name . 


OJ000150 


02.0124.C57.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


117 






End 


674 




GI 


none 






Score 


84 




Exons 


117. .674, 


415. .633 










Seq. No. 


28041 






Seq. ID 


OJ000150_02.0124 


.C57 


bene jno . 


D 1 fOO 






btrana 






Start 


1 






End 


676 




Name 


OJ000150 


02.0124.C57.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


123 






End 


669 




GI 


none 






Score 


71 




Exons 


123. .317, 


141. .317, 339 


. .665, 


346. .669 






Seq. No. 


28041 






Seq. ID 


OJ000150_02.0124 


.C57 


bene no . 


moo 
3 / loo 






ourana 






Start 


1 






End 


676 




Name 


OJ000150 


02^0124. C57.ol 


.■tm- 


Method 


TBLASTX: Maize 




Start 


339 






End 


675 




GI 


none 






Score 


218 




Exons 


339. .662, 


339.. 665, 343 


. .675 








Seq. No. 


28041 






Seq. ID 


OJ000150_02.0124 


.C57 


Gene No. 


0 1 too 






Strand 






Start 


1 






End 


67 6 




Name 


OJ000150 


02.0124.C57.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


342 






End 


668 




GI 


none 






Score 


62 




Exons 


342. .668, 


433.-576 










Seq. No. 


28042 






Seq. ID 


OJ000150_02.0124 


.C58 


Gene No . 


3 / /o4 






btrana 






Start 


384 






End 


555 




Name 


OJ000150 


02.0124.C58.ol 


. gs 


Method 


GENSCAN 




Start 


384 






End 


555 




GI 


none 






Score 


.62 




Exons 


384. .555 












Seq. -No. 


28043 






Seq. ID 


OJ000150_02.0124 


.C59 


Gene No. 


3 / /oo 






Strand 


+ 




Start 


51 






End 


601 




Name 


OJ000150 


02.0124.C59.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


40 






End 


562 




GI 


none 






Score 


60 




Exons 


40. .120, 


209. .391, 265. 


.384, 


491. .562 






Seq. No. 


28043 






Seq. ID 


OJ000150_02.0124 


.C59 


Gene No. 


57785 






Strand 


+ 




Start 


51 ■ 






End 


601 




Name 


OJ000150 


02.0124.C59.ol 


. gs 


Method 


GENSCAN 




Start 


51- 






End 


601 
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GI 


none 


Score 


.69 




Exons 


51. .113, 223. .396, 527. .601 








Seq. No. 


28044 


Seq. ID 


OJ000150_02 


.0124. C60 


Gene No . 


0 / / OD 


otrano 


+ 




Start 


820 


End 


1101 




Name 


OJ000150 02.0124.C60.ol.gs 


Method 


GENSCAN 




Start *i% . 


820 


. End 


1101 




GI 


none 


Score 


.78 




Exons 


820.. 954, 979.. 1101 








Seq. No. 


28045 


Seq. ID 


OJ000150 02 


.0124. C64 


Gene No. 


57787 


Strand . 


+ 




Start 


111 


End 


827 




Name 


UJUUUIDU . U 1^4 . Uo^t . oi . gp 


Method 


AAT/GAP 




Start 


111 


End 


827 




GI 


25547 1.R1084 


Score 


1394 




Exons 


111.. 827 








GI Descrip. 


'3540181 2.0e-13 (AC004122) 


Unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


28045 


Seq. ID 


OJ000150_02 


.0124. C64 


Gene No. 


57788 


Strand 








fi J. D 


.End 


872 




; Name 


OJ000150 02.0124.C64.ol.np 


Method 


AAT/NAP - 




Start 


397' 


End 


839 




GI 


6714317 


Score 


112 




Exons 


397. .839 








GI Descrip. 


(AC016972) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


28045 


Seq. ID 


OJ000150_02 


.0124. C64 


Gene No . 


O / / OO 


Strand 






Start 


416 


End 


872 




Name 


OJ000150 02.0124.C64.ol.gs 


Method 


GENSCAN 




Start 


416 


End 


872 




GI 


none 


Score 


.74 




Exons 


416. .872 








Seq. No. 


28045 


Seq. ID 


OJ000150_02 


.0124. C64 


i^ene wo . 


57788 


Strand 






Start 


416 


End 


872 




Name 


OJ000150 02.0124.C64.ol.tm 


Method 


TBLASTX: Maize 


Start 


528 


End 


852 




GI 


none 


Score 


179 




Exons 


528. .713, 545. .844, 551. .751, 672. .851, 


673. .852 




Seq. No. 


28046 


Seq. ID 


OJ000150JD2 


.0124. C67 


Gene No . 


57789 


Strand 


+ 




Start 


361 


End 


402 




Name 


OJ000150 02.0124.C67.ol.gs 


Method 


GENSCAN 




Start 


361 


End 


402 




GI 


none 


Score 


.6 




Exons 


361. .402 








Seq. No. 


28047 


Seq. ID 


OJ000150_02 


.0124. C69 


Gene No. 


57790 


Strand 


+ 




Start 


1 


End 


294 





27815 



Name 

Start 

GI 

Exons 



OJ000150_02.0124.C69.ol, 
1 

none 
1. .209 



Seq. No. 28047 

Gene No. 57790 

Start 1 

Name OJ000150_02 . 0124 .C69.ol , 

Start 54 

GI none 

Exons 54.. 294 



Seq. No. 28048 

Gene No. 57791 

Start 148 

Name OJ000150_02 . 0124 . C70 . o2 . 

Start 2 

GI none 

Exons 2.. 190, 3.. 191, 3.. 191 

Seq. No. 28048 

Gene No. 57791 

Start 148 

Name OJ000150_02 . 0124 .C70.ol. 

Start 148 

GI 421954 

Exons 148. .1183 
GI Descrip. hypothetical protein 3 
gi|21433|emb!CAA36615 | 



gp Method AAT/GAP 
End 209 
Score 245 



Seq. ID OJ000150_02.0124.C69 

Strand + 

End 294 

gs Method GENS CAN ' 

End 294 

Score .8 



Seq. ID OJ000150_02.0124.C70 

Strand + 

End 1183 

tm Method TBLASTX: Maize 

End 191 

Score 24 6 



Seq. ID OJ000150_02.0124.C70 

Strand + 

End 1183 

np ' Method AAT/NAP 

End 1183 

Score 541 

- potato transposon Tstl 
(X52387) ORF3 [Solanum tuberosum] 



Seq. No. 


28048 








Seq. ID 


OJ000150_02.0124 


.C70 


Gene No. 


57791 








Strand 


+ 




Start 


148 








End 


1183 




Name 


OJ000150 


02.0124.C70 


.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


293 








,End 


746 




GI 


none 








Score 


451 




Exons 


293. .661, 


303. .662, 


438. 


.662, 


661. .732, 


666.. 746, 666.. 


746 


Seq. No. 


28048 








Seq. ID 


OJ000150_02.0124 


.C70 


Gene No. 


57791 








Strand 


+ 




Start 


148 








End 


1183 




Name 


OJ000150 


02.0124.C70 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


537 








End 


977 




GI 


none 








Score * 


43 




Exons 


537. .566, 


600. .683, 


693 . 


.977, 


731. .976 






Seq. No. 


28048 








Seq. ID 


OJ000150_02.0124 


.C70 


Gene No. 


57791 








Strand 


+ 




Start 


148 








End 


1183 




Name 


OJ000150 


02.0124.C70 


.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


585 








End 


982 




GI 


none 








Score 


272 




Exons 


585. .977, 


718. .978, 


719. 


.976, 


878. .982 






Seq. No. 


28048 








Seq. ID 


OJ000150_02.0124 


.C70 


Gene No. 


57791 








Strand 


+ 





27816 




Start 


148 






End 


1183 


Name 


OJ000150 02.0124.C70 


.ol. 


gs 


Method 


GENSCAN 


Start 


632 






End 


979 


GI 


none 






Score 


.75 


Exons 


632. .647, 751. .979 










Seq. No. 


28048 






Seq. ID 


OJ000150_02.0124.C70 


Gene No. 


. 57791 






Strand 


+ 


Start 


148 






End 


1183 


Name 


OJ000150 02.0124.C70 


. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


753 






End 


977 


GI 


none 






Score 


176 


Exons 


753.. 977, 776.. 949 










Seq. No. 


28049 






Seq. ID 


OJ000150JD2 . 0124 .C72 


Gene No . 








Strand 




Start 


23 






End 


170 


Name 


OJ000150 02.0124.C72 


.01. 


gs 


Method 


GENSCAN 


Start 


23 






End 


170 


GI 


none 






Score 


.7 


Exons 


23. .170 










Seq. No. 


28050 






Seq. ID 


OJ000150_02.0124.C73 


Gene No. 


57793 






Strand v . 


+ 


Start 


1 






End 


663 


Name 


OJ000150 02.0124.C73 


.01. 


np 


Method 


AAT/NAP 


Start 


1 






End 


663 


GI 


2827715 






Score 


825 


Exons 


1. .663 










GI Descrip. 


(AL021684) receptor protein 


kinase - like protein [Arabidopsis 




thaliana] 










Seq. No. 


28050 






Seq. ID 


OJ000150_02.0124.C73 


Gene No. 


57793 






Strand 


+ 


Start 


1 






End 


663 


Name 


OJ000150 02.0124.C73 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


595 


GI 


none 






Score 


210 


Exons 


2.. 283, 13..594, : T4. 


.595 






Seq. No. 


28050 






Seq. ID 


OJ000150_02.0124.C73 


Gene No . 


57793 






Strand 


+ 


Start 


1 






End 


663 


Name 


OJ000150 02.0124.C73 


.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 






End 


178 


GI 


none 






Score 


184 


Exons 


2. .166, 2. .163, 26.. 


178 








Seq. No. 


28050 






Seq. ID 


OJ000150_02.0124.C73 


Gene No. 


57793 






. Strand 


+ 


Start 


1 






End 


663 


Name 


OJ000150 02.0124.C73 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


14 






End 


355 


GI 


none 






Score 


180 


Exons 


14. .340, 89. .355 










Seq. No. 


28050 






Seq. ID 


OJ000150_02.0124.C73 



27817 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
"Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



57793 
1 

OJ000150_02.0124.C73.ol.tc 
80 

none 



Strand + 

End 663 

Method TBLASTX : Cress 

End 586 

Score 136 



80. .283, 152. .445, 160. .444, 443. .586, 487. .585 



28050 
57793 
1 

OJ000150_02.0124.C73.ol.ts 

179 

none 



Seq. ID OJ000150_02.0124.C73 

Strand + 

End 663 

Method TBLASTX : Soybean 

End 663 

Score 373 



179. .451, 181. .450, 299. .472, 364. .459, 485. .661, 499. .663 



Seq. ID OJ000150_02.0124 .C73 

Strand + 

End 663 

Method AAT/GAP 

End 663 

Score 934 



28050 
57793 
1 

OJ000150_02.0124.C73.ol.gp 
191 

uC-osflM202068e05bl 
191. .663 

, 2827715/emb|CAA16688 | 5.0e-64 (AL021684) receptor protein 
kinase - like protein [Arabidopsis thaliana] 1 

28051 Seq. ID OJ000150_02 . 0124 . C74 

57794 Strand 

1 End 75 

OJ000150_02 . 0124 . C74 . ol . np Method AAT/NAP 

1 End 75 

1076669 Score 77 

1. .75 

NADH dehydrogenase (EC 1.6.99.3) - potato 

gi|668987|emb|CAA59063| (X84320) NADH dehydrogenase [Solanum 
tuberosum] 



Seq. ID OJ000150_02.0124.C74 

Strand 

End 75 

Method AAT/GAP 

End , 75 

Score 109 



28051 
57795 
1 

OJ000150_02.0124.C74.ol.gp 
1 

21272_1.R1084 
1. .75 

'1076670/pir | IS52386 1.0e-50 NADH dehydrogenase (EC 1.6.99.3) 
potato >gi_668985_emb_CAA59062_ (X84319) NADH dehydrogenase 
[Solanum tuberosum] 1 



Seq. No. 


28052 


Seq. ID 


OJ000150 


_02. 


0124 


.C76 


Gene No. 


57796 


Strand 










Start 


66 


End 


160 








Name 


OJ000150 02.0124.C76.ol.gs 


Method 


GENSCAN 








Start 


66 


End 


160 








GI 


none 


Score 


.71 








Exons 


66. .160 












Seq. No. 


28053 


Seq. ID 


OJ000150 


_02. 


0124 


.C77 


Gene No. 


57797 


Strand 











27818 




Start 


512 






End 


718 








Name 


OJ000150 02.0124.C77 


.ol 


. gs 


Method 


GENS CAN 








Start 


512 






End 


718 








GI 


none 






Score 


.81 








Exons 


512. .718 
















Seq. No. 


28054 






Seq. ID 


OJ000150_ 


02 


.0124 


.C78 


Gene No. 


CT-7 QQ 

oil yo 






oiianu 










Start 


331 






End 


563 








Name 


OJ000150 02.0124.C78 


.ol 


. gs 


Method 


GEN SCAN 








Start 


331 






End 


563 








GI 


none 






Score 


.55 








Exons 


331. .377, 410. .563 
















Seq. No. 


28055 






Seq.. ID 


OJ000150_ 


02 


.0124 


.C79 


Gene No. 








otlallu 










Start 


1 






End 


2006 








Name 


OJ000150 02.0124.C79 


.ol 


• gp 


Method 


AAT/GAP 








Start 


1 






End 


353 








GI 


none 






Score 


576 








Exons 


1. .353 
















Seq. No. 


28055 






Seq. ID 


OJ000150_ 


02 


.0124 


.C79 


Gene No. 


57799 






Of v -> r-i H 










Start 


1 






End 


200'6 








Name 


OJ000150 02.0124.C79 


.ol 


. gs 


Method 


GENSCAN 








Start 


73 






End 


2006 








GI 


none 






Score 


.68 








Exons 


73. .268, 546. .617, 1911 


. .2006 












Seq. No. 


28055 






Seq. ID 


OJ000150_ 


02 


.0124 


.C79 


Gene No . 


57799 






Strand 


_u 








Start 


1 






End 


2006 








Name 


OJ000150 02.0124.C79 


,o2 


.gp 


Method 


AAT/GAP 








Start 


232 






End 


1299 








GI 


none 






Score 


2093 








Exons 


232. .1299 
















Seq. No. 


28055 






Seq. ID 


OJ000150_ 


_02 


.0124 


.C79 


Gene No . 


57800 






DLIdnQ 










Start 


1981 






End 


2272 








Name 


OJ000150 02.0124.C79 


. o3 


• gp 


Method 


AAT/GAP 








Start 


1981 






End 


2272 








GI 


none 






Score 


584 








Exons 


1981. .2272 
















Seq. No. 


28056 






Seq. ID 


OJ000150_ 


_02 


.0124 


.C80 


Gene No. 


57801 






otrana 










Start 


652 






End 


1209 








Name 


OJ000150 02.0124.C80 


.ol 


. gs 


Method 


GENSCAN 








Start 


652 






End 


1209 








GI 


none 






Score 


.89 








Exons 


652.. 812, 962.. 1209 
















Seq. No. 


28057 






Seq. ID 


OJ000150_ 


02 


.0124 


.C81 


Gene No. 


57802 






Strand 


+ 








Start 


87 






End 


712 









27819 



Name OJ000150_02 . 0124 .C81 .ol . np Method AAT/NAP 

Start 87 End 712 

GI 6561965 Score 128 

Exons 87.. 208, 320.. 423, 682.. 712 

GI Descrip. (AL132964) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 


28057 








Seq. ID 


OJ000150 


_02 


0124 


.C81 


Gene No. 


57802 








". Strand 


+ 








Start 


' 87 








End 


712 








Name 


n Tnnn 1 

UJUUUijU 




nil 
. Ol 


• CJS 


Kie tnou 










Start 


131 








End 


436 








GI 


none 








Score 


.98 








Exons 


131. .208, 


320. .436 
















Seq. No. 


28058 








Seq. ID 


OJ000150_ 


_02 


0124 


.C82 


Gene No. 


57803 








Strand 


- 








Start 


161 








End 


349 








Name 


OJ000150 


02.0124.C82 


.Ol 


.gs 


Method 


GENS CAN 








Start 


161 








End 


349 








GI 


none 








Score 


.64 








Exons 


161. .349 


















Seq. No. 


28059 








Seq. ID 


OJ000150_ 


_02 


0124 


.C84 


Gene No. 


57804 








Strand 


+ 








Start 


58 








End 


117 








Name 


OJ000150 


02.0124.C84 


.Ol 


.gs 


Method 


GEN SCAN 








Start 


58 








End 


117 








GI 


none 








Score 


.52 








Exons 


58. .117 



















Seq. No. 28060 Seq. ID OJ000150_02 . 0124 .C85 

Gene No. 57805 Strand 

Start 626 End 

Name OJ000150_02 . 0124 . C85 . ol . gp Method 

Start 626 End 

GI 37356_1.R1084 Score 

Exons 626.. 896 

GI Descrip. 1 392 9358 /sp | 024143 | NUIM_TOBAC 1.0e-13 NADH-UBIQUINONE" 
OXIDOREDUCTASE 23 KD SUBUNIT PRECURSOR (COMPLEX I-23KD) 
(CI-23KD) >gi_1666177_emb_CAA70326_ (Y09109) NADH dehydrogenase 
[Nicotiana tabacum] ■ 



OJ000150_02. 
+ 

896 

AAT/GAP 

896 

478 



Seq. No. 28061 Seq. ID OJ000150_02 . 0124 . C87 

Gene No. 57806 Strand + 

Start 482 End . 3321 

Name OJ000150_02 . 0124 .C87 . ol . gs Method GENSCAN 

Start 482 End 3321 

GI none Score .73 

Exons 482.. 616, 983.. 1159, 2436.. 2502, 2767.. 3055, 3285.. 3321 



Seq. No. 28062 Seq. ID OJ000150_02 . 0124 . C88 

Gene No. 57807 Strand 

Start 538 End 665 

Name OJ000150_02 . 0124 . C88 . ol . gs Method GENSCAN 

Start 538 End 665 

GI none Score .79 

Exons 538.. 665 



27820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28063 Seq. ID 

57808 Strand 
1 End 
OJ000150 J)2 . 0124 . C8 9 . ol . gp Method 
1 End 
3768434 Score 
1..62 

34 02817 /emb | CAA07704 | 2.0e-35 
pGreen] 

28063 Seq. ID 

57809 Strand 
2218 End 
OJ000150_02.0124.C89.o2.gs . Method 
2218 End 
none Score 
2218. .2347 



OJ000150_02.0124.C89 
+ 

62 

AAT/GAP 

62 

85 



(AJ007829) lacZ 1 [Cloning vector 



OJ000150_02.0124.C89 

2347 
GENSCAN 
2347 
.95 



Seq. No. 28064 

Gene No. 57810 

Start 652 

Name OJ000150_02 . 0124 . C90 . ol . gp 

Start 369 , 

GI -2508_1.R1084 

Exons 369.. 686, 1747.. 1789, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1872.. 1978, 2091. 



OJ000150_02 . 0124 .C90 

2266 

AAT/GAP 

2266 

1183 

.2266 



, 3402817/emb|CAA07704 | 
pGreen] 1 



2.0e-35 (AJ007829) lacZ" [Cloning vector 



Seq. No. 


28064 


Seq. ID 


OJ000150_02.0124.C90 


Gene No. 


57810 


Strand 




Start 


652 


End 


2266 


Name 


OJ000150 02.0124.C90.ol.tm 


Method 


TBLASTX: Maize 


Start 


489 


End 


2204 


GI 


none 


Score 


66 


Exons 


489. .548, 490. .552, 496. .576, 555. .614 


, 655.. 696, 656. .706, 




1745. .1789, 1746. .1790, 1747 


..1791, 1747. .1791, 1748. .1807, 




1872.. 1982, 1873.. 1977, 1917 


..1979, 2135.. 2203, 2154.. 2204 


Seq. No. 


28064 


Seq. ID 


OJ000150_02.0124.C90 


Gene No. 


57810 


Strand 




Start 


652 


End 


2266 


Name 


OJ000150 02.0124.C90.ol.np 


Method 


AAT/NAP 


Start 


646 


End 


2202 


GI 


4490728 


Score 


227 


Exons 


646. .686, 1747. .1789, 1872.. 


1978, 2091 


. .2202 


GI Descrip. 


(AL035709) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


28064 


Seq. ID 


OJ000150_02.0124.C90 


Gene No. 


57810 


Strand 




Start 


652 


End 


2266 


Name 


OJ000150 02.0124.C90.ol.gs 


Method 


GENSCAN 


Start 


652 


End 


2202 


GI 


none 


Score 


.47 


Exons 


652. .686,- 1747. .1789, 1872. . 


1978, 2091 


. .2202 


Seq. No. 


28064 


Seq. ID 


OJ000150_02.0124.C90 



27821 



oene LNU. 


J / oiu 








Strand 




Start 


652 








End 


2266 


Name 


OJ000150 02. 


0124 


•C90.O1 


. tc 


Method 


TBLASTX: 


Start 


1745 








End 


1982 


GI 


none 








Score 


50 


Exons 


1745. .1789, 


1746 


. .1775, 


1872. 


.1982, 1873. .1977 


Seq. No. 


28064 








Seq. ID 


OJ000150 


Gene No. 


57810 








Strand 




Start 


652 








End 


2266 


lNcLlllG 


n.mnm so n? 


\J -L C *i 






Method . 


TBLASTX: 


Start 


1745 








End 


2241 


GI 


none 








Score 


62 


Exons 


1745. .1789, 


1746 


. .1784, 


1747. 


.1791, 17- 


17. .1791, 




1872. .1982, 


1873 


. .1977, 


1917. 


.1979, 1961.. 1984, 




2117. .2203, 


2118 


. .2204, 


2215. 


.2241 




Seq. No. 


28065 








Seq. ID 


OJ000150 


OC11C lNVJ . 


J ' Oil 








Strand 


+ 


Start 


231 










346 


Name 


OJ000150 02. 


0124 


.C91.ol 


. gs 


Method 


GENSCAN 


Start 


231 








End 


346 


GI 


none 








Score 


.42 


Exons 


231. .346 












Seq. No. 


28066 








Seq. ID 


OJ000150 


ucllc LNO. 


D t O ±£. 








Strand 


- 


Start 


14 








End 


550 


Name 


OJ000150 02. 


0124 


.C92.ol 


. gs 


Method 


GENSCAN 


Start 


14 








End 


550 


GI 


none 








Score 


.87 


Exons 


14. .550 












Seq. No. 


28067 








Seq. ID 


OJ000150 


ijchc Vi\J • 


S7ft1 ^ 

J / Ol J 








Strand 


+ 


Start 


85 








End 


174 


Name 


OJ000150 02. 


0124 


.C93.ol 


. gs 


Method 


GENSCAN 


Start 


..85 






End 


174 


GI 


none 








Score 


.94 


Exons 


85. .174 












Seq. No. 


28068 








Seq. ID 


OJ000150 


Gene No. 


57814 








Strand 


+ 


Start 


1 








End 


574 


Name 


OJ000150 02. 


0124 


.C94.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End • 


574 


GI 


1184077 








Score 


168 


Exons 


1..180, 331. 


.574 










GI Descrip. 


(U42445) Cf- 


2.2 


[Lycopersicon pimpinellif olium] 



.1930, 
.2046, 



Seq. No. 28069 Seq. ID 

Gene No. 57815 Strand 

Start 225 End 

Name OJ000150_02 . 0124 . C96. ol . gp Method 

Start 225 End 

GI uC-osflcyp033a04bl Score 

Exons 225.. 519 



OJ000150_02.0124.C96 
+ 

519 

AAT/GAP 

519 

520 



27822 




GI Descrip. 1 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


28069 


Seq. ID 


OJ000150_ 


_02 


.0124 


.C96 


Gene No. 


57816 


Strand 


- 








Start 


158 


End 


519 








Name 


OJ000150 02.0124.C96,ol.np 


Method 


AAT/NAP 








Start 


158 


End 


519 








GI 


4680186 


Score 


244 








Exons 


158. .358, 483. .519 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


zo u / u 


oeq. iu 


OJ000150_ 


_02 


.0124 


.C98 


Gene No. 


D/Ol/ 


oirana 


- 








Start 


1 


tna 


258 








Name 


ujuuuiou uz . uiZ4 . uyy . oi . np 


Method 


AAT/NAP 








Start 


1 


bna 


258 








GI 


cqcoi on 
oooz loU 


Score 


97 








Exons 


1..123, 224. .258 












ui uescrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


zoU / 1 


beq. ID 


OJ000150_ 


02 


.0124 


.C99 


Gene No. 


CTQ1 Q 

o/olo 


Strand 


+ 








Start 


Zo 4 


hna 


528 








Name 


ujuuuiou uz . uiz4 . uy y . oi . gs 


Method 


GEN SCAN 








Start 


zo 4 


hna 


528 








GI 


none 


Score 


.68 








Exons 


284. .528 












Seq. No. 


ZoU /z 


Seq. ID 


OJ000150_ 


_02 


.0124 


.C100 


Gene No. 


d /oiy 


Strand 


+ 








Start 




bna 


865 








Name 


ATHfim ^n no m o^ r*i nn nc 
uuuuuiou uz.uxz4.uiuu.oi.gs 


Method 


GENSCAN 








Start 


olo 


T7 1 ■»»\ /-J 


865 








GI 


none 


Score 


.61 








Exons 


318. .865 












Seq. No. 


O Q O *7 Q 
Z8U / J 


C as* T Pi 

beq. iu 


OJ000150_ 


_02 


.0124 


.C102 


Gene No. 


0 /ozu 


btrana 


+ " 








Start 


653 


End 


808 








Name 


OJ000150 02.0124.C102.ol.gs 


Method 


GENSCAN 








Start 


653 


End 


808 








GI 


none 


Score 


.44 








Exons 


653. .808 












Seq. No. 


28074 


Seq. ID 


OJ000150_ 


_02 


.0124 


.C104 


Gene No. 


57821 


Strand 


- 








Start 


274 


End 


394 








Name 


OJ000150 02.0124.C104.ol.gs 


Method 


GENSCAN 








Start 


274 


End 


394 








GI 


none 


Score 


.82 








Exons 


274. .394 












Seq. No. 


28075 


Seq. ID 


OJ000150_ 


02 


.0124 


.C105 


Gene No. 


57822 


Strand 


+ 








Start 


1 • 


End' 


710 








Name 


OJ000150 02.0124.C105.ol.np 


Method 


AAT/NAP 









27823 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



269 
56 



6466937 
1. .269 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



28075 Seq. ID 

57822 Strand 
1 End 
OJ000150_02 . 0124 . C105 . ol . gs Method 
149 End 
none Score 
149. .284, 314. .394, 601. .710 

28076 Seq. ID 

57823 Strand 
18 End 
OJ000150_02 . 0124 . C106 . ol . gs Method 
18 End 
none Score 
18. .162 

28077 Seq. ID 

57824 Strand 
405 ' End 
OJ000150_02 . 0124 . C107 . ol . gs Method 
405 End 
none Score 
405.. 659 



OJ000150_02 . 0124 .C105 
+ 

710 

GENSCAN 

710 

.66 



OJ000150_02.0124.C106 
162 

GENSCAN 

162 

.92 



OJ000150__02 . 0124 . C107 
+ 

659 

GENSCAN . 

659 

.45 



28078 Seq. ID 

57825 Strand 

1 End 

OJ000150_02 . 0124 . C108 . ol . np Method 

1 End 

5441880 Score 
1..105, 350. .469 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000150_ 
+ 

469 

AAT/NAP 

469 

185 



02.0124.C108 



28078 Seq, ID 

57825 Strand 
1 End 
OJ000150_02.0124 .C108.ol.gs Method 
63 End 
none Score 
63. .105, 198. .462 

28079 Seq. ID 

57826 Strand 
92 End 
OJ000150_02 . 0124 . C109 . ol . gs Method 
92 End 
none Score 
92.. 250 



OJ000150_02.0124.C108 
+ 

469 

GENSCAN 

462 

.44 



OJ000150_02 .0124 . C109 
+ 

250 

GENSCAN 

250 

1 
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Seq. No. 


28080 


Seq. ID 


OJ000150_02. 0124. C110 


Gene No. 


57827 


Strand 




Start 


1 . 


End 


346 


Name 


OJ000150 02. 0124. C110. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


346 


GI 


4586250 


Score 


55 


Exons 


1. .346 






GI Descrip. 


. (AL049640) adenine DNA glycosylase like protein [Arabidopsis 




thaliana] 






Seq. No. 


28080 


Seq. ID 


OJ000150_02. 0124. Cllti 


Gene No . 


0 foZ 1 


btrana 




Start 


1 


End 


346 


Name 


OJ000150 02. 0124. C110. ol.gs 


Method 


GENSCAN 


Start 


35 


End 


346 


GI 


none 


Score 


.97 


Exons 


35. .129, 230. .346 






Seq. No. 


28081 


Seq. ID 


OJ000150_02. 0124. Clll 


bene jno . 


57828 


Strand 




Start 


84 


End 


898 


Name 


OJ000150 02. 0124. Clll. ol.gs 


Method 


GENSCAN 


Start 


84 


End 


865 


GI 


none 


Score 


.78 


Exons 


84. .209, 283. .342, 464. .865 






Seq. No. 


28081 


Seq. ID 


OJ000150_02. 0124. Clll 


Gene No. 


57828 


Strand 




Start 


84 


End 


898 


Name 


OJ000150 02. 0124. Clll. ol.np 


Method 


AAT/NAP 


otait. 


260 


End 


898 


GI 


6691531 


Score 


206 


Exons 


260. .342, 464. .898 






GI Descrip. 


(AB032925) hMYHbeta3 [Homo sapiens] gi I 6691533 | dbj | BAA89342 . 




(AB032926) hMYHbetaS [Homo sapiens] gi 


|6691537| dbj IBAA89344. 




(AB032928) hMYHgamma3 [Homo 


sapiens] 




Seq. No. - 


28082 


Seq. ID 


OJ000150_02.0124.C115 


Gene No. 


57829 


Strand 


+ 


Start 


1 


End 


595 • 


Name 


OJ000150 02. 0124. C115. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


595 


GI 


6623973 


Score 


392 


Exons 


1. .595 






GI Descrip. 


(AC007505) Highly similar to 


Tal-3 polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


28082 


Seq. ID 


OJ000150_02.0124.C115 


bene jno . 


57829 


Strand 


+ 


Start 


1 


End 


595 


Name 


OJ000150 02. 0124. C115. ol.gs 


Method 


GENSCAN 


Start 


22 


End 


349 


GI 


none 


Score 


.52 


Exons 


22. .349 






Seq. No. 


28082 


Seq. ID 


OJ000150_02.0124.C115 


Gene No. 


57829 " 


Strand 


+ 
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Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 

OJ000150_02 . 0124 . C115 . ol . tw Method 

330 " End 

none Score 
330.. 557, 331. .579 

28083 Seq. ID 

57830 Strand 
18 End 
OJ000150_02 . 0124 . Cll 6 . ol . gs Method 
18 End 
none Score 
18. .287 

28084 Seq. ID 

57831 Strand 
237 End 
OJ000150_02 . 0124 . C118 . ol . gs Method 
237 End 
none Score 
237. .344, 531. .623 



595 

TBLASTX: Wheat 

579 

183 



OJ000150_02.0124 .C116 
+ 

287 

GEN SCAN 

287 

.66 



OJ000150_02.0124.C118 
+ 

677 

GEN SCAN 

623 

.69 



OJ000150_ 
+ 

677 

AAT/GAP 

677 

148 



02.0124.C118 



28084 Seq. ID 

57831 Strand 
237 End 
OJ000150_02 . 0124 . C118 . ol . gp Method 
295 End 
64285_1.R1084 Score 
295.-344, 629. .677 

, 2695861/emb|CAA74644 | 6.0e-59 (Y14272) 

3-deoxy-D-manno-2-octulosonate-8-phosphate synthase [Pisum 
sativum] >gi_2695863_emb_CAA74 645_ (Y14273) 
3-deoxy-D-manno-2-octulosonate-8-phosphate synthase [Pisum 
sativum] 1 



Seq. No. 28084 Seq. ID OJ000150_02 . 0124 . C118 

Gene No. 57831 Strand 

Start . • 237 End 
Name OJ000150_02 . 0124 .C118 . ol . np . Method 

Start 296 End 

GI 4835760 Score 

Exons 296.. 344, 629.. 677 

GI Descrip. (AC007202) Strong similarity to gb|Y14272 

3-deoxy-D-manno-2-octulosonate-8-phosphate synthase from Pisum 
sativum. ESTs gb|AA0674 85 and gb|AI100551 come from this gene. 
[Arabidopsis thaliana] 



OJ000150_02. 

+' 

677 

AAT/NAP 

677 

91 



Seq. No. 28085 Seq. ID 

Gene No. r 57832 Strand 

Start ' 54 End 

Name OJ000150_02 . 0124 .C119.ol .gs Method 

Start 54 End 

GI none Score 

Exons 54.. 177 



OJ000150_02.0124.C119 
+ 

177 

GENSCAN 

177 

.62 



Seq. No. 
Gene No. 



28086 
57833 



Seq. ID OJ000150_02.0124.C120 
Strand +' 
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Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



End 

Method 
End 
Score 



86 

AAT/NAP 
86 
143 



OJ000150_02.0124.C120.ol.np 
1 

6539558 
1..86 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



28087 Seq. ID 

57834 Strand 

440 End 

OJ000150_02.0124.C121.ol.tm Method 

439 End 

none Score 



OJ000150_02.0124 .C121 
+ 

1314 

TBLASTX: Maize 

1111 

198 



439. .681, 453. .695, 458. .682, 678. .950, 679. .930, 684. .950, 
803. .952, 974. .1111, 1044. .1097 



28087 Seq. ID 

57834 Strand 

440 End 
OJ000150_02.0124.C121.ol.gs Method 

440 End 

none Score 

440. .951, 1047. .1150 



OJ000150_02.0124.C121 
+ 

1314 
GENSCAN 
1150 
.58 



28087 
57834 
440 

OJ000150_02.0124.C121.ol.np 
440 

4586250 
440. .954, 
(AL049640] 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1047. .1189, 1281. .1314 
adenine DNA glycosylase like protein [Arabidopsis 



OJ000150_02.0124.C121 
+ 

1314 
AAT/NAP 
1314 
424 



28088 Seq. ID 

57835 Strand 

85 End 
OJ000150_02 . 0124 . C122 . ol . gs Method 

85 End 

none Score 
85.. 368 



OJ000150_02.0124.C122 
+ 

368 

GENSCAN 

368 

.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28089 Seq. ID OJ000150_02 . 0124 . C124 

57836 Strand + 

1 End 736 

OJ000150_02.0124 .C124.ol.np Method AAT/NAP 

1 End 736 

4582447 Score 243 

1..310, 379. .736 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



28089 Seq. ID 

57836 Strand 

1 End 

OJ000150 02.0124.C124.ol.tm Method 



OJ000150_02.0124.C124 
+ 

736 

TBLASTX: Maize 



27827 



"'■■J 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



85 

none 



End 
Score 



731 
212 



85. .297, 147. .281, 387. .479, 393. .470, 472. .636, 681. .731 



28089 
57836 
1 

OJ000150_02 . 0124 . C124 . ol.. tw 

118 

none 

118. .294, 150. .284, 175. .297 

28090 
57837 
33 

OJ000150_02.0124.C125.ol.gs 
33 

none 

33. .486, 610. .710 



Seq. ID OJ000150_02.0124.C124 

Strand + 

End 736 

Method TBLASTX: Wheat 

End 297 

Score 170 



Seq. ID OJ000150_02.0124.C125 

Strand + 

End 710 

Method GENS CAN 

End 710 

Score . 65 



Seq. ID OJ000150_02.0124.C126 



28091 

57838 Strand + 

1 End 602 

OJ000150_02.0124.C126.ol.np Method AAT/NAP . 

1 End 602 

6498436 Score 97 
1..444, 550. .602 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ000150_02.0124.C127 

Strand + 

End 221 

Method AAT/NAP 

End 221 

Score 114 



28092 
57839 
1 

OJ000150_02.0124 .C127.ol.np 
1 

6016874 
1..221 

(AP000570) ESTs C19143 (E10020 ), D2507 6 (R3116) • correspond to a 
region of the predicted gene. ; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 


28092 












Seq. ID 


OJ000150_ 


_02 


.0124 


.C127 


Gene No. 


57840 












Strand 










Start 


55 












End 


210 








Name 


OJ000150 


_02 


.0124 


.C127 


.ol 


.gs 


Method 


GENSCAN 








Start 


55 












End 


210 








GI 


none 












Score 


.59 








Exons 


55. .210 






















Seq. No. 


28093 












Seq. ID 


OJ000150_ 


_02 


.0124 


.C134 


Gene No. 


57841 












Strand 










Start 


566 












End 


648 








Name 


OJ000150 


_02 


.0124 


.C134 


.ol 


. gs 


Method 


GENSCAN 








Start 


566 












End 


648 








GI 


none 












Score 


.54 








Exons 


566. .648 






















Seq. No. 


28094 












Seq. ID 


OJ000150_ 


_02 


.0124 


.C135 
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Gene No. 


57842 




Strand 


+ 






Start 


1 




End 


585 






Name 


OJ000150 02.0124.C135.ol 


.np . 


Method 


AAT/NAP 






Start 


1 




End 


585 






GI 


4586250 




Score 


51 






Exons 


1..175, 552. .585 












GI Descrip. 


(AL04 9640) adenine DNA glycosylase like protein 


[Arabidopsis 




thaliana] 












Seq. No. 


28094 




Seq. . ID 


OJ000150_ 


02.0124 


V C135 


ucllc INU. 


57842 




Strand 


+ 






Start 


i 

X 






JO J 






Name 


OJ000150 02.0124.C135.ol 


.gs 


Method 


GENSCAN 






Start 


66 




End 


164 






GI 


none 




Score 


.62 






Exons 


66. .164 












Seq. No. 


28095 




Seq. ID 


OJ000150_ 


02.0124 


.C137 


Clan o M o 


57843 




Strand 








Start 


^ :? O 




Hi I id 


Ol J 






Name 


OJ000150 02.0124.C137.ol 


.gs 


Method 


GENSCAN 






Start 


296 




End 


615 






GI 


none 




Score 


.55 






Exons 


296. .393, 399. .615 












Seq. No. 


28096 




Seq. ID 


OJ000150_ 


02.0124 


.C140 




57844 




Strand 


+ 






Start 


263 




End 


382 






Name 




.gs 


Method 


GENSCAN 






Start 


263 




End 


382 






GI 


none 




Score 


.6 






Exons 


263.. 382 - 












Seq. No. 


28097 




Seq. ID 


OJ000150_ 


02.0124 


.C141 


Gene No. 


57845 




Strand 








Start 


408 




End 


2055 






Name 


n.Tnnni n? ni94 nidi ni 


.np 


Method 


AAT/NAP 






Start 


408 




End ' 


2055 






GI 


4883612 




Score 


277 






Exons 


408. .596, 689. .832, 933. 


.1288, 


1424. . 


1712, 1880. 


.2055 




GI Descrip. 


(AC006922) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


28097 




Seq. ID 


OJ000150_ 


02.0124 


.C141 


ucllc INvJ • 


57845 




Strand 








Start 


408 




End 


• 2055 






Name 


OJ000150 02.0124.C141.ol 


. gs 


Method 


GENSCAN 






Start 


417 




End 


2045 






GI 


none 




Score 


.79 






Exons 


417. .596, 739. .825, 914. 


.1318, 


1398. . 


1593, 1807. 


.2045 




Seq. No. 


28097 




Seq. ID 


OJ000150_ 


02.0124 


.C141 


Gene No. 


57845 




Strand 








Start 


408 




End 


2055 






Name 


OJ000150 02.0124.C141.ol 


• gp 


Method 


AAT/GAP 






Start 


975 




End 


1470 






GI 


LIB3434-038-P1-K1-A5 




Score 


775 






Exons 


975. .1318, 1398. .1470 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'4883612/gb|AAD31581.1|AC006922_13 6.0e-ll (AC006922) 
hypothetical protein [Arabidopsis thaliana] 1 



28097 
57845 
408 

OJ000150_02.0124.C141.ol.tm 

1574 

none 



Seq. ID OJ000150_02.0124.C141 
Strand 

End . 2055 

Method TBLASTX: Maize 

End 1971 

Score 52 



1574. .1606, 1577. .1603, 1609. .1677, 1632. .1697, 1688. .1717, 
1689.. 1718, 1798.. 1956,. 1800.. 1958, 1800.. 1970, 1912.. 1971 



28097 
57845 
408 

OJ000150_02.0124.C141.ol.ts 

1803 

none 



Seq. ID OJ000150_02.0124.C141 
Strand 

End 2055 

Method TBLASTX : Soybean 

End 2051 

Score 99 



1803.. 2051, 1875.. 2045, 1921.. 2046 



28098 
57846 
1 

OJ000150_02 . 0124 . C142 . ol . np 
1 

6561965 



Seq. ID OJ000150_02.0124.C142 

Strand + 

End 702 

Method AAT/NAP 

End 702 

Score 44 9 



l.,63, 157. .303, 382. .532, 684. .702 

(AL132964) kinesin-like protein [Arabidopsis thaliana] 



28098 
57846 
1 

OJ000150_02 . 0124 . C142 . ol . gs 
12 

none 

12. .63, 231. .303, 382. .532 
28098 

57846 ^ 
1 

OJ000150_02.0124.C142.ol.ts 
14 

none 

14. .61, 155. .274, 380. .520 



Seq. ID OJ000150_02.0124.C142 

Strand + 

End 702 

Method GENSCAN 

End 532 

Score .77 



Seq. ID OJ000150_02.0124.C142 

Strand + ■ 

End 702 . 

Method TBLASTX : Soybean 

End . 520 

Score 4 6 



Seq. ID OJ000150_02.0124.C143 
Strand 

End 648 

Method AAT/NAP 

End 648 

Score 282 



28099 
57847 
1 

OJ000150_02 . 0124 . C143 . ol . np 
1 

126894 

1..21, 297. .501, 577. .648 

MALATE DEHYDROGENASE, GLYOXYSOMAL PRECURSOR 
gi|319832|pir| IDEPUGW malate dehydrogenase (EC 1.1.1.37) 
precursor, glyoxysomal - watermelon gi 1167284 (M33148) 
glyoxysomal malate dehydrogenase precursor (EC 1.1.1.37) 
[Citrullus vulgaris] 
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Seq. No. 


28099 


Seq. ID 


OJ000150 02.0124.C143 


Gene No. 


57847 


Strand 




Start 


1 


End 


648 


Name 


OJ000150 02.0124 .C143.ol.gs 


Method 


GENSCAN 


Start 


211 


End 


510 


GI 


none 


Score 


.53 


Exons . 


211. .510 






Seq. No. 


28099 


Seq. ID 


/n t a a a 1 r a a a a i o yi ^ a "} 

OJ000150 02.0124.C143 


Gene No. 


57847 


Strand 




Start 


1 


End 


648 


Name 


OJ000150 02.0124 .C143.ol.tw 


Method 


TBLASTX: Wheat 


Start 


291 


End 


499 


GI 


none 


Score 


68 


Exons 


291. .326, 298.-498, 299. .499 






Seq. No. 


28099 


Seq. ID 


/-\ -r A A A 1 C A AO A 1 O >! "1 VI O 

OJ000150 02.0124.C143 


Gene No. 


57847 


Strand 




Start 


1 


End 


648 


Name 


OJ000150 02.0124.C143.ol.tc 


Method 


TBLASTX: Cress 


Start 


298 


End 


645 


GI 


none 


Score 


202 


Exons 


298. .501, .299..502, - 607. .645 






Seq. No. 


28099 


Seq. ID 


OJ000150 02.0124.C143 


Gene No. 


57847 


Strand 




Start 


1 


End 


648 


Name 


OJ000150 02.0124.C143.ol.ts 


Method 


TBLASTX: Soybean 


Start 


298 


End 


648 


GI 


none 


Score 


250 


Exons 


298. .498, 299. .511, 607. .648 






Seq. No. 


28099 


Seq. ID 


/->. -t A A A 1 r O AA A "1 A VI 1 /I O 

OJ000150_02 .0124. C143 


Gene No. 


57847 


Strand 




Start 


1 


End 


648 


Name 


OJ000150 02.0124.C143.ol.tm 


Method 


TBLASTX: Maize 


Start 


298 


End 


498 


GI 


none 


Score 


228 


Exons 


298.-498, 299. .478 






Seq. No. 


28099 


Seq. ID 


OJ000150J32.0124 .C143 


Gene No. 


57847 


Strand 


- 


Start 


1 


End 


648 


Name 


OJ000150 02.0124.C143.ol.gp 


Method 


AAT/GAP 


Start 


299 


End 


648 


GI 


1278 1.R1084 


Score 


488 


Exons 


299. .510, 592. .648 






GI Descrip. 


'3183079/sp|Q42972|MDHG ORYSA 


1.0e-167 


MALATE DEHYDROGENASE, 




GLYOXYSOMAL PRECURSOR >gi 1375075 dbj 


BAA12870.1 (D85763) 




glyoxysomal malate dehydrogenase [Oryza sativa] ' 


Seq. No. 


28100 


Seq. ID 


OJ000150_02 . 0124-. C147 


Gene No. 


57848 


Strand 


+ 


Start 


1 


End 


2113 


Name 


OJ000150 02.0124.C147.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1943 



27831 



GI 6561965 Score 1012 

Exons 1..1'13, 192.. 342, 494.. 556, 646.. 885, 1169.. 1261, 1339.. 1452, 

1535. .1943 

GI Descrip. (AL132964) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 


28100 




Seq. ID 


OJ000150_02.0124 


• C147 


Gene No. 


57848 




Strand 


+ 




Start 


1 




End 


2113 • 




Name 


OJ000150 02.0124.C147.ol 


-gs 


Method 


GENSCAN 




Start 


130 




End 


2113 




H T 


none 




Score 


.8 




Exons 


130. .342, .494..S56, 646. 


.882 


, 1157. .1261, 1339. .1452, 1535. .2113 


Seq. No. 


28100 




oeq. xu 


nmnni no m oa 

UOUUU1DU UZ.U-LZff 


PI A 1 


Gene No. 


57848 






4_ 

T 




Start 


1 




Hjna 


011*3 




Name 


OJ000150 02.0124.C147.ol 


. tm 


jyiecnoa 


TT5T ZiQTY»M=i-i -70 
1 DLtH.O 1 A . l v Ia lZc 




Start 


494 




n«na 






C T 


none 




Score 


95 




Exons 


494. .559, 494. .559, 495. 


.560 


, 631. .717 


, 644. .715, 712.. 


885, 




712. .885, 1132. .1233, 1154.. 


1 OOI 

1Z 3 1 






Seq. No. 






oeq. xu 


oTnnni^n no c\*\oa 




Gene No. 


D 1 O 4 O 




btrana 


+ 




Start 


1 




tiTid 


0 1 1 *3 




Name 


OJ000150 02.0124.C147.o2 


.tm 


Method 


1 0L1A0 1 a i Lxiai ze 




Start 


1860 




End 


2011 




GI 


none 




Score 


217 




Exons 


i Q/-n onm i oco oni 1 
lobU..zUUo, looZ . . 




o m n 






Seq. No. 


28101 




oeq. id 


p> Tnnm rh no m o/t 


m *^n 


Gene No. 


57849 




o Tirana 






Start 


428 










Name 


OJ000150 02.0124.C150.ol 


.gs 


lyieunoa 


oiijLNO^rlN 






428 




End 


562 




GI 


none 




Score 


.52 




Exons 


428. .562 










Seq. No. 


28102 




oeq. id 


r\ m n n 1 c;n no ni 
UJUUU1DU. UZ.. 


pi CI 


Gene No. 


57850 




Strand 


+ ~~ 




Start 


168 




End 


392 




Name 


OJ000150 02.0124.C151.ol 


.gs 


Method 


GENSCAN 




o rar z 


168 




End 


392 




GI 


none 




Score 


.49 




Exons 


168. .392 










Seq. No. 


28103 




Seq. ID 


OJ000150 02.0124 


.C152 


Gene No. 


57851 




Strand 


+ 




Start 


461 




End 


500 




Name 


OJ000150 02.0124.C152.ol 


. gs 


Method 


GENSCAN 




Start 


461 


End 


500 




GI 


none 




Score 


.78 




Exons 


461. .500 










Seq. No. 


28104 




Seq. ID 


OJ000150_08.0124 


.CI 


Gene No. 


57852 




Strand 


+ 




Start 


58 




End 


240 
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Name 


OJ000150 08.0124.Cl.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


240 




GI 


none 


.Score 


.96 




Exons 


58. .240 








Seq. No. 


28105 


Seq. ID 


OJ000150_08.0124 


-C4 


bene no . 


C7QCO 


DLlailQ 


4. 




Start 


595 


End 


919 




Name 


OJ000150 08.0124.C4.ol.gs 


Method 


GENSCAN 




Start 


595 


End 


919 




GI 


none 


Score 


.97 




Exons 


595. .919 








Seq. No. 


28106 


Seq. ID 


OJ000150_08.0124 


.C8 


Gene No. 


57854 


Strand 


+ 




OtalL 


411 


End 


1817 




Name 


OJ000150 08.0124.C8.ol.np 


Method 


AAT/NAP 




Start 


411 


End 


1817 




GI 


4680204 


Score 


736 




Exons 


411. .1817 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq.; No. 


Zo lUfo 


Seq. ID 


OJ000150_08.0124 


-C8 


Gene No . 


b /oo4 


Strand 


+ 




Start 


A 1 "1 

411 


End 


* 1817 




Name 


ojuuuibu Uo.uiz4.Co.oi.gs 


Method 


GENSCAN 




Start 


426 


End 


1809 




GI 


none 


Score 


.49 




Exons 


4zb..DDy, /i^..iouy 








Seq. No. 


28106 


Seq. ID 


OJ000150_08.0124 


.C8 


Gene No. 


57854 


Strand 


+ 




otart 


411 


End 


1817 




Name 


OJ000150 08.0124.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1054 


End 


1457 




GI 


none 


Score 


62 




Exons 


1054.. 1194, 1054.. 1170, 1056. 


.1292, 1056. .1205, 1157. .1324, 




1287. .1457, 1362. .1457 








Seq. No. 


28107 


Seq. ID 


OJ000150_08.0124 


.C9 


Gene No . 


57855 


Strand 


+ 




Start 


144 


End 


1266 




Name 


OJ000150 08.0124.C9.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


1266 




GI 


none 


Score 


.92 




Exons 


144. .619, 729. .902, 999. .1109 


, 1194..: 


1266 




Seq. No. 


28107 


Seq. ID 


OJ000150_08.0124 


.C9 


Gene No . 


57855 


Strand 


+ 




Start 


144 


End 


1266 




Name 


OJ000150 08.0124.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


546 


End 


1068 




GI 


none 


Score 


63 




Exons 


546. .626, 715. .897, 765. .890, 


997. .1068 




Seq. No. 


28108 


Seq. ID 


OJ000150_08.0124 


.C10 


Gene No. 


57856 


Strand 


+ 
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Start 50 End 223 

Name OJ000150_08 . 0124 .CIO . ol . gs Method GENSCAN 

Start 50 End 223 

GI .none Score .86 
Exons 50.. 223 




Seq. No. 28108 

Gene No. 57857 

Start 658 

Name OJ000150_08 . 0124 .C10. ol.gp 

Start 658 

GI 21474_1.R1084 

Exons 658. .813 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 

+ . 

813 

AAT/GAP 

813 

251 



08. 0124. C10 



hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28109 
57858 
432 

OJ000150_08.0124.Cll.ol. 
432 

4714984 
432. .813 

582357,2/emb | CAB53754 . 1 1 
[Arabidopsis.; thaliana] 



gp 



Seq. ID OJ000150_08.0124.C11 

Strand + 

End 1071 

Method AAT/GAP 

End 813 

Score 702 



2.0e-15 (AL049730) putative protein. 



28109 Seq. ID 

57858 Strand 

432 End 
OJ000150_08 . 0124 . Cll . ol . gs Method 

433 End 
none Score 
433.-524, 994.. 1071 



OJ000150_08. 0124. Cll 
+ 

1071 
GENSCAN 
1071 
.8 



Seq. No. 28110 Seq. ID 

Gene No. 57859 Strand 

Start 1063 End 

Name OJ000150_08 . 0124 . C12 . ol . gs Method 

Start 1(563 End 

GI none Score 

Exons 1063.. 1185 



OJ000150_08.0124.C12 

1185 
GENSCAN 
1185 
.59 



Seq. No. 


28111 






Seq. ID 


OJ000150 


_08 


.0124 


.C13 


Gene No. 


57860 






Strand 


+ 








Start 


373 






End 


803 








Name 


OJ000150 08.0124.C13 


ol. 


gs 


Method 


GENSCAN 








Start 


373 






End 


803 








GI 


none 






Score 


.82 








Exons 


373. .466, 472. .803 
















Seq. No. 


28112 






Seq. ID 


OJ000150_ 


_08 


.0124 


.C14 


Gene No. 


57861 






Strand 


+ 








Start 


8611 






End 


8712 








Name 


OJ000150 08.0124.C14 


o2. 


gp 


Method 


AAT/GAP 








Start 


8611 






End 


8712 








GI 


5816518 






Score 


135 








Exons 


8611. .8712 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene z 



28112 
57862 
8725 

OJ000150_08.0124.C14.o3.gp 
8725 
3761181 
8725.. 8963 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ000150_08.0124.C14 

Strand + 

End 8 963 

Method AAT/GAP 

End 8963 

Score 375 



28112 
57863 
1950 

OJ000150_08 . 0124 . C14 . ol . gs 

1950 

none 

1950. .2264, 2407. .3051 



Seq. ID OJ000150_08.0124.C14 
Strand 

End 3051 

Method GENSCAN 

End 3051 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28112 
57864 
3070 

OJ000150_08 . 0124 .C14 .ol .np 
3070 
6016874 



Seq. ID OJ000150_08.0124.C14 
Strand 

5973 
AAT/NAP 
5973 
2187 



End 

Method 
End 
Score 

3070. .3318, 3796. .4136, 4254. .4433, 4827. .4986, 5377. .5609, 
5674. .5811, 5895. .5973 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



28112 
57864 
3070 

OJ000150_08 . 0124 .C14 .o2 .gs 

3793 

none 



Seq. ID OJ000150_08.0124.C14 
Strand 

End 5973 

Method GENSCAN 

End 5973 

Score .66 



3793.-4253, 4827. .4986, 5377. .5609, 5674. .5811, 5895. .5973 



28112 
57864 
3070 

OJ000150_08.0124.C14.ol.gp 
4776 

uC-osflcypll0c07bl 
4776.-5284 

'4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. ID OJ000150_08.0124.C14 
Strand 

-End 5973 

Method AAT/GAP 

End 5284 

Score 954 



28112 
57865 
6493 

OJ000150_08.0124.C14 .o3.tm 
4771 



Seq. ID OJ000150_08.0124.C14 
Strand 

End 7283 

Method TBLASTX: Maize 

End 5085 



27835 



GI 


none 




Score 


106 


Exons 


4771.. 4998, 4772.. 4990, 


5011 


. .5085 




Seq. No. 


28112 




Seq. ID 


OJ000150 


Gene No. 


C H O C £ 

0 / ODD 




Strand 




Start 


6493 




End 


7283 


Name 


OJ000150 08.0124.C14.ol 


. tm 


Method 


TBLASTX : 


Start 


5179 




End 


5625 


GI 


none 




Score 


106 


Exons 


5179.. 5217, 5212.. 5274, 


5275 


..555.3, 5303.. 5530, 


Seq. No. 


28112 




Seq. ID 


OJ000150 


Gene No. 


57865 




Strand 










End 


TOG'S 

/ Z 0 o 


Name 


OJ000150 08.0124.C14.o2 


.np 


Method 




Start 


6372 




End 


DO H 1 


GI 


6907084 




Score 


±Z / 


Exons 


6372. .6541 








GI Descrip. ' 


(AP001129) hypothetical 


protein [Oryza 


sat lva J 


Seq. No. 


28112 




■ Seq. ID 


OJ000150 


Gene No . 


o/o oo 




Strand 




Start 


6493 




End 


1 O Q t} 

/Zoo 


Name 


OJ000150 08.0124.C14.o3 


. gs 


Method 




Start 


64 93 




End 


"7 O Q "3 

/Zoo 


GI 


none 




Score 


Q Q 
. OO 


Exons 


6493.;6612, 6969.-7283 








Seq. No. 


28113 




Seq. ID 


OJ000150 


Gene No. 


57866 




Strand 


+ 


btarT: 


1 




End 


XJZ / 


Name 


OJ000150 08.0124.C15.ol 


. np 


Method 


7V 7\ rp / M 7\ D 


Start 


1 




End 


±JZ / 


GI 


5091513 




Score 


iu y / 


Exons 


1..998, 1284. .1327 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa ] 


Seq. No. 


28113 




Seq. ID 


OJ000150 


bene no. 


57866 




Strand 




Start 


1 




End 


1 "30*7 
UZ / 


Name 


OJ000150 08.0124.C15.ol 


. gs 


Method 




Start 


44 




End 


1077 


GI 


none 




Score 


.62 


Exons 


44.. 580, 692.. 1077 








Seq. No. 


28114 




\Seq. ID 


OJ000150 


Gene No. 


57867 




Strand 


+ 


Start 


189 




End 


7593 


Name 


OJ000150 08.0124.C16.ol 


. gs 


Method 


GENSCAN 


Start 


189 




End 


3907 


GI 


none 




Score 


.55 


Exons 


189. .563, 1337. .1846, 1917.. 


2232, 2299. 


.2344, 2 




3041. .3230, 3332. .3464, 


3792 


. .3907 




Seq. No. 


28114 




Seq. ID 


OJ000150 


Gene No. 


57867 




Strand 


+ 


Start 


189 




End 


7593 



27836 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000150_08 . 0124 . C16 . ol . np Method AAT/NAP 
235 End 3835 

5091513 Score 1414 

235. .641, 1392. .2691, 3298. .3484, 3637.-3835 
(AB023482) Hypothetical protein [Oryza sativa] 



28114 
57867 
189 

OJ000150_08.0124.C16.o2.np 
3609 
5852180 

3609. .3630, 7157. .7243, 7554. .7593 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ000150_08.0124.C16 
Strand + 

7593 
AAT/NAP 
7593 
63 



End 

Method 
End 
Score 



Seq. ID OJ000150_08.0124.C16 
Strand + 

7593 
AAT/GAP 
. 5506 
381 



End 

Method 

End 

Score 



28114 
57867 
189 

OJ000150_08.0124.C16.o2.gp 
5270 
3761181 
5270. .5506 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

Seq. ID OJ000150_08.0124.C16 
Strand 

End 7352 
Method GENSCAN 
End 7352 
Score .52 



Seq. ID OJ000150_08.0124.C16 
Strand 

■End 7352 

Method AAT/GAP 

End 6898 

Score 440 



Seq. No. 


28114 


Gene No. 


57868 


Start 


5558 


Name 


OJ000150 08. 0.124. C16.o2.gs 


Start 


5558 


GI 


none 


Exons 


5558.-5844, 5865. .6024, 6204.. 


Seq. No. 


28114 


Gene No. 


57868 


Start 


5558 


Name 


OJ000150 08.0124.C16.o3.gp 


Start 


6610 


GI 


61605 3.R1084 


Exons 


6610. .6898 


GI Descrip. 


'1402920/emb|CAA66965| 2.0e-20 




thaliana] ' 


Seq. No. 


28115 


Gene No. 


57869 . 


Start 


4547 


Name 


OJ000150 08.0124.C17.o2.np 


Start 


4547 


GI 


5295955 


Exons 


4547. .4698, 5853.-5969, 6512.. 




7976. .8595 


GI Descrip. 


(AB026295) Similar to Epstein- 




[Oryza sativa] 


Seq. No. 


28115 


Gene No. 


57870 


Start 


9997 



Seq. ID OJ000150_08.0124.C17 

Strand + 

End 8595 

Method AAT/NAP 

End 8595 

Score 760 



Seq. ID OJ000150_08.0124.C17 
Strand + 
End 11345 



27837 



Name 


OJ000150 08.0124.C17.o2.gp 


Method 


7\ 7\ f /CIS. D 


Start 


9997 


End 


10520 


GI 


uC-osflM202048cl2bl 


Score • 


812 


Exons 


9997. .10520 






GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 2 . Oe- 


16 Oryza 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


?81 1 s 

C O X X -J 




OJ000150 


bene jno . 






■ _i_ 


Start 


9997 


End 


11345- 


Name 


OJ000150 08.0124.C17.o2.gs 


Method 


GENSCAN 


Start 


10161 


End 


11345 


GI 


none 


Score 


.96 


Exons 


10161. .10174, 10946.. 11345 






Seq. No. 


28115 


Seq. ID 


OJ000150 


Gene No. 


57871 


Strand 


+ 


Start 


12389 


End 


19504 


Name 


OJ000150 08.0124.C17.o3.gs 


Method 


GENSCAN 


Start 


12389 


End 


19504 


GI 


none 


Score 


.53 


Exons 


12389. .12474, 12959 .. 13057 , 


13466. ,13597, 13809 



13955. .14092, 14500 .. 14618, 15569 15757, 17143. 
17925. .18008, 19246.. 19504 



,13854, 
,17277, 



Seq. No. 


28115 




Seq. ID 


OJ000150JD8. 


0124. C17 


Gene No. 


57872 




Strand 






Start 


321 




End 


4893 




Name 


OJ000150 08.0124.C17.ol 


,np 


Method 


AAT/NAP 




Start 


321 




End 


4893 




GI 


4680179 




Score 


6573 




Exons 


321. .4893 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


28115 




Seq. ID 


OJ000150_08. 


0124. C17 


Gene No. 


57873 




Strand 






Start 


9237 




End 


9551 




Name 


OJ000150 08.0124.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


9237 




End 


9551' 




GI 


61605 3.R1084 




Score 


446 




Exons 


9237. .9551 










GI Descrip. 


, 1402920/emb|CAA66965| 


2.0e-20 (X98321) 


peroxidase 


[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



thaliana] 1 

28115 Seq. ID 

57874 Strand 

9907 End 
OJ000150_08 . 0124 .C17 . o3 . np Method 

9907 End 

6063554 Score 



OJ000150_08.0124 .C17 

11668 
AAT/NAP 
11668 
425 



9907.. 10080, 10704. .10733, 11051 .. 11282 , 11400.. 11668 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



28115 
57875 



Seq. ID 
Strand 



OJ000150 08.0124.C17 



27838 



OLdl L 


1 7Q^4 


Name 


OJ000150 08.0124.C17.o4.np 


Start 


17934 


GI 


4585884 


Exons 


17934. .18374, 1847 6 .. 18826, 


GI Descrip. 


(AC005850) Hypothetical prot 


Seq. No. 


28115 . 


bene wo . 


D I 0 / D 


Start 


17934 


Name 


OJ000150 08.0124.C17.o4.gs 


Start 


19841 


GI 


none 


Exons 


19841. .20452, 21467 21778, 


Seq. No. 


28115 




D / O / D 


Start 


27025 


Name 


OJ000150 08.0124.C17.o8.tm 


Start 


345 


GI 


none 


Exons 


345.. 557 


Seq. No. 


28115 


bene ino . 


R7fi7£ 
j/O (O 


Start 


27025 


Name 


OJ000150 08.0124.C17.o6.tw 


Start 


366 


GI 


none 


Exons 


366. .698, 562. .699 


Seq. No. 


28115 


Gene No. 


57876 


o tar t 




Name 


OJ000150 08.0124.C17.o2.tm 


Start 


558 


GI 


none 


Exons 


558. .827, 559. .819, 888. .986 




991.. 1137, 993.. 1139 


Seq. No. 


28115 




R7fl7 
ZJ / 0 / D 


Start 


27025 


Name 


OJ000150 08.0124.C17.ol.tw 


Start 


699 


GI 


none 


Exons 


699.. 1325, 700.. 1269 


Seq. No. 


28115 


Gene No. 


57876 


Start 


27025 


Name 


OJ000150 08.0124.C17.o5.tm 


Start 


1194 


GI 


none 


Exons 


1194.. 1484, 1198.. 1383, 1203 



End 

Method 

End 

Score 



22171 
AAT/NAP 
20292 
257 



Seq. ID OJ000150_08.0124.C17 
Strand 

End 22171 

Method GENSCAN 

End 22171 

Score .97 



Seq. ID OJ000150_08.0124.C17 
Strand 

End 29445 

Method TBLASTX : Mai ze 

End 557 

Score 201 



Seq. ID OJ000150_08.0124.C17 
Strand 

End 29445 

Method TBLASTX : Wheat 

End 699 

Score 7 9 



Seq. ID OJ000150_08.0124.C17 
Strand 

End 29445 

Method TBLASTX : Mai ze 

End 1145 

Score 131 



-Seq. ID OJ000150_08.0124.C17 
Strand 

End 29445 

Method TBLASTX : Wheat 

End 1325 

Score 34 9 



Seq. ID OJ000150_08.0124.C17 
Strand 

End 29445 

Method TBLASTX: Maize . 

End 1486 

Score 161 



Seq. No. 



28115 



Seq. ID OJ000150 08.0124.C17 



27839 




ucUc LNU • 


D / O / D 








O LI CtllU 






Start 


27025 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.p2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1284 








End 


1544 




GI 


none 








Score 


54 




Exons 


1284. .1352, 


1284. 


.1544, 


1438. 


.1539 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


ucl It; in • 


•J / o / u 














Start 


27025 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1308 








End 


1634 




GI 


none 








Score 


64 




Exons 


1308. .1451, 


1309. 


.1386, 


1452. 


.1634 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 




^787 6 
-J / o / u 








Cf rand 






Start 


27025 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1332 








End 


1814 




GI 


none 








Score 


219 




Exons 


1332. .1814, 


1333. 


.1716, 


1338. 


.1793 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


• C17 




R7R7 








OLi aiiu 






Start 


27025 








End 


2 94 45 




Name 


OJ000150 08 


.0124. 


C17.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1815 








End 


2324 




GI . 


none 








Score 


295 




Exons 


1815. .2324, 


1906. 


.2292 










Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


none Mo 










Cf r a nr l 

oli aiiu 






Start 


27025 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1899 








End 


2252 




GI 


none 








Score 


134 




Exons 


1899. .2252,. 


1914. 


.2210, 


2074. 


.2250 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


OCliC Vi\J • 


S787 6 








oli aiiu 






Start 


27025 . 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2253 








End 


2606 




GI 


none 








Score 


117 




Exons 


2253. .2606, 


2335. 


.2595 










Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 




57876 








OLI a. I ILL 






Start 


27025 








End 


29445 




Name 


OJ000150 08 


.0124. 


C17.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2325 








End 


2627 




GI 


none 








Score 


201 




Exons 


2325. .2627, 


2326. 


.2589 










Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


57876 








Strand 







27840 




Start 










End 


29445 




Name 


OJ000150 08. 


0124 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2340 








End- 


2735 




GI 


none 








Score 


126 




Exons 


2340. .2699, 


2341 


. .2583, 


2558 


..2692, 2622.. 2696, 2703. .2735, 




2703. .2735 














Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


D / O / D 








Strand 


- 




Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2622 
















none 








Score 


99 




Exons 


2622. .3089, 


2655 


. .3002, 


2848 


. .3093 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


cn o»7 c 








Strand 


- 




Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


2676 














GI 


none 








Score 


218 




Exons 


2676. .3158, 


2718 


. .3158, 


2719 


. .3162 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


bene no. 


D / O / D 








Strand 


- 




Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


3333 








Lna 


JDO / 




GI 


none 








Score 


74 




Exons 


3333. .3686, 


3372 


. .3503, 


3592 


. .3687 






Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No . 


O to I D 








Strand 


- 




Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3420 








Lina 






GI 


none 








Score 


209 




Exons 


3420. .3740 














Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No . 


D fO 1 0 








Strand 


- 




Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


4263 








End 


4620 




GI- 


none 








Score 


235 




Exons 


4263. .4340, 


4330 


. .4620 










Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


57876 








Strand 






Start 


27025 








End 


29445 




Name 


OJ000150 08. 


0124 


.C17.o9 


. tm 


Method 


TBLASTX: Maize 




Start 


18112 








End 


18620 




GI 


none 








Score 


68 




Exons 


18112. .18276, 18268. .18393, 


18474. .18497, 18522.. 18620 




Seq. No. 


28115 








Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


57876 








Strand 







27841 




Start 


27025 




End 


29445 




Name 


OJ000150 08.0124.C17 


.o4.ts 


Method 


TBLASTX : Soybean 




Start 


18241 




End 


18722 




GI 


none 




Score 


145 




Exons 


18241. .18312, 18289. 


.18381, 


18477. .18' 


722 




Seq. No. 


28115 




Seq. ID 


OJ000150__08.0124 


.C17 


(Zpnp NO 


57876 




Strand 






Start 


27025 




' End 


29445 




Name 


OJ000150 08.0124.C17 


.oS.gs 


Method . 


GENSCAN 




Start 


27025 




End 


29334 




GI 


none 




Score 


.92 




Exons 


27025. .27124, 27662. 


.29334 








Seq. No. 


28115 




Seq. ID 


OJ000150_08.0124 


.C17 


(ZJeirtp Mr) , 


57876 




Strand 






Start 


27025 




End 


29445 




Name 


OJ000150 08.0124.C17 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


27643 




End 


27903 




GI 


none 




Score 


144 




Exons 


27643. .27903, 27656. 


.27880 








Seq. No. 


' 28115 




Seq. ID 


OJ000150_08.0124 


.C17 


Rpnp No 


57876 " 




Strand 






Start 


27025 




End 


29445 




Name 


OJ000150 08.0124.C17 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


27658 




End 


28089 




GI 


none 




Score 


278 




Exons 


27658. .28011, 27659. 


.28009, 


28001. .28084, 28006. .28089 




Seq. No. 


28115 




Seq. ID 


OJ000150_08.0124 


.C17 


Gene No. 


57876 




Strand 






Start 


27025 




End 


29445 




Name 


OJ000150 08.0124.C17 


.oS.np 


Method 


AAT/NAP 




Start 


27661 




End 


29445 




GI 


2979551 




Score 


1007 




Exons 


27661. .28272, 28333. 


.29179, 


29258. .29361, 29398. .29445 




GI Descrip. 


(AC003680) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


28115 




' Seq. ID 


OJ000150J)8.0124 


.C17 


Gene No. 


57876 




Strand 






Start 


27025 




End 


29445 




Name 


OJ000150 08.0124.C17 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


27701 




End 


28424 




GI 


none 




Score 


4 65 




Exons 


27701. .28162, 27708. 


.28175, 


27715. .28161, 2824 6.-28293, 






28291. .28323, 28314. 


.28424 








Seq. No. 


28116 




Seq. ID 


OJ000150JD8.0124 


.C18 


Gene Nr> 


57877 




Strand 


+ 




Start 


1557 




End 


2070 




Name 


OJ000150 08.0124.C18 


.ol.gs 


Method 


GENSCAN 




Start 


1557 


End 


2070 




GI 


none 




Score 


.6 




Exons 


1557.. 1565, 1705.. 2070 








Seq. No. 


28116 




Seq. ID 


OJ000150_08.0124 


.C18 



27842 




bene ino . 


C7070 
3/0/0 




o L I. dx 1U. 






Start 


3449 




End 


3601 




Name 


OJ000150 08.0124.C18 


o2.gs 


Method 


GENSCAN 




Start 


3449 




End 


3601 




GI 


none 




Score 


.53 




Exons 


3449. .3601 










Seq. No. 


28117 




Seq. ID 


OJ000150JD8.0124 


.C19 


bene ino ■ 


C707Q 
3/0/3 




uLI cliiU 






Start 


562 




End 


1141 




Name . 


OJ000150 08.0124.C19 


ol .gs 


Method 


GENSCAN 




Start 


562 




End 


1141 




GI 


none 




Score 


.52 




Exons 


562. ..583, 1038.. 1141 










Seq. No. 


28118 




Seq. ID 


OJ000150JD8.0124 


.C20 


Gene No. 


57880 




Strand 






O U Cl i. L. 


1 




End 


745 




Name 


OJ000150 08.0124.C20 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


407 




GI 


5902445 




Score 


705 




Exons 


1..407 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No.' 






: Qprr TD' 




.C20 


bene no . 


57880 




Strand 






Start 


1 




End 


745 




Name 


OJ000150 08.0124.C20 


ol . tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


332 




GI 


none 




Score 


195 




Exons 


3. .332, 4. .291 










Seq. No. 


28118 




Seq. ID 


OJ000150_08.0124 


.C20 




57880 




Strand 






Start 


1 




End 


745 




Name 


OJ000150 08.0124.C20 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


6 




End 


4 62 




GI * 


none 




Score 


271 




Exons 


6. .461, 7. .462 










Seq. No. 


28118 . 




Seq. ID 


OJ000150_08.0124 


.C20 


oc?ne 1NU • 


57880 




Strand 






Start 


1 




End 


745 




Name 


OJ000150 08.0124.C20. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


57 




End 


422 




GI 


none 




Score 


138 




Exons 


57. .191, 198. .422 










Seq. No. 


28118 




Seq. ID 


OJ000150_08.0124 


.C20 


bene lno • 


57880 




Strand 






Start 


1 




End 


745 




Name 


OJ000150 08.0124.C20. 


ol.gs 


Method 


GENSCAN 




Start 


117 




End 


743 




GI 


none 




Score 


.81 




Exons 


117. .390, 487. .743 










Seq. No. 


28118 




Seq. ID 


OJ000150_08.0124 


.C20 



27843 




Gene No. 


57880 


Strand 












i 

JL 


End 


745 








Name 


OJ000150 08.0124.C20.o2.np 


Method 


AAT/NAP 








Start 


474 


End 


745 








GI 


5902444 


Score 


431 








Exons 


474 . .745 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


" 28119 






_08. 


0124 


.C21 


uene no. 


D I 0 O 1 


c+- ran H 










Start 


119 


End 


774 








Name 


OJ000150 08.0124.C21.ol.gs 


Method 


GENSCAN^ 








Start 


119 


End 


774 








GI 


none 


Score 


.97 








Exons 


119. .197, 287. .411, 508. .604, 


687. .774 










Seq. No. 


28120 


Seq. ID 


OJ000150_ 


_08. 


0124 


.C25 


Gene No. 


57882 


Strand 










Start 


193 


End 


247 








Name 


OJ000150 08.0124.C25.ol.gp 


Method 


AAT/GAP 








Start 


193 


End 


247 








GI 


3445004 


Score 


61 








Exons 


193. .247 












GI Descrip. 


5091529/dbj IBAA78764.il 2.0e- 


16 (AB023482) ESTs 









C98382(C2985) ,D22444 (C11129) correspond to a region of the , 
predicted gene.; Similar to Arabidopsis thaliana APK1 gene for 
protein tyrosine-serine-threonine kinase. (D12522) [Oryza sativa] 



Seq. No. 


28121 






Seq. ID 


OJ000150_08. 


0124 


.C26 


Gene No. 


57883 






Strand 








Start 


117 






End 


228 






Name 


OJ000150 08 


.0124.C26.ol 


.gs 


Method 


GENSCAN 






Start 


117 






End 


228 






GI 


none 






Score 


.76 






Exons 


117. .228 














Seq. No. 


28122 






Seq. ID 


OJ000150_08. 


0124 


.C27 


Gene No. 


57884 






Strand 


+ 






Start 


1 






End 


749 






Name 


OJ000150 08 


.0124.C27.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


749 






GI 


6742729 






Score 


1213 






Exons 


1. .749 














GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 








Seq. No. 


28122 






Seq. ID 


OJ000150_08. 


0124 


.C27 


Gene No. 


57884 






Strand 


+ 






Start 


1 






End 


749 






Name 


OJ000150 08 


.0124.C27.ol 


. gs 


Method 


GENSCAN 






Start 


101 






End 


598 






GI 


none 






Score 


.41 






Exons 


101. .598 














Seq. No. 


28122 






Seq. ID 


OJ000150_08. 


0124 


.C27 


Gene No. 


57884 






Strand 


+ 






Start 


1 






End 


749 






Name 


OJ000150 08 


.0124.C27.ol 


.tw 


Method 


TBLASTX: Wheat 





27844 




Start 


211 


End 


660 




GI 


none 


Score 


87 




Exons 


211. .261, 212. .274, 280. .462 


, 284. .502 


, 530.. 658, 535.. 


660, 




536. .658 








Seq. No. 


28123 


Seq. ID 


OJ000150_08.0124 


.C30 


Gene No . 


CIO o c 
J / OOJ 


o tranu 






Start 


334 


End 


826 




Name 


OJ000150 08.0124.C30.ol.gs 


Method 


GENS CAN 




Start 


334 


End 


826 




GI 


none 


Score 


.87 




Exons 


334. .826 








Seq. No. 


28123 


Seq. ID 


OJ000150_08.0124 


.C30 


bene wo. 


J / ooD 


otiana 






Start 


1466 


End 


3287 




Name 


OJ000150 08.0124.C30.o2.gs 


Method 


GENS CAN 




Start 


1466 


End 


3287 




GI 


none 


Score 


. 69 




Exons 


1466.. 1693, 1998.. 2065, 3124 


. .3287 






Seq. No. 


28124 


Seq. ID 


OJ000150_08.0124 


.C31 


Gene No. 


57887 


Strand 






Of a r f 


i 
j. 


End 


566 




Name 


OJ000150 08.0124.C31.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


566 




GI 


5823572 


Score 


197 




Exons 


1..47, 114. .311, 366. .566 








GI Descrip. 


(AL049730) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


28124 


Seq. ID 


OJ000150_08.0124 


.C31 


Gene No. 


57887 


Strand 






o tart 


1 


End 


566 




Name 


OJ000150 08.0124.C31.ol.tm 


Method 


TBLASTX: Maize 




Start . 


103 


End 


565 




GI 


none 


Score 


207 




Exons 


103. .210, 112. .312, 114. .311, 388. .450 


, 392.. 460, 392.. 


448, 




418. .513, 440. .565, 440. .565 








Seq. No. 


28124 


Seq. ID 


OJ000150JD8.0124 


.C31 


bene ino . 


57887 


Strand 






Start 


1 


End 


566 




Name 


OJ000150 08.0124.C31.ol.gs 


Method 


GENSCAN 




Start 


198 


End 


505 




GI 


none 


Score 


.94 




Exons 


198.. 311, 390.. 505 








Seq. No. 


28125 


Seq. ID 


OJ000150_08.0124 


.C32 


Gene No. 


57888 


Strand 


+ 




Start 


779 


End 


1397 




Name 


OJ000150 08.0124.C32.ol.np 


Method 


AAT/NAP 




Start 


779 


End 


1397 




GI 


423830 


Score 


64 




Exons 


779. .974, 1195. .1293, 1371.. 


1397 






GI Descrip. 


transactivator EBNA-2 - Herpesvirus papio HVP 






gi I 306316 |gb IAAA79034.il (AF200364) EBNA-2 [Herpesvirus 


papio] 



27845 



Seq. No. 


28125 




Seq. ID 


OJ000150 


bene inu • 


^ 7 ft ft Q 
J zoo? 








Start 


1041 




End 


1118 


Name 


OJ000150 08.0124.C32.ol 


. gs 


Method 


GEN SCAN 


Start 


1041 




End 


1118 


GI 


none 




Score 


.74 


Exons 


1041. .1118 








Seq. No. 


28125 




Seq. ID 


OJ000150 


Gene No. 


57890 




Strand 




Start 


1270 




End 


1397 


Name 


OJ000150 08.0124.C32.o2 


.np 


Method 


AAT/NAP 


Start 


1270 




End 


1397 


GI 


423830 




Score 


81 


Exons 


1270. .1397 








GI Descrip. 


transactivator EBNA-2 - 


Herpesvirus papio HVP 



08.0124.C32 



gi I 306316 | gb | AAA7 9034.lt (AF200364) EBNA-2 [Herpesvirus papio] 



Seq. No. 28126 Seq. ID 

Gene No. 57891 Strand 

Start 1994 End 

Name OJ000150_08 . 0124 . C34 . o2 . gs Method 

Start 1994 End 

GI none Score 

Exons 1994.. 2136, 2430. .2646 



OJ000150_08.0124.C34 

2646 
GENSCAN 
2646 
.55 



Seq. No. 28126 Seq. ID 

Gene No. 57892 Strand 

Start 3214 End 

Name OJ000150_08 . 0124 .C34.o3.gs Method 

Start 3214 End 

GI none Score 

Exons 3214.. 3537 



OJ000150_08.0124.C34 

3537 
GENSCAN 
3537 
.99 



Seq. No. 


28127 




Seq. ID 


OJ000150_08.0124 


.C35 


Gene No. 


57893 




Strand 






Start 


893 




End 


1497 




Name 


OJ000150 08 


.0124 .C35.ol.np 


Method 


AAT/NAP 




Start - 


893 




End 


1497 




GI 


6862956 




Score 


440 




Exons 


893. .1497 










GI Descrip. 


(AC019018) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


28127 




Seq. ID 


OJ000150_08.0124 


.C35 


Gene No. 


57893 




Strand 






Start 


893 




End 


1497 




Name 


OJ000150 08 


.0124 .C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


1001 




End 


1358 




GI 


none 




Score 


419 




Exons 


1001. .1357, 


1002.. 1358 








Seq. No. 


28127 




Seq. ID 


OJ000150_08.0124 


.C35 


Gene No. 


57893 




Strand 






Start 


893 




End 


1497 




Name 


OJ000150 08 


.0124.C35.ol.tc 


Method 


TBLASTX: Cress 




Start 


1076 




End 


1324 




GI 


none 




Score 


85 





27846 



Exons 


1076. .1324, 1119. .1319 






Seq. No. 


28127 


Seq. ID 


OJ000150_08.0124.C35 


Gene No. 


o / byo 


Strand 




Start 


8 93 


End 


1497 


Name 


OJ000150 08.0124.C35.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1196 


End 


1495 


GI 


none- 


Score 


200 


Exons 


ir96. .1420V* 1197. .1421, 1202. 


.1426, 1204. .1443, 1424. .1495 


Seq. No. 


28128 


Seq. ID 


OJ000150_08.0124.C36 


Gene No. 


57894 


Strand 




C •< i >»+- 


1 


End 


1298 


Name 


OJ000150 08.0124.C36.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1298 


GI 


4585985 


Score 


644 


Exons' 


1..291, 520. .1298 






GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28128 


Seq. ID 


OJ000150_08.0124.C36 


bene no. 




Strand 




Start 


1 


End 


1298 


Name 


OJ000150 O.o . 01z4 . C3o . ol . tm 


Method 


TBLASTX: Maize 


Start 


4 93 


End . 


903 


GI 


none 


Score 


70 


Exons 


4yo..yuo/ OZ/..D1U, ooo..o/o, 


638. .895 




Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


Gene No . 


57895 


Strand 


+ 


Start 


16 


End 


3459 


Name 


OJ000150 08.0124.C37.ol.gs 


Method 


GENSCAN 


Start 


16 


End 


3459 


GI 


none 


Score 


.85 


Exons 


16. .281, 378. .3459 






Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57895 


Strand 


+ 




16 


End 


3459 


Name 


OJ000150 08.0124.C37.ol.np 


Method 


AAT/NAP 


Start 


361 


End 


3456 


GI 


5902445 


Score 


5337 


Exons 


361. .3456 






GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 


Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57896 


Strand 


+ 


Start 


8047 


End 


8202 


Name 


OJ000150 08.0124.C37.ol.gp 


Method 


AAT/GAP 


Start 


8047 


End 


8202 


GI 


uC-osflcypl77g01al 


Score 


243 


Exons 


8047. .8202 






GI Descrip. 


M884864/gb|AAD3184 6.1 |AF133530_1 4 . Oe- 


■12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] ' 


Seq. No. 


28129 


Seq. ID 


OJ000150_08 . 0124 . C37 


Gene No. 


57897 


Strand 


+ 


Start 


9004 


End 


15102 



27847 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000150_08 . 0124 . C37 . o3 . gs 

9004 

none 

9004.. 11805, 11941.. 15102 



Method GENSCAN 
End 15102 
Score .56 



OJ000150_08.0124.C37 
+ 

15102 
AAT/NAP 
15066 
6678 

10117. .10688, 10731. .10882, 



28129 Seq. ID 

57897 Strand 
9004 End 
OJ000150_08 . 0124 . C37 . o3 . np Method 
9004 End 
5922631 Score 
9004.. 9128, 9387.. 9634, 9869.. 10071, 
11009. .11932, 12539.. 15066 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



28129 
57898 . 

3776 W Q .. . . 

OJ000150_08 . 0124 . C37 . o2 . gs 
3776 
none 

3776.-4224, 4297. .4401, 4474, 
5850. .6734 



OJ000150_08.0124.C37 

6734 , . ' 

GENSCAN 

6734 

.78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4663, 4739. .4926,. 5001. .5631, 



Seq. No. 28129 Seq. ID 

Gene No. 578 98 Strand 

Start 377 6 End 

Name OJ000150_08 . 0124 . C37 . o2 . np Method 

Start 377 9 End 

GI 6691716 Score 

Exons 3779.. 4224, 4297.. 4413, 4564.. 4663, 4739, 

5273. .5392, 5474. .5648, 5846. .6734 

GI Descrip. 



OJ000150_08.0124.C37 

6734 
AAT/NAP 
6734 
2397 

.4926, 5001.. 5160, 



(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



28129 Seq. ID OJ000150_08 . 0124 . C37 

57899 - Strand 

8569 End 8877 

OJ000150_08 .0124 . C37 . o2 . gp Method AAT/GAP 

8569 End 8877- 

5816559 Score 479 

8569. .8877 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes- 



28129 Seq. ID 

57900 Strand 

15418 End 

OJ000150 08.0124.C37.o4.gs Method 



OJ000150_08.0124.C37 

18359 
GENSCAN 



27848 



Start 
GI 

Exons 



15418 End 18359 

none Score . 94 

15418. .15866, 15940 16044 , 16116 .. 16305, 16381 16568, 

16688. .17019, 17102. .17277, 17475.. 18359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28129 
57900 
15418 

OJ000150_08 . 0124 .C37 .o4". np 

15421 

6691716 

15421. .15866, 15940 .. 16052, 
16752. .17019, 17102. .17277, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16202. .16305, 



OJ000150 08.0124.C37 



18359 
AAT/NAP 
18359 
2321 

16381. 



16575, 



17475. .18359 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000150 08.0124.C37 



28129 
57901 

19663 - " 

OJ000150_08 . 0124 . C37 . o3 . gp 
19663 

uC-osflcypl77g01al 
19663. .19811, 20098.. 20124 

•4884864/gb|AAD31846.1 '|AF133530_1 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] 1 



20124 
AAT/GAP 
20124 
237 



28129 
57902 
21201 

OJ000150_08 . 0124 . C37 . ol . tw 
1 

none 



Seq. ID OJ000150_08.0124 .C37 



Strand 
End 

Method 

End 

Score 



22718 

TBLASTX: Wheat 

12069 

80 



1..84, 190. .426, 261. .422, 11272 .. 11454 , 11335 .. 11448 , 
11493. .11729, 11497. .11727, 11776 12069, 11841. .12065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28129 Seq. ID 

57902 Strand 

21201 ' End 

OJ000150_08 . 0124 . C37 . o3 . ts Method 

34 6 End 

none Score 



OJ000150_08.0124.C37 
22718 

TBLASTX : Soybean 

12354 

138 



346. .570, 577. .711, 11989 .. 12213, 12220 ... 12354 



28129 
57902 
21201 

OJ000150_08 . 0124 . C37 . 08 . tw 

427 

none 



Seq. ID OJ000150_08.0124.C37 
Strand 
End 

Method 
End 
Score 



22718 

TBLASTX: Wheat 

12303 

282 



427. .660, 447. .659, 448. .660, 12070 12303, 12090 .. 12302 , 
12091.. 12303 



Seq. No. 28129 Seq. ID 

Gene No. 57902 Strand 

Start 21201 End 

Name OJ000150 08.0124 .C37.o2.tm Method 



OJ000150_08.0124.C37 
22718 

TBLASTX: Maize 



27849 




Start 


436 




End 


12435 


GI 


none 




Score 


375 


Exons 


436.-792, 477. .782, 499. .792 


, 12079.. 


12435, 12120.. 12425 


Seq. No. 






Seq. ID 


OJ000150_08.0124.C37 


Gene No . 


en nn o 

d / yuz 




Strand 




Start 


o i on i 




End 


22718 


Name 


nTfifiPiiRn no mod 
U J U U U IjU U o . U 1 Z ft 


. tJ / . Oz . UW 


Method 


TBLASTX: Wheat 


Start 


box 




End 


12723 


GI 


none 




Score 


470 


Exons 


661.. 1080, 663.. 


1079, 12304. 


.12723, 12304. .12519, 12306.. 12722 


Seq. No. 






Seq. ID 


OJ000150_08 ..0124 . C37 


Gene No. 






Strand 




Start 


01 om 




End 


22718 


Name 


nTnnni^n no mod 


. Lj / .Ol .IS 


Method 


TBLASTX : Soybean 


Start 


y j j 




End 


12999 


GI 


none 




Score 


314 


Exons 




in; 1 1 R? 


1322, 12568. .12999, 12615 .. 12758 , 




12795. .12965 








Seq. No. 


28129 




Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57902 




Strand 




Start 


21201 




.End 


'22718 * 


Name 


OJ000150 08.0124 


.C37 .o3.tm 


Method 


TBLASTX: Maize 


Start 


1023 




End 


13110 


GI 


none 




Score 


275 


Exons 


1023.. 1277, 1024 


..1278, 1048 


..1284, 1299. .1430, 1300. .1443, 



1441.. 1467, 12666. .12920, 12667 .. 12921, 12691 .. 12921 , 
12942. .13073, 12943 .. 13086, 13084.. 13110 



Seq. No. 


28129 






Seq. ID 


OJ000150_08 . 0124 . C37 


Gene No. 


57902 






Strand 




Start 


21201 






End 


22718 


Name 


OJ000150 08. 


0124.C37.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


1125 






End 


13197 


GI 


none 






Score 


.417 


Exons 


1125. .1553, 


1126. .1554, 


12768 


. .13040, 


12769. .13197, 12772.. 13167 


Seq. No. 


28129 






Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57902 






Strand 




Start 


21201 






End 


22718 


Name 


OJ000150 08. 


0124.C37.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1582 






End 


13613 


GI 


none 






Score 


88 


Exons 


1582. .1686, 


1590. .1685, 


1722. 


.1970, 1726.. 1968, 13225. . 13329, 




13233. .13613 


, 13369.. 13611 






Seq. No. 


28129 






Seq. ID 


OJ000150_08 . 0124 .C37 


Gene No. 


57902 






Strand 




Start 


21201 






End 


22718 


Name 


OJ000150 08. 


0124.C37.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1591 






End 


13656 


GI 


none 






Score 


413 


Exons . 


1591. .2013, 


1599. .2003, 


13234 


. .13656, 


13242. .13646 


Seq. No. 


28129 






Seq. ID 


OJ000150_08.0124.C37 



27850 



Gene No. 


57902 


Strand 




Cf -.4- 

d tart. 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o5.tm 


Method 


TBLASTX: Maize 


Start 


1644 


End 


13560 


GI 


none 


Score 


135 


Exons 


1644.. 1814, 1654.. 1815, 1819. 


.1917, 1851. .1916, 13287. .13457, 




13288. .13458, 134 62 .. 13560, 13494.. 13559 


Seq. No. 


28129 


Seq. ID 


OJ000150 08 . 0124 .C37 


bene inu • 


57902 


Strand 




Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


2029. 


End 


13971 


GI 


none 


Score 


125 


Exons 


2029.. 2163, 2197.. 2328, 13672 


. .13806, 


13846. .13971 


Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 * 


Gene No. 


57902 


Strand 




Start 


21201 


End 


22718 




OJ000150 08.0124.C37.ol.tm 


Method 


TBLASTX: Maize 


Start 


2325 


End 


14331 


GI 


none 


Score 


446 


Exons 


2325.. 2636, 2326.-2649, 2346. 


.2669, 2640. .2687, 2641. .2688, 




13969. .14292, 13989 . .14303, 13989 14279, 14283 14 330, 




14284. .14331 






Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


t^ene no . 


57902 


Strand 




Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2331 


End 


14361 ■ 


GI 


none 


Score 


420 


Exons 


2331.. 2642, 2332.. 2718, 13974 


. .14285, 


13975. .14361, 14176. .14361 


Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57902 


Strand 




Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o6.tm 


Method 


TBLASTX: Maize 


Start 


2790 


End 


14706 


GI 


none 


Score 


95 


Exons 


2790.. 2897, 2791. .2889, 2880. 


.2954, 2884. .2967, 2977. .3063, 




14433. .14540, 14434 14532, 14523 14 597 , 14527 ,. 14 610, 




14620. .14706 






Seq. No. 


28129 


Seq. ID 


OJ000150_08.0124.C37 


Gene No. 


57902 


Strand 




Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o6.tw 


Method 


TBLASTX: Wheat . 


Start 


2833 


End 


15090 


GI 


none 


Score 


273 


Exons 


2833.. 3111, 2853.. 2942, 2994. 


.3095, 3166. .3324, 3310. .3447, 




14476. .14754, 14496 .. 14585, 14 637 .. 14738 , 14 809 .. 14 967 , 




14953. .15090, 14964.. 15086 







Seq. No. 
Gene No. 
Start 



28129 
57902 
21201 



Seq. ID OJ000150_08.0124.C37 
Strand 

End 22718 



27851 



Name 


OJ000150 08.0124.C37.o4.tm 


Method 


TBLASTX: 


Start 


3175 


End 


15051 


GI 


none 


Score 


148 


Exons 


3175.. 3327, 3267.. 3326, 3306 


..3407, 3307. .3408, 




14949. .15050, 14950.. 15051 






Seq. No. 


28129 


Seq. ID 


OJ000150 


Gene No.. 


d / yuz 


Strand 


- 


Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o9.tw 


Method 


TBLASTX: 


Start 


6324 


End 


18239 


GI 


none 


Score 


£. J. O 


Exons 


6324. .6614, 17949. .18239 






Seq. No. 


28129 


Seq. ID 


OJ000150 


Gene No . 


0 fzfVZ 


Strand 


- 


Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o7.tw 


Method 


TBLASTX: 


Start 


10293 


End 


10695 


GI 


none 


Score 


294 


Exons 


10293. .10562, 10294.. 10695 






Seq. No. 


28129 


Seq. ID 


OJ000150 


Gene No . 


d / yuz 


Strand 




Start 


21201 


End 


22718 


Name 


OJ000150 08.0124.C37.o5.gs 


Method 


GENS CAN 


Start 


21201 


End 


22718 


GI 


none 


Score 


.41 


Exons 


21201. .21433, 22021. .22207, 


22584. .22718 


Seq. No. 


28130 


Seq. ID 


OJ000150 


Gene No. 


57903 


Strand 


+ 




fl ± 


End 


4736 


Name 


OJ000150 08.0124.C38.ol.np 


Method 


AAT/NAP 


Start 


4021 


End 


4736 


GI 


5902444 


Score 


1101 


Exons 


4021. .4736 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


28131 


Seq. ID 


OJ000150 


Gene No. 


57904 


Strand 


+ 


o Lai L 


i 

± 


End 


1132 


Name 


OJ000150 08.0124.C39.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1132 


GI 


5902444 


Score 


1929 


Exons 


1..1132 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


28131 


Seq. ID 


OJ000150 


Gene No . 


o / y Uf* 


Strand 


+ 


Start 


1 


End 


1132 


Name 


OJ000150 08.0124.C39.ol.gs 


Method 


GENS CAN 


Start 


134 


End 


1093 


GI 


none 


Score 


.5 


Exons 


134. .1093 






Seq. No. 


28131 


Seq. ID 


OJ000150 



,14970, 



27852 



Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57904 
1 

OJ000150_08.0124.C39.ol.tw 

305 

none 

305. .574, 306. .707 

28132 
57905 
48 

OJ000150_08.0124.C41.ol.gs 
48 

none 

48. .417, 584. .714 

28133 
57906 
207 

OJ000150_08.0124.C42.ol.gs 

20.7 
none 



Strand 
End 

Method 

End 

Score 



+ 

1132 

TBLASTX: Wheat 

707 

294 



Seq. ID OJ000150_08.0124.C41 

Strand 

End 714 

Method GENSCAN 

End 714' 

Score .91 



Seq. ID OJ000150_08.0124.C42 
Strand 

End 5628 

Method GENSCAN 

End 5628 

Score .64 



207. .373, 951. .968, 2093. .2254, 4074. .4252, 4373. .4450, 
4482. .4547, 5481. .5628 



28134 
57907 

1488 , 
OJ000150_08 . 0124 . C4 4 . ol . gs 
1488 
none 

1488.. 1546, 2073.. 2154 



Seq. ID OJ000150_08.0124'.C44 

Strand + 

End 2154 

Method GENSCAN 

End 2154 

Score .76 



28134 
57908 
1 

OJ000150_08.0124.C44 .ol.np 
1 

6705984 

1..59, 4157. .4791, 5131. .5157 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ000150_08.0124.C44 
Strand 

End 5157 

Method AAT/NAP 

End 5157 

Score 248 



28134 
57908 
1 

OJ000150_08.0124.C44.o2.gs 

3463 

none 



Seq. ID OJ000150_08.0124.C44 
Strand 

End 5157 

Method GENSCAN 

End 4868 

Score .87 



3463. .3818, 3941. .4018, 4190. .4325, 4679.-4868 



28134 
57908 
1 

OJ000150_08 . 0124 . C44 . ol . tw 

4254 

none 



Seq. ID OJ000150_08.0124.C44 
Strand 

End 5157 

Method TBLASTX : Wheat 

End 4813 

Score 61 



4254. .4406, 4266. .4466, 4390. .4440, 4454. .4813, 4509. .4772 



27853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28135 Seq. ID OJ000150_08 . 0124 . C45 

57909 Strand 

563 End 2423 

OJ000150_08.0124 .C45.ol.np Method AAT/NAP 

545 End 2423 

5915833 Score 705 

545. .1176, 1671. .2423 

CYTOCHROME P450 76C3 gi | 2979550 | gb | AAC06159 . 1 | (AC003680) 
putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 28135 Seq. ID 

Gene No. 57909 Strand 

Start 563 End 

Name OJ000150_08 . 0124 . C45 . ol . gs Method 

Start 563 End 

GI none Score 

Exons 563.. 750, 784.. 1165, 1645.. 2352 



OJ000150_08.0124.C45 

2423 
GENSCAN 
2352 
.62 



Seq. No. 


28135 






Seq. , ID 


OJ000150_08 . 0124 .C45 


Gene No. 


57909 






Strand 




Start 


563 






End 


2423 


Name 


OJ000150 


08.0124.C45.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


575 






End 


1165 


GI 


none 






Score 


122 


Exons 


575. .943, 


660.. 974, 944 


. .1165, 


945. .1151 


Seq. No. 


28135 






Seq. ID 


OJ000150_08.0124.C45 


Gene No. 


57909 






Strand 




Start 


563 






End 


2423 


Name 


OJ000150 


08.0124.C45.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


605 






End 


2421 


GI 


none 






Score 


128 


Exons 


605. .646, 


638.. 964, 690 


. .938, 


948. .1166, 950.. 1165, 1855.. 1911, 




2035. .2184, 2194. .2421, 


2255. . 


2407 




Seq. No. 


28135 






Seq. ID 


OJ000150_08.0124.C45 


Gene No. 


57909 






Strand 




Start 


563 






End 


2423 


Name 


OJ000150 


08.0124.C45.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


605 






End 


841 


GI 


none 






Score 


87 


Exons 


605. .841, 


615. .836 








Seq. No. 


28135' 






Seq. ID 


OJ000150_08.0124.C45 


Gene No. 


57909 






Strand 




Start' 


563 






End 


2423 


Name 


OJ000150 


08.0124.C45.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


611 






End 


2398 


GI 


none 






Score 


89 


Exons 


611. .940, 


732.. 845, 944 


. .1165, 


945.. 1166, 2080.. 2397, 2261.. 239 



Seq. No. 28135 Seq. ID 

Gene No. 57909 Strand 

Start 563 End 

Name OJ000150_08 . 0124 . C4 5 . ol . tw Method 

Start 863 End 

GI none . Score 



OJ000150_08.0124.C45 
2423 

TBLASTX: Wheat 

1166 

52 . 



27854 



Exons 


863. .940, 864. .920, 950. .1165 


, 954.. 1166 


Seq. No. 


28135 


Seq. ID 


OJ000150 


Gene No . 








Start 


563 




*i J 


Name 


OJ000150 08.0124.C45.o2.tm 


Mo ~i~ Tr\ r\ f\ 


1 DJUrtO I A . 


Start 


2053 


£j1 L<J. 


£* *i \J f 


GI 


none 


OL.UI c 


xuo 


Exons 


2053. .2196, 2165. .2407, 2254. 






Seq. No. 


28136 


Seq. ID 


OJ000150 


Gene No. 


57910 


Strand 




Start 


1 


End 


111 


Naine 


n.Tnnm sn na m?4 P47 ni nn 


Method 


AAT/NAP 


Start 


1 


End 


111 


GI 


5295955 


Score 


138 


Exons 


1..20, 499. .622, 756.-777 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 


- 


[Oryza sativa] 






Seq. No. 


28137 


Seq. ID 


OJ000150 


Gene No. 


57911 


Strand 


+ 


Start 


1 


End 


515 


Name 


OJ000150 08.0124.C48.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


515 


GI 


342 1.R1084 


Score 


880 


Exons 


1. .515 






GI Descrip. 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 




sativa] 1 






Seq. No. 


28137 


Seq. ID 


OJ000150 


Gene No. 


57911 


Strand 


+ 


jLdlL 


1 


End 


515 


Name 


OJ000150 08.0124.C48.ol.np 


Method 


AAT/NAP . 


Start 


1 


End 


515 


GI 


4680203 


Score 


506 


Exons 


1. .515 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


28137 


Seq. ID 


OJ000150 


Gene No. 


57911 


Strand 


+ 


Q4- a -,-4- 


1 


End 


515 


Name 


OJ000150 08.0124.C48.ol.tw 


Method 


TBLASTX: 


Start 


16 


End 


512 


GI 


none 


Score 


105 


Exons 


16. .255, 36. .287, 128. .271, 282. .326, 


286. .321, 




333. .392, 371. .511, 372. .512 






Seq. No. 


28137 


Seq. ID 


OJ000150 


Ljene wo. 


57911 


Strand 


+ 


Start 


1 


End 


515 


Name 


OJ000150 08.0124.C48.ol.gs 


Method 


GENSCAN 


Start 


96 


End 


425 


GI 


none 


Score 


.59 


Exons 


96.-425 






Seq. No. 


28138 


Seq. ID 


OJ000150 



27855 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57912 Strand 

1 End 914 

OJ000150_08 . 0124 . C50 . ol . np Method AAT/NAP 

1 End 914 

4680203 Score 689 
1. .914 

(AF114171) TNP2-like protein [Sorghum bicolor] 



28138 
57912 
1 

OJ000150_08.0124.C50.ol.tw 

291 

none 

-291.. 605, 292.. 606 



Seq. ID OJ000150_08.0124.C50 

Strand 

End 914 

Method TBLASTX : Wheat 

End 606 

Score 179 



Seq. No. 28138 

Gene No. 57912 

Start 1 

Name OJ000150_08 . 0124 .C50 . ol . tc 

Start 378 

GI none 

Exons 378.. 731, 474.. 647 



Seq. ID OJ000150_08.0124.C50 

Strand 

End 914 

Method TBLASTX : Cress 

End 731 

Score 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28138 
57912 
1 

OJ000150_08.0124 .C50.ol.tm 
399 
none 

399. .602, 399. .605, 415. .606 

28138 
57912 
1 

OJ000150_08.0124.C50.ol.ts 
459 
none 

459. .698, 460. .699, 763. .885, 768. .887 



Seq. ID OJ000150_08.0124.C50 
Strand 

End 914 

Method TBLASTX : Mai ze 

End 606 

Score 125 



Seq. ID OJ000150_08.0124.C50 
Strand 

End 914 

Method TBLASTX : Soybean 

End 887 

Score 94 



28138 
57912 
1 

OJ000150_08.0124 .C50.o2.tw 

612 

none 



Seq. ID OJ000150_08.0124.C50 

Strand 

End 914 

Method TBLASTX: Wheat 

End 914 

Score 41 



612. .719, 678. .713, 748. .900, 768. .914 



28139 
57913 
1635 

OJ000150_08.0124.C51.ol.np 

1635 

5852178 



Seq. ID OJ000150_08.0124.C51 

Strand + 

End 2532 

Method AAT/NAP 

End 2532 

Score 362 



1635. .1911, 1942. .2072, 2438.-2532 
(AL117265) zhb0008.1 [Oryza sativa] 



27856 



Seq. No. 


28139 




Seq. ID 


OJ000150_08 


.0124 


.C51 




R7 Q1 A 




on aiiu 








Start 


1700 




End 


2047 






Name 


OJ000150 08 


.0124.C51.ol.gs 


Method 


GENS CAN 






Start 


1700 




End 


2047 






GI 


none 




Score 


.98 






Exons 


1700. .2047 












Seq. No. 


28140 




Seq. ID 


OJ000150_08 


.0124 


.C52 


CZo n o Mo 


J / 71J 




O 1-1 Cti 1U 


+ 






Start 


1240 




End 


1884 






Name 


OJ000150 08 


.0124 .C52.ol.gs 


Method 


GENSCAN 






Start 


1240 




End 


1884 






GI 


none 




Score 


.96 






Exons 


1240. .1884 












Seq. No. 


28140 




Seq. ID 


OJ000150_08 


.0124 


.C52 


(~1 Ann Mo 


S7 Q1 6 




Strand 


+ 






Start 


4685 




End 


5381 






Name 


OJ000150 08 


.0124.C52.o2.gs 


Method 


GENSCAN 






Start 


4685 




End 


5381 






GI 


none 




Score 


.61 






Exons 


4685. .4712, 


4801.. 4910, 4915. 


.4984, 5239.. 5381 






Seq. No. 


28140 




Seq. ID 


OJ000150_08 


.0124 


.C52 


Gene No. 


57917 




Strand 








Cfarf 


1 




End 


8148 






Name 


OJ000150 08 


.0124.C52.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


7227 






GI 


6630459 




Score 


74 






Exons 


1..113, 5389. .5483, 6971. .7227 








GI Descrip. 


(AC007190) 


F23N19.12 [Arabidopsis thaliana] 






Seq. No. 


28140 




Seq. ID 


OJ000150_08 


.0124 


.C52 


ocilti IN (J • 


57917 




Strand 








Start 


1 




End 


8148 






Name 


OJ000150 08 


.0124.C52.ol.tm 


Method 


TBLASTX : Maize 




Start 


1371 




End 


1557 






GI 


none 




Score 


72 






Exons 


1371. .1457, 


1371. .1457, 1378. 


.1557, 1399.. 1536 






Seq. No. 


28140 




Seq. ID 


OJ000150_08 


.0124 


.C52. 


fJon & Mo 


57917 




Strand 








Start 


1 




End 


8148 






Name . 


OJ000150 08 


.0124.C52.o3.gs 


Method 


GENSCAN 






Start 


6309 




End 


8148 






GI 


none 




Score 


.44 






Exons 


6309. .6433, 


6884.. 6996, 7472. 


.7585, 7970. .8148 






Seq. No. 


28141 




Seq. ID 


OJ000150_08 


.0124 


.C53 


Gene No. 


57918 




Strand 


+ 






Start 


1 




End 


407 






Name 


OJ000150 08 


.0124.C53.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


407 






GI 


5295955 . 




Score 


125 






Exons 


1. .407 












GI Descrip. 


(AB026295) 


Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 



27857 



[Oryza sativa] 



Seq. No. 


28142 




Seq. ID 


OJ000150_ 


_08. 


0124 


.C55 


Gene No. 


57919 




Strand 


— 








Start 


43 




End 


322 








Name 


OJ000150 08.0124.C55.ol.gs 




Method 


GEN SCAN 








Start 


43 




End 


322 










none 




Score 


.47 








Exons 


43. .196, . 271. .322 














Seq. No. 


28143 




Seq. ID 


OJ000250 


_95 . 


0214 


.C2 


Gene No. 


57920 




Strand 


+ 








Start 


256 




End 


4209 








Name 


OJ000250 95.0214.C2.ol.np 




Method 


AAT/NAP 








Start 


256 




End 


2931 








GI 


6523547 




Score 


99 








Exons 


256. .514, 787. .876, 2904.. 


2931 










GI Descrip. 


(AJ24254.0) hydroxyproline- 


rich glycoprotein DZ- 


HRGP 


[Volvox 




carteri f. nagariensis] 














Seq. No. 


28143 




Seq. ID 


OJ000250 


_95. 


0214 


.C2 


Gene No. 


57920 




Strand 


+ 








Start 


256 




End 


4209 








Name 


OJ000250 95.0214.C2.o2.np 




Method 


AAT/NAP 








Start 


1563 




End 


4209 








GI 


6539570 




Score 


110 








Exons 


1563.. 1764, 1924. .1995, 4186. 


.4209 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


28144 




Seq. ID 


OJ000250 


_95. 


0214 


• ^ _> 


Gene No. 


57921 




Strand 










Start 


92 




End 


1811 








Name 


OJ000250 95.0214.C3.ol.gs 




Method 


GENSCAN 








Start 


92 




End 


1811 








GI 


none 




Score 


.52 








Exons 


92. .111, 1745. .1811 














Seq. No. 


28145 




Seq. ID 


OJ000250 


_95. 


0214 


.C8 


Gene No. 


57922 




Strand 


+ 








Start 


1 




End 


2306 








Name 


OJ000250 95.0214.C8.ol.np 




Method 


AAT/NAP 








Start 


1 




End 


2306 








GI 


6063557 




Score 


281 








Exons 


1..171, 421. .572, 2230. .2306 












GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 




Seq. No. 


28145 




Seq. ID 


OJ000250 


_95. 


0214 


.C8 


Gene No. 


57922 




Strand 


+ 








Start 


1 




End 


2306 








Name 


OJ000250 95.0214.C8.ol.gs 




Method 


GENSCAN 








Start 


826 




End 


1543 








GI 


none 




Score 


.69 








Exons 


826. .915, 1343. .1543 














Seq. No. 


28145 




Seq. ID 


OJ000250 


_95. 


0214 


.C8 


Gene No. 


57923 




Strand 










Start 


1 




End 


2306 









27858 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_95 . 0214 . C8 . o2 . np Method AAT/NAP 

1 End 2306 

3386534 Score 142 

1..62, 603. .728, 859. .1117, 2239. .2306 
(AF078934) mariner transposase [Glycine max] 



28146 Seq. ID 

57924 Strand 
1078 End 
. OJ000250_95 . 0214 . C9 . ol . np Method 
1078 End 
6063554 Score 
1078. .1351, 1468. .1690, 2029. .2056, 2698.-2872 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_95.0214.C9 
+ 

2872 
AAT/NAP 
2872 
449 



28146 Seq. ID 

57924 Strand 
1078 End 
OJ000250_95 . 0214 . C9 . ol . gp Method 
1347 End 
101L53_1.R1084 Score 
1347/;, 1690 . 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000250_95.0214.C9 
+ 

2872 
AAT/GAP 
1690 
530 



28146 Seq. ID 

57925 Strand 

1397 End 

OJ000250_95 . 0214 . C9 . ol . gs Method 

1397 End 

none Score 



OJ000250_95.0214.C9 

11631 
GENSCAN 
11631 
.54 



1397. .1843, 1951. .2124, 2603. .2686, 3582. .3664, 5719. .5881, 
5993.. 6082, 6521.. 6712, 6927.. 7230, 7597.. 7732, 7837.. 8040, 
11568.. 11631 



Seq. No. 28146 Seq. ID OJ000250_95 . 0214 . C9 

Gene No. 57925 Strand 

Start 1397 End 11631 

Name OJ000250_95. 0214 .C9.o2.gp Method AAT/GAP 

Start 2264 End 2782 

GI uC-osflM202048cl2bl Score 713 

Exons 2264.. 2782 

GI Descrip. f 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 28146 Seq. ID OJ000250_95 . 0214 . C9 

Gene No. 57925 Strand 

Start 1397 End 11631 

Name OJ000250_95. 0214 .C9.o3.gp Method AAT/GAP 

Start 3236 End 3538 

GI 61605_3.R1084 Score 455 

Exons 3236.. 3538 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



27859 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28146 Seq. ID OJ000250_95 . 0214 . C9 

57925 Strand 

139? .End 11631 

OJ000250_95 . 0214 . C9 . o2 . np Method AAT/NAP 

11397 End 11613 

5295951 Score 203 

11397. .11613 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28147 
57926 
81 

OJ000250_95 . 0214 . CIO . ol . gs 
81 

none 

81. .168, 506. .566, 914. .1086 
28147 

57927 Strand 
1805 End 
OJ000250_95 . 0214 . C10 . o2 . tm Method 
1805 r; . End 

none >;: &'\ -Score 

1805.. 1975, 1884.. 1937, 1961.. 2146, 1962.. 2129. 



OJ000250_95. 0214. C10 

1086 
GENSCAN 
1086 
.81 



Seq. ID OJ000250_95.0214.C10 



2975 

TBLASTX: Maize 
2146 
55 



Seq. No. 


28147 








Seq. ID 


OJ000250_95. 0214. C10 


Gene No. 


57927 








Strand 




Start 


1805 








End 


2975 


Name 


OJ000250 95 


.0214 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat - 


Start 


1817 








End 


2372 


GI 


none 








Score 


56 


Exons 


1817. .1909, 


2006 


. .2371, 


2066. 


.2221, 2241.. 2372 


Seq. No. 


28147 








Seq. ID 


OJ000250_95. 0214. C10 


Gene No. 


57927 








Strand 




Start 


1805 








End 


2975 


Name 


OJ000250 95 


.0214 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1994 








End 


2378 


GI 


none 








Score 


36 


Exons 


1994. .2176, 


2104 


. .2172, 


2165. 


.2377, 2238.. 2378 


Seq. No. 


28147 








Seq. ID 


OJ000250_95 . 0214 . C10 


Gene No. 


57927 








Strand 




Start 


1805 








End 


2975 


Name 


OJ000250 95 


.0214 


.ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2159 








End 


2975 


GI 


none 








Score 


116 


Exons 


2159. .2632, 


2401 


. .2682, 


2463. 


.2600, 2464.. 2601, 2665.. 2802, 




2672. .2746,- 


2698 


. .2832, 


2811. 


.2975, 2825.. 2974 


Seq. No. 


28147 








Seq. ID 


OJ000250_95. 0214. C10 


Gene No. 


57927 








Strand 




Start 


1805 








End 


2975 


Name 


OJ000250 95 


.0214 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2707 








End 


2974 


GI 


none 








Score 


135 



27860 




Exons 


2707. .2847, 2777. .2974, 2804. 


.2974 






Seq. No. 


28148 


Seq. ID 


OJ000250_95.0214 


.Cll 


Gene No. 


57928 


Strand 






Start 


247 


End 


404 




Name 


OJ000250 95.0214.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


239 


End 


404 




GI 


none 


Score . 


114 




Exons 


239. .382, 246. .398, 249. .404 








Seq. No. 


28148 


Seq. ID 


OJ000250_95.0214 


.Cll 


Gene No. 


57928 


Strand 






Start 


247 


End 


404 




Name 


OJ000250 95.0214.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


239 


End 


404 




GI 


none 


Score 


114 




Exons 


239. .382, 239. .376, 246. .398, 


249. .404 






Seq. No. 


-28148 


Seq. ID 


OJ000250_95.0214 


.Cll 


Gene No. 


57928 


Strand 






Start 


247 


End 


404 




Name 


OJ000250 95.0214.Cll.ol.np 


Method 


AAT/NAP 




Start 


247 


End 


394 




GI 


3786005 


Score 


■ 108 




Exons . 


247. .394 








GI Descrip. 


(AC0054 99) putative phospholipid cytidylyltransf erase 






[Arabidopsis thaliana] 








Seq. No. 


28149 


'Seq. ID 


OJ000250_95.0214 


.C12 


Gene No. 


57929 


Strand 


+ 




Start 


210 


End 


573 




Name 


OJ000250 95.0214.C12.ol.gs 


Method 


GENSCAN 




Start 


210 


End 


573 




GI 


none 


Score 


.91 




Exons 


210. .573 








Seq. No. 


. 28149 


Seq. ID 


OJ000250_95.0214 


.C12 


Gene No. 


57930 


Strand 






Start 


238 


End 


1236 




Name 


OJ000250 95.0214..C12.ol.np 


Method 


AAT/NAP 




Start 


238 


End 


1236 




GI 


2213623 


Score 


83 




Exons 


238. .445, 1211. .1236 








GI Descrip. 


(AC000103) F21J9.15 [Arabidopsis thaliana] 




Seq. No. 


28150 


Seq. ID 


OJ000250_95.0214 


.C14 


Gene No. 


57931 


Strand 


+ 




Start 


585 


End 


2197 




Name 


OJ000250 95.0214.C14.ol.gs 


Method 


GENSCAN 




Start 


585 


End 


2197 




GI 


none 


Score 


.81 




Exons 


585. .628, 2070. ,2197 








Seq. No. 


28150 


Seq. ID 


OJ000250_95.0214 


.C14 


Gene No. 


57932 


Strand 


+ 




Start 


3395 


End 


3847 




Name 


OJ000250 95.0214.C14.ol.np 


Method 


AAT/NAP 





27861 




Start 


3395 




End 


3847 








GI 


2213623 




Score 


101 




- 




Exons 


3395. .3464, 


3605. .3847 












GI Descrip. 


(AC000103) 


F21J9.15 [Arabidopsis thaliana] 








Seq. No. 


28151 




Seq. ID 


OJ000250_ 


95 


.0214 


.C15 


Gene No. 


57933 




Strand 


+ 










1 




End 


2518 * 








Name 


OJ000250 95 


.0214.C15.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2518 








GI 


2655098 




Score 


174 








Exons 


1..115, 2276. .2518 












GI Descrip. 


(AF023472) 


peptide transporter [Hordeum vulgare] 








Seq. No. 


28151 




beq. iu 


OJ000250_ 


95 


.0214 


.C15 


taene jno . 


57933 




b rrana 


+ 








Start 


1 




hna 


2518 








Name 


OJ000250 95 


.0214.C15.ol.gs 


Method 


GENSCAN 








Start 


1537 




End 


2458 








GI 


none 




Score 


.66 








Exons 


1537. .1549, 


ZZyo . . Do 












Seq. No. 


28151 




beq. ID 


OJ000250_ 


95 


.0214 


.C15 


Gene No . 


57934 




Strand 


+ 








Start 


3733 




End 


8654 








Name 


OJ000250 95 


not/ oic «i 4- „ 
. 0^14 . ClD . Ol . tS 


Method 


TBLASTX: Soybean 




Start 


2275 




End 


2473 








GI 


none 




Score 


46 








Exons 




2312. .2473, 2314. 


.2469 










Seq. No. 


28151 




Seq. ID 


OJ000250_ 


95 


.0214 


-C15 


Gene No. 


57934 




Strand 


+ 








Start 


3733 




End 


8654 








Name 


OJ000250 95 


.0214.C15.ol.gp 


Method 


AAT/GAP 








Start 


3607 




End 


3857 








GI 


4880862 




Score 


493 








Exons 


.3607. .3857 














Seq. No. 


28151 




Seq. ID 


OJ000250_ 


95 


.0214 


-C15 


Gene No. 


57934 




Strand 


+ 








OLdlL 


3733 




End 


8654 








Name 


OJ000250 95 


.0214.C15.o2.np 


Method 


AAT/NAP 








Start 


3724 




End 


5367 








GI 


2586127 




Score 


481 








Exons 


3724. .4394, 


4524. .4655, 5171. 


.5367 










GI Descrip. 


(U89510) b- 


keto acyl reductase [Hordeum vulgare] 








Seq. No. 


28151 




Seq. ID 


OJ000250_ 


95 


.0214 


.C15 


Gene No. 


57934 




Strand 


+ 








Start 


3733 




End 


8654 








Name 


OJ000250 95 


.0214.C15.o2.gs 


Method 


GENSCAN 








Start 


3733 


End 


8654 








GI 


none 




Score 


.7. 








Exons 


3733. .4406, 


4524.. 4593, 5095. 


.5332, 5853.. 5922, 


6377. .6436, 



6553. .6591, 7001. .7081, 7862. .7950, 8103. .8654 



Seq. No. 28151 Seq. ID OJ000250_95 . 0214 . C15 



27862 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



57934 
3733 

OJ000250_95 . 0214 . C15 . ol . tm 

3765 
none 



Strand + 

End 8 654 

Method TBLASTX : Mai ze 

End 4224 

Score 78 



3765. .3857, 3784. .3864, 3817. .3870, 3898.-4224, 3901. .4092, 
3909. .4097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI De'scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



28151 
57934 
3733 

OJ000250_95. 0214. C15. ol.tc 

3895 

none 



Seq. ID OJ000250_95.0214.C15 

Strand + 

End 8654 

Method TBLASTX : Cress 

End 4344 

Score 169 



3895. .4044, 3895 .. 4044 , 3909. . 4052, 4042. .4344 

28152 Seq. ID OJ000250_95 . 0214 . C16 

57935 Strand + 

1 End 1278 

OJ000250_95 . 0214 . CI 6 . ol . np Method AAT/NAP 

1 End 1278 

3600044 Score 479 

1..33, 321. .711, 739. .1278 

(AF080119) contains similarity to proteases [Arabidopsis 
thaliana] 

28152 Seq. ID OJ000250_95 . 0214 . C16 

57935 Strand + 

1 End 1278 

OJ000250_95 . 0214 . C16 . ol . gs Method GENSCAN 

111 End 1215 

none Score .52 

111. .170, 418. .617, 1104 .'.1215 



28152 
57935 
1 

OJ000250_95.0214.C16.ol.tm 

480 

none 



Seq. ID OJ000250_95.0214.C16 

Strand + 

End 1278 

Method TBLASTX: Maize 

End 824 

Score 169 



480. .659, 491. .658, 702. .824, 713. .781 



28152 
57935 
1 

OJ000250_95 . 0214 . CI 6 . ol . tw 

486 

none 



Seq. ID OJ000250_95.0214.C16 

Strand + 

End 1278 

Method TBLASTX : Wheat 

End 932 

Score 82 



486. .620, 492. .638, 682. .729, 714. .794, 716. .769, 801. .932, 
801. .932 



28152 
57935 
1 

OJ000250_95. 0214. C16. ol.tc 

744 

none 



Seq. ID OJ000250_95.0214.C16 

Strand + . * 

End 1278 

Method TBLASTX : Cress 

End 1028 

Score 191 



27863 




Exons 744. .938, 749.-937, 942. .1028 



Seq. No. 


28152 


Seq. ID 


OJ000250_95.0214 


.C16 


Gene No. 


57935 


Strand 


+ 




Start 


1 


End 


1278 




Name 


OJ000250 95.0214.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


840 


End 


1157 




GI 


none 


Score 


161 




Exons 


840. .1004, 845. .994, 1017.. 


,1157 






Seq. No. 


28153 


Seq. ID 


OJ000250_95.0214 


.C17 




57936 


Strand 


+ 




Start 


1 


End 


2985 




Name 


OJ000250 95.0214.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2985 




GI 


6056391 


Score 


1445 




Exons 


1..245, 316. .2327, 2751. .2985 






GI Descrip. 


(AC009324) Similar to retrotransposon 


proteins [Arabidopsis 




thaliana] 








Seq. No. 


28153 


Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57936 


Strand 


+ 




Start 


1 


End 


2985 




Name 


OJ000250 95.0214.C17.ol.gs 


Method 


GEN SCAN 




Start 


253 


End 


2351 




GI 


none 


Score 


.62 




Exons 


253. .345, 517. .716, 769. .1575, 1758. .2351 




Seq. No. 


28153 


Seq. ID 


OJ000250_95.0214 


n 7 


Gene No. 


57937 


Strand 


+ 




Start 


3680 


End 


5884 




Name 


OJ000250 95.0214.C17.o2.gs 


Method 


GENSCAN 




Start 


3680 


End 


5884 




GI 


none 


Score 


.46 




Exons 


3680. .3723, 4034. .4678, 5402. .5474, 5624. .5884 




Seq. No. 


28153 


Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57938 


Strand 


+ 




Start 


" 9556 


End 


10785 . 




Name 


OJ000250 95.0214.C17.o3.gs 


Method 


GENSCAN 




Start 


9556 


End 


10227 




GI 


none 


Score 


.6 




Exons 


9556. .10227 








Sea No 


28153 


Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57938 


Strand 


+ 




Start 


9556 


End 


10785 




Name 


OJ000250 95.0214.C17.o2.np 


Method 


AAT/NAP 




Start 


9566 


End 


10785 




GI 


2586127 . 


Score 


467 




Exons 


9566.. 10223, 10313 10382, 


10525. .10785 




GI Descrip. 


(U89510) b-keto acyl reductase [Hordeum vulgare] 




Seq. No. 


28153 


Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57939 


Strand 






Start 


10497 


End 


10736 




Name 


OJ000250 95.0214.C17.o5.tm 


Method 


TBLASTX: Maize 





27864 



Start 


2 




End 


224 


GI 


none 




Score 


269 


Exons 


2. .220, 3. .224, 


36. .224 






Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


ijene no. 






Cf- >- nr J 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o3.tc 


Method 


TBLASTX: Cress 


Start 


3 




End 


254 


GI 


none 




Score 


196 


Exons 


3. .254 








Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


uene wo. 


C7Q-3Q 

D f y j y 




on diiva 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3 




End ' 


242 


GI 


none 




Score 


194 


Exons 


3. .242, 53. .241 








Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No. 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o2.tm. 


Method 


TBLASTX: Maize 


Start 


718 




End . 


10050 


GI 


none 




Score 


65 


Exons 


718. .801, 4161.. 


4181, 4167.. 


4250, 4281 


..4430, 4284. .4388, 




4362.. 4505, 4412 


..4489, 9616 


..9873, 9628.. 9873, 9880.. 10050, 




9880.. 9999, 10014. .10049 






Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No . 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17 .06. tm 


Method 


TBLASTX: Maize 


Start 


816 




End 


1062 


GI 


none 




Score 


259 


Exons 


816. .1055, 817.. 


1062 






Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No. 


57939 




Strand 






10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17 .o2. ts 


Method 


TBLASTX : Soybean 


Start 


817 




End 


1266 


GI 


5509260 




Score 


367 


Exons 


817.. 1266, 906.. 


1043, 1095.. 


1250 




GI Descrip. 










Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


uene no . 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o2.tc 


Method - 


TBLASTX: Cress 


Start 


876 




End 


1155 


GI 


none 




Score 


249 


Exons 


876. .1133, 880.. 


1155 






Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No. 


57939 




Strand 





27865 




Start 


10497 








End 


10736 




Name 


OJ000250 95 


.0214 


,C17.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


937 








End 


1482 




GI 


none 








Score 


305 




Exons 


937. .1281, 


954. . 


1034, 1095.. 


1277, 1273 


. .1482 




Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57939 








Strand 






Start. 


10497 








End 


10736 




Name 


OJ000250 95 


..0214 


.C17.ol 


. tm 


Method 


. TBLASTX: Maize 




Start 


1068 








End 


1515 




GI 


none 








Score 


76 




Exons 


1068. .1145, 


1068 


i n q 




..1515, 1425. .1502 




Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


c t n o ft 

57939 








Strand 






Start 


10497 








End 


10736 




Name 


OJ000250 95 


.0214 


.C17.o4 


.tc 


Method 


TBLASTX: Cress 




Start 


1330 








End 


1587 




GI 


none 








Score 


183 




Exons 


1330. .1587, 


1425 


. . ID /4 










Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


C "J ft O ft 

57939 








Strand 






Start 


10497 








End 


10736 




Name 


OJ000250 95 


.0214 


.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1492 








End 


1880 




GI 


none 








Score 


104 




Exons 


1492. .1584, 


1617 


. . 1 / 0 / , 


i a o a 
lo^4 


..1743, 1752. .1880 




Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


-C17 


Gene No. 


57939 








Strand 






Start 


10497 








. End 


10736 




Name 


OJ000250 95 


.0214 


.C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1567 








End 


1949 




GI 


none 








Score 


199 




Exons 


1567. .1743, 


1569 


1 HOC 

. . I /OD, 




..1949, 1754. .1933 




Seq. No. 


2815T 








" Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57939 








Strand 






Start 


10497 








End 


10736 




Name 


OJ000250 95 


.0214 


.C17.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1645 








End 


2330 




GI 


none 








Score 


80 




Exons 


1645. .1743, 


1752 


. . jo, 


looU 


..I960, 2064. .2330, 2069. .2167 


Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


C *7 ft O ft 

57939 








Strand 






Start 


10497 








End 


10736 




Name 


OJ000250 95 


.0214 


.C17.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


1950 








End 


2243 




GI 


none 








Score 


306 




Exons 


1950. .2243, 


1950 


. .2234, 


2039 


. .2242 






Seq. No. 


28153 








Seq. ID 


OJ000250_95.0214 


.C17 


Gene No. 


57939 








Strand 






Start 


10497 








End 


10736 





27866 



Name 


OJ000250 95.0214 


.C17.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2094 




End 


2356 


GI 


none 




Score 


180 


Exons 


2094. .2282, 2106 


..2276, 2123. 


.2356 




Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No. 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.ol.tc 


Method 


TBLASTX : Cress 


Start 


4278 




End 


10200 


GI 


none 




Score 


169 


Exons 


4278.-4427, 4398 


..4577, 9693. 


.9773, 9697.. 9909, 9709.. 9912, 




9928. .10200 








Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214 .C17 


Gene No. 


o /9o9 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o3.ts 


Method 


TBLASTX: Soybean 


Start 


4278 




End 


9912 


GI 


none 




Score 


178 


Exons 


4278. .4427, 4283 


..4324, 4405. 


.4449, 9690.. 9767, 9706.. 9912 


Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214.C17 


Gene No. 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o4.ts 


Method 


TBLASTX : Soybean 


Start 


4458 




End 


10713 


GI 


none 




Score 


79 


Exons 


4458. .4577, 4608 


..4685, 5399. 


.5476, 5406. .5489, 5684. .5740, 




5756.. 5863, 9970 


..10149, 10129. .10221, 


10314. .10385, 




10585. .10626, 10663.. 10713 






Seq. No. 


28153 




Seq. ID 


OJ000250_95.0214 .C17 


Gene No. 


57939 




Strand 




Start 


10497 




End 


10736 


Name 


OJ000250 95.0214 


.C17.o4.gs 


Method 


GENSCAN 


Start 


10497 




End 


10736 


GI 


none 




Score 


.58 


Exons 


10497. .10595, 10600.. 10736 






Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214.C18 


Gene No. 


57940 




Strand 


+ 


otart 


681 




End 


5178 


Name 


OJ000250 95.0214 


.C18.ol.np 


Method 


AAT/NAP 


Start 


681 




End 


5178 


GI 


4680203 




Score 


1520 


Exons 


681. .2235, 2305. 


.2409, 2569.. 


2793, 3070.. 3814, 5160.. 5178 


GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214.C18 


Gene No. 


57940 




Strand 


+ 


Start 


681 




End 


5178 


Name 


OJ000250 95.0214 


.C18.ol.gs 


Method 


GENSCAN 


Start 


967. . 


End 


1593 


GI 


none 




Score 


.6 


Exons 


967. .1593 









27867 




Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214 .C18 


bene no. 


o / y h u 








c+- ran H 




Start 


681 








End 


5178 


Name 


OJ000250 95 


.0214 


.C18.o2 


.gs 


Method 


GENSCAN 


Start 


1873 








End 


4020 


GI 


none 








Score 


.6 


Exons 


1873. .4020 












Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214.C18 


Gene No. 


57941 


■ ■ 






Strand 


+ 


bear u 










End 


12445 


Name 


OJ000250 95 


.0214 


.C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1120 








End 


1704 


GI 


none 








Score 


225 


Exons 


1120. .1410, 


1176 


. .1430, 


1459. 


.1578, 1461. .1565, 1549. .1584, 




1576. .1704 












Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214.C18 


bene jno. 


C7Q41 
D f 1 








Strand 


+ 


Start 


10850 








End 


12445 


Name 


OJ000250 95 


.0214 


.C18.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1132 








End 


1415 


GI 


none 








Score 


285 


Exons 


1132. .1410, 


1155 


. .1415 








Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214.C18 


Gene No . 


0 / y H 1 








Strand 


+ 


Start 


10850 








End 


12445 


Name 


OJ000250 95 


.0214 


.C18.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1447 








End 


1800 


GI 


none 








Score 


255 


Exons 


1447. .1800, 


1542 


. .1604, 


1594. 


.1704 




Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214.C18 


bene wo. 


O / y H 1 








Strand 


+ 


Start 


10850 








End 


12445 


Name 


OJ000250 95 


.0214 


.C18.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1542 








End 


1773 


GI 


none 








Score 


61 


Exons 


1542. .1763, 


1569 


. .1754, 


1570. 


.1773, 1570.. 1773 


Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214.C18 


Gene No. 


57941 








Strand 


+ 


otar l. 


lUoOU 








End 


12445 


Name 


OJ000250 95 


.0214 


•C18.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1714 








End 


2051 


GI 


none 








Score 


51 


Exons 


1714. .1746, 


1750 


. .1848, 


1752. 


.1850, 1894. .1992, 1906. .1968, 




2001. .2051, 


2002 


. .2040 








Seq. No. 


28154 








Seq. ID 


OJ000250_95.0214 .C18 


Gene No. 


57941 








Strand 


+ 


Start 


10850 








End 


12445^ 


Name 


OJ000250 95 


.0214 


.C18.ol 


.tw 


Method 


TBLASTX : Wheat • "■ 


Start 


2680 








End 


3888 


GI 


none 








Score 


547 


Exons 


2680. .3435, 


2928 


. .3209, 


3414. 


.3587, 3448.. 3603, 3592.. 3696, 



27868 




3622.. 3678, 3709.. 3813, 3714.. 3806, 3820.. 3888 



Seq. No. 


28154 




Seq. ID 


OJ0002.50_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




End 


12445 




Name 


OJ000250 95. 


0214.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


2724 




End 


3039 




GI 


none 




• Score 


393 




Exons 


2724. .3035, 


2725. .3039 








Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




End 


12445 




Name 


OJ000250 95. 


0214.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


2970 




End 


3393 




GI 


none 




Score 


317 




Exons 


2970. .3209, 


2971. .3393 








Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




End 


12445 




Name 


OJ000250 95. 


0214.C18.o4.tm 


Method 


TBLASTX: Maize 




Start 


3289 




End 


3584 




GI 


none 




Score 


149 




Exons 


3289. .3453, 


3463.. 3582, 3471 


..3584 






Sea No 


28154 




Seq. ID 


OJ000250_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




End 


12445 




Name 


OJ000250 95. 


0214.C18.o2.np 


Method 


AAT/NAP 




Start 


10850 




End 


12445 




GI 


2586127 




Score 


391 




Exons 


10850. .11523, 12417. .12445 








GI Descrip. 


(U89510) b-keto acyl reductase [Hordeum vulgare] 




Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




,End 


12445 




Name 


OJ000250 95. 


0214.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


10907 




End 


11344 




GI 


none 




Score 


75 




Exons 


10907. .10990 


, 11018. .11344, 


11030. .11344 




Seq. No. 


28154 




Seq. ID 


OJ000250 95.0214.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




End 


12445 




Name 


OJ000250 95. 


0214.C18.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10997 




End 


11212 




GI 


none 




Score 


183 




Exons 


10997. .11212 










Seq. No. 


28154 




Seq. ID 


OJ000250_95.0214 


.C18 


Gene No. 


57941 




Strand 


+ 




Start 


10850 




■ End 


12445 




Name 


OJ000250 95. 


0214.C18.o3.tc 


Method 


TBLASTX: Cress 




Start 


10997 




End 


11464 




GI 


none 




Score 


.171 





27869 



Exons 


10997. .11164, 11011. .11061, 


11132.. 11464 . 




Seq. No. 


28155 




Seq.. ID 


OJ000250_95.0214 


-C19 


Gene No. 


57942 




otrana 






Start 


54 




Ejna 


A 1 Q 

ft i y 




Name 


OJ000250 95 


.0214.C19.ol.gs 


Me T_noa 






Start 


54 






41 Q 

h i y 




GI 


none 




Score 


A ft 
• 4 O 




Exons 


54. .249, 304. .419 








Seq. No. 


28155 




Seq. ID 


OJ000250_95.0214 


.C19 


Gene No . 


57943 




Strand 


+ 




Start 


69ft A 




End 


7716 




Name 




.0214 .C19.o3.gs 


Method 


GEN SCAN 




Start 






End 


7716 




GI 


none 




Score 


.91 




Exons 


A CA A "3 


6567.. 6715, 6791 


..6952, 7597.. 7716 




Seq. No. 






Seq. ID 


OJ000250_95.0214 


-C19 


Gene No. 


57943 




Strand 


+ 




OtalL 


6284 




End 


7716 




Name 


ujuuu^ou yo 


.0214.Cl9.ol.np 


Method 


AAT/NAP 




Start 


DjOj 




End 


7010 




GI 






Score 


322 




Exons 


D JOO . . o4 A J , 


6567.. 6715, 6791 


. .7010 






GI Descrip. 


\ U U y 4 o O J 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


zo loo 




Seq. ID 


OJ000250_95.0214 


.C19 


Gene No. 


57944 




Strand 


+ 






9709 




End 


11620 




Name 


ujuuuzou yo 


.0214.C19.o2.np 


Method 


AAT/NAP 




Start 


y / u y 




End 


11620 




GI 


/l Q9 

4 do ui yz 




Score 


79 




Exons 


QinQ QQ77 

y / u y . . y o / / , 


11541.. 11620 J 








GI Descrip. 


( ZVTT1 1 1 7 1 n \ 
^ r\r 111 / 1U/ 


hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


28155 




Seq. ID 


OJ000250_95.0214 


.C19 


Gene No. 


57945 




Strand 






otart 


y fi o o 




End 


11620 




Name 


uouuui ju yo 


.0214.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


DO J O 




End 


7733 




GI 


none 




Score 


230 




Exons 


6556. .6714, 


6560.. 6715, 6566 


..6730, 6738.. 6893, 6749.. 6952, 




6788. .6955, 


6790.. 6954, 7584 


..7733, 7586.. 7705, 7597.. 7713 


Seq. No. 


28155 




Seq. ID 


OJ000250_95.0214 


.C19 


bene No. 


57945 




Strand 






Start 


9435 




End 


11620 




Name 


OJ000250 95 


.0214.C19.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6689 




End 


6960 




GI 


none 




Score 


41 




Exons 


6689. .6715, 


6788.. 6958, 6790 


..6960, 6817.. 6957 




Seq. No. 


28155 




Seq. ID 


OJ000250_95.0214 


.C19 


Gene No. 


57945 




Strand 






Start 


9435 




End 


11620 




Name 


OJ000250 95 


.0214.C19.o3.np 


Method 


AAT/NAP 





27870 




Start 8717 End ' 11620 

GI 5734621 Score 116 

Exons 8717.. 8776, 11237 .. 11420, 11562.. 11620 

GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
•a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. . 


28155 




Seq. ID 


OJ000250_ 


95.0214 


.C19 


Gene No. 


57945 




Strand 








Start 


y 4 jj 




Lna 


1 1 £9fi 






Name 


OJ000250 95 


.0214.C19.ol.gp 


Method 


AAT/GAP 






Start 


9237 




End 


10203 






GI 


none 




Score 


791 






Exons 


9237. .9518, 


10045. .10203 










Seq. No. 


28155 




Seq. ID 


OJ000250_ 


95.0214 


.C19 


Gene No. 


57945 




Strand 








Start 


9435 




End 


i i con 






Name 


OJ000250 95 


.0214.C19.o4.gs 


Method 


GENSCAN 






Start 


9435 




End 


10189 






GI 


none 




Score 


.73 






Exons 


9435. .9518, 


9748.-9873, 10045 


. .10189 








Seq. No. 


28156 




Seq. ID 


OJ000250_ 


95.0214 


.C20 


Gene No. 


57946 • 




Strand 








Start 


609 




End 


20 11 






Name 


OJ000250 95 


.0214 .C20.ol.gs 


Method 


GENSCAN 






Start 


609 




End 


2072 






GI 


none 




Score 


.76 






Exons 


609.. 725, 1117.. 1196, 1292. .2072 








Seq. No. 


28156 




Seq. ID 


OJ000250_ 


95.0214 


.C20 


Gene No. 


57946 




Strand 








Start 


609 




End 


2072 






Name 


OJ000250 95 


.0214.C20.ol.gp 


Method 


AAT/GAP 






Start 


1140. 




End 


1693 






GI 


none 




Score 


850 






Exons 


1140. .1196, 


1292. .1693 










Seq. No. 


28156 




Seq. ID 


OJ000250_ 


95.0214 


.C20 


Gene No. 


57946 




Strand 








Start 


609 




End 


2072 






Name 


OJ000250 95 


.0214.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


1467 




End 


1786 






GI 


none 




Score 


92 






Exons 


1467. .1586, 


1471. .1635, 1472. 


.1585, 1577.. 1786, 


1589. .1759, 




1590. .1760 












Seq. No. 


28157 




Seq. ID 


OJ000250_ 


95.0214 


.C21 


Gene No. 


57947 




Strand 








Start 


1 




End 


3070 






Name 


OJ000250 95 


.0214.C21.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


122 






GI 


none 




Score 


203 






Exons 


1. .122 












Seq. No. 


28157 




Seq. ID 


OJ000250_ 


95.0214 


.C21 



27871 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57947 Strand 

1 End 3070 

OJ000250_95.0214.C21.ol.gs Method GENSCAN 

4 End 3070 

none Score . 8 6 

4. .913, 1011. .1630, 2220. .2332, 2827. .2907, 3037. .3070 



28157' 

57947 

1 

OJ000250_95.0214 .C21.o2.tm 
15 

none 

15. .188, 15. .215, 19. .189 

28157 
57947 
1 

OJ000250_95.0214.C21.ol.tm 

426 

none 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_95.0214.C21 
3070 

TBLASTX : Maize 

215 

179 



OJ000250_95.0214 .C21 
3070 

TBLASTX: Maize 

1289 

101 



426. .530, 444. .557, 574. .663, 575. .664, 669. .731, 671. .733, 
742. .915, 743. .925, 1005. .1079, 1006. .1092, 1011. .1145, 
1025. .1144, 1163. .1288, 1167. .1289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28157 Seq. ID 

57947 Strand 

1 End 

OJ000250_95 . 0214 . C21 . o3 . tm Method 

2600 End 

none Score 



OJ000250_95.0214.C21 
3070 

TBLASTX: Maize 

2875 

66 



2600.. 2653, 2610.. 2657, 2611.. 2670, 2661.. 2693, 2662.. 2697, 

2663. .2698, 2694. .2777, 2695. .2772, 2750. .2779, 2772. .2831, 

2773.. 2832, 2773.-2832, 2774.. 2833, 2839.-2874, 2839.. 2874, 
2840. .2875 



Seq. No. 28158 Seq. ID 

Gene No. 57948 Strand 

Start 336 " " End 

Name OJ000250_95 . 0214 . C22 . ol . gs Method 

Start 336 End 

GI none Score 

Exons 336. . 426 



OJ000250_95.0214.C22 
426 

GENSCAN 

426 

.96 



Seq. No. 28159 Seq. ID 

Gene No. 5794 9 Strand 

Start 175 End 

Name OJ000250_95 . 0214 . C27 . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175.. 320 



OJ000250_95.0214.C27 
320 

GENSCAN 

320 

.66 



Seq. No. 28160 Seq. ID 

Gene No. 57950 Strand 

Start 1 . End 

Name OJ000250_95 . 0214 . C28 . ol . np Method 

Start 1 End 



OJ000250_95.0214.C28 
247 

AAT/NAP 
247 



27872 



GI 2121177 Score 402 

Exons 1..247 

GI Descrip. hypothetical protein (transpoSbn TnlOOO) - Escherichia coli 
gi I 43087 | emb | CAA42758 | (X60200) ORF [Escherichia coli] 
gi I 303568 | dbj |BAA03916| (D16449) ORF [Escherichia coli] 



Seq. No. 


28161 






Seq. ID 


OJ000250_95. 


0214 


.C29 


Gene No. 


57951 






Strand 








Start 


177 






End 


621 






Name 


OJ000250_ 


95.0214.C29 


.ol.np 


Method 


AAT/NAP 






Start' 


ITT 
1 / / 






End 


621' 






GI 


2586127 






Score 


272 






Exons 


177. .621 














GI Descrip. 


(U89510) 


b-keto acyl 


reductase [Hordeum vulgare] 






Seq. No. 


28161 






Seq. ID 


OJ000250_95. 


0214 


.C29 


Gene No. 


57951 






Strand 








Start 


177 






End 


621 






Name 


OJUUUzbU 


yo . Uzl4 . Cz y 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


111 






End 


423 






GI 


none 






Score 


89 






Exons 


177. .422, 


204. .299, 


214 . . 423 










Seq. No. 


28161 






Seq. ID 


OJ000250_95. 


0214 


.C29 


Gene No. 


57951 






Strand 








Start 


177 






End 


621 






Name 


OJ000250 


95 . 0214 . C29 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


177 






End 


423 






GI 


none 






Score 


125 






Exons 


177. .422, 


211. .423 












Seq. No. 


28161 






Seq. ID 


OJ000250_95. 


0214 


.C29 


Gene No. 


57951 






Strand 








Start 


177 






End 


621 






Name 


OJUUUzoU 


95.0214.C29 


. ol . gs 


Method 


GEN SCAN 






Start 


204 






End 


572 






GI 


none 






Score 


.54 






Exons 


204. .572 














Seq. No. 


28162 






Seq. ID 


OJ000250_95. 


0214 


.C30 


Gene No. 


57952 






Strand 


+ 






Start 


935 






End 


1606 






Name 


OJ000250_ 


95.0214.C30 


. ol .gs 


Method 


GENSCAN 






start 


y Jo 






End 


1606 






GI 


none 






Score 


.9 






Exons 


935. .1000 


, 1131.. 1260, 1530. 


.1606 








Seq. No. 


28162 






Seq. ID 


OJ000250_95. 


0214 


.C30 


Gene No. 


57953 






Strand 








Start 


225 






End 


5910 






Name 


OJ000250 


95.0214.C30 


.ol.np 


Method 


AAT/NAP 






Start 


225 






End 


2830 






GI 


2586129 






Score 


411 






Exons 


225. .262, 


1609. .1703 


, 2171.. 


2830 








GI Descrip. 


(U89509) 


b-keto acyl 


reductase [Zea mays] 






Seq. No. 


28162 






Seq. ID 


OJ000250_95. 


0214 


.C30 



27873 




Gene No. 


57953 


Strand 




Start 


225 


End 


5910 


Name 


OJ000250 95.0214.C30.o2.gs 


Method 


GENSCAN 


Start 


2606 


End 


5910 


GI 


none 


Score 


.75 


Exons 


2606.. 2899, 4602.. 4737, 4776 


..5155, 5896. .5910 


Seq. No. 


28163 


Seq. ID 


OJ000250_95.0214.C31 


Gene No. 


57954 


Strand 




Start 


29 


End 


1872 


Name 


OJ000250 95".0214.C31.ol.gs 


Method 


GENSCAN 


Start 


29 


End 


1832 


GI 


none 


Score 


.87 


Exons 


29. .301, 535. .604, 689. .977, 


1493. .1832 


Seq. No. 


28163 


Seq. ID 


OJ000250_95.0214.C31 


Gene No. 


57954 


Strand 




Start 


29 


End 


1872 


Name 


OJ000250 95.0214.C31.ol..np 


Method 


AAT/NAP 


Start 


35 


End 


1872 


GI 


2586127 


Score 


517 


Exons 


35.-277, 526. .604, 689. .969, 


1500. .1872 


GI Descrip. 


(U89510) b-keto acyl reductase [Hordeum vulgare] 


Seq. • No. 


28163 


Seq. ID 


OJ000250_95 . 0214 . C31 


Gene No. 


57955 


Strand 




Start 


5607 


End 


9851 


Name 


ojuuu^du yo.uzi4 .LJi.Oi .tm 


Method 


i dLiAo i a . Maize 


Start 


74 


End 


1727 


GI 


none 


Score 


61 


Exons 


74. .307, 120. .215, 526. .603, 


533. .610, 


682.. 960, 683.. 874, 




858.. 914, 1557.. 1706, 1569.. 


1727 




Seq. No. 


28163 


Seq. ID 


OJ000250_95.0214.C31 


Gene No. 


57955 


Strand 




Start 


5607 


End 


9851 


Name 


OJ000250 95.0214.C31.ol.ts 


Method 


TBLASTX : Soybean 


Start 


95 ■ 


End 


954 


GI 


none 


Score 


65 


Exons 


95. .307, 298. .336, 526. .603, 


533. .610, 


682. .954, 686. .886 


Seq. No. 


28163 


Seq. ID 


OJ000250_95.0214.C31 


Gene No. 


57955 


Strand 




Start 


5607 


End 


9851 


Name 


OJ000250 95.0214.C31.ol.tw 


Method 


TBLASTX: Wheat 


Start 


178 


End 


9782 


GI 


none 


Score 


60 


Exons 


178. .297, 9350. .9484, 9379.. 


9483, 9575. 


.9700, 9576.. 9716, 




9749. .9781, 9750. .9782 






Seq. No. 


28163 


Seq. ID 


OJ000250_95.0214.C31 


Gene No. 


57955 


Strand 




Start 


5607 


End 


9851 


Name 


OJ000250 95.0214.C31.o2.np 


Method 


AAT/NAP 


Start 


5607 


End 


9772 


GI 


2982451 


Score 


674 


Exons 


5607. .5714, 6023. .6143, 9185 


. .9772 





27874 



# 



GI Descrip. (AL022223) putative protein [Arabidopsis thaliana] 



Seq. No. 28163 

Gene No. 57955 

Start 5607 

Name OJ000250_95 . 0214 . C31 . ol . tm 

Start 5614 

GI none 

Exons 5614.. 5694, 5637.. 5717, 6018. 

9194. .9484, 9217. .9483, 9578. 

Seq. No. 28163 

Gene No. 57955 

Start 5607 

Name OJ000250_95. 0214 .C31 .ol .tc 

Start 6020 

GI none 

Exons 6020 . . 6136, 6021 
9575.. 9700, 9576 



Seq. ID 
Strand 
End 

Method 

End. 

Score 
.6128, 6020. 
.9634, 9579. 



OJ000250_95.0214.C31 
9851 

TBLASTX: Maize 
9635 
93 



6136, 6022, 
,9635 



,6129, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_95.0214.C31 
9851 

TBLASTX: Cress 

9704 

71 



6128, 6032.. 6136, 9206. .9442, 9217.. 9453, 
9704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28163 Seq. ID 

57955 Strand 
5607 End 
OJ000250_95 . 0214 .C31 . ol . gp Method 
9253 End 
uC-osflm202108bl0bl Score 
9253..9484, 9576. .9851 
, 2982451/emb|CAA18215.1| 7, 
[Arabidopsis thaliana] 1 

28164 Seq. ID 

57956 Strand 
729 End 
OJ000250_95 . 0214 . C32 . ol . gs Method 
729 End 
none Score 
729. .778 



OJ000250_95.0214.C31 

9851 
AAT/GAP 
9851 
976 



Oe-38 (AL022223) putative protein 



OJ000250_95.0214.C32 
+ 

778 

GENSCAN 

778 

.43 



Seq. No. 28165 Seq. ID 

Gene No. 57957 Strand 

Start 94 End 

Name OJ000250_95. 0214 .C33.ol.gs Method 

Start 94 End 

GI none Score 

Exons 94 . .230 



OJ000250_95.0214.C33 
+ 

230 

GENSCAN 

230 

.73 



Seq. No. 28166 Seq. ID 

Gene No. 57958 Strand 

Start 4 End 

Name OJ000250_95 . 0214 . C34 . ol . tw Method 

Start 4 End 

GI ' none Score 

Exons 4.. 231 



OJ000.250_95.0214.C34 
231 

TBLASTX: Wheat 

231 

210 



Seq. No. 
Gene No. 
Start 



28167 
57959 
118 



Seq. ID OJ000250_95.0214.C35 
Strand + 
End 355 



27875 




Name 


OJ000250 95.0214.C35.ol.gs 


Method 


GENSCAN 






Start 


118 


End 


355 






GI 


none 


Score 


.77 






Exons 


118.. 355 










Seq. No. 


28167 


Seq. ID 


OJ000250 


_95.0214 


.C35 


Gene No. 


57959 


Strand 


+ 






Start 


118 


End 


355 






Name 


OJ000250 95.0214.C35.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


137 


End 


334. 






GI 


none 


Score 


185 






Exons 


137. .334, 137. .253, 142. .276 








Seq. No. 


Z8 1 bo 


oeq. ID 


OJ000250 


_95.0214 


.C36 


Gene No. 


o / you 


Strand 


.+ 






Start 


1 CQ 
1 DO 


Lnu 


546 






Name 


(JJUUUZ3U yo.uzx4l.L-oD.oi.gs 


we tnoa 


GENSCAN 






Start 


168 


End 


546 






GI 


none 


Score 


.8 






Exons 


ICQ tz A C 
IDO . . 34 O 










Seq. No. 




oeq. iu 


OJ000250 


_95.0214 


.C39 


Gene No. 


3 / y bi 


Strand 








Start 


133 


Lna 


198 






Name 


ujuuuz3u y3.uz14.L3y.01.gs 


Method 


' GENSCAN 






Start 


133 


End 


198 






GI 


none 


Score 


.56 






Exons 


133 . . 1 y O 










Seq. No. 


ZOl/O 


Seq. ID 


OJ000250 


_95.0214 


.C40 


Gene No. 


3 / y dz 


Strand 


+ 






Start 


Q A 
o4 




356 






Name 


ujuuuz3U y3 . uzi4 . L4U . 01 . gs 


Metinoa 


GENSCAN 






Start 


o4 


tna 


356 






GI 


none 


Score 


.57 






Exons 


84. .173, 274. .356 










Seq. No. 


Zo 1/1 


Seq. ID 


OJ000250 


_97.0214 


.CI 


Gene No. 


3 / y D3 


Strand' 


+ 






Start 


114 


End 


235 






Name 


OJ000250 97.0214.Cl.ol.gs 


Method 


GENSCAN 






Start 


114 


End 


235 






GI 


none 


Score 


.58 






Exons 


114. .235 










Seq. No. 


28171 


Seq. ID 


OJ000250 


_97.0214 


.CI 


Gene No. 


57964 


Strand 








bear t 


948 


End 


1735 






Name 


OJ000250 97.0214.Cl.ol.np 


Method 


AAT/NAP 






Start 


948 


End 


1735 






GI 


4680183 


Score 


181 






Exons • 


948. .1037, 1643. .1735 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


28172 


Seq. ID 


OJ000250 


_97.0214 


.C2 


Gene No. 


57965 


Strand 


+ 






Start 


568 


End 


5474 







27876 




Name 


OJ000250 97. 


0214.C2.ol.gs 


Method 


GENSCAN 




Start 


568 




End 


5474 




GI 


none 




Score 


.5 




Exons 


568.-687, 743. .832, 878. .1052 


, 1393..: 


1488, 1744. .1824, 






ion OC\l'\ 
±004. . 1 L i 


9nQ^ 991 9 99ftft 


.2504, 2510. .2774, 2973. .3121 




3426. .3636, 


4623.-4676, 5398. 


.5474 






Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


-C2 


Gene No. 


57966 




Strand 


- 




Start 


5752 




End 


6358 




Name 


OJ000250 97. 


0214.C2.o2.gs 


Method 


GENSCAN 




Start 


5752 




XLiLlVJL 


U J JO 




GI 


none 




Score 


.84 




Exons 


5752. .5893, 


5985.-6358 








Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 


Gene No . 


57967 




Strand 


- 




Start 


7096 




End 


13760 




Name 


OJ000250 97. 


0214.C2.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


907 




FnH 

Hii 1U 


J. -L O 




GI 


none 




Score 


180 




Exons 


907. .1128 










Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 


Gene No. 


57967 




Strand 


- 




Start 


7096 




End 


13760 




Name 


OJ000250 97. 


0214.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


922 






i 9 




GI 


none 




Score 


193 




Exons 


922. .1230 










Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 


bene no. 


57967 




Strand 


- 




Start 


7096 




End 


13760 




Name 


OJ000250 97. 


0214.C2.o9.tw 


Method 


TBLASTX: Wheat 




Start 


2001 




End 


2360 




GI 


none 




Score 


107 




Exons 


2001. .2156, 


2187..2360, 2258. 


.2341 






Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 


Gene No. 


57967 




Strand 


- 






7096 




End 


13760 




Name 


OJ000250 97. 


0214.C2.o2.np 


Method 


AAT/NAP 




Start 


6985 




End 


11501 




GI 


4680179 




Q /~i /~\ >- O 


S94 R 

~J c. *4 *J 




Exons 


6985. .10385, 


10419. .11501 . 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa , 


subsp. indica] 




Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 


Gene No . 


57967- 




Strand 






Start 


7096 




End 


13760 




Name 


OJ000250 97. 


0214.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7030 




End 


7363 




GI" 


none 




Score 


125 




Exons 


7030. .7362, 


7130. .7363 








Seq. No. 


28172 




Seq. ID 


OJ000250_97.0214 


.C2 



27877 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



57967 Strand 

7096 End 

OJ000250_97 . 0214 . C2 . o3 . gs Method 

7096 End 

none Score 



13760 
GEN SCAN 
13760 
.44 



7096. .7776, 8085. .8747, 8904. .10024, 10307 .. 10484 , 10490 .. 10657, 
10698. .11069, 11154. .11501, 11652 .. 1167 6, 11733 .. 1194 1, 
12082. .12338, 13439.. 13760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28172 Seq. ID 

57967 Strand 

7096 End ' 

OJ000250_97 . 0214 . C2 . ol . tm Method 

7210 End 

none Score 



OJ000250_97.0214.C2 
13760 

TBLASTX: Maize 

7809 

208 



7210. .7650, 7226. .7648, 7648. .7809, 7655. .7801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28172 . 
57967 
7096 

OJ000250_97 . 0214 . C2 . ol . tw 
7363 
none 

7363.-7989, '7402. .7617, 7475.-7933 



Seq. ID OJ000250_97.0214.C2 
Strand 
End 

Method 
End 
Score 



13760 

TBLASTX: Wheat 

7989 

87 



28172 

57967 

7096 . 

OJ000250_97. 

7858 

none 

7858. .8019, 
8026. .8148 



0214.C2.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_97.0214.C2 
13760 

TBLASTX: Maize 

8148 

122 



7862. .8020, 7946. .8026, 8018. .8086, 8025. .8147, 



Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97 


.0214, 


,C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7948- 








End 


8207 


GI 


none 








Score 


51 


Exons 


7948. .8049, 


7949, 


. .8020, 


8025. 


.820.7, 8026.. 8196 


Seq. No- 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97 


.0214, 


,C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


8019 








End 


8559 


GI 


none 








Score 


339 


Exons 


8019. .8531, 


8026, 


. .8559 








Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97 


.0214. 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8550 








End 


8916 


GI 


none 








Score 


134 


Exons 


8550. .8915,- 


8562. 


. .8915, 


8566. 


.8916 





27878 



Seq. No. 


28172 








Seq. ID 


OJ000250 97 . 0214 . C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8562 








End 


8987 


GI 


none 








Score 


334 


Exons 


8562. .8987, 


8566 


. .8955 








Seq. No. 


28172 








Seq. ID 


OJ000250_97 . 0214 . C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8736 








End 


8978 


GI 


none 








Score 


93 


Exons 


8736. .8978, 


8737 


. .8964 








Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214 ,C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


,C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8952 








End 


9452 


GI 


none 








Score 


66 


Exons 


8952. .9266, . 


8961 


. .9104, 


9073. 


.9201, 9273.. 9452 


Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214 .C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


8988 








End 


9290 


GI 


none 








Score 


290 


Exons 


8988. .9290, 


9004 


. .9279, 


9182. 


.9289 




Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start. 


9003 








End 


9398 


GI ' 


none 








" Score 


223 


Exons 


9003. .9362, 


9004 


. .9279, 


9328. 


.9360, 9366.-9398, 9366.. 9398 


Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


9338 








End 


9821 


GI 


none 








Score 


212 


Exons 


9338. .9688, 


9342 


. .9689, 


9342. 


.9716, 9382. .9813, 9595.. 9747 




9771. .9821 












Seq. No. 


28172 








Seq. ID 


OJ000250_97.0214.C2 


Gene No. 


57967 








Strand 




Start 


7096 








End 


13760 


Name 


OJ000250 97. 


0214 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


9520 








End 


9810 


GI 


none 








Score 


169 


Exons 


9520. .9810, 


9522 


. .9809 









27879 




Seq. No. 




beq. ID 




Gene No. 


57967 


Strand 




Start 


7096 


End 


13760 


Name 


OJ000250 97.0214.C2.o8.tw 


Method 


TBLASTX: Wheat 


Start 


9939 


End 


10359 


GI 


none 


Score 


69 


Exons 


9939.. 10103, 10009. .10104, 


10149. .10356 


1, 10216. .10359 


Seq. No. 


Zo I / £ 


beq. ijj 




Gene No. 


57967 


Strand 




Start 


7096 


End 


13760 


Name 


OJ000250 97.0214.C2.o6.tm 


Method 


TBLASTX: Maize 


Start 


10716 


End 


11021 


GI 


none 


Score 


86 


Exons 


10716. .11021, 10843. .11007 






beq. no. 


ZO 1 / £. 


Corf t n 
beq. ID 


UJUUUzDU y/.uzivt.uz 


Gene No. 


57967 


Strand 




Start 


7096 


End 


13760 


Name 


OJ000250 97.0214.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


10902 


End 


11262 


GI 


none 


Score 


159 


Exons 


. 10902. .11261, 10903.. 11262 






Seq. No. 


28173 


Seq. ID 


OJ000250 97. 0214. C3 


Gene No. 


57968 


Strand 


+ 


Start 


1 


End 


1317 


Name 


OJ000250 97.0214.C3.ol.np 


Method 


AAT/NAP 


otart 


1 


End 


1317 


GI 


6539553 


Score 


2266 


Exons 


1. .1317 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 


6539590 |dbj 1 


BAA88206.1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






beq. No. 


28173 


Seq. ID 


OJ000250_97.0214.C3 


Gene No. 


57968 


Strand 


+ 


Start. 


1 


End 


1317 . 


Name 


OJ000250 97.0214.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7 


End 


277 


GI 


none 


Score 


253 


Exons 


7. .276, 14. .277 






beq. No. 


28173 


Seq. ID 


OJ000250_97.0214.C3 


Gene No. - 


57968 


Strand 


+ 


Start 


1 


End 


1317 


Name 


OJ000250 97.0214 .C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


26 


End 


339 


GI 


none 


Score 


362 


Exons 


26. .337, 34. .339 






Seq. No. 


28173 


Seq. ID 


OJ000250_97.0214.C3 


Gene No. 


57968 


Strand 


+ 


Start 


1 


End 


1317 


Name 


OJ000250 97.0214.C3.ol.tm 


Method 


TBLASTX: Maize 



27880 



Start 
GI 

Exons 



838 End 1160 

none Score 268 

838. .1092, 845. .1159, 865. ,1158, 993. .1160 



Seq. No. 28174 
Gene No. 57969 
Start ' 1 

Name . OJ000250_97 . 0214 .C4 .ol.np 

Start 1 
GI 6539553 
Exons 1 . . 2356 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method AAT/NAP 

End 2356 

Score 3995 



Seq. No. 


28174 




Seq. ID 


OJ000250_97.0214 


.C4 


bene jno. 


o / y oy 




Strand 


1 




Start 


1 




End 


2356 




Name 


OJ000250 


97.0214.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


179 




GI 


none 




Score 


259 




Exons 


2. .58, 3. 


.179, 3. .179 








Seq. No. 


28174 




Seq. ID 


OJ000250_97.0214 


.C4 


Gene No . 


o / y oy 




Q 4- _ — ~J 

oirana 


x 

T 




Start 


1 




End 


2356 




Name 


OJ000250 


97.0214.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


36 




End 


530 




GI 


none 




Score 


228 




Exons 


36. .344, 


119. .310,' 165. .320, 


363. .530 






Seq. No. 


28174 




Seq. ID 


OJ000250_97.0214 


.C4 


Gene No. 


57969 




Strand 


+ ■ 




Start 


1 




End 


2356 




Name 


OJ000250 


97.0214.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


132 




End 


530 




GI • 


none 




Score 


197 




Exons 


132. .356, 


140. .310, 141. .311 


, 357. .530 






Seq. No. 


28174 




Seq. ID 


OJ000250_97.0214 


.C4 


Gene No. 


57969 




Strand 


+ 




Start 


1 




End 


2356 




Name 


OJ000250 


97.0214 .C4.ol'.tw 


Method 


TBLASTX: Wheat 




Start 


180 




End 


935 




GI 


none 




Score 


923 




Exons 


180. .935, 


188. .667, 687. .935 








Seq. No. 


28174 




Seq. ID 


OJ000250_97.0214 


.C4 


Gene No. 


57969 




Strand 


+ 




Start 


1 




End 


2356 




Name 


OJ000250 


97.0214.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


855 




End 


1324 




GI 


5509260 




Score 


95 




Exons 


855. .998, 


1004.. 1324, 1078.. 


1173, 1246 


. .1305 




GI Descrip. 













27881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq'. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28174 
57969 
1 

OJ000250_97.0214.C4.ol7tc 

948 

none 

948.. 1007, 1016.. 1213 



28174 
57969 
1 

OJ000250_97.0214, 

1007 

none 

1007.. 1441, 1078, 



28174 
57969 
1 

OJ000250_97.0214, 

1016 

none 

1016.. 1339, 1334. 

28174 
57969 
1 

OJ000250_97.0214. 

1393 

none 

1393.. 1593, 1394, 



C4.ol.tm 
.1176, 1246. 

C4.o3.tw 
.1540, 1381. 

C4 .o2.ts 
.1738 



28174 
57969 
1 

OJ000250_97 . 0214 . C4 . o2 . tm 
1549 

none , s 

1549. .1887, 1550. .1888 



28174 
57969 
1 

OJ000250_97.0214, 

1744 

none 

1744.. 1815, 1745, 



C4 .o2.tw 
.1819, 1746. 



28174 . 

57969 

1 

OJ000250_97.0214.C4.o4 .ts 

1751 

none 

1751. .1864, 1777. .1857, 1883. 



Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Cress 

End 1213 

Score 78 



Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Mai ze 

End 14 41 

Score 342 
.1356 

Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Wheat 

End 1540 

Score 296 
.1530 

Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Soybean 

End 1738 

Score 312 



Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Maize 

End 1888 

Score 318 



Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Wheat 

End 2220 

Score 101 

.1817, 1834. .2220, 1835. .2182 

Seq. ID OJ000250_97.0214.C4 

Strand + 

End 2356 

Method TBLASTX : Soybean 

End 2092 

Score 91 
.2092, 1888.. 2013 



Seq. No. 



28175 



Seq. ID OJ000250_97.0214.C5 



27882 




Gene No. 


57970 


Strand 


+ 








Start 


11 


End 


1359 








Name 


OJ000250 97.0214.C5.ol.gs 


Method 


GENSCAN 








Start 


11 


End 


1359 








GI 


none 


Score 


.57 








Exons 


11. .117, 310. .545, 1279. .1359 












Seq. No. 


28176 


Seq. ID 


OJ000250 


_97 


.0214 


.C6 


Gene No.. 


57971 


Strand 


+ 








Start. 


1 


End 


149 








Name 


OJ000250 97.0214.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


149 








GI 


6006894 


Score 


131 








Exons 


1. .149 












GI Descrip. 


(AC008153) unknown protein [Arabidopsis thaliana] 






Seq. No. 


28176 


Seq. ID 


OJ000250 


_97 


.0214 


.C6 


Gene No. 


57971 


Strand 


+ 








Start 


1 


End 


149 








Name 


OJ000250_97 . 0214 ,C6 .ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


3 


End 


149 








GI 


none 


Score 


185 








Exons 


3. . 149, 11. . 145 












Seq. No. ■ 


28177 


Seq. ID 


OJ000250 


_97 


.0214 


.C7 


Gene No. 


57972 


Strand 


+ 








Start 


21 " 


End 


89 








Name 


OJ000250_97 . 0214 .C7 .ol .gs 


Method 


GENSCAN 








Start 


21 


End 


89 








GI 


none 


Score 


.8 








Exons 


21 . . 89 












Seq. No. 


28178 


Seq. ID 


OJ000250 


_97 


.0214 


.C15 


Gene No. 


57973 


Strand 










Start 


617 


End 


805 








Name 




Method 


GENSCAN 








Start 


617 


End 


805 








GI 


none 


Score 


.75 








Exons 


617. .805 












Seq. No. 


28179 


Seq. ID 


OJ000250 


_97 


.0214 


.C16 


Gene No. 


57974 


Strand 


+ 








Start 


1352 


End 


4100 








Name 


OJ000250 97.0214.C16.ol.gs 


Method 


GENSCAN 








Start 


1352 


End 


4100 








GI 


none 


Score 


.72 








Exons 


1352. .1514, 2119. .2212, 2279.. 


.2307, 3553. .3810, 


3859. .4100 


Seq. No. 


28179 


Seq. ID 


OJ000250 


_97 


.0214 


.C16 


Gene No. 


57975 


Strand 


+ 








Start 


20155 


End 


20520 








Name 


OJ000250 97.0214.C16.o3.gs 


Method 


GENSCAN 








Start ■ 


20155 


End 


20520 








GI 


none 


Score 


.82 








Exons 


20155. .20238, 20368.. 20520 












Seq. No. 


28179 


Seq. ID 


OJ000250 


_97 


.0214 


.C16 



27883 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57976 
22148 

OJ000250_97 . 0214 . C16 . o2 . np 
22148 
4966343 
22148. .22180, 



Strand + 
End 29267 
Method AAT/NAP 
End 29058 
Score 8 62 
23208. .23423, 24183 .. 24551, 24 647 24764 , 
28496. .28719, 28875.. 29058 

(AC006341) Is a member of PF| 00481 Protein phosphatase 2C 
family. [Arabidopsis thaliana] 



28179 
57976 
22148 

OJ000250_97.0214.C16.o5.gs 

24175 

none 



Seq. ID OJ000250_97.0214.C16 



Strand 
End 

Method 

End 

Score 



+ 

29267 
GENSCAN 
29267 
.69 



24175. .24263, 24287 .. 24551, 24 647 .. 24764 , 25159 .. 25313, 
25470. .25588, 27038 .. 27111, 284 96 28719, 28875. .29267 



Seq. ID OJ000250_97.0214.C16 



28179 

57977 Strand 
2628 End 4137 

OJ000250_97.0214.C16.ol.np Method AAT/NAP 
2628 End 4137 

6069646 Score 261 

2628.. 2692, 3572. .4137 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



28179 Seq. ID OJ000250_97 . 0214 . C16 

57978 Strand 

9288 End 10822 

OJ000250_97 . 0214 . C16 . ol . gp Method AAT/GAP 

9288 End 10822 

57713_5.R1084 Score 515 

9288.. 9535/ 10757.. 10822 

'6015116/spl 082653 |ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 

>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] 1 



28179 Seq. ID 

57979 Strand 

11769 End 
OJ000250_97.0214 .C16.o2.gp Method 

11769 End 

none Score 
11769. .12232 



OJ000250_97.0214.C16 

12232 
AAT/GAP 
12232 
782 



Seq. No. 28179 Seq. ID 

Gene No. 57980 Strand 

Start 22856 End 

Name OJ000250_97 . 0214 . C16 . o4 . gs Method 

Start 22856 End 

GI none Score 



OJ000250_97.0214.C16 

23410 
GENSCAN 
23410 
.41 



27884 



Exons 



22856. .23410 



Seq. No. 28179 Seq. ID 

Gene No. 57981 Strand 

Start 31032 End 

Name OJ000250_97 . 0214 . C16 . o2 . tm Method 

Start 3567 End 

GI none . Score 

Exons 3567.. 4085 



OJ000250_97.0214.C16 
31618 

TBLASTX: Maize 
4085 

276 V- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28179 
57981 
31032 

OJ000250_97, 
23370 
none 
23370. 
24425. 
28491. 
28940. 



0214 .-C16.ol.tm 



23441, 24180. .24290, 

24550, 24641. .24754, 

28721, 28492. .28722, 
29041 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24200. .24280, 
24644. .24766, 
28854. .29036, 



OJ000250 97.0214.C16 



31618 

TBLASTX: Maize 
29041 
83 

24393. .24551, 
24646. .24765, 
28875. .29036, 



Seq. No. 28179 

Gene No. .57981 

Start 31032 

Name OJ000250_97 . 0214 .C16 . o2 . ts 

Start 24444 

GI none 

Exons 24444. .24560, 24452 .. 24550, 
24646. .24765 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_97.0214.C16 
31618 

TBLASTX,: Soybean 

24765 

109 



24641. .24763, 24644 .. 24763, 



Seq. No. 28179 

Gene No. 57981 

Start 31032 

Name OJ000250_97 . 0214 .C16 . ol . tc 

Start 2444 6 

GI none 

Exons 24446. .24550, 24447 .. 24551, 
28488. .28664, 28492 28698, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24635 

28684 



OJ000250 97.0214.C16 



31618 

TBLASTX: Cress 
28928 
116 

24766, 24646. .24753, 
28722, 28854.. 28928 



Seq. No. 28179 

Gene No. 57981 

Start 31032 

Name OJ000250_97 . 0214 . C16 . ol . ts 

Start 28481 

GI none 

Exons 28481. .28651, 28488 .. 28661, 
28680. .28718, 28854 .. 28943, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28491. .28649, 
28893. .29039 



OJ000250 97.0214.C16 



31618 

TBLASTX : Soybean 
29039 
97 

28492. .28722, 



Seq. No. 28179 Seq. ID 

Gene No. 57981 Strand 

Start 31032 End 

Name OJ000250_97 . 0214 . C16 . 06 . gs Method 

Start 31032 End 

GI none Score 

Exons 31032. .31148, 31307.. 31618 



OJ000250_97.0214.C16 

31618 
GENSCAN 
31618 
.74 



Seq. No. 



28180 



Seq. ID OJ000250_97.0214.C17 



27885 



Gene No. 


57982 


Strand 


+ 


Start 


291 


End 


362 


Name 


OJ000250 97.0214.C17.ol.gs 


Method 


GENSCAN 


Start 


291 


End 


362 


GI 


none 


Score 


.77 


Exons 


291. .362 






Seq. No. 


28181 


Seq. ID 


OJ000250_97 . 0214 . C18 


Gene No. 


57983 


Strand 


+ 


Start 


299 


End 




Name 


OJ000250 97.0214.C18.ol.gs 


Method 


GENSCAN 


Start 


299 


End 


3120 


GI 


none 


Score 


.68 


Exons 


299.. 728, 1002.. 1064, 1216. 


.1353, 1636. 


,.1834, 1876. .1996, 




2696. .2773, 2893.. 3120 






Seq. No. 


28181 


Seq. ID 


OJ000250_97.0214.C18 


Gene No. 


57984 


Strand 


+ 


Start 


13111 


End 


17075 


Name 


OJ000250 97.0214.C18.ol.np 


Method 


AAT/NAP 


Start 


13111 


End 


17075 


GI 


6523547 


Score 


156 


Exons 


13111. .13373, 14584. .14940, 


15107. .15386, 17007. .17075 


GI Descrip. 


(AJ242540) hydroxyproline-rich .^glycoprotein DZ-HRGP [Volvox 




carteri f . nagariensis] 






Seq. No. 


28181 


Seq. ID 


OJ000250_97.0214.C18 


Gene No. 


57985 


Strand 




Start 


11104 


End 


11715 


Name 


OJ000250 97.0214.C18.o3.gs 


Method 


GENSCAN 


Start 


11104 


End 


11715 


GI 


none 


Score 


.71 


Exons 


11104. .11715 






Seq. No. 


28181 


Seq. ID 


OJ000250_97 . 0214 .C18 


Gene No. 


57986 


Strand 




Start 


12984 


End 


13872 


Name 


OJ000250 97.0214.C18.o4.gs- 


Method 


GENSCAN 


Start 


12984 


End 


13872 


GI 


none 


Score 


.99 


Exons 


12984. .13065, 13778.. 13872 






Seq. No. 


28181 


Seq. ID 


OJ000250_97 . 0214 . C18 


Gene No. 


57987 


Strand 




Start 


25383 


End 


34583 


Name 


OJ000250 97.0214.C18.o2.np 


Method 


AAT/NAP 


Start 


25383 


End 


31152 


GI 


6523547 


Score 


173 


Exons 


25383. .25943, 26088 . .26354, 


28460. .28644, 29621 .. 297 13, 




31049.. 31152 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f . nagariensis] 






Seq. No. 


28181 


Seq. ID 


OJ000250_97 . 0214 . C18 


Gene No. 


57987 


Strand 




Start 


25383 


End 


34583 


Name 


OJ000250 97.0214.C18.o6.gs 


Method 


GENSCAN 



27886 




Start 


28174 


End 


29771 




GI 


none 


Score 


.65 




Exons 


28174. .28277, 28344.-28488, 


29613. .29771 




Seq. No. 


28181 


Seq. ID 


OJ000250_97.0214 


.C18 


Gene No. 


o / yo / 


Strand 






Start 


25383 


End 


34583 




Name 


OJ000250 97.0214.C18.o7.gs 


Method 


GENSCAN . Vf 




Start 


30240 


End 


34583 




GI 


none 


Score. 


.82 




Exons 


30240. .30277, 30652 30742, 


34026. .34095, 34405.. 34583 




Seq. No. 


28182 


Seq. ID 


OJ000250 90 0214 


.CI 


Gene No. 


57988 


Strand 








1 


End 


»j y \j 




Name 


OJ000250 90.0214.Cl.ol.np 


Method 


AAT /MAP 




Start 


1 


End 


J .7 D 




GI 


5803259 


Score 






Exons 


1..596 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28182 


Seq. ID 


OJ000250_90.0214 


.CI 


Gene No. 


57988 


Strand 


+ 




Start 


1 


End 


596 




Name 


OJ000250 90.0214 .Cl.ol.gs 


Method 


GENSCAN 




Start 


56 


End 


549 




GI 


none 


Score 


.52 




Exons 


56. .549 








Seq. No. 


28183 


Seq. ID 


OJ000250_90.0214 


.C2 


Gene No. 


57989 


Strand 






Start 


1 


End. 


656 




Name 


OJ000250 90.0214.C2.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


617 




GI 


6729531 


Score 


376 




Exons 


1. .617 








GI Descrip. 


(AL132977) anthranilate phosphoribosyltransf erase-like 


protein 




[Arabidopsis thaliana] 








Seq. No. 


28183 


Seq. ID 


OJ000250_90.0214 


,C2 


bene ino • 


57989 


Strand 






Start 


1 


End 


656 




Name 


OJ000250 90.0214.C2.ol.gs 


Method 


GENSCAN 




Start 


8 


End 


656 




GI 


none 


Score 


.84 




Exons 


8. .491, 511. .656 








Seq. No. 


28183 


Seq. ID 


OJ000250_90.0214 


• C2 


bene no. 


57989 


Strand 






Start 


1 


End 


656 




Name 


OJ000250 90.0214.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


71 


End 


461 




GI 


none 


Score 


68 




Exons 


71. .178, 185. .262, 186. .257, 


257. .460, 


270. .461 




Seq. No. 


28183 


Seq. ID 


OJ000250_90.0214 


.C2 


Gene No. 


57989 


Strand 







27887 



Start 


1 


End 


656 




Name 


OJ000250 90.0214.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


206 


End 


461' 




GI 


none 


Score 


58 




Exons 


206. .262, 207. .278, 257. .460, 


270. .461 






Seq. No. 


28183 


Seq. ID 


OJ000250_90.0214 


.C2 


Gene No. 


o / yo y 


o Tirana. 






Start 


1 


End 


656 




Name 


OJ000250 90.0214.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


296 


End 


539 




GI 


none 


Score 


88 




Exons 


296. .460, 297. .461, 480. .539, 


490. .537 






Seq. No. 


28184 


Seq. ID 


OJ000250_90.0214 


.C5 


Gene No . 


57990 


Strand 


i 

T 




Start 


173 


End 


3049 




Name 


OJ000250 90.0214.C5.ol.gs 


Method 


GENSCAN 




Start 


173 


End 


3049 




GI 


none 


Score 


.43 




Exons 


173. .221, 446. .630, 1068..1094, 1223.. 


1245, 2974. .3049 




Seq. No. 


28184 


Seq. ID 


OJ000250_90.0214 


.C5 


bene no . 


57991" 


Strand 






Start 


3576 


End 


3976 




Name 


OJ000250 90.0214.C5.o2.gs 


Method 


GENSCAN 




Start 


3576 


End 


3976 




GI 


none 


Score 


.77 




Exons 


3576.-3795, 3894. .3976 








Seq. No. 


28185 


Seq. ID 


OJ000250_90.0214 


.C6 


Gene No. 


57992 


Strand 


+ 




Start 


13 


End 


706 




Name 


OJ000250 90.0214.C6.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


706 




GI 


none 


Score 


.56 




Exons 


13. .175, 585. .706 








Seq. No. 


28185 


Seq. ID 


OJ000250_90.0214 


.C6 


Gene No. 


57993 


Strand 


+ 




Start 


2598 


End 


3265 




Name 


OJ000250 90.0214.C6.ol.np 


Method 


AAT/NAP 




Start 


2598 


End 


3265 




GP 


6970289 


Score 


395 




Exons 


2598. .3265 








GI Descrip. 


(AC021666) hypothetical protein, 5' partial [Arabidopsis 




thaliana] 








Seq. No. 


28185 


Seq. ID 


OJ000250_90.0214 


.C6 


Gene No. 


57994 


Strand 






Start 


8718 


End 


9277 




Name 


OJ000250 90.0214.C6.ol.gp 


Method 


AAT/GAP 




Start 


8718 


End 


9277 




GI 


2798068 


Score 


372 




Exons 


8718.. 8763, 9126.. 9277 








Seq. No. 


28185 


Seq. ID 


OJ000250_90.0214 


.C6 



27888 




Gene No. 


57995 








Strand 


- 


Start 


9798 








End 


11277 


Name 


OJ000250 90. 


0214 


.C6.o3. 


gs 


Method 


GENS CAN 


Start 


9798 








End 


11261 


GI 


none 








Score 


.71 


Exons 


9798. .9826, 


9950 


. .10034 


, 10114. .10191, 


10527. .10643, 




10959. .11261 










Seq. No. 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No. 


57995 








Strand 




Start 


9798 








End 


11277 


Name 


OJ000250 90. 


0214 


.C6.o2. 


np 


Method 


AAT/NAP 


Start . 


10938 








End 


11277 


GI 


2245007 








Score 


183 


Exons 


10938. .11277 










GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No. 


57996 








Strand 




Start 


13600 








End 


13863 


Name 


OJ000250_90. 


0214 


.C6.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2607 








End 


2885 


GI 


none 








Score 


44 


Exons v : 


2607. .2657, 


2660 


. . 2884, 


2661. . 


2885 




Seq. No. 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No. 


57996 








Strand 




Start 


13600 








End 


13863 


Name 


OJ000250_90. 


0214 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2723 








End 


3080 


GI 


none 








Score 


270 


Exons 


2723. .3079, 


2724 


. .2969, 


2739. . 


3080, 3012.. 3080 


Seq. No. 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No. 


57996 








Strand 




Start 


13600 








End 


13863 


Name 


OJ000250 90. 


0214 


,C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8483 








End 


9215 


GI 


none 








Score 


44. 


Exons 


8483. .8536, 


8485 


. .8529, 


8556. . 


8768, 8620.. 8763, 9106.. 9180, 




9123. .9215, 


9126 


. .9215 








Seq. No.- 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No.. 


57996 








Strand 




Start 


13600 








End 


13863 


Name 


OJ000250 90. 


0214 


-C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8626 








End 


9215 


GI 


none 








Score 


77 


Exons 


8626. .8763, 


8629 


. .8763, 


8645. . 


8770, 8697. .8768, 9123. .9215 


Seq. No. 


28185 








Seq. ID 


OJ000250_90.0214.C6 


Gene No. 


57996 








Strand 




Start 


13600 








End 


13863 


Name 


OJ000250 90. 


0214 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


10136 








End 


11270 


GI 


none 








Score 


75 



Exons 10136. .10192, 10138 .. 10191, 10932 .. 11135, 10950 .. 11102, 



27889 




11139. .11240, 11140. .11169, 11175.. 11270 



Seq. No. 


28185 


Seq. ID 


OJ000250_90.0214 


.C6 


Gene No. 


57996 


Strand 


- 




Start 


13600 


End 


13863 




Name 


OJ000250 90.0214.C6.o4.gs 


Method 


GENSCAN 




Start 


13600 


End 


13863 




GI 


none 


Score 


• .41 




Exons 


13600. .13863 








Seq. No. 


28186 


Seq. ID 


OJ000250_90.0214 


.C7 


Gene No. 


57997 


Strand 


+ 




Start 


275 


End 


839 




Name 


OJ000250 90.0214.C7.ol.gs 


Method 


GENSCAN 




Start 


275 


End 


839 




GI 


none 


Score 


.8 




Exons 


275.-434, 496. .596, 633. .839 








oeq. wo . 


OQ1 QC 


Seq. ID 


OJ000250_90.0214 


CI 


Gene No. 


57998 


Strand 






Start 


1 


End 


1567 




Name 


OJ000250 90.0214.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1567 




GI 


6063557 


Score 


295 




Exons 


1..61, 310. .510, 1490. .1567 








GI Descrip. 


(AP000615) similar to dJ522J7. 


2 (Z98885) [Oryza sativa] 




Seq. No. 


28187 


Seq. ID 


OJ000250_90.0214 


.C8 


Gene No. 


57999 


Strand 


+ 




Start 


166 


End 


1303 




Name 


OJ000250 90.0214.C8.ol.gs 


Method 


GENSCAN 




Start 


166 


End 


1303 




GI 


none 


Score 


.72 




Exons 


166. .194, 775. .955, 978. .1124, 


1129. .1303 




oeq. wo. 


9 ft 1 ft 1 


Seq. ID 


OJ000250_90.0214 




Gene No. 


58000 


Strand 






Start 


605 


End 


1322 




Name 


OJ000250 90.0214.C8.ol.gp 


Method 


AAT/GAP 




Start 


605 


End 


1322 




GI 


64147 1.R1084 


Score 


1395 




Exons 


605. .1322 








GI Descrip. 


■4240033/dbj |BAA74803.1| 6.0e- 


•32 (AB018587) ZmGRla [Zea 


mays] 1 


Seq. No. 


28187 


Seq. ID 


OJ000250_90.0214 


.C8 


Gene No. 


58000 


Strand 






Start 


605 


End 


1322 




Name 


OJ000250 90.0214.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


845 


End 


1209 




GI 


none 


Score 


120 




Exons 


845. .979, 845. .979, 981. .1118, 


982. .1107, 1174. .1209, 1177. .1209 


Seq. No. 


28187 


Seq. ID 


OJ000250_90.0214 


.C8 


Gene No. 


* 58000 


Strand 






Start 


605 


End 


1322 




Name 


OJ000250 90.0214.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


860 


End 


1112 





27890 




GI 


none 


Score 


75 




Exons 


860. .979, 869.. 979, 981.. 1112, 


988. .1104 




Seq. No. 


28187 


Seq. ID 


OJ000250_90 


.0214.C8 


Gene No. 


58000 


Strand 






Start 


605 


End 


1322 




Name 


OJ000250 90.0214.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


863 


End ■ 


1115 ■ 




GI 


none 


Score 


86 




Exons 


863.-979, 876..977, 981. .1115, 


982. .1101 




Seq. No. 


28187 


Seq. ID 


OJ000250_90 


.0214. C8 


Gene No. 


58000 


Strand 






Start 




End 


1322 




Name 


OJ000250 90.0214.C8.ol.np 


Method 


AAT/NAP 




Start 


866 


End 


1250 




GI 


4240033 


Score 


391 




Exons 


866. .1250 








GI Descrip. 


(AB018587) ZmGRla [Zea mays] 








Seq. No. 


28187 


Seq. ID 


OJ000250_90 


.0214. C8 


Gene No. 


58000 


Strand 






Start 


605 


End 


1322 




Name 


OJ000250 90.0214.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


869 


End 


1115 




GI 


none 


Score 


99 . 




Exons 


869..979, 870. .977, 981. .1115, 


985. .1098 




Seq. No. 


28188 


Seq. ID 


OJ000250_90 


.0214. C9 


Gene No. 


58001 


Strand 


+ 




Start 


543 


End 


2638 




Name 


OJ000250 90.0214.C9.ol.gs 


Method 


GENSCAN 




Start 


543 


End 


2638 




GI 


none 


Score 


.49 




Exons 


543.. 601, 1553.. 1690, 2173.. 2376, 2437 


..2638 




Seq. No. 


28188 


Seq. ID 


OJ000250_90 


.0214. C9 


Gene No. 


58002 


Strand 






Start 


1092 


End 


1203 




Name 


OJ000250 90.0214.C9.ol.gp 


Method 


AAT/GAP 




Start 


1092 


End 


1203 ■ 




GI 


LIB3477-003-P1-K1-E9 


Score 


101 




Exons 


1092. .1203 








GI Descrip. 


'249858'6/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


28188 


Seq. ID 


OJ000250_90 


.0214. C9 


Gene No. 


58003 


Strand 






Start 


3887 


End 


4133 




Name 


OJ000250 90.0214.C9.o2.gs 


Method 


GENSCAN 




Start 


3887 


End 


4133 




GI 


none 


Score 


.61 




Exons 


3887.-3927, 4007. .4133 








Seq. No. 


28188 


Seq. ID 


OJ000250_90 


.0214. C9 


Gene No. 


58004 


Strand 







27891 



Start 


6080 


End 


6379 


Name 


OJ00025Q 90 . 0214 . C9 . 02 . gp 


Method 


AAT/GAP 


Start 


6080 


End 


6379 


GI 


587 1.R1084 


Score 


521 


Exons 


6080. .6379 






GI Descrip. 


'1084461/piri IS53012 3.0e-47 


RCc3 protein - rice >gi 786132 




(L27208) RCc3 [Oryza sativa] 1 






Seq. No. 


28189 


Seq. ID 


OJ000250_90. 0214. C10 


Gene No. 


58005 


Strand 




Start 


1 


End 


162 


Name 


ujuuuzou yu . uzi4 . uiu . oi . gp 


Method 


AAT/GAP 


Start 


1 


End 


162 


GI 


587 1.R1084 


Score 


219 


Exons 


1. .162 






GI Descrip. 


•1084461/pir | IS53012 3.0e-47 


RCc3 protein - rice >gi 786132 




(L27208) RCc3 [Oryza sativa]' 






Seq. No. 


28190 


Seq. ID 


OJ000250_90.0214.C15 


Gene No. 


58006 


Strand 




otart 


543 


End 


718 


Name 


OJ000250 90.0214.C15.ol.np 


Method 


AAT/NAP 


Start 


543 


End 


718 


GI 


5081541 


Score 


47 


Exons 


543. .718 






GI Descrip. 


" (AF129458) class II DNA photolyase [Chlamydomonas reinhardtii] 


Seq. No. 


28191 


Seq. ID 


OJ000250_90.0214.C17 


Gene No. 


58007 


Strand 




Start 


34 


End 


680 


Name 


OJ000250 90.0214.C17.ol.gs 


Method 


GENSCAN 


Start 


34 


End 


674 


GI 


none 


Score 


.79 


Exons 


34. .195, 307. .358, 449. .537, 


618. .674 




Seq. No. 


28191 


Seq. ID 


OJ000250_90.0214.C17 


Gene No. 


58007 


Strand 




Start 


34 


End 


680 


Name 


OJ000250 90.0214.C17.ol.np 


Method 


AAT/NAP 


Start 


78 


End 


680 


GI 


3023713 


Score 


280 


Exons 


78. .195, 307. .358, 449. .537, 


618. .680 




GI Descrip.' 


ENOLASE ( 2 - PHOS PHOGLYCERATE DEHYDRATASE) ( 2-PH0SPH0-D-GLYCERATE 




HYDRO-LYASE) (OSE1) gi 1780372 


(U09450) 


enolase [Oryza sativa] 


Seq. No. 


28191 


Seq. ID 


OJ000250_90.0214.C17 


Gene No. 


58007 


Strand 




Start 


34 


End 


680 


Name 


OJ000250 90.0214.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


131 


End 


669 


GI 


none 


Score 


94 


Exons 


131. .211, 139. .219, 139. .204, 


306. .359, 


307.. 375, 307.. 360, 




449. .538, 451. .540, 451. .540, 


615. .668, 


616. .669 


Seq. No. 


28191 


Seq. ID 


OJ000250_90.0214.C17 


Gene No. 


58007 


Strand 




Start 


34 


End - 


680 



27892 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_90 . 0214 . C17 . ol . ts Method 
131 End 
none Score 



TBLASTX : Soybean 

671 

88 



131. .214, 139. .204, 307. .360, 308. .361, 316. .375, 449. .538, 
449. .538, 451. .540, 451. .540, 615. .671, 616. .666 



28191 
58007 
34 

OJ000250_90 . 0214 . C17 . ol . tc 
137 
none 

137. .211, 139. .204, 307. .360, 308. .361, 449. .538, 449 
451. .540, 454. .546, 602. .658, 615. .671, 616. .669 



Seq. ID OJ000250_90.0214.C17 
Strand 

End 680 

Method , TBLASTX : Cress 

End '671 

Score 87 

538, 



28191 
58007 
34 

OJ000250_90.0214.C17.ol.gp 
138 

426_1.R1084 
138.. 195, 307 



OJ000250 90.0214.C17 



Seq. ID _ 
Strand 
End 680 
Method AAT/GAP 
End 680 
Score 398 
618. .680 

, 3023713/sp|Q42971 |ENO_ORYSA 0.0e+00 ENOLASE (2-PHOSPHOGLYCERATE 
DEHYDRATASE) ( 2-PHOSPHO-D-GLYCERATE HYDRO-LYASE) (OSE1) 
>gi 780372 (U09450) enolase [Oryza sativa] 1 . 



.358, 449.-537, 



Seq. No. 


28192 




Seq. ID 


OJ000250_90 


.0214.C18 


Gene No. 


58008 




Strand 


+ • 




Start 


1 




End 


370 




Name 


OJ000250 90 


.0214.C18.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


370 




GI 


4959167 




Score 


181 




Exons 


1. .370 










GI Descrip. 


(AF084416) 


calmodulin mutant 


SYNCAM58C 


[synthetic 


construct] 


Seq. No. 


28192 




Seq. ID 


OJ000250_90 


.0214.C18 


Gene No. 


58009 




Strand 






Start 


49 




End 


233 




Name 


OJ000250 90 


.0214.C18.ol.gs 


Method 


GEN SCAN 




Start 


49 




End 


233 




GI 


none 




Score 


.7 




Exons 


49. .233 










Seq. No. 


28193 




Seq. ID 


OJ000250_90 


.0214.C21 


Gene No. 


58010 




Strand 






Start 


99 




End 


266 




Name 


OJ000250 90 


.0214 .C21.ol.gs 


Method 


GENSCAN 




Start 


99 




End 


266 




GI 


none 




Score 


.77 




Exons 


99. .266 










Seq. No. 


28194 




Seq. ID 


OJ000250_90 


.0214.C22 


Gene No. 


58011 




Strand 






Start 


552 




End 


688 




Name 


OJ000250 90 


.0214.C22.ol.gs 


Method 


GENSCAN 




Start 


552 




End 


688 




GI 


none 




Score 


.57 





27893 




Exons 


552. .688 
















Seq. No. 


28195 






Seq. ID 


OJ000250_ 


90. 


0214 


.C24 


Gene No. 


58012 






Strand 


+ 








Start 


642 






End 


711 








Name 


OJ000250 90. 


0214.C24.ol. 


gs 


Method 


GENS CAN 








Start 


642 






End 


711 








GI 


none 






Score 


.61 








Exons 


642. .711 
















Seq. No. 


28196 






Seq. ID 


OJ000250_ 


90. 


0214 


.C28 


Gene No. 


58013 






Strand 










Start 


199 






End 


623 








Name 


OJ000250 90. 


0214 .C28.ol. 


gp 


Method 


AAT/GAP 








Start 


199 






End 


458 








GI 


3768860 






Score 


424 








Exons 


199. .458 
















Seq. No. 


28196 






Seq. ID 


OJ000250_ 


90. 


0214 


,C28 


Gene No. 


58013 






Strand 










Start 


199 






End 


623 








Name 


OJ000250 90. 


0214.C28.o2. 


gp 


Method 


AAT/GAP 








Start 


326 






End 


623 








GI 


64147 1.R1084 




Score 


547 








Exons 


.326. .623 - 
















GI Descrip. 


'4240033/cibj 


IBAA74803.il 


6.0e 


-32 (AB018587) ZmGRla 


[Zea mays] 


Seq. No. 


28196 






Seq. ID 


OJ000250_ 


90. 


0214 


.C28 


Gene No. 


58013 






Strand 










Start 


199 






End 


623 








Name 


OJ000250 90. 


0214.C28.ol. 


crs 


Method 


GENS CAN 








Start 


411 






End 


582 








GI 


none ~ 






Score 


.86 








Exons 


411. .582 
















Seq. No. 


28197 






Seq. ID 


OJ000250_ 


90. 


0214 


.C29 


Gene No. 


58014 






Strand 










Start 


15 






End 


404 








Name 


OJ000250 90.' 


0214.C29.ol. 


OS 


Method 


GENSCAN 








Start 


15 




End 


404 








GI 


none 






Score 


.58 








Exons 


15. .130, 243 


..298, 351.. 


404 












Seq. No. 


28198 






Seq. ID 


OJ000250_ 


90. 


0214 


.C30 


Gene No. 


58015 






Strand 


+ 








Start 


70 






End 


503 








Name 


OJ000250 90. 


0214.C30.ol. 


QS 


Method 


GENSCAN 








Start 


70 






End 


503 








GI 


none 






Score 


.41 








Exons 


70. .503 
















Seq. No. 


28199 






Seq. ID 


OJ000250_ 


90. 


0214 


.C31 


Gene No. 


58016 






Strand 


+ 








Start 


352 






End 


1094 








Name 


OJ000250 90. 


0214.C31.ol. 


gs 


Method 


GENSCAN 








Start 


352 




End 


1094 








GI 


none 






Score 


.77 









27894 



Exons 



352. .463, 844. .1094 



Seq. No. 


28200 




Seq. ID 


OJ000250 


Gene No. 


58017 




Strand 


+ 


Start 


722 




End 


1292 


Name 


OJ000250 90.0214.C32.ol 


. gs 


Method 


GEN SCAN 


Start 


722 




End 


•1209 


GI 


none 




Score 


.83 


Exons 


722. .1209 








Seq. No. 


28200 




Seq. ID 


OJUUUzoU 


Gene No. 


58017 




Strand 


+ 


Start 


722 




End 


1292 


Name 


OJ000250 90.0214.C32.ol 


.np 


Method 


AAT/NAP 


Start 


722 




End 


1292 


GI 


5803259 




Score 


989 


Exons 


722. .1292 








GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28201 




Seq. ID 




Gene No. 


58018 




Strand 


+ 


Start 


1 




End 


1241 


Name 


OJ000250 90.0214.C33.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1241 


GI 


5803259 




Score 


1674 


Exons 


1..55, 151. .334, 377. .1241 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


28201 




Seq. ID 


OJ000250 


Gene No. 


58018 




Strand 


+ 


Start 


1 




End 


1241 


Name 


OJ000250 90.0214.C33.ol 


. gs 


Method 


GENSCAN 


Start 


151 




End 


1219 


GI 


none 




Score 


.73 


Exons 


151. .1219 








Seq. No. 


28202 




Seq. ID 


OJ000250 


Gene No. 


58019 




Strand 




Start 


1 




End 


14 9 


Name 


OJ000250 90.0214.C34.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


149 


GI 


2428323 




Score 


258 


Exons 


1..149 









GI Descrip. 5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 


309 




End 


1947 




Name 


OJ000250 


90.0214.C34.o2.tm 


Method 


TBLASTX: Maize 




Start 


291 




End 


452 




GI 


none 




Score 


117 




Exons 


291. .452, 


313. .447 








Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 


309 




End 


1947 





27895 




Name 


OJ000250 90.0214.C34.ol.gs 


Method 


GENSCAN 


Start 


309 


End 


1888 


GI 


none 


Score 


.92 


Exons 


309. .1888 






Seq. No. 


28202 


Seq. ID 


OJ000250_90.0214 


Gene No. 


58020 


Strand 




Start 


309 - 


End 


1947 


Name 


OJ000250 90.0214.C34.ol.np 


Method 


AAT/NAP 


Start 


312 


End 


1947 


GI 


6498441 


Score 


2536 


Exons 


312. .593, 687. .1947 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 


309 




End 


1947 




Name 


OJ000250 90 


.0214.C34.o2.tw 


Method 


TBLASTX: Wheat 




Start 


321 




End 


923 




GI 


none 




Score 


81 




Exons 


321. .446, 325. .447, 639. .923, 


640. .783, 


820. .918, 848.. 


919 


Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 






End 


1947 




Name 


OJ000250 90 


.0214.C34.ol.tw 


Method 


TBLASTX: Wheat 




Start 


924 




End 


1305 




GI 


none 




Score 


169 




Exons 


924. .1304, 


955. .1203, 963. .1208, 1249.. 


1305 




Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 


309 




End 


1947 




Name 


OJ000250 90 


.0214.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


1080 




End 


1442 




GI 


none 




Score 


204 




Exons 


1080. .1127, 


1119. .1442, 1132. 


.1413 






Seq. No. 


28202 




Seq. ID 


OJ000250_90.0214 


.C34 


Gene No. 


58020 




Strand 






Start 


309 




End 


1947 




Name 


OJ000250 90 


.0214.C34.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1635 




End 


1926 




GI 


none 




Score 


57 




Exons 


1635. .1925, 


1771. .1926 








Seq. No. 


28203 




Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 




Strand 






Start 


1 




End 


2707 




Name 


OJ000250 90 


.0214.C35.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2529 




GI 


6498441 




Score 


2956 




Exons 


1..50, 234. 


.607, 671. .1134, 1465. .2529 






GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



27896 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250 90.0214.C35.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2707 




GI 


5042454 


Score 


1609 




Exons 


1..32, 1272. .1372, 1639.. 2707 






* 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250_90 . 0214 . C35 . ol . tm 


Method 


TBLASTX : Maize 




Start 


113 


End 


469 




GI 


none 


Score 


125 




Exons 


113. .418, 113... 469, 123. .434 








Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250_90.0214 .C35.ol. tw 


Method 


TBLASTX: Wheat 




Start 


137 


End. 


600 




GI 


none 


Score ; 


229 




Exons 


137. .598, 143. .598, 144. .599, 


157. .600 






Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250 90.0214 .C35.ol.ts 


Method 


TBLASTX : Soybean 




Start 


194 


End 


559 




GI 


none 


Score 


117 




Exons 


194. .328, 335. .559 








Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250 90.0214.C35.o2.tw 


Method 


TBLASTX: Wheat 




Start 


791 


End 


1250 




GI 


none 


Score 


73 




Exons 


791. .985, 791. .1249, 795. .1055, 1077.. 


1250 




Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


.C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250 90.0214.C35.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1988 


End 


2540 




GI 


none 


Score 


96 




Exons 


1988.. 2245, 2022.. 2261, 2228. 


.2326, 2229.. 2321, 2333.. 2380, 




2505. .2540 








Seq. No. 


28203 


Seq. ID 


OJ000250_90.0214 


-C35 


Gene No. 


58021 


Strand 






Start 


1 


End 


2707 




Name 


OJ000250 90.0214.C35.o2.tm 


Method 


TBLASTX: Maize 




Start 


2090 


End - 


2374 





27897 




GI 


none " 




Score 


60 




Exons 


2090. .2338, 


2102. .2374 








Seq. No. 


28204 




Seq. ID 


OJ000250_90.0214 


.C38 


Gene No. 


58022 




Strand 


+ 




Start 


obU 




tina 


do y 




Name 


OJ000250 90 


.0214.C38.ol.np 


Method 


AAT/NAP 




Start 


360 




End 


689 




GI 


5852182 




Score 


346 




Exons 


360. .689 










GI Descrip. 


(AL117265) 


zhb0012.1 [Oryza 


sativa] 






Seq. No. 


28204 




Seq. ID 


OJ000250_90.0214 


.C38 


Gene No. 


c o r\ o o 




Strand 






Start 


309 




End 


524 




Name 


OJ000250 90 


.0214.C38.ol.gs 


Method 


GENSCAN 




Start 


309 




End 


524 




GI 


none 




Score 


.52 




Exons 


309. .524 










Seq. No. 


28205 




Seq. ID 


OJ000250_90.0214 


.C41 


Gene No. 


58024 




Strand 






btart 


i 






/ZD 




Name 


. OJ000250 90 


.0214.C41.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


725 




GI 


4234854 




Score 


575 




Exons 


1. .725 










GI Descrip. 


(AF082134) 


pol polyprotein 


[Zea mays] 






Seq. No. 


28205 




Seq. ID 


OJ000250_90.0214 


.C41 


Gene No . 


c o n o a 




Strand 






Start 


1 




End 


725 




Name 


OJ000250 90 


.0214.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


232 




GI 


none 




Score 


87 




Exons 


3. .224, 11. 


.232 








Seq. No. 


28205 




Seq. ID 


OJ000250_90.0214 


.C41 


Gene No.' 


58024 




Strand 






Q+- a v+- 

o uar u 


± 




LllQ 


/ZD 




Name 


OJ000250 90 


.0214.C41.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11 




End 


232 




GI 


5509260 




Score 


93 




Exons 


11. .232, 27 


. .224 








GI Descrip. 


- 










Seq. No. 


28205 




Seq. ID 


OJ000250_90.0214 


.C41 


Gene No. 


C O A O A 

5o0z4 




Strand 






Start 


1 




End 


725 




Name 


OJ000250 90 


.0214.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14 




End 


281 




GI 


none 




Score 


114 




Exons 


14. .280, 15 


. .281 








Seq. No. 


28205 




Seq. ID 


OJ000250_90.0214 


.C41 


Gene No. 


58024 




Strand 






Start 


1 




End 


725 





27898 



Name 


OJ000250 90.0214.C41 


. ol . gs 


Method 


GENSCAN 




Start 


146 




End 


632 




GI 


none 




Score 


.7 * 




Exons 


146. .632 










Seq. No. 


28206 




Seq. ID 


OJ000250 


__90.0214.C4 


Gene No. 


58025 




Strand 






Start 


241 




End 


288 




Name 


OJ000250 90.0214. C42 


.ol .gs 


Method 


GENSCAN 




Start 


241 




End 


288 




GI 


none 




Score 


.95 




Exons 


241. .288 










Seq. No. 


28207 




Seq. ID 


OJ000250 


_90.0214.C4 


Gene No. 


58026 




Strand 






Start 


1 




End 


426 




Name 


OJ000250 90.0214.C43 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


426 




GI 


5915832 




Score 


428 




Exons 


1. .426 










GI Descrip. 


CYTOCHROME P450 76C2 


gi I 297954 9 | gb | AAC06158 . 1 1 


(AC003680) 




putative cytochrome 


P450 [Arabidopsis 


thaliana] 





Seq. No. 28207 

Gene No. 58026 

Start 1 

Name OJ000250_90 . 0214 . C4 3 . ol . tc 

Start 1 

GI none 

Exons 1..417, 3. .425, 201. .425 



Seq. ID OJ000250_90.0214.C43 
Strand 

End 426 

Method TBLASTX : Cress 

End 425 

Score 310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. . 

Exons; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28207 
58026 
1 

OJ000250_90 . 0214 . C4 3 . ol . tm 
3 

none 

3. .50, 4. .48, 54. .416, 55. .417, 209 



Seq. ID OJ000250_90.0214 .C43 
Strand 

End 426 

Method TBLASTX : Maize 

End 418 

Score 56 
418 



28207 
58026 
1 

OJ000250_90.0214.C43.ol.ts 
3 

none 

3. .425, 4. .405 

28207 
58026 
1 

OJ000250__90.0214.C43.ol.gs 
32 

none 
32. .365 



Seq. ID OJ000250_90.0214.C43 
Strand 

End 426 

Method TBLASTX : Soybean 

End 425 

Score 228 



Seq. ID OJ000250_90.0214.C43 
Strand 

End 426 

Method GENSCAN 

End 365 

Score .72 



Seq. No. 
Gene No. 



28207 
58026 



Seq. ID OJ000250_90.0214 .C43 
Strand 



27899 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_90.0214.C43.ol.tw 

108 

none 

108. .416, 117. .257, 313. .417 



End 

Method 

End 

Score 



426 

TBLASTX: Wheat 

417 

67 



28208 
58027 
1 

OJ000250_90.0214.C44 .ol.np 
1 

3929333 
1..312 

CYTOCHROME P450 76B1 (7-ETHOXYCOUMARIN O-DEETHYLASE) (ECOD) 
(PHENYLUREA DEALKYLASE) gi | 2370230 | emb | CAA7 1054 | (Y09920) 
7-ethoxycoumarin O-deethylase [Helianthus tuberosus] 



Seq. ID OJ000250_90.0214.C44 
Strand 

316 

AAT/NAP 
312 
224 



End 

Method 

End 

Score 



Seq. No. 


28208 




Seq. ID 


/~\ T A A A O C A A A A A 1 A 

OJ000250_90 .0214 


. C4 4 


Gene No. 


58027 




Strand 






Start 


1 




End 


316 




Name 


OJ000250 90.0214 


.C44.ol.tm 


Method 


TBLASTX: Maize- 




Start 


1 




End 


316 




GI 


none 




Score 


229 




Exons 


1..177, 2.. 202, 


5S..228, 287 


. .316 






Seq. No. 


28208 




Seq. ID 


OJ000250 90.0214 


. C44 


Gene No. 


58027 




Strand 






Start 


1 




End 


316 




Name 


OJ000250 90.0214 


.C44.ol.gs 


Method 


GENSCAN 




Start 


9 




End 


193 




GI 


none 




Score 


.41 




Exons 


9. .193 










Seq. No. 


28208 




Seq. ID 


OJ000250_90.0214 


.C44 


Gene No. 


58027 




Strand 






Start 


1 




End 


316 




Name 


OJ000250 90.0214 


.C44.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16 




End 


202 




GI 


none 




Score 


107 




Exons 


16. .177, 17. .202 










Seq. No. 


28208 




Seq. ID 


OJ000250_90.0214 


.C44 


Gene No. 


58027 




Strand 






Start 


1 




End 


316 




Name 


OJ000250 90.0214 


.C44.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16 




End 


213 




GI 


none 




Score 


168 




Exons 


16. .174, 17. .205 


, 118. .213 








Seq. No. 


28209 




Seq. ID 


OJ000250_90.0214 


.C45 


Gene No. 


58028 




Strand 






Start 


1 




End 


603 




Name 


OJ000250 90.0214 


. C45.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


516 




GI 


426 2.R1084 




Score 


387 




Exons 


1..58, 286. .360, 


436. .516 








GI Descrip. 


'2661039 5.0e-49 


(AF035286) 


alpha enolase [Homo sapiens 


] 1 



27900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



28209 
58028 
1 

OJ000250_90 . 0214 . C4 5 . ol . tc 
1 

none 



Seq. ID OJ000250_90.0214.C45 

Strand 

End 603 

Method TBLASTX : Cress 

End 530 

Score 79 



1..60, 2. .64, 3. .59, 254. .361, 284. .361, 286. .366, 415. .-522, 
437. .520, 438. .521, 453. .530 



Seq. ID OJ000250_90.0214.C45 
Strand 
End 603 
Method AAT/NAP 
End 603 
Score 285 
1..58, 286. .360, 436. .525, 582. .603 

ENOLASE ( 2 - PHOS PHOGL YCERATE DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) (OSE1) gi | 780372 (U09450) enolase [Oryza sativa] 



28209 
58028 
1 

OJ000250_90.0214.C45.ol.np 
1 

3023713 



28209 
58028 
1 

OJ000250_90.0214.C45.ol.tm 
1 

none 



Seq. ID OJ000250_90.0214.C45 
Strand 

End 603 

Method TBLASTX: Maize 

End 530 

Score 87 



1..60, 2. .64, 3.-59, 284. .361, 286. .366, 290. .361, 415. .522, 
437. .520, 453. .530 



28209 
58028 
1 

OJ000250_90 . 0214 . C4 5 . ol . ts 
2 

none 



Seq. ID OJ000250_90.0214 .C45 

Strand 

End 603 

Method TBLASTX : Soybean 

End 522 

Score 85 



2. .64, 266. .355, 286. .366, 415. .522, 452. .520 



28209 
- 58028 
1 

OJ000250_90.'0214.C45.ol.gs 

286 

none 

286. .360, 436. .516 



Seq. ID OJ000250_90.0214.C45 
Strand 

End 603 

Method GENSCAN 

End 516 

Score .83 



28210 
58029 
258 

OJ000250_90.0214.C47.ol.np 
180 

4680179 
180. .552 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_90.0214.C47 
Strand 

552 

AAT/NAP 
552 
497 



End 

Method 

End 

Score 



28210 
58029 
258 



Seq. ID OJ000250_90.0214.C47 

Strand 

End 552 



27901 



Name 


OJ000250 


90. 0214 .C47 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


225 




End 


551 




GI 


none 




Score 


67 




Exons 


225. .551, 


276. .407, 277 . .543, 


441. .545 






Seq. No. 


28210 




Seq. ID 


OJ000250_90.0214 


.C47 


Gene No. 


58029 




Strand 






Start 


258 




End 


552 




Name 


OJ000250 


90.0214.C47.ol.gs 


Method 


GENS CAN 




Start 


258 




End 


434 




GI 


none 




Score 


. 68 




Exons 


258. .434 










Seq. No. 


28210 




Seq. ID 


OJ000250_90.0214 


.C47 


Gene No. 


58029 




Strand 






Start 


258 




End 


552 




Name 


OJ000250 


90.0214.C47.ol.tm 


Method 


TBLASTX: Maize 




Start 


276 




End 


509 




GI 


none 




Score 


104 




Exons 


276. .509, 


325. .471, 420. .479 








Seq. No. 


28211 




Seq. ID 


OJ000250 90.0214 


.C48 


Gene No. 


58030 ' 




Strand 






Start 


1 




End 


885 




Name 


OJ000250 


_90.0214.C48.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


885 




GI 


4680179 




Score 


1264 




Exons 


1. .885 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 




Name 


OJ000250 


90.0214.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


22 




End 


279 




GI 


none 




Score 


247 




Exons 


22. .276, 


41. .274, 55. .279 








Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 




Name 


OJ000250 


90.0214.C48.ol.ts 


Method 


TBLASTX : Soybean 




Start 


40 




End 


300 




GI 


none 




Score 


187 




Exons 


40. .300, 


41. .289, 76. .297 








Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 




Name 


OJ000250 


90.0214.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


64 




End 


390 




GI 


none 




Score 


87 




Exons 


64. .207, 


65.. 205, 208.. 390 








Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 





27902 




Name 


OJ000250 90.0214.C48.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


87 




End 


627 




GI 


none 




Score 


122 




Exons 


87. .341, 88. .369, 88. .627, 92 


. .445 






Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 




Name 


OJ000250 90.0214 ,C4 8. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


655 




End 


880 




GI 


none 




Score 


43 




Exons 


655.-879, 662.. 694, 740 


. . 880 








Seq. No. 


28211 




Seq. ID 


OJ000250_90.0214 


.C48 


Gene No. 


58030 




Strand 






Start 


1 




End 


885 




Name 


OJ000250_90 . 0214 . C48 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


655 




End 


880 




GI 


none 




Score 


134 




Exons 


655.. 867, 655.. 879, 662 


. .880 








Seq. No. 


28212 




Seq. ID 


OJ000250_90.0214 


.C49 


Gene No. 


58031 




Strand 






Start • 


1 




End 


369 




Name 


OJ000250 90.0214.C49.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


369 




GI 


4680179 




Score 


248 




Exons 


1. .369 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


28212 




Seq. ID 


OJ000250_90.0214 


.C4 9 


Gene No. 


58031 




Strand 






Start 


1 




End 


369 




Name 


OJ000250 90.0214.C49.ol 


. gs 


Method 


GEN SCAN 




Start 


74 




End 


321 




GI 


none 




Score 


.71 




Exons 


74. .145, 186. .321 










Seq. No. 


28213 




Seq. ID 


OJ000250_90]0214 


.C51 


Gene No. 


58032 




Strand 


+ 




Start 


149 




End 


564 




Name 


OJ000250_90. 0214 .C51.ol 


. gs 


Method 


GENSCAN 




Start 


149 




End 


564 




GI 


none 




Score 


.64 




Exons 


149. .296, 329. .564 










Seq. No. 


28214 




Seq. ID 


OJ000250_90.0214 


.C52 


Gene No. 


58033 




Strand 


+ 




Start 


1 




End 


660 




Name 


OJ000250 90.0214.C52.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


660 




GI 


6815052 




Score 


299 




Exons 


1..22, 299. .660 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


28215 




Seq. ID 


OJ000250_90.0214 


.C54 


Gene No. 


58034 




Strand 


+ 





27903 




Start 


79 


End 


173 




Name 


OJ000250 90.0214.C54.ol.gs 


Method 


GEN SCAN 




Start 


79 


End 


173 




GI 


none 


Score 


.48 




Exons 


79. .173 








Seq. No. 


28216 


■ Seq. ID 


OJ000250_90.0214 


.C55 


Gene No. 


58035 


Strand 


+ 




Start 


1 


End 


97 6 




Name 


OJ000250 90.0214.C55.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


97 6 




GI 


2979554 


Score 


370 




Exons 


1..460, 775. .976 








GI Descrip. 


(AC003680) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


28217 


Seq. ID 


OJ000250_90.0214 


.C57 


Gene No. 


58036 


Strand 






Start 


479 


End 


904 




Name 


OJ000250 90.0214.C57.ol.gs 


Method 


GENS CAN 




Start 


479 


End 


612 




GI 


none 


Score 


.79 




Exons 


479. .612 








Seq. No. ' 


28217 


Seq. ID 


OJ000250_90.0214 


.C57 


Gene No. 


58036 


Strand 






Start 


479 


End 


904 




Name 


OJ000250 90.0214.C57.ol.np 


Method 


AAT/NAP 




Start 


482 


End 


904 




GI 


5922620 


Score 


183 




Exons 


482. .904 








GI Descrip, 


(AP000492) EST D15357 {C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of the predicted gene.; hypothetica. 




protein [Oryza sativa] 








Seq. No. 


28218 


Seq. ID 


OJ000250_90.0214 


.C59 


Gene No. 


58037 


' Strand 






Start 


567 


End 


610 




Name 


OJ000250 90.0214 .C59.ol.gs 


Method 


GENS CAN 




Start 


567 


End 


610 




GI 


none 


Score 


.48 




Exons 


567. .610 








Seq. No. 


28219 


Seq. ID 


OJ000250_90.0214 


.C60 


Gene No. 


58038 


Strand 


+ 




Start 


1 


End 


418 




Name 


OJ000250 90.0214.C60.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


418 




GI 


99592 


Score 


171 




Exons 


1. .418 








GI Descrip. 


stilbene synthase (EC 2.3.1 


.-) - grape 






Seq. No. 


28219 


Seq. ID 


OJ000250_90.0214 


.C60 


Gene No. 


58038 


Strand 


+ 




Start 


1 


End 


418 




Name 


OJ000250 90.0214.C60.ol.tc 


Method 


TBLASTX: Cress 





27904 




Start 


28 


End 


298 




GI 


none 


Score 


63 




Expns 


28. .108, 122, .298, 124, .252 








Seq. No. 


28219 


Seq. ID 


OJ000250_90.0214 


.C60 


KjQTIQ NO . 


c p nop 


Of v. 3nr J 


4. 
i 




Start 


1 


End 


418 




N&me 


OJ000250 90.0214,C60.ol.tm 


Method 


TBLASTX: Maize 




Start 


28 


End 


301 




GI 


none 


Score 


66 




Exons 


28. .108, 28. ,108, 122. .298, 


122. .301 






Seq. No. 


28219 


Seq. ID 


OJ000250_90.0214 


.C60 


i^ene ino . 


JtJUOO 


otianu 


x 




Start 


1 " 


End 


418 




Name 


OJ000250 90.0214.C60,ol.ts 


Method 


TBLASTX : Soybean 




Start 


28 


End 


310 




GI 


none 


Score 


70 




Exons 


28. .108, 122. .310, 122. .286 








Seq. No. 


28220 


Seq. ID 


OJ000250_90.0214 


.C61 


Gene No. 


58039 


Strand 






Start 


1 


End 


743 




Name 


OJ000250 90.0214.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


743 




GI 


4234846 


Score 


411 




Exons 


1. .743 








GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28220 
58039 
1 

OJ000250_90 . 0214 . C61 . ol . tm 

134 

none 



Seq. ID OJ000250_90.0214.C61 
Strand 

End 743 

Method TBLASTX : Mai ze 

End 743 

Score 75 



134. .214, 153. .215, 321. .395, 501. .743, 502. .741, 534. .743. 



28220 
58039 
1 

OJ000250_90.0214.C61.ol.gs 

320 

none 

320. .710 



Seq. ID OJ000250_90.0214.C61 
Strand 

End - 743 

Method GENSCAN 

End 710 

Score .86 



Seq. No. 28221 Seq. ID OJ000250_90 . 0214 . C62 

Gene No. . 58040 Strand 

Start 1 End 417 

Name OJ000250_90 . 0214 .C62 .ol .np Method AAT/NAP 

Start 1 End 417 

GI 6498441 Score 219 

Exons 1..188, 282.. 417 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 28221 Seq. ID OJ000250_90 . 0214 . C62 

27905 



Gene No. 58040 *' Strand 

Start 1 End 

Name OJ000250_90 . 0214 .C62.ol .gs Method 

Start . 71 - End 

GI none Score 

Exons 71 . . 373 



417 

GENSCAN 

373 

.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28222 Seq. ID 

58041 Strand 

1 End 
OJ000250_90.0214 .C63.ol.gp Method 

1 End ■ 

869_1.R1084 Score 
1. .1149 

■4056615 1.0e-149 (AF067401) Sell protein [Oryza sativa] 1 



OJ000250_90.0214.C63 

+' 

1149 
AAT/GAP 
1149 
2205 



28222 Seq. ID 

58041 Strand 

1 End 
OJ000250_90 . 0214 .C63.ol .np Method 

10 End 

4056615 Score 
10. .795 

(AF067401) Sell protein [Oryza sativa] 

28222 Seq. ID 

58041 Strand 

1 End 
OJ000250_90 . 0214 . C63 . ol . gs Method 

22 End 

none Score 
22. .798 



OJ000250_90.0214.C63 
+ 

1149 
AAT/NAP 
795 
1285 



OJ000250_90.0214.C63 
+ 

1149 
GENSCAN 
798 
.95 



Seq. No.' 28222 Seq. ID 

Gene No. 58042 Strand 

Start 3941 End 

Name 0 J000250_90 . 0214 . C63 . ol . tm Method 

Start 1 End 

GI none Score 
Exons 



OJ000250_90.0214.C63 
4903 

TBLASTX: Maize 

1078 

190 



1..123, 2. .109, 3. .155, 129. .806, 130. .807, 805. .891, 818. .901, 
820. .891, 910. .957, 915. .956, 998. .1027, 1055. .1078 



Seq. No. 


28222 




Seq. ID 


OJ000250_90.0214.C63 


Gene No. 


58042 




Strand 




Start 


3941 




End 


4903 


Name 


OJ000250 


90.0214.C63.ol 


.ts Method 


TBLASTX: Soybean 


Start 


33 




■ End 


801 


GI 


none 




Score 


114 


Exons 


33. .101, 


37.. 117, 358.. 


603, 364.. 606, 


598. .801, 636. .794 


Seq. No. 


28222 




Seq. ID 


OJ000250_90.0214.C63 


Gene No. 


58042 




Strand 




Start 


3941 




End 


4903 


Name 


OJ000250 


90.0214.C63.ol 


.tc Method 


TBLASTX: Cress 


Start 


538 




End 


801 


GI 


none 




Score 


46 


Exons 


538. .594, 


538.. 633, 598 


..801, 612. .794 





27906 




O « « XT a 

Seq. No. 


ZoZZZ 








beq. iu 


r\ Tfinrio c;ri on noivi nz.'z 
UJUUUZOU yu.uzi4.Loj 


Gene No. 


58042 








Strand 




Start 


3941 








End 


4903 


Name 


OJ000250 90 


.0214 


.C63.o2 


.gs 


Method 


GENSCAN 


Start 


3941 








End 


4903 


GI 


none 








Score 


.64 


Exons 


3941. .4388, 


4842 


. .4903 








beq. wo. 


zozzo 








oeq. 1U 


mciCino^n on n9i a h&a 


Gene No. 


58043 








Strand 


+ ~ 


Start 


1711 








End 


2144 


Name 


OJ000250 90 


.0214 


-C64.ol 


.gp 


Method 


AAT/GAP 


Start 


1711 








End 


2144 


GI 


none 








Score 


825 


Exons 


1711. .2144 












Seq. No. 


^28223 








Seq. ID 


OJ000250_90.0214 .C64 


Gene No. 


58044 








Strand 


+ 


o tare 


*3 A t^T 
J4D / 








End 


4329 


Name 


OJ000250 90 


.0214 


.C64.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2899 








End 


4329 


GI 


none 








Score 


70 


Exons 


. 2899. .2982, 


2902 


. .2949, 


2941. 


.3018, 2990.. 3109, 3051.. 3134, 




3115. .4248, 


'3160 


. .3462, 


3327. 


.4247, 3487.. 4248, 4276.-4329, 




4284. .4328 












Seq. No. 


28223 








Seq. ID 


OJ000250_90.0214.C64 


Gene No . 


c q n / A 








Strand 


+ 


Start 


3457 








End 


4329 


Name 


OJ000250 90 


.0214 


.C64.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3201 








End 


4248 


GI 


none 








Score 


232 


Exons 


3201. .3272, 


3202 


. .3510, 


3372. 


.3467, 3480. .3548, 3484. .3564, 




3750. .3905, 


3805 


. .4038, 


3814. 


.3990, 4047. .4241, 4048. .4248 


O A ST XT A 

oeq. no. 


ZoZZj 








Seq. ID 


OJ000250_90.0214.C64 


Gene No. 


58044 








Strand 


+ 


Start 


3.457 








End 


4329 


Name 


OJ000250 90 


.0214 


,C64.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3313 








End 


3714 


GI 


none 








Score 


143 


Exons 


3313. .3468, 


3336 


. .3455, 


3484. 


.3585, 3487..3S79, 3586. .3714 


Seq. No. 


28223 








Seq. ID 


OJ000250_90.0214.C64 


VJCllc LNC • 










Strand 


+ 


Start 


3457 








End 


4329 


Name 


OJ000250 90 


.0214 


.C64.ol 


.np 


Method 


AAT/NAP 


Start 


3457 






End 


4242 


GI 


4056615 








Score 


1212 


Exons 


3457. .4242 












GI Descrip. 


(AF067401) \ 


Sell ] 


protein 


[Oryza sativa] 




Seq. No. 


28223 








Seq. ID 


OJ000250_90.0214.C64 


Gene No. 


58044 








Strand 


+ 


Start 


3457 








End 


4329 


Name 


OJ000250 90 


.0214 


.C64.o2 


.tc 


Method 


TBLASTX: Cress 



27907 




Start 


3985 






End 


4248 








GI 


none 






Score 


52 








Exons 


3985. .4041, 


4042. .4248, 


4059. 


.4241 










Seq. No. 


28224 






Seq. ID 


OJ000250_ 


90. 


0214 


.C65 


Gene No. 


c o n a c 

58045 






Strand 


+ 








Start 


904 






End 


978 








Name 


OJ000250 90 


.0214.C65.ol 


.gs 


Method 


GEN SCAN 








Start 


904 






End 


978 








GI 


-none 






Score 


.42 








Exons 


904. .978 
















Seq. No. 


28224 






Seq. ID 


OJ000250_ 


90. 


0214 


.C65 


Gene No. 


c o n a a 
5oU4 b 






Strand 










Start 


3017 






End 


3077 








Name 


OJ000250 90 


.0214.C65.o2 


.gs 


Method 


GENSCAN 








Start 


3017 






End 


3077 








GI 


none 






Score 


.76 








Exons 


3017. .3077 
















Seq. No. 


28225 






Seq. ID 


OJ000250_ 


90. 


0214 


.C66 


Gene No. 


58047 






Strand 










btart 


i 
l 






End • 


i 7 4 n 








Name 


OJ000250 90 


.0214.C66.ol 


. np 


Method 


AAT/NAP 








Start 


1 






End 


1740 








GI 


5091513 






Score 


220 








Exons 


1..33, 1590 


. .1740 














GI Descrip. . 


- (AB023482) 


Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


28226 






Seq. ID 


OJ000250_ 


90. 


0214 


.C67 


Gene No. 


58048 






Strand 


+ 








Start 


252 






End 


850 








Name 


OJ000250 90 


.0214.C67.ol 


.gs 


Method 


GENSCAN 








Start 


252 






End 


850 








GI 


none 






Score 


.82 








Exons 


252. .364, 715. .850 














Seq. No. 


28226 






Seq. ID 


OJ000250_ 


90. 


0214 


.C67 


Gene No. 


58049 






Strand 


+ 








Start 


2853 






End 


4794 








Name 


OJ000250 90 


.0214.C67.o2 


.gs 


Method 


GENSCAN 








Start 


2853 






End 


4794 








GI 


none 






Score 


.49 








Exons 


2853. .2918, 


4630. .4794 














Seq. No. 


28226 






Seq. ID 


OJ000250_ 


90. 


.0214 


.C67 


Gene No. 


58050 






Strand 










Start 


5065 






End 


8078 








Name 


OJ000250 90 


.0214.C67.o3 


.gs 


Method 


GENSCAN 








Start 


5065 






End 


7763 








GI 


none 






Score 


.46 








Exons 


5065. .5124, 


5503. .5810, 


6057. 


.6194, 6639.. 6984, 


7695. .7763 


Seq. No. 


28226 






Seq. ID 


OJ000250_ 


90. 


0214 


.C67 


Gene No. 


58050 






Strand 










Start 


5065 






End 


8078 








Name 


OJ000250 90 


.0214.C67.ol 


.np 


Method 


AAT/NAP 









27908 



Start 5248 End 8078 

GI 2979554 Score 1191 

Exons 5248.. 5416, 5503.. 5561, 5589.. 6302, 6618.. 6984, 7505.. 7618, 

7695.. 7796, 8040.. 8078 
GI Descrip. (AC003680) unknown protein [Arabidopsis thaliana] 



Seq. No. 28226 

Gene No. 58050 

Start 5065 

Name OJ000250_90 . 0214 . C67, ol . ts 

Start 5750 

GI none 
Exons 



Seq. ID OJ000250_90.0214.C67 
Strand 

End 8078 

Method TBLASTX : Soybean 

End 6337 

Score 190 



5750. .6001, 5752. .5886, 5914. .6021, 5947. .6027, 6133. .6303, 
6139^.6300, 6140.. 6337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28226 
58050 
5065 

OJ000250_90.0214 .C67.ol.tm 

5950 

none 



Seq. ID OJ000250_90.0214.C67 
Strand 

End 8078 

Method TBLASTX : Mai ze 

End 7558 

Score 68 



5950. .6024, 5951. .5998, 6056. .6286, 6106. .6279, 6108, .6290, 
6112. .6312, 6113. .6337, 6610. .6987, 6610. .6990, 6617. .6997, 
.7493,. .7558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



28226 
58050 
5065 

OJ000250_90.0214.C67.ol.tw 

6137 

none 



Seq. ID OJ000250_90.0214.C67 
Strand 

End 8078 

Method TBLASTX : Wheat 

End 6875 

Score 239 



6137. .6298, 6139. .6312, 6140. .6337, 6610. .6867, 6615. .6746, 
6617. .6868, 6617. .6874, 6786.-6875 



Seq. No. 28226 

Gene. No. 58050 

Start 5065 

Name OJ000250_90 . 0214 .C67 . o2 . ts 

Start 6688 

GI none 

Exons 6688.-6996, 6710.. 6985 



Seq. ID OJ000250_90.0214.C67 
Strand 

End 8078 

Method TBLASTX : Soybean 

End 6996 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28226 
58050 
5065 

OJ000250_90 . 0214 . C67 . o3 . ts 

7493 

none 



Seq. ID OJ000250_90.0214.C67 
Strand 

End 8078 

Method TBLASTX : Soybean 

End 7831 

Score 66 



7493. .7615, 7501. .7614, 7505. .7618, 7506. .7625, 7684. .7797, 
7692.. 7805, 7692.. 7796, 7694.. 7831 



Seq. No. 28227 

Gene No. 58051 

Start 1 

Name OJ000250_90 . 0214 . C68 . ol .np 

Start 1 

GI 2979554 



Seq. ID OJ000250_90.0214.C68 
Strand 

End 5211 

Method AAT/NAP 

End 5211 

Score 1919 



27909 



Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..50, 414*.. 538, 609. .693, 797. .946, 1174. .1290, 1426. .1512, 
1592. .1660, 1742. .1798, 1884. .1967, 2062. .2131, 2318. .2472, 
2860. .3303, 3504. .3647, 3739.-4287, 4877.. 5211 
(AC003680) unknown protein [Arabidopsis thaliana] 



28227 
58051 
1 

OJ000250_90 . 0214 . C68 . ol . tm 

414 

none 



OJ000250_90.0214.C68 
5211 

TBLASTX: Maize 
881 
98 

414. .533, 414. .536, 415. .543, 610. .693, 611. .694, 794. .880, 
794. .880, 795. .881 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. No. 28227 

Gene No. 58051 

Start 1 

Name OJ000250_90 .0214 . C68 . ol . ts 

Start 414 

GI none 

Exons 414.. 533, 414.. 536, 415.. 534, 610.. 693, 611.. 694, 794 
795. .842 



Seq. ID OJ000250_90.0214.C68 
Strand 

5211 

TBLASTX : Soybean 
842 
97 

841, 



End 

Method 

End 

Score 



Seq. No. 28227 
-Gene No. 58051 
Start 1 

Name OJ000250_90 . 0214 . C68 . ol . gs 

Start 609 
GI none 
Exons 609. 

2062 

4877, 



Seq. ID OJ000250_90.0214.C68 
Strand 

End 5211 
Method GENSCAN 
End 5071 
Score .83 

693, 797. .946, 1174. .1290, 1426. .1524, 1884. .1967, 
.2131, 2318. .2472, 2860. .3303, 3504. .3647, 3739. .4287, 
.5071 



Seq. No. 28227 

Gene No. 58051 

Start 1 

Name - OJ000250_90 . 0214 . C68 . ol ; tc 

Start 1426 

GI none 

Exons 1426.. 1515, 1433. 

1743.. 1802, 1884. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,1513, 1592.. 1663, 1599 
,1973, 1888.. 1953 



OJ000250 90.0214.C68 



5211 

TBLASTX: Cress 

1973 

57 

1661, 1736. .1819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28227 
58051 
1 

OJ000250_90 . 0214 . C68 . o2 . tm 

1462 

none 



Seq. ID OJ000250_90.0214.C68 
Strand 

End 5211 

Method TBLASTX: Maize 

End 2393 

Score 50 



1462. .1515, 1475. .1519, 1480. .1530, 1592. .1663, 1599. .1661, 

1600. .1662, 1736. .1798, 1743. .1799, 1872. .1955, 1884. .1973, 

1885.. 1959, 2052. .2132, 2060.. 2131, 2065.. 2133, 2306.. 2392, 

2317. .2391, 2319.. 2393 



Seq. No. 28228 Seq. ID 

Gene No. 58052 Strand 

Start 1 End 

Name OJ000250_90 . 0214 . C69 . ol . np Method 



OJ000250_90.0214 .C69 

1868 
AAT/NAP 



27910 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1868 
68 



2979554 
1..61, 439. .541, 1794. .1868 

(AC003680) unknown protein [Arabidopsis thaliana] 

28229 Seq. ID OJ000250_90 . 0214 . C70 

58053 Strand 

1 End 8333 

OJ000250_90.0214.C70.ol.np Method AAT/NAP 

1 End 8333 

2979554 Score 3449 

1..244, 957. .1286, 2053. .2134, 2523. .2599, 2700. .2813, 

2955.. 3059, 3299.. 3433, 4002.. 4691, 5277.. 6064, 6793.-8333 

(AC003680) unknown protein [Arabidopsis thaliana] 

28229 Seq. ID OJ000250_90 . 0214 . C70 

58053 Strand 

1 End 8333 

OJ000250_90 . 02 14 . C70 . ol . gs Method GENSCAN 

95 End 8170 

none Score .82 

95. .244, 957. .1289, 2053. .2134, 2523. .2599, 2955. .3059, 

4002. .4691, 5277. .6064, 6793. .8170 



. 28229 
58053 
1 

OJ000250_90 . 0214 .C70 . ol . tm 

912 

none 



Seq. ID OJ000250_90.0214.C70 
Strand 

End 8333 

Method TBLASTX : Mai ze 

End 1269 

Score 74 



912. .998, 950. .994, 951. .998, 969. .1235, 997. .1236, 1194. .1265, 
1240. .1269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



28229 
58053 
1 

OJ000250_90.0214 .C70.ol.tc 

933 

none 



Seq. ID OJ000250_90.0214.C70 
Strand 

End 8333 

Method TBLASTX : Cress 

End 1265 

Score 289 



933. .1241, 940. .1236, 942. .1265, 986. .1264 

28230. Seq. ID OJ000250_90 . 0214 . C71 

58054 Strand + 
109 End 991 
OJ000250_90.0214.C71.ol.np Method AAT/NAP 
109 End 991 
5922623 Score 215 
109. .183, 554. .716, 884. .991 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 

28230 Seq. ID OJ000250_90 . 0214 . C71 

58055 Strand 

106 End 629 

OJ000250_90 . 0214 . C71 . ol . gs Method GENSCAN 
106 End 629 



27911 




GI 


none 


Score 


.62 




Exons 


106. .210, 242. .296, 478.-629 








Seq. No. 


28231 


Seq. ID 


OJ000250_90. 


0214. C72 


Gene No. 


58056 


Strand 


+ 




Start 


1 


End 


859- 




Name 


OJ000250 90.0214.C72.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


401 




GI 


467-8353 


Score 


119 




Exons 


1..401 








GI Descrip. 


(AL049659) cysteine endopeptidase precursor-like protein 




[Arabidopsis thaliana] 








Seq. No. 


28231 


Seq. ID 


OJ000250_90. 


0214. C72 


Gene No . 


58056 


Strand 


+ 




Start 


1 


End 


859 




Name 


OJ000250 90.0214.C72.ol.gs 


Method 


GENSCAN 




Start 


111 


End 


859 




GI 


none 


Score 


.44 




Exons 


111. .317, 636.-859 








Seq. No. 


28231 


Seq. ID 


OJ000250_90. 


0214. C72 


Gene No. 


58057 . 


Strand 






Start 


98 - 


End ■ 


227 




Name 


OJ000250 90.0214.C72.ol.gp 


Method 


AAT/GAP . 




Start 


98 


End 


227 




GI 


39123 1.R1084 


Score 


148 




Exons 


98. .227 








GI Descrip. 


1 33784 93/emb | CAA07567 | 2 . Oe- 


21 (AJ007579) cysteine 


proteinase 




[Ribes nigrum] 1 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28232 
58058 
26 

OJ000250_90.0214.C73.ol.gs 
26 

none 



Seq. ID OJ000250_90.0214.C73 

Strand + 

End 7855 

Method GENSCAN 

End 7815 

Score .43 



26. .40, 1206. .1303, 1684. .1749, 2164. .2295, 3247.. 3353, 
3599. .3775, 4594. .6971, 6985. .7144, 7493. .7815 



Seq. No. 
Gene No. 
Start .. 
Name 
Start 
GI 

Exons 

GI Descrip. 



28232 
58058 
26 

OJ000250 90.0214.C73.o2.np 



Seq. ID 
Strand 
End 

Method 

4193 End 
2583130 Score 
4193. .7047, 7472. .7855 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ000250_90.0214.C73 
+ 

7855 
AAT/NAP 
7855 
1683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28232 
58059 
880 

OJ000250_90 . 0214 . C73 . ol . np 
880 

6815053 



Seq. ID OJ000250_90.0214.C73 
Strand 

End 198 9 

Method AAT/NAP 

End 198 9 

Score 741 



880. .1117, 1167. .1343, 1843. .1989 



27912 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


28232 








Gene No. 


58060 








Start 


7114 








Name 


OJ000250 90. 


,0214 


.C73.ol 


. tm 


Start 


5736 








GI 


none 








Exons 


5736. .5891, 


5883 


. .6200, 


6098. 


Seq. No. 


28232 








Gene No. 


58060 








Start 


7114 








Name 


OJ000250 90, 


,0214 


.C73.ol 


.tw 


Start 


5780 








GI 


none 








Exons 


5780. .6001, 


5781 


. .5999, 


5986. 



Seq. ID OJ000250_90.0214.C73 
Strand 

End 7361 

Method TBLASTX : Mai ze 

End 6659 

Score 100 



Seq. ID OJ000250_90.0214.C73 
Strand 

End 7361 

Method TBLASTX : Wheat 

End 6161 

Score 271 



Seq. No. 28232 

Gene No. 58060 

Start 7114 

Name OJ000250_90 . 0214 . C73 . o2 , 

Start 6332 

GI none 

Exons 6332.. 6493, 6333.. 6716, 



Seq. ID OJ000250_90.0214.C73 
Strand 

End 7361 

tw Method TBLASTX: Wheat 

End 6716 

Score 409 
6336.. 6686, 6545.. 6715 



Seq. No. 


28232 








Seq. ID 


OJ000250_90.0214 


Gene No. 


58060 








Strand 




Start 


7114 








End 


7361 


Name 


OJ000250 90 


.0214 


.C73.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6399 








End 


6872 


GI 


none 








Score 


117 


Exons 


6399. .6656, 


6654 


. .6872 








Seq. No. 


28232 








Seq. ID 


OJ000250_90.0214 


Gene No. - 


58060 








Strand 




Start 


■ 7114 








End 


7361 


Name 


OJ000250 90 


.0214 


.C73.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6666 








End ' 


6889 


GI 


none 








Score 


204 


Exons 


6666. .6881, 


6752 


. .6889 








Seq. No. 


28232 








Seq. ID 


OJ000250_90.0214 


Gene No. 


58060 








Strand 




Start 


7114 








End 


7361 


Name 


OJ000250 90 


.0214 


.C73.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6717 








End 


6938 


GI 


none 








Score 


243 


Exons 


6717. .6938, 


6722 


. .6919 








Seq. No. 


28232 








Seq. ID 


OJ000250_90.0214 


Gene No. 


58060 








Strand 




Start . 


7114 . 








End 


7361 


Name 


OJ000250 90 


.0214 


.C73.ol 


.gp 


Method 


AAT/GAP 


Start 


7114 






End 


7361 


GI 


3761181 








Score 


444 


Exons 


7114. .7361 













27913 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4521193/dbj | AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



28233 
58061 
1 

OJ000250_90 . 0214 . C74 . ol . np 
1 

5091513 



2798 
AAT/NAP 
2798 
528 

1..56, 1230. .1363, 2196 2257, 2287 .. 2798 
(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 90.0214.C74 



28233 Seq. ID 

58061 Strand 

1 End 
OJ000250_90 . 0214 . C74 . ol . gs Method 

1334 End 

none Score 
1334. .1489 



OJ000250__90.0214.C74 

2798 
GENSCAN 
1489 
.66 



Seq. No. 28233 Seq. ID 

Gene No. 58061 Strand 

Start 1 End 

Name OJ000250_90 . 02 14 . C74 . o2 . gs Method 

Start 1849 End 

GI none Score 

Exons 1849.. 2276, 2440.. 2767 



OJ000250_90.0214.C74 

2798 
GENSCAN 
2767 
.42 



Seq. No. 28234 Seq. ID 

Gene No. 58062 Strand 

Start 1 End 3044 

Name OJ000250_90. 0214 .C75.ol.np Method AAT/NAP 

Start 1 End 3044 

GI 5091513 Score 1783 

Exons 1..781, 1340.. 2175, 3027.. 3044 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ000250 90.0214.C75 



Seq. No. 


28235 










- Seq. ID 


OJ000250 


Gene No. 


58063 










Strand 


+ 


Start 


109 










End 


855 


Name 


OJ000250 90. 


0214 


.C76 


.ol 


.gs 


Method 


GENSCAN 


Start 


109 










End 


855 


GI 


none 










Score 


.61 


Exons 


109. .855 














Seq. No. 


28235 










Seq." ID 


OJ000250 


Gene No. 


58064 










Strand 




Start 


2218 










End 


2710 


Name 


OJ000250 90. 


0214 


.C76 


.ol 


.gp 


Method 


AAT/GAP 


Start 


2218 










End 


2710 


GI 


none 










Score 


970 


Exons 


2218. .2710 














Seq. No. 


28235 










Seq. ID 


OJ000250 


Gene No. 


58065 










Strand 




Start 


3907 










End 


8648 


Name 


OJ000250 90. 


0214 


.C76 


.o4 


.tw 


Method 


TBLASTX : 1 



27914 



Start 6 End 225 

GI none Score 194 

Exons. 6.. 224, 7.. 225, 61.. 225 



Seq. No. 28235 
Gene No. 58065 
Start 3907 

Name OJ000250_90 . 0214 . C76 . o3 

Start -2389 
GI none 

Exons 2389.. 2457, 2405.. 2446, 

2616. .2771, 2621. .2782, 
3897. .4166, 3897. .4163, 



Seq. ID OJ000250_90.0214.C76 
Strand 

End 8648 
.tm Method TBLASTX: Maize 

End 4170 

Score 45 
2449.-2538, 2451. .2540, 2451. .2540, 
2623. .2772, 2624. .2779, 3896. .4162, 
4123. .4170 



Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


2618 








End 


2771 


GI 


none 








Score 


62 


Exons 


2618. .2758, 


2623. 


.2769, 


2628. 


.2771 




Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2628 








End 


4162 


GI 


none 








Score 


146 


Exons 


2628. .2786, 


2628. 


.2771, 


2657. 


.2773, 3894. .4010, 3896. .4162, 




3897. .4160 













Seq. No. 28235 

Gene No. 58065 

Start 3907 

Name OJ000250_90 . 0214 . C76 . ol 

Start 2736 

GI none 

Exons 2736.. 2771, 3894.. 4013, 
4097. .4162 

Seq. No. 28235 

Gene No. 58065 

Start 3907 

Name OJ000250_90 . 0214 . C7 6 . o3 

Start 3896 

GI none 

Exons 3896.. 4030, 3896.. 4162, 

Seq. No. 28235 

Gene No. 58065 

Start 3907 

Name OJ000250_90 . 0214 .C76. o2 

Start 3907 

GI 4544450 

Exons 3907.. 4021, 4870.. 5795, 



GI Descrip. (AC006592) hypothetical 



Seq. ID OJ000250_90.0214.C76 
Strand 

End 8648 

.tw Method TBLASTX: Wheat 

End 4162 

Score 76 
389S..3975, 3896. .4162, 3897. .4160, 

Seq. ID OJ000250_90.0214.C76 
Strand 

End 8648 

.tc Method TBLASTX: Cress 

End 4162 

Score 77 
3906. .4154, 4091. .4159 

Seq. ID OJ000250_90.0214.C76 
Strand 

End 8648 . 

.np Method AAT/NAP 
End 8081 
Score 822 
6009.. 6556, 8005.. 8081 
protein [Arabidopsis thaliana] 



27915 




Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o5 


. tc 


Method 


TBLASTX: Cress 


Start 


4881 








End • 


5165 


GI 


none 








Score 


122 


Exons 


4881. .5165, 


4900. 


.5145 








Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


4893 








End 


5351 


GI 


none 








Score 


117 


Exons 


4893. .5351, 


4894. 


.5238, 


4902. 


.5351 




Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250_90 


.0214. 


C76.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4900 








End 


6515 


GI 


none 








Score 


229 


Exons 


4900. .5511, 


4914. 


.5660, 


5262. 


.5444, 5310. .5732, 5343. .5771, 




5565. .5732, 


5580. 


.5732, 


5775. 


.5960, 5919. .5966, 5946. .6047, 




6012. .6170, 


6016. 


i6273, 


'6051. 


.6260, 6063.. 6236, 6195.. 6488, 




6201. .6515, 


6235. 


.6480, 


6255. 


.6434, 6284. .6340, 6324. .6488 


Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214 .C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


5166 








End 


6518 


GI 


none 








Score 


144 


Exons 


5166. .5765, 


5766. 


.5939, 


5907. 


.6047, 6066.. 6356, 6174.. 6518 


Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


5211 








End 


6425 


GI 


none 








Score 


70 


Exons 


5211. .5687, 


5571. 


.5732, 


5784. 


.5939, 5785.. 5940, 6063.. 6293, 




6064. .6273, 


6180. 


.6425 








Seq. No. 


28235 








Seq. ID- 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start ' 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


5352 








End 


6548 


GI 


none 








Score 


125 


Exons 


5352. .5492, 


5412. 


.5732, 


6018. 


.6047, 6066. .6401, 6324. .6548 


Seq. No. 


28235 








Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 








Strand 




Start 


3907 








End 


8648 


Name 


OJ000250 90 


.0214. 


C76.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


7070 








End 


7939 



27916 






none 






Score 


300 V. 


Exons 


7070. .7939, 


7074. .7709 






- 


Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


0214.C76.o3 


-np 


Method 


AAT/NAP 


Start 


7073 






End 


8648 


GI 


4539452 






Score 


1252 


Exons 


7073. .8461, 


8576. .8648 








GI Descrip. 


(AL04 9500) putative phosphoribosylanthranilate transferase 




[Arabidopsis 


thaliana] 








Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 






. Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


0214.C76.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


7094 






End 


7307 


GI 


none 






Score 


73 


Exons 


7094 . .7168, 


7094 . . 7129, 


7114 . 


.7167, 7115.. 7306, 7116.. 7307 


Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C7 6 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


0214.C76.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7160 






End 


7813 


GI 


none 






Score 


100 


Exons 


7160. .7813, 


7170. .7373, 


7473. 


.7709 




Seq. No. 


28235 






Seq. ID 


OJ000250_90 . 0214 .C76 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


0214.C76.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


7307 






End 


8054 


GI 


none 






Score 


243 


Exons 


7307. .8050, 


7308. .7829, 


7676. 


.8041, 7902.. 8054 


Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


Q214.C76.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


7823 






End 


8443 


GI 


none 






Score 


81 


Exons' 


7823. .8053, 


7868. .8038, 


8090. 


.8257, 8097.. 8243, 8339. .8443, 




8360. .8410 










Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C76 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 


Name 


OJ000250 90. 


0214.C76.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7847 






End 


8242 


GI 


none 






Score 


98 


Exons 


7847. .8053, 


7896. .8039, 


8090. 


.8242, 8097.. 8234 


Seq. No. 


28235 






Seq. ID 


OJ000250_90.0214.C7 6 


Gene No. 


58065 






Strand 




Start 


3907 






End 


8648 



27917 



Name OJ000250_90 . 0214 .C76.o4 

Start 7979 

GI none 

Exons 7979.. 8053, 8090.. 8242, 

Seq. No. 28235 

Gene No. 58065 

Start 3907 

Name OJ000250_90 . 0214 .C76.o4. 

Start 8090 

GI none 

Exons 8090.. 8281, 8097.. 8243, 

Seq. No. 28236 

Gene No. 58066 

Start 891 

Name OJ000250_90 . 0214 .C77 . ol , 

Start 891 

GI 580.3245 

Exons 891.. 1171, 1608.. 1639 
GI Descrip. (AP000399) hypothetical 

Seq. No. 28236 

Gene No. 58067 

Start 780 

Name OJ000250_90 . 0214 .C77 . ol 

Start 780 

GI none 

Exons - 780. .1043 



.ts Method TBLASTX : Soybean 

End 8470 

Score 129 
8100. .8243, 8327. .8470 

Seq. ID OJ000250_90.0214.C76 
Strand 

End 8648 

tm Method TBLASTX: Maize 

End . 8452 

Score 120 
8342.-8452 

Seq. ID OJ000250_90.0214.C77 

Strand + 

End 1639 

np Method AAT/NAP 

End 1639 

Score 87 

protein [Oryza sativa] 

Seq. ID OJ000250_90.0214 .C77 
Strand 

End 1043 

. gs Method GEN SCAN 

End 1043 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28237 
58068 
1 

OJ000250_90.0214.C78.ol.gp 
1 

3527 1.R1084 



OJ000250_90.0214.C78 
+ 

1978 
AAT/GAP 
1948 
750 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1..54, 286.. 362, 1052.. 1113, 1252. .1370, 1781. .1948 
'2760606/dbj |BAA24226| 5.0e-78 (AB001568) phospholipid 
hydroperoxide glutathione peroxidase-like protein [Arabidopsis 
thaliana] >gi_3004869 (AF030132) glutathione peroxidase; ATGP1 
[Arabidopsis thaliana] >gi_4539451_emb_CAB39931 . 1_ (AL04 9500) 
phospholipid hydroperoxide glutathione peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28237 
58068 
1 

OJ000250_90.0214.C78.ol.np 
1 

6179600 



Seq. ID OJ000250_90.0214.C78 

Strand + 

End 1978 

Method AAT/NAP ' 

End 1978 

Score 584 . 



1..32, 262. .362, 1052. .1113, 1252. .1370, 1781. .1978 

(AJ238697) GPX12Hv, glutathione peroxidase-like protein [Hordeum 

vulgare] 



Seq. No. 
Gene No. 
Start 



28237 
58068 
1 



Seq. ID OJ000250_90.0214.C78 
Strand + 
End 1978 



27918 



Name 

Start 

GI 

Exons 



OJ000250_90.0214.C78.ol.tc Method TBLASTX : Cress 

280 End 1977 

none Score 103 

280. .360, 285. .362, 1030. .1110, 1052. .1114, 1053. .1115, 

1250. .1372, 1251. .1379, 1251. .1376, 1773. .1943, 1780. .1944, 

1780. .1977, 1781. .1975 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28237 
58068 
1 

OJ000250_90 . 02 14 . C78 . ol . tm 

280 

none 



Seq. ID QJ000250_90.0214.C78 

Strand + 

End 1978 

Method • TBLASTX: Maize 

End 1948 

Score 118 



280. .360, 283. .360, 285. .362, 285. .362, 1051. .1116, 1053. .1115, 
1250. .1372, 1251. .1379, 1251. .1376, 1773. .1943, 1780. .1947, 
1781. .1948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 



28237 
58068 
1 

OJ000250_90.0214.C78.ol.ts 

280 

none 



Seq. ID OJ000250_90.0214.C78 

Strand + 

End 1978 

Method TBLASTX : Soybean 

End 1948 

Score 8 9 



280. .360, 285. .362, 1052. .1105, 1053. .1106, 1250. .1372, 
1251. .1373, 1251. .1373, 1750. .1881, 1778. .1948, 1780. .1947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28237 
58068 
1 

OJ000250_90.0214.C78.ol.gs 

286 

none 



Seq. ID OJ000250_90.0214.C78 

Strand + 

End 1978 

Method GENSCAN 

End 1948 

Score .88 



286.-362, 1052. .1113, 1252. .1370, 1781. .1948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28237 
58068 
1 

OJ000250_90.0214 .C78.ol.tw 

1260 

none 



Seq. ID OJ000250_90.0214.C78 

Strand + 

End 1978 

Method . TBLASTX : Wheat 

End . 1.94 8 

Score 171 



1260. .1379, 1262. .1372, 1780. .1863, 1781. .1855, 1864. .1947, 
1865.. 1948 



Seq. No. 28238 

Gene No. 58069 

Start 730 

Name OJ000250_90 . 0214 .C79 . ol . gs 

Start 730 

GI none 

Exons 730.. 1188 



Seq. ID OJ000250_90.0214.C79 

Strand + 

End 1188 

Method GENSCAN 

End 1188 

Score 1 



Seq. No. 28239 

Gene No. 58070 

Start 100 

Name OJ000250_90 . 0214 . C80 . ol . gs 

Start 100 

GI none 



Seq. ID OJ000250_90.0214.C80 
Strand 

End 210 

Method GENSCAN 

End 210 

Score . 68 



27919 



Exons 


100. .210 






Seq. No. 


28240 


Seq. ID 


OJ000250 


Gene No. 


58071 


Strand 


+ 


Start 


1 


End 


257 


Name 


OJ000250 90.0214.C82.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


257 


GI 


4680203 


- Score 


149 


Exons 


1..257 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


28241 


Seq. ID 


OJ000250 


Gene No. 


58072 


Strand 




Start 


1 


End 


127 


Name 


OJ000250 96.0228.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


127 


GI 


3073 1.R1084 


Score 


224 


Exons 


1. .127 






GI Descrip. 


, 133936/sp|P12146|RR3 ORYSA 5 


,0e-95 CHLOROPLAST 



96. 0228. CI 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 96. 0228. CI 



517 

AAT/GAP 

517 

666 



(32 



28241 
58073 
154 

OJ000250_96 . 0228 . CI . o2 . gp 
154 

5455469 
154. .517 

131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 

28241 Seq. ID OJ000250_96 . 0228 . CI 

58074 Strand 

880 End 1333 

OJ000250_96 . 0228 . CI . o3 . gp Method AAT/GAP 

880 End 1333 

24570_1.R1084 Score 908 

880. .1333 

1 13125 1/sp I P12094 | PSBA__ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661__pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15 1 



Seq. No. 
Gene No. 
Start 



-28241 
58075 
3777 



Seq. ID 

Strand 

End 



OJ000250 96. 0228. CI 



4045 



27920 



Name 


OJ000250 96 . \JZ2o . CI . o4 . gp 


Method 


AAT / GAP 


Start 


3777 


End 


4045 


GI 


40596 1.R1084 


Score 


450. 


Exons 


3777. .4045 






GI Descrip. 


' 11957/emb | X15901 1 CHOSXX 1 . Oe 


-104 Rice 


complete chloroplast 




genome 1 






Seq. No. 


28241 , 


Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58076 


Strand 




Start 


4639 


End 


5885 


Name 


OJ000250 96.0228.Cl.o5.gp 


Method 


AAT /GAP 


Start 


4639 


End 


5885 


GI 


uC-osflcyp086a01al 


Score 


851 


Exons 


4639.-4829, 5640. .5885 






GI Descrip. 


, 133806/sp|P25875|RR16 HORVU 


5.0e-37 CHLOROPLAST 30S RIBOSOMA 




PROTEIN S16 >gi 282999 pir S28766 ribosomal protein S16 - 




barley chloroplast >gi 11603 


emb CAA36973 (X52765) ribosomal 




protein rpsl6 [Hordeum vulgare] ' 




Seq. No. 


28241 


* Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 


Strand 




Start 


5966 


End 


9031 


Name 


OJ000250 96.0228.Cl.o2.tc 


Method 


TBLASTX: Cress 


Start 


191 


End 


559 


GI 


none 


Score 


3-97 


Exons 


191. .559, 209. ;559 






Seq. No. 


28241 


Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 


Strand 




Start 


5966 


End 


9031 


Name 


OJ000250 96.0228.Cl.o7.ts 


Method 


TBLASTX : Soybean 


Start 


593 


End 


9031 


GI 


none 


Score 


67 


Exons 


593. .748, 614. .748, 775. .957, 


8966. .9031 


Seq. No. 


28241 


Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 


Strand 




Start 


5966 


End 


9031 


Name 


OJ000250 96.0228.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


647 


End 


1313 


GI 


none 


Score 


160 


Exons 


647. .799, 650. .769, 767. .874, 


769. .873, 


856. .1281, 875. .1300, 




1278. .1313 






Seq. No. 


28241 


Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 


Strand 




Start 


5966 


End 


9031 


Name 


OJ000250 96.0228.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


841 


End 


1337 


GI 


none 


Score 


799 


Exons 


841. .1332, 842. .1330, 843. .1337, 1158.. 


1334 


Seq. No. 


28241 


Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 


Strand 




Start 


5966 


End 


9031 


Name 


OJ000250 96.0228.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1022 


End 


1337 



27921 




GI 


none 








Score 


429 


Exons 


1022. .1327, 


1022. 


.1318, 


1024. 


.1326, 1158.. 1337 


Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1806 








End 


2176 


GI 


none 








Score 


158 


Exons 


1806. .2057, 


1810. 


.205% 


2044. 

** . 


.2169, 2049.. 2165, 2051.. 2176 


Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1867 








End 


2263 


GI 


none 








Score 


545 


Exons 


1867. .2241, 


1869. 


.2240, 


2236. 


.2262, 2237. .2263 


Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228. 


Cl.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2095 








End 


2361 


GI- 


none 








Score 


358. 


Exons 


2095. .2361, 


2097. 


.2360 








Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2314 








End 


2761 


GI 


none 








Score 


137 


Exons 


2314. .2499, 


2315. 


.2563, 


2316. 


.2525, 2455.. 2574, 2568.. 2714, 




2578. .2721, 


2612. 


.2755, 


2705. 


.2761 




Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228 . 


Cl.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2489 - 








End 


2971 


GI 


none 








Score 


35 


Exons 


2489. .2533, 


2490. 


.2645, 


2491. 


.2652, 2640.. 2708, 2643.. 2708, 




2650. .2709, 


2724. 


.2957, 


2727. 


.2966, 2779.. 2970, 2792.. 2971, 




2900. .2971. 












Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 


Name 


OJ000250 96. 


0228. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2529 








End 


2909 


GI 


none 








Score 


387 


Exons 


2529. .2909, 


2530. 


.2808, 


2532. 


.2909 




Seq. No. 


28241 








Seq. ID 


OJ000250_96.0228.C1 


Gene No. 


58077 








Strand 




Start 


5966 








End 


9031 



27922 



Name 

Start 

GI 

Exons 



OJ000250_96 . 0228 . CI . o5 . ts Method TBLASTX : Soybean 

2784 End 3329 

none Score 97 

2784. .2981, 2793. .2960, 2798. .2974, 2988. .3062, 2995. .3048, 
3051. .3164, 3055. .3165, 3069. .3194, 3198. .3329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28241 Seq. ID 

58077 Strand 

5966 End 

OJ000250_96.0228.Cl.ol0.tm Method 

3388 End 

none Score 



OJ000250_96.0228.C1 
9031 

TBLASTX: Maize 

3621 

50 



3388. .3420, 3388. .3420, 3389. . 3421, 3389 .. 3421, 3433. .3522, 
3440. .3529, 3441. .3533, 3445. .3540, 3516. .3542, 3516. .3560, 
3538.. 3621, 3540.. 3614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28241 
58077 
5966 

OJ000250_96.0228.Cl.o4.tc 

3517 

none 



Seq. ID OJ000250_96.0228.C1 
Strand 

End 9031 

Method TBLASTX : Cress 

End 4064 

Score 4 9 



3517. .3567, 3522. .3569, 3529. .3570, 3571. .3612, 3571. .3609, 

3572.. 3616, 3582.. 3617, 3655.. 3792, 3701.. 3793, 3710.. 3793, 

3711. .3797, 3717. .3809, 3721. .3834, 3816. .3860, 3885. .3926, 

3886.-3924, 3913. .4056, 3915. .4064, 3915. .4055 



Seq. No. 28241 

Gene No. 58077 

Start 5966 

Name OJ000250_96 . 0228 . CI . 06 . tm 

Start 3769 

GI none 

Exons 3769.-3792, 3771.. 3797, 3781. 
3829. .4029, 3849. .4028 



Seq. ID OJ000250_96.0228.C1 
Strand 

End 9031 

Method TBLASTX : Mai ze 

End 4029 

Score 122 

.3858, 3785. .3859, 3789. .3884, 



Seq. No. 28241 
Gene No. 58077 
Start 5966 

Name OJ000250_96 . 0228 . CI . o9 . tm 

Start 4030 
GI none 

Exons 4030.. 4071, 4031.. 4072, 

4070. .4135, 4124. .4162, 
4150. .4230, 4166;. 4225, 
4259. .4354, 4295. .4354, 



Seq. ID OJ000250_96.0228.C1 
Strand 

End 9031 
Method TBLASTX : Maize 
End 4404 
Score 68 
4031. .4072, 4032. .4073, 4069. .4110, 
4127. .4165, 4138. .4176, 4149. .4226, 
4224..4268, 4248.-4346, 4258. .4353, 
4351. .4404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28241 
58077 
5966 

OJ000250_96.0228.Cl.o4.ts 

4633 

none 

4633. .4872, 4634. .4861, 4657. 
4843. .4941, 5101 .. 5148, 5146. 
5349.. 5456, 5350.. 5457, 5370. 
5477.. 5515, 5525.. 5587, 5534. 



Seq. ID OJ000250_96.0228.C1 
Strand 

End 9031 

Method TBLASTX : Soybean 

End 5756 

Score 251 

.4863, 4834. .4905, 4839. .4931, 
.5196, "5154., 5195, 5199.. 5231, 
.5471, 5474. .5512, 5476. .5514, 
.5587, 5562. .5621, 5576. .5626, 



27923 






5618. .5692, 


5618. 


.5707, 


5732. 


.5752, . 5733. .5756 




Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.06. 


tc 


Method 


TBLASTX : 


Cress 


Start 


4707 








End 


4895 




GI 


none 








Score 


44 




Exons 


4707. .4760, 


4708. 


.4887, 


4709. 


.4894, 4800. .4895 




Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228 . 


CI .o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5236 








End 


5865 




GI 


none 








Score 


113 




Exons 


5236. .5331, 


5237. 


.5320, 


5323. 


.5466, 5343. .5510, 


5376. .5513, 




5390. .5524, 


5486. 


.5764, 


5498. 


.5758, 5512.. 5766, 


5754. .5786, 




5787. .5819, 


5787. 


.5837, 


5788. 


.5820, 58 


15. .5862, 


5821. .5865 


Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl;o6. 


gp 


Method 


AAT/GAP 




Start 


5966 • 








End 


6416 




GI 


uC-osflcyp086a01bl 




Score 


902 




Exons 


5966. .6416 














GI Descrip. 


'11957/emb|X15901 


ICHOSXX l.Oe 


-135 Rice 


complete 


chloroplast 




genome ' 














Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6936 








End 


7501 




GI 


none 








Score 


198 




Exons 


6936. .7064, 


6943. 


.7089, 


6944. 


.7093, 7081.. 7395, 


7082. .7396, 




7087. .7395, 


7209. 


.7400, 


7399. 


.7464, 7400. .7462, 


7402. .7464, 




7450. .7500, 


7450. 


.7500, 


7463. 


.7501 






Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6972 








End 


7245 




GI 


none 








Score 


157 




Exons 


6972. .7064, 


6972. 


.7244, 


6973. 


.7245 






Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.06. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7114 








End 


7983 




GI 


none 








Score 


279 




Exons 


7114. .7365, 


7143. 


.7349, 


7717. 


.7845, 7718. .7843, 


7719. .7847, 



7888. .7983 



27924 




Seq. No." 


28241 








Seq. IU 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand ' 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.o5. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7140 








End 


7372 




GI 


none 








Score 


237 




Exons 


7140. .7352, 


7147. 


.7371, 


7154. 


.7372, 7156.. 7371 




Seq. No. 


28241 








Seq. ID^ 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7501 








End 


7710 




GI 


none 








Score 


90 




Exons 


7501. .7569, 


7502. 


.7573, 


7503. 


.7571, 7562.. 7618, 


7572. .7637, 




7573. .7629, 


7598. 


.7708, 


7603. 


.7710, 7612.. 7710 




Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


Cl.o7. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7703 








End 


7983 




GI 


none 








Score 


215 




Exons 


7703. .7846, 


7716. 


.7859, 


7716. 


.7859, 7957... 7983, 


7957. .7983 


Seq. No. 


28241 








Seq. ID 


OJ000250 


96. 0228. CI 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250_96. 


0228. 


Cl.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8055 








End 


8483 




GI 


none 








Score 


84 




Exons 


8055. .8120, 


8055. 


.8120, 


8056. 


.8121, 8057. .8122, 


8106. .8165, 




8107. .8163, 


8111. 


.8185, 


8112. 


.8216, 8191. .8220, 


8221. .8337, 




8222. .8359, 


8239. 


.8361, 


8316. 


.8375, 8317.. 8379, 


8317. .8379, 




8386. .8481, 


8386. 


.8466, 


8388. 


.8483, 8388. .8483 




Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1' 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250_96. 


0228. 


Cl.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8160 








End 


8715 




GI 


none 








Score 


57 




Exons 


8160. .8219, 


8191. 


.8220, 


8209. 


.8301, 8214. .8300, 


8222. .8302, 




8222. .8305, 


8276. 


.8347, 


8294. 


.8335, 8296.. 8385, 


8296. .8346, 




8305. .8379, 


8321. 


.8392, 


8384. 


.8509, 8386.. 8499, 


8478. .8672, 




8496.-8636, 


8525. 


.8647, 


8596. 


.8682, 8641. .8715, 


8642. .8710 


Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 


Gene No. 


58077 








Strand 






Start 


5966 








End 


9031 




Name 


OJ000250 96. 


0228. 


CI.08. 


tm 


Method 


TBLASTX: Maize 


Start 


8485 








End 


8725 




GI 


none 








Score 


181 




Exons 


8485. .8622, 


8496. 


.8621, 


8496. 


.8624, 8626.. 8670, 


8629. .8682, 




8631. .8672, 


8660. 


.8725, 


8662. 


.8715 






Seq. No. 


28241 








Seq. ID 


OJ000250 


_96.0228.C1 



27925 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



58077 
5966 

OJ000250_96.0228.Cl.o5.tw 

8716 

none 



Strand 
End 

Method 
End 
Score 

8716. .8748, 8719. .8766, 8724. .8765, 8738.-8767, 8758. .8814, 
8768. .8815, 8772. .8816, 8773. .8817, 8804. .8830, 8808. .8831, 
8808.". 8843, 8809. .8844, 8815. .8922, 8816. .8944, 8875. .8937, 
8939. .8956, 8967. .9017, 8968. .9018, 8974. .9030 



9031 

TBLASTX: Wheat 

9030 

44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



28242 . Seq. ID 

58078 Strand 

994 End 

OJ000250_96 . 0228 . C2 . ol . gp Method 

994 End 

2231_2.R1084 Score 
994. .1451 

1 11957/emb 1X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome * 



OJ000250_96.0228.C2 
+ 

1451 
AAT/GAP 
1451 
844 



OJ000250_96.0228.C2 
+ 

2435 
AAT/GAP 
2435 
1675 



28242 Seq. ID 

58079 Strand 
1547 End 
OJ000250_96.0228.C2.o2.gp . Method 
1547 End 
7587_1.R1084 Score 
1547.. 2435 

' 131283/sp|P12158|PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN <P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ4 4 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 


28242 


Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58080 


Strand 


+ 


Start 


2498 


End 


3776 


Name 


OJ000250 96.0228.C2.o4.gp 


Method 


AAT/GAP 


Start 


2498 


End 


3776 


GI 


306 9.R1084 


Score 


239 


Exons 


2498.. 2525, 3602.. 3776 






GI Descrip. 


•287391/dbj | D13111 | RICMT15 1 


. Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene' 






Seq. No. 


28242 


Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58081 


Strand 


+ 


Start 


7518 


End 


7629 


Name 


OJ000250 96.0228.C2.o5.gp 


Method 


AAT/GAP 


Start 


7518 


■ End 


7629 


GI 


1036999 


Score 


- 198 


Exons 


7518. .7629 






GI Descrip. 


11957/emb 1X159011 CHOSXX 2.0e- 


-52 Rice < 


complete chloroplast genome 


Seq. No. 


28242 


Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58082 


Strand 


+ 


Start 


7703 


End 


7855 


Name 


OJ000250 96.0228.C2.o6.gp 


Method 


AAT/GAP 


Start 


7703 


End 


7855 



27926 



GI LIB3432-021-P1-K1-A3 Score 228 

Exons 7703.. 7855 

GI Descrip. ' 11957/emb | X15901 1 CHOSXX 1.0e-52 Rice complete chloroplast 
genome ' 



Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 




Strand 


- 


Start 


2753 




End 


3211 


Name 


OJ000250_96.0228.C2 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


C O C\ 


GI 


none 




Score 


945 


Exons 


2. .568, 3. .563, 232 


..564, 560 


..619, 562 


(..619, 564. .620 


Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 




Strand 


- 


Start 


2753 




End 


3211 


Name 


OJ000250_96.0228.C2 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


2 




T-l ^ — J 

End 


SSS 


GI 


none 




Score 


422 


Exons 

< 


2. .232, 3. .233, 3.. 


233 






Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


• 58083 




Strand 


- 


Start 


2753 „ 




End 


3211 


Name • 


OJ00025D 96. 0228. C2 


.o4 . tm. . 


Method 


TBLASTX: Maize 


Start 


173 ^ 




End 


592 


GI 


none 




Score 


616 


Exons 


173.. 568, 174.. 563, 


560. .592, 


563. .592 




Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 




Strand 


- 


Start 


2753 




End 


3211 


Name 


OJ000250 96. 0228. C2 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


317 




End 


645 


GI 


none 




Score 


377 


Exons 


317. .568, 321. .563, 


C C f\ CAS 

560 . . 643, 


C C O C A C 

562 . .64 5, 


C CS CAS CCA C A A 

563. .643, dd4..o44, 




565. .645 








Seq. No. 


28242' 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 




Strand 


- 


Start 


2753 




End 


3211 


Name 


OJ000250 96. 0228. C2 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


387 




End 


829 


GI 


none 




Score 


43 


Exons 


387. .422, 407. .568, 


414. .563, 


418. .564, 


421. .573, 422. .580, 




560. .829, 563. .829 








Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 




Strand 




Start 


2753 




End 


3211 


Name 


OJ000250 96. 0228. C2 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


827 




End 


2321 


GI 


none 




Score 


1115 


Exons 


827. .1771, 827. .1342, 1176. .1343, 1189. 


.1785, 1391.. 2284, 




1398. .2321 








Seq. No. 


28242 




Seq. ID 


OJ000250_96.0228.C2 



27927 




Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


847 








End 


2288 


GI 


none 








Score 


903 


Exons 


847. .1683, 


847. . 


1134, 851. .1342, 1189. 


.1785, 1193. .1777, 




1391. .2287, 


1398 


. .2288 








Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


C O o o 

58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


890 








End 


1339 


GI 


none 








Score 


754 


Exons 


890. .1339, 


891. . 


1337 








Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No . 


DOUOJ 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


992 








End 


1390 


GI 


none 








Score 


576 


Exons 


992. .1342, 


993. . 


1343, 1189.. 


1389, 1193 


..1390 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1375 








End 


1861 


GI 


none 








Score 


629 


Exons 


1375. .1782, 


1376 


. .1771, 


1391 


..1861, 1398. .1859 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1391 








End 


2022 


GI 


none 








Score 


614 


Exons 


1391. 11777, 


1391 


. .1924, 


1392 


..1925, 1398.. 1925, 1825... 1929, 




1831. .1944, 


1844 


. .1945, 


1888 


..2022, 1905. .2021, 1924. .2022 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 










Strand 




Start 


2753 








End 


' 3211 


Name 


OJ000250 96 


.0228 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1862 








End 


2324 


GI 


none 








Score 


668 


Exons 


1862. .2281, 


1862 


. .2296, 


1863 


..2297, 2292. .2324, 2293.. 2322 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








•End 


3211 


Name 


OJ000250 96 


.0228 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2023 








End 


2387 


GI 


none 








Score 


394 


Exons 


2023. .2322, 


2023 


. .2322, 


2025 


..2324, 2293. .2376, 2315. .2386, 



2316. .2387 



27928 



Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228. 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2514 








End 


3091 


GI 


none 








Score 


76 


Exons 


2514. .2570, 


2514. 


.2573, 


2516. 


.2575, 2516. .2575, 2564. .2593, 




2565. .2597, 


2768. 


.2815, 


2859. 


.3083, 2867. .3091, 2867. .3079 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228. 


C2.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2561 








End 


3191 


GI 


none 








Score 


77 


Exons 


2561. .2650, 


2561. 


.2608, 


2562. 


.2609, 2621. .2659, 2748. .2846, 




2762. .2848, 


2763. 


.2846, 


2767. 


.2865, 2803. .3117, 2813. .3118, 




2847. .3119, 


2849. 


.3121, 


3132. 


.3176, 3137. .3175, 3150. .3191 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228.C2.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


'2562 








End 


3091 


GI 


none 








Score 


45 


Exons 


2562. .2600, 


2641. 


.2709, 


2672. 


.2704, 2770. .2817, 2770. .2799, 




2862. .3086, 


2867. 


.3091, 


2867. 


.3079, 2868. .3080, 2875.. 3090 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58083 








Strand 




Start 


2753 








End 


3211 


Name 


OJ000250 96 


.0228. 


C2.o3. 


gp 


Method 


AAT/GAP 


Start 


2753 








End 


3211 


GI 


45273 1.R1084 






Score 


850 


Exons 


2753. .3211 












GI Descrip. 


•1022811 4. 


Oe-21 


(U37703) ORF 


62 [Hordeum vulgare] 1 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58084 








■Strand 




Start 


3589 








End 


3956 


Name 


OJ000250 96 


.0228. 


C2.ol0 


. tm 


Method 


TBLASTX: Maize 


Start 


3589 








End 


3956 


GI 


none 








Score 


44 


Exons 


3589. .3615, 


3739. 


.3816, 


3743. 


.3898, 3746.. 3901, 3894.. 3953, 




3897. .3956 












Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58085 








Strand 




Start 


4430 








End 


4702 


Name 


OJ000250 96 


.0228. 


C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4430 








End 


4702 


GI 


none 








Score 


86 


Exons 


4430. .4498, 


4431. 


.4520, 


4480. 


.4584, 44i 


38. .4625, 4488. .4628, 




4490. .4669, 


4618. 


.4701, 


4619. 


.4702 




Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 



27929"/ 



Gene No . 


joUoO 








Strand 




Start 


5637 








End 


5840 


Name 


OJ000250 96 


.0228 


.C2.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


5637 








End 


5840 


GI 


none 








Score 


106 


Exons 


5637. .5711, 


5638 


. .5712, 


. 5639. 


.5710, 5697. .5840, 5705. .5830 


Seq. No. 


28242 










OJ000250 96 0228 C2 


bene no. 


OoUo / 












Start 


6695 








End 


6967 


Name 


OJ000250 96 


.0228 


.C2.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


6695 








End 


6832 


GI 


none 








Score 


191 


Exons 


6695. .6832, 


6695 


. .6832 








Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


a -n n XT /"V 

bene ino • 


OOUO / 








Strand 




Start 


6695 








End 


6967 


Name 


OJ000250 96 


.0228 


.C2.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


6701 








End 


6967 


GI 


none 








Score 


250 


Exons 


6701. .6865, 


6701 


. .6883, 


6702. 


.6884, 6724. .6891, 6929. .6967 


Seq. No. 


28242 








Seq. 'ID 


OJ000250_96.0228.C2 


bene wo • 


COAQp 

OOUOO 








Strand 




Start 


7446 








End 


7855 


Name 


OJ000250 96 


.0228 


.C2.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7446 








End 


7760 


GI 


none 








Score 


59 


Exons 


7446. .7526, 


7463 


. .7570, 


7592. 


.7621, 7632.. 7760, 7638.. 7748 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58088 








Strand 




o tar t 


1 A A 
/ *1 H 0 








End 


7855 


Name 


OJ000250 96 


.0228 


.C2.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


7476 








End 


7802 


GI 


none 








Score 


41 


Exons 


7476. .7526, 


7479 


. .7526, 


7524. 


.7595,-7592.-7639, 7629. .7775, 


. ' 


7631. .7750, 


7641 


. .7802 








Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58088 








Strand 




Of a -r +- 


/ ft H 0 








End 


7855 


Name 


OJ000250 96 


.0228 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


7553 








End 


7855 


GI 


none 








Score 


79 


Exons 


7553..7S94, 


7554 


. .7595, 


7554. 


.7595, 7569.. 7640, 7588.. 7635, 




7625. .7801, 


7629 


. .7802, 


7633. 


.7809, 777 


'8.-7855, 7780. .7854 


Seq. No. 


28242 








Seq. ID 


OJ000250_96.0228.C2 


Gene No. 


58088 








Strand 




Start 


7446 








End 


7855 


Name 


OJ000250 96 


.0228 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7592 








End 


7790 • 


GI 


none 








Score 


50 


Exons 


7592.-7639, 


7593 


. .7640, 


7629. 


.7790, 7631. .7750, 7641. .7784 



27930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000250_96.0228.C4. 
+ 

5664 
AAT/GAP 
5664 
1070 



28243 Seq. ID 

58099 Strand 
5122 End 
OJ000250_96 . 0228 . C4 . o2 . gp Method 
5122 End 
42732_1.R1084 Score 
5122.. 5664 

, 114 657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ000250_96.0228.C4 
+ 

6075 
AAT/GAP 
6075 
734 



28243 Seq. ID 

58100 Strand 
5705 End 
OJ000250_96.0228.C4.o3.gp Method 
5705 End 
LIB3477-011-P1-K1-C10 Score 
5705. .6075 

, 114 657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza ' sativa] ' 



OJ000250_96.0228.C4 
+ 

9520 
AAT/GAP 
9520 
1047 



28243 Seq. ID 

58101 Strand 
8974 End 
OJ000250_96.0228.C4.o6.gp Method 
8974 End 
5005311 Score 
8974. .9520 

114521/sp|P12084|ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 

28243 Seq. ID OJ000250_96 . 0228 . C4 

58102 Strand 

1070 End 1155 

O J000250_96 . 0228 . C4 . ol . gp Method AAT/GAP 
1070 End 1155 

LIB3432-013-P1-K1-E3 Score 133 

1070.. 1155 

, 133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta ,f -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 1 ' subunit-2 
[Oryza sativa] ' 



28243 Seq. ID 

58103 Strand 

6740 End 

OJ000250_96 . 0228 . C4 . o4 . gp Method 

6740 End 



OJ000250_96.0228.C4 

7780 

AAT/GAP 

7780 



27931 



GI 2721_1.R1084 Score 1986 

Exons 6740.. 7780 

GI Descrip. f 114622/sp | P12087 | ATPFJDRYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa]. >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28243 Seq. ID 

58104 Strand 

7818 End 

OJ000250_96.0228.C4 .o3.ts Method 

1 End 

none Score 



OJ000250_96.0228.C4 
9828 

TBLASTX: Soybean 

2128 

264 



1.-171, 3. .173, 167. .292, 168. .317, 168. .296, 169. .297, 
304. .1056, 317. .1057, 318. .1064, 528. .1058, 1061. .1117, 
1064. .1213, 1071. .1214, 1072. .1275, 1183. .1353, 1208. .1351, 
1224.. 1352, 1779.. 2063, 1780.. 2061, 1853.. 2128 



Seq. No. 


28243 


Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 


Strand 


- 


Start 


7818 


End 


9828 


Name 


OJ000250 96.0228.C4.o3.tw 


Method 


TBLASTX: Wheat 


Start 


252 


End 


.696. 


GI 


none 


Score 


634 


Exons 


252. .695, 252. .491, 253. .696, 


253. .696 




Seq. No. 


28243 


Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 


Strand 




Start 


7818 


End 


9828 


Name 


OJ000250 96.0228.C4.o5.tc 


Method 


TBLASTX: Cress 


Start 


397 


End 


813 


GI 


none 


Score 


394 


Exons 


397.. 807, 398.. 811, 402.. 809, 


403. .813 




Seq. No. 


28243 


Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 


Strand 




Start 


7818 


End 


9828 


Name 


OJ000250 96.0228.C4.o7.tc 


Method 


TBLASTX: Cress 


Start 


828 


End 


1343 


GI 


none 


Score 


158 


Exons 


828. .1025, 828. .1046, 829. .1065, 829.. 


1050, 1087.. 1341, 




1152. .1334, 1197. .1343 






Seq. No. 


28243 


Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 


Strand 




Start 


7818. 


End 


9828 


Name 


OJ000250 96.0228.C4.o9.tm 


Method 


TBLASTX: Maize 


Start 


1323 


End 


1684 


GI 


none 


Score 


138 


Exons 


1323.. 1445, 1330.. 1470, 1332. 


.1445, 1339. .1446, 1342.. 1416 



1343. .1390, 1344. .1415, 1360. .1416, 1366. .1476, 1370.. 1468, 

1374. .1421, 1375. .1470, 1375. .1476, 1379. .1480, 1405.. 1479, 

1408. .1467, 1412. .1498, 1412. .1519, 1433. .1519, 1451. .1507, 

1454. .1507, 1460. .1558, 1460. .1507, 1460. .1558, 1460. .1507, 

1502. .1666, 1502. .1666, 1508. .1663, 1526. .1681, 1529. .1663, 

1537. .1581, 1544. .1684, 1544. .1567, 1565. .1597, 1571. .1636, 



27932 





1585. .1629, 


1586. 


.1636, 


1588. 


.1665, 1589. .1675, 1594. .1638, 




1622. .1684, 


1642. 


.1680, 


1645. 


.1683 




Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 








Strand 




btart 


"7 ft 1 ft 

/ o lo 








End 


9828 


Name 


OJ000250 96. 


0228. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


* 1685 








End 


2496 


GI 


none 








Score 


46 


Exons 


1685. .1723, 


1718. 


.2083, 


1748. 


.1801, 1749.. 2084, 1750.. 2496, 




1750. .2082, 


1776. 


.2495, 


2158. 


.2496 




Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


JO 1U4 








Strand 




Start - 


7818 








End 


9828 


Name 


OJ000250 96. 


0228. 


C4.ol0 


.tc 


Method 


TBLASTX: Cress 


Start 


1727 








End 


2025 


GI ■ 


none 








Score 


66 


Exons 


1727. .1834, 


1749. 


.2024, 


1750. 


.2025, .1750.. 2022, 1779.. 2024 


Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 








Strand 




o uar u 


7ft 1 ft 








End 


9828 


Name 


OJ000250 96. 


0228. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1950 








End 


2569 


GI 


none 








Score 


42 


Exons 


1950. .2021, 


1961. 


.1999, 


1963. 


.2022, 1987. .2247, 1994. .2155, 




2148. .2564, 


2148. 


.2567, 


2149. 


.2568, 2150.. 2569 


Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 








Strand 




Start 


7818 








End 


9828 


Name 




UZZo . 


CA /~v C 
. OO • 


4- — 

uC 


Method 


TBLASTX: Cress 


Start 


2026 








End 


2733 


GI 


none 








Score 


55 


Exons 


2026. .2061, 


2060. 


.2149, 


2068. 


.2145, 2137.. 2403, 2163.. 2384, 




2171. .2431, 


2397. 


.2501, 


2397. 


.2504, 2398.. 2733, 2398.. 2529, 




2587. .2724, 


2589. 


.2732 








Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 








Strand 




Start 


7818 








End 


9828 


Name 


n TflPlAO Rfi Q£ 

ujuuu^du yo. 


UZZO . 


HA r\ 1 


tc 


Method 


TBLASTX: Cress 


Start 


2803 








End 


3948 


GI 


none 








Score 


47 


Exons 


2803. .2859, 


2811. 


.2903, 


2965. 


.3021, 2968. .3012, 3016. .3090, 




3024. .3080, 


3102. 


.3827, 


3103. 


.3834, 3631.. 3834, 3755.-3853, 




3892. .3948, 


3894. 


.3947 








Seq. No. 


28243 








Seq. ID 


OJ000250_96.0228.C4 


Gene No. 


58104 








Strand 




Start 


7818 








End 


9828 


Name 


OJ000250 96. 


0228. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2938 








End 


4013 


GI 


none 








Score 


143 


Exons 


2938. .3093, 


2959. 


.3093, 


3102. 


.3479, 3102. .3827, 3103. .3894, 




3763. .3891, 


3764. 


.3895, 


3874. 


.3936, 3881. .3949, 3881. .3949, 
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3894.. 3953, 3906.. 4013 



Seq. No. 28243 Seq. ID 

Gene No. 58104 Strand 

Start 7818 End 

Name OJ000250_96 . 0228 . C4 . oil . tm Method 

Start 3208 End 

GI none ■ Score 

Exons 3208.. 3345, 3208.. 3345 



OJ000250_96.0228.C4 
9828 

TBLASTX: Maize 

3345 

215 



Seq. No. 28243 

Gene No. 58104 

Start 7818 

Name OJ000250_96 . 0228 .C4 . 06 . tm 

Start 3534 

GI none 

Exons 3534.. 3623, 3542.. 3589, 3570. 
3628. .3828 



OJ000250_96.0228.C4 
9828 

TBLASTX: Maize 

3828 

67 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3827, 3570. .3827, 3571. .3828, 



Seq. No. 28243 Seq. ID 

Gene No. 58104 Strand 

Start 7818 End 

Name OJ000250_96 . 0228 . C4 . o4 . tw Method 

Start 3585 End 

GI none Score 

Exons 3585.. 3992, 3589.. 3993, 3628.. 3993 



OJ000250_96.0228.C4 
9828 

TBLASTX: Wheat 

3993 

632 



Seq. No. 28243 Seq. ID 

Gene No. 58104 Strand 

Start 7818 End 

Name OJ000250_96. 0228 .C4 ,o4 . tm Method 

Start 3829 End 

GI none Score 

Exons 3829.. 4002, 3830.. 4000, 3997.. 4029, 

4035. .4076, 4041. .4076, 4084. .4149, 

4141. .4233, 4149. .4211, 4151. .4234, 

4286. .4468, 4463. .4489, 4463. .4489 



OJ000250 96. 0228. C4 



9828 

TBLASTX: Maize 
4489 
276 

3998.. 4030, 3999. 
4084. .4149, 4135. 
4273. .4449, 4283. 



4037, 
4179, 
4468, 



Seq. No. : 28243 

Gene No. 58104 

Start 7818 

Name OJ000250_96 . 0228 . C4 . o4 . tc 

Start 4148 

GI none 

Exons 4148.. 4168, 
4655. .4768, 



4149. .4166, 4283. 
4657. .4770 



Seq. ID OJ000250_96.0228.C4 
Strand 

End 9828 

Method TBLASTX: Cress 

End 4770 

Score 35 

.4657, 4285.-.46S9, 4286.. 4660, 



Seq. No. 28243 
Gene No. 58104 
Start 7818 

Name OJ000250_96 . 0228 . C4 . ol . ts 

Start 4150 
GI none 

Exons 4150.. 4173, 4281.. 4979, 4283. 

4554.. 5006, 5012.. 5053, 5237. 
6619.. 6681, 6706. .6774, 6751. 
7063. .7131, 7467. .7646, 7471. 



Seq. ID OJ000250_96.0228.C4 
Strand 

End 9828 

Method TBLASTX : Soybean 

End 9828 

Score 530 

.4972, 4285. .5001, 4286. .4996, 
.5986, 5238..S837, 5892.. 5987, 
.7038, 6764. .7036, 6896. .7042, 
.7647, 7471. .7647, 7476. .7649, 



27934 






7738. .7797, 


7740. 


.7811, 


7743. 


.7796, 7744..7797, 


7803 . . 7856, 




7804. .7857, 


7807. 


.7854, 


7842. 


.7895, 7E 


144. .7927, 


7864 . .7935, 




7888. .7932, 


7935. 


.7994, 


7954. 


.8001, 7954.. 7995, 


8023. .8091, 




8026. .8097, 


8033. 


.8092, 


8182. 


.8199, 8281.. 8322, 


8288. .8317, 




8358. .8858, 


8362. 


.8856, 


8878. 


.8913, 8918. .9481, 


8929. .9828, 




9108. .9761, 


9592. 


.9762, 


9759. 


.9827 






Seq. No. 


28243 








Seq. ID 


OJ000250 


_96.0228.C4 


Gene No. 


58104 








Strand 


- 




Start 


7818 








End 


9828 




Name 


" OJ000250 96. 


0228. 


C4 .o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4490 








End 


4774 




GI 


none 








Score 


475 




Exons 


4490. .4774, 


4490. 


.4774 










Seq. No. 


28243 








Seq. ID 


OJ000250 


_96.0228.C4 


Gene No. 


58104 








Strand 






Start 


7818 








End 


9828 




Name 


OJ000250 96. 


0228. 


C4.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


5226 








End 


5738 




GI 


none 








Score 


58 




Exons 


5226. .5276, 


5233. 


.5274, 


5264. 


.5713, 5277.. 5738, 


5279. .5737 


Seq. No. 


28243 








Seq. ID 


OJ000250 


_Sf6.0228.C4 


Gene No. 


58104 








Strand 






Start 


7818 








End 


9828 




Name 


OJ000250 96. 


0228. 


C4.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5633 








End 


5895 




GI 


none 








Score 


327 




Exons 


5633. .5893, 


5633. 


.5839, 


5635. 


.5895, 5668. .5895 




Seq. No. 


28243 








Seq. ID 


OJ000250 


96. 0228. C4 


Gene No. 


58104 








Strand 






Start 


7818 








End 


9828 




Name 


OJ000250 96. 


0228. 


C4 .08. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5896 








End 


6239 




GI 


none 








Score 


172 




Exons 


5896. .6018, 


5897. 


.6013, 


5901.. 


.6017, 5902.. 6018, 


6005. .6139, 




6011. .6154, 


6013. 


.6183, 


6030. 


.6167, 6148. .6171, 


6170. .6211, 




6171. .6212, 


6214. 


.6237, 


6216. 


.6239 t 






Seq. No. 


28243 








Seq. ID 


OJ000250 


_96.0228.C4 


Gene No. 


58104 








Strand 






Start . 


7818 








End 


9828 




Name 


OJ000250 96. 


0228. 


C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6326 








End 


7261 




GI 


none 








Score 


186 




Exons 


6326. . 6493, 


6341 . 


. 6370, 


6363. 


.6494, 6459.. 6494, 


6470 . . 6550, 




6503. .6601, 


6532. 


.6603, 


6542. 


.6604, 6578.. 6670, 


6603. .6674, 




6604. .6675, 


6606. 


.6674, 


6679. 


.6720, 6679.. 6717, 


6706. .6762, 




6707. .6763, 


6716. 


.6763, 


6724. 


.6765, 6744.. 6830, 


6755. .7126, 




6757. .7125, 


6895. 


.7149, 


7133. 


.7177, 7135. .7179, 


7163. .7261, 




7176. .7259, 


7178. 


.7261 










Seq. No. 


28243 








Seq. ID 


OJ000250 


_96.0228.C4 


Gene No. 


58104 








Strand 






Start 


7818 








End 


9828 
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Name 

Start 

GI. 

Exons 



OJ000250_96 . 0228 . C4 . 08 . tc Method 
6730 End 
none Score 
6730.. 7026, 6731.. 7036, 6896.. 7036 



TBLASTX: Cress 

7036 

328 



Seq. No, 

Gene No. 

-Start 

Name 

Start 

GI 

Exons ' 



28243 
58104 
7818 

OJ000250_96, 

7264 

none 

7264. .7428, 
7414. .7716, 
7800. .7892, 
7921. .8025, 
8056. .8166, 
8171. .8317, 
8863. .8916, 



0228.C4 .ol.tm 



7264.. 7365, 7356. 

7421. .7717, 7675. 

7801. .7917, 7801. 

7935. .8030, 8018. 

8059. .8172, 8087. 

8274.. 8360, 8328. 

8863.. 8922, 8868. 



Seq. ID 

Strand 

End 

•Method 

End 

Score 
.7388, 7 
.7800, 7 
.7929, 7 
.8095, 8 
.8188, 8 
.8858, 8 
.8930 



OJ000250_96.0228.C4 
9828 

TBLASTX: Maize 

8930 

200 

401. .7715, 7413. .7715, 
685. .7798, 7687. .7800, 
808.. 7939, 7879. .8025, 
019.. 8099, 8026.. 8103, 
110. .8325, 8146. .8271, 
347. .8868, 8587. .8868, 



Seq. No. 28243 

Gene No. 58104 

Start 7818 

Name OJ000250_96 . 0228 . C4 . o2 . tc 

Start 7530 

GI ' none 

Exons 7530.. 7628, 7539.. 7628, 8454. 

8918. .9415, 8932.. 9429, 9108. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 96. 0228. C4 



9828 

TBLASTX: Cress 
9429 
129 

8828, 8454. .8858, 8455. .8865, 
9428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28243 
58104 
7818 

OJ000250_96 . 0228 . C4 . o5 . tw 

7647 

none 



Seq. ID OJ000250_96.0228.C4 
Strand 

End 9828 

Method TBLASTX: Wheat . 

End 8124 

Score 183 



7647. .7763, 7648. .7767, 7648. .7767, 7764. .7811, 7764. .7802, 

7800. .7892, 7801. .7923, 7802. .7924, 7898. .8008, 7926. .8009, 

7927. .8010, 7927.. 8007, 8007 ...8093, 8010.. 8090, 8011. .8097, 

8020. .8124, 8087. .8122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



28243 Seq. ID OJ000250_96 . 0228 . C4 

58104 " Strand 

7818 End 9828 

OJ000250_96.0228.C4 .oS.gp Method AAT/GAP 

7818 End 8363 

2135_1.R1084 Score 1072 

7818. .8363 

' 11957/emb 1X15901 1 CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 



28243 
58104 
7818 

OJ000250_96.0228.C4 . o2 . tw 

8346 

none 

8346. .8432, 8347. .8430, 8360, 
8438. .8776, 8441. .8791 



OJ000250_96.0228.C4 
9828 

TBLASTX: Wheat 

8791 

120 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8440, 8364. .8432, 8436. .8786, 
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Seq. No. 


28243 


Seq. ID 


OJ000250_96. 0228 


.C4 


Gene No. 


58104 


Strand 






Start 


7818 


End 


9828 




Name 


OJ000250 96.0228.C4.ol0.tm 


Method 


TBLASTX: Maize 




Start 


8974 


End 


9287 




GI 


none 


Score 


260 




Exons 


8974. .9285, 9111. .9155, 9216. 


.9287 






Seq. No. 


28243 


Seq. ID 


OJ000250_96. 0228 


.C4 


Gene No. 


58104 


Strand 






Start 


7818 


End 


9828 




Name 


OJ000250 96.0228.C4.oll.tc 


Method 


TBLASTX: Cress 




Start 


9438 


End 


9704 




GI 


none 


Score 


193 




Exons 


9438. .9704, 9439. .9696 








Seq. No. 


28243 


Seq. ID 


OJ000250_96. 0228 


.C4 


Gene No. 


58105 


Strand 






Start 


9787 


End 


9983 




Name . 


OJ000250 96.0228.C4.o9.tc 


Method 


TBLASTX: Cress 




Start 


9787 


End 


9983 




GI 


none 


Score 


318 




Exons 


9787.. 9981, 9789.-9983, 9789. 


.9983 






Seq. No. 


28244 


Seq. ID 


OJ000250_96.0228 


.C5 


Gene No. 


' 58106 


Strand 






Start 


309 


End 


7982 




Name 


OJ000250 96.0228.C5.o7.tc 


Method 


TBLASTX: Cress 




Start 


309 


End 


991 




GI 


none 


Score 


66 




Exons 


309. .362, 310. .393, 311. .391, 


419. .616, 


420. .614, 421.. 


621, 




422. .616, 635. .766, 670. .738, 


716. .739, 


881. .991, 907.. 


990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58106 
309 

OJ000250_96.0228.C5.ol.ts 
638 
none 



Seq. ID OJ000250_96.0228.C5 
Strand 

7982 

TBLASTX : Soybean 
4370 
117 



End 

Method 
■End 
Score 

638. .784, 670. .735, 705. .746, 857. .2119, 858. .1370, 907. .2154, 
907.. 2154, 3135.. 3227, 3239.-3382, 3257.. 3346, 3386.-3466, 
3510. .3710, 3533. .3703, 3628. .3846, 3901. .3945, 3967. .4140, 
3971. .4072, 4131. .4370 



28244 
58106 
309 

OJ000250_96.0228.C5.ol.tm 

656 

none 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 

Method TBLASTX : Mai ze 

End 4 616 

Score 164 



656. .754, 670. .753, 755.-772, 756. .782, 814. .861, 815. .868, 
816. .872, 866. .2119, 870. .1370, 895. .2307, 907. .2439, 
2076. .2429, 2357. .2440, 2405. .2500, 2410. .2517, 2415. .2495, 
2419.. 2499, 3239.. 3382, 3257.. 3355, 3386.. 3466, 3533.. 3700, 
3533. .3703, 3534. .3710, 3628. .3846, 3901. .3945, 3967. .4140, 
3971. .4072, 4131. .4370, 4138. .4383, 4377. .4616, 4378. .4449, 



27937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4401. .4526, '4489. .4548 

28244 
58106 
309 

OJ000250__96.0228.C5.o2.tc 

1033 

none 

1033. .1200, 
1201. .1581, 
3533. .3703, 



1034. .1198, 1194, 
1202.. 1582, 3251. 
3534. .3710 



28244 
58106 
309 

OJ000250_96.0228.C5.ol.tc 

1684 

none 

1684. .1713, 1687. .1731, 1735. 
2155.. 2301, 2156. .2308, 2479. 
3773. .4132, 4131. .4727, 4131. 

28244 
58106 . 
309 

OJ000250_96.0228.C5.o4.ts 

2154 

none 

2154. .2414, 2155. .2307, 2155. 
2352.. 2405, 2357 .. 2629, 2362 . 
4378. .4548, 4551. .4598, 4704. 

28244 
58106 
309 

OJ000250_96.0228.C5.ol3.tc 

2309 

none 

2309.. 2467, 2311.. 2472, 2334. 

28244 
58106 
309 

OJ000250_96.0228.C5.o7.tm 

2518 

none 

2518. .2811, 
4833. .4949 



2518. .2811, 2519. 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 
Method TBLASTX : Cress 
End 3710 
Score 266 

.1370, 1197.. 1580, 1199.. 1579, 
.3382, 3257.. 3355, 3392.. 3466, 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 
Method TBLASTX : Cress 
End 4 939 

Score 34 

.1968, 1738. .2142, 1742. .2092, 
.2610, 2620.. 2724, 3739.. 4140, 
.4937, 4138. .4938, 4493.-4939 

Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 

Method TBLASTX : Soybean 

End 4818 

Score 163 

.2628, 2156. .2308, 2156. .2629, 
.2631, 2442. .2639, 4377. .4547, 
.4817, 4705. .4818 

Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 

Method TBLASTX : Cress 

End 2479 

Score 141 

.2468, 2356. .2478, 2357. .2479 

Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 

Method TBLASTX : Mai ze 

End 4 94 9 

Score 384 

.2812, 4704. .4826, 4726. .4818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58106 
309 

OJ000250_96.0228.C5.o8.ts 

2642 

none 



Seq. ID OJ000250_96.0228.C5 



Strand 
End 

Method 

End 

Score 



7982 

TBLASTX : Soybean 

5069 

351 



2642. .2887, 2642. .2737, 2671. .2886, 4833.-4949, 5016. .5069 
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Seq. No. 28244 

Gene No. 58106 

Start 309 

Name OJ000250_96 . 0228 .C5 .06. tc 

Start 2728 

GI none 

Exons 2728.. 2847, 2729.. 2848, 2797. 

5028. .5174, 5169. .5240 . 



OJ000250_96.0228.C5 
7982 

TBLASTX: Cress 

5240 

75 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3222, 2798.. 3247, 2801.. 3247, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58106 
309 

OJ000250_96. 

2812 

none 

2812. .2970, 
4960. .5415, 
5474. .5590, 
5637. .5684, 
5764. .5820, 
5925. .6077, 



0228.C5.o4.tm 



2968.. 3039, 4958. 

5385...'5498, 5401. 

5480.. 5596, 5591. 

5662.. 5766, 5676. 

5768.. 5821, 5815. 

5937.. 6074, 5941. 



28244 

58106 ■:, 

309 ' V 

OJ000250_96.0228.C5.o6.ts 

2887 

none 

2887. .2970, 2968. .3039, 5091. 
5098. .5427, 5339. .5428, 5480. 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 7982 

Method TBLASTX : Mai ze 

End 6088 

Score 742 

.5410, 4958. .5293, 4959. .5438, 
.5445, 5408. .5485, 5460. .5588, 
.5620, 5592.. 5621, 5634.. 5684, 
.5765, 5699.. 5779, 5763.. 5834, 
.5895, 5817. .5897, 5817. .5897, 
.6081, 5942.. 6088 

Seq. ID OJ000250_96.0228.C5 
Strand 

End ' 7.982 

Method TBLASTX : Soybean 

End 5509 

Score 365 

.5408, 5091.. 5426, 5095.. 5427, 
.5509 



Seq. No. 28244 

Gene No. 58106 

Start 309 

Name OJ000250_96. 0228 .C5 . oil .tc 

Start 5241 

GI none 

Exons 5241.. 5408, 5241.. 5408, 5242. 
5480.. 5509 



OJ000250_96.0228.C5 
7982 

TBLASTX: Cress 

5509 

234 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5409, 5248. .5409, 5403. .5486, 



Seq. No. 28244 

Gene No. 58106 

Start 309 

Name OJ000250_96 . 0228 . C5 . olO . ts 

Start 5967 

GI none 

Exons 5967.. 6122, 5968.. 6123, 6008. 
6847. .6957 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_96.0228.C5 
7982 

TBLASTX : Soybean 

6957 

149 



,6133, 6839.. 6955, 6841.. 6957, 



Seq. No. 28244 

Gene No. 58106 

Start 309 

Name OJ000250_96 . 0228 .C5 . ol2 . tc 

Start 6018 

GI none 

Exons 6018.. 6158, 6018.. 6146, 6025. 

6136.. 6189, 6137.. 6190, 6248. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6162, 6134 
.6292, 6248 



OJ000250 96. 0228. C5 



7982 

TBLASTX: Cress 
634 9 ' 
136 

6199, 6135.. 6185, 
6322, 6252.. 6323, 
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6306. .6344, 6311. .6349 



Seq. No. 


28244 








Seq. ID 


OJ000250 


_96.0228.C5 


Gene No. 


58106 








Strand 






Start 


30'9 








End 


7982 




Name 


OJ000250 96. 


0228. 


C5.o8. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6143 








End 


6486 




GI 


none 








Score 


240 




Exons 


6143. .6298, 


6146. 


.6298, 


6248. 


.6370, 6294. .6410, 


6298. .6423 




6300. .6407, 


6396. 


.6446, 


6400. 


.6483, 6403. .6465, 


6407. .6484 




6436.-6486, 


6437. 


.6484 










Seq. No. 


28244 








Seq. ID 


OJ000250 


96. 0228. C5 


Gene No. 


58106 








Strand 






Start 


309 








End 


7982 




Name 


OJ000250 96. 


0228. 


C5.o9. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6817 








End 


7168 




GI 


none . 








Score 


393 




Exons 


6817. ,7074, 


6818. 


.7168, 


6819. 


.7154, 6820. .7167 




Seq. No. 


28244 








Seq. ID 


OJ000250 


_96.0228.C5 


Gene No. 


58106 








Strand 






Start 


309 








End 


7982 




Name 


OJ000250 96. 


0228. 


C5.o3. 


tm 


Method 


TBLASTX: 


Maize , 


Start 


. 6826 . 








End 


7982 




GI 


none 








Score 


556 




Exons 


6826. .7074, 


6828. 


.7178, 


6828. 


.7163, 7028. .7180, 


7114 . .7179 




7173. .7802, 


7177. 


.7833, 


7178. 


.7786, 7209. .7799, 


7756. .7959 




7781. .7960, 


7797. 


.7961, 


7797. 


.7961, 7798. .7962, 


7962. .7982 




7964. .7981 














Seq. No. 


28244 








Seq. ID 


OJ000250 


_96.0228.C5 


Gene No. 


58106 








Strand 






Start 


309 








End 


7982 




Name 


OJ000250 96. 


0228. 


C5.O10 


.tc 


Method 


TBLASTX : 


Cress 


Start 


7233 








End 


7971 




GI 


none 








Score 


56 




Exons 


7233. .7289, 


7245. 


.7265, 


7300. 


.7353, 7317. .7352, 


7317. .7448 




7358. .7474, 


7359. 


.7475, 


7363. 


.7482, 7470.. 7586, 


7482. .7586 




7483. .7596, 


7595. 


.7687, 


7607. 


.7687, 7609.. 7692, 


7778. .7957 




7785. .7967, 


7785. 


.7967, 


7786. 


.7971 






Seq. No. 


28244 








Seq. ID 


OJ000250 


_96.0228.C5 


Gene No. 


58106 








Strand 






Start 


309 








End 


7982 




Name 


OJ000250 96. 


0228. 


C5.o9. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7296 








End 


7972 




GI 


none 








Score 


54 




Exons 


7296. .7352, 


7297. 


.7356, 


7316. 


.7357, 7329. .7451, 


7358. .7477 




7359. .7487, 


7530. 


.7565, 


7540. 


.7563, 7599.. 7625, 


7606. .7680 




7626. .7697, 


7640. 


.7684, 


7692. 


.7718, 7696. .7719, 


7797. .7964 




7798. .7965, 


7798. 


.7965, 


7811. 


.7972 






Seq. No. 


28244 . 








Seq. ID 


OJ000250 


_96.0228.C5 


Gene No. 


58107 








Strand 






Start 


8149 








End 


8535 




Name 


OJ000250 96. 


0228. 


C5.o9. 


tm 


Method 


TBLASTX: 


Maize 



27940 



Start 
GI 

Exons 



8149 End 8535 

none Score 291 

8149. .8169, 8153. .8437, 8173. .8304, 8192. .8440, 8350. .8445, 

8436. .8525, 8439. .8525, 8440. .8535, 8440. .8526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58108 
8616 

OJ000250_96.0228.C5.o6.tm 

8616 

none 



Seq. ID OJ000250_96.0228.C5 



Strand 
End 

Method 

End 

Score 



9910 

TBLASTX: Maize 

9158 

97 



8616. .8699, 8617. .8697, 8618. .8698, 8644. .8700, 8699. .8851, 
8700. .9125, 8701. .9141, 8701. .9126, 8703. .9131, 9123. .9158 



Seq. No. 28244 

Gene No. 58108 

Start 8616 

Name OJ000250_96 . 0228 . C5 . o2 . tw 

Start 8786 

GI none 

Exons 8786.. 8824, 8823.. 8903, 8835. 
8863. .9186, 8892. .9185 



OJ000250_96.0228.C5 
9910 

TBLASTX: Wheat 

9186 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8903, 8842. .8904, 8848.. 8904, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58108 
8616 

OJ000250_96.0228.C5.o4.tc 

8913 

none 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 9910 

Method TBLASTX: Cress 

End 9910 

Score 585 



8913. .9542, 8914. .9543, 8916. .9542, 8923. .9543, 9413. .9547, 
9561. .9632, 9562. .9609, 9775. .9894, 9807. .9896, 9814. .9891, 
9815.. 9910, 9815.. 9901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58108 
8616 

OJ000250 

9138 

none 



96.0228.C5.o5.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_96.0228.C5 
9910 

TBLASTX: Soybean 

9641 

369 



9138.. 9533, 9138.. 9539, 9139. .9540, 9446.. 9541, 9585.. 9641 



Seq. No. 28244 

Gene No. 58108 

Start 8616 

Name OJ000250_96 . 0228 .C5 . olO . tm 

Start 9419 

GI none 

Exons 9419. .9532, 9419. .9532, 
9529. .9642, 9531. .9641, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9420.. 9533, 9421 
9533.-9652, 9650 



OJ000250 96. 0228. C5 



9910 

TBLASTX: Maize 
9676 
163 

9561, 9527.. 9619, 
9676, 9651.. 9674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28244 
58109 
.10270 

OJ000250_96.0228.C5.o5.tm 

10270 

none 



Seq. ID OJ000250_96.0228.C5 
Strand 
End 

Method 
End 
Score 



11286 

TBLASTX: Maize 

11261 

78 



10270. .10383, 10302. .10385, 10378 .. 10539, 10380 .. 10538, 



27941 




10381. .10551, 
10536. .10772, 
10795. .10887, 
10977. .11075, 
11071. .11148, 
11146. .11220, 



10531. .10761, 
10768. .10803, 
10796. .10894, 
10978. .11076, 
11072. .11149, 
11147. .11257, 



10532. .10762, 
10771. .10890, 
10806. .10898, 
11070. .11117, 
11072. .11149, 
11147. .11260, 




10535. .10771, 
10772. .10801, 
10970. .11017, 
11071. .11148, 
11085. .11153, 
11160. .11261 



Seq. No. 28244 

Gene No. - 58109 

Start . 10270 

Name OJ000250_96 . 0228 . C5 . oil . ts 

Start 10623 

GI none 

Exons 10623. .10772, 10645 .. 10806, 
10768. .10890, 10769. .10885, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10662 

10794 



OJ000250 96. 0228. C5 



11286 

TBLASTX : Soybean 
10890 
165 

10772, 10762. .10812, 
10886, 10834.. 10887 



Seq. No. 28244 

Gene No. 58109 

Start 10270 

Name OJ000250_96. 0228 .C5 . o3 . tw 

Start 10647 

GI none 

Exons 10647. .10835, 10654 .. 10764 , 
10770. .10811, 10823. .10909, 



Seq. ID OJ000250_96.0228.C5 
Strand 

End 11286 

Method TBLASTX : Wheat 

End 10909 

Score 176 
10655. .10771, 10751. .10804, 
10834. .10899, 10835 .. 10909 



Seq. No. 28244 

Gene No. 58109 

Start 10270 

Name OJ000250_96. 0228 .C5 . ol4 . tc 

Start 11150 

GI none 

Exons 11150. .11266, 11153 .. 11284 , 
11263. .11286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_96.0228.C5 
11286 

TBLASTX: Cress 

11286 

133 



11160. .11273, 11160. .11285, 



Seq. No. 28244 
Gene No. .58110 
Start 11875 

Name OJ000250_96 . 0228 .C5 . o2 . tm 

Start 11875 
GI none 
Exons 11875. .11925 

11928. .11996 

12632. .12670 

12675. .12845 

12835. .13386 



Seq. ID OJ000250_ 
Strand 



96. 0228. C5 



13391. .13891, 
13889. .14050, 
14107. .14160, 
14157. .14180, 
14246. .14368, 
14402. .14464, 
14466. .14534 



11875. 
11938. 
12639. 
12682. 
12835. 
13407. 
13894. 
14107. 
14210. 
14279. 
14403. 



.11925, 
.11967, 
.12848, 
.12846, 
.13365, 
.13892, 
.14076, 
.14136, 
.14272, 
.14323, 
.14462, 



End 

Method 

End 

Score 



14534 
TBLASTX: 
14534 
68 



Maize 



11876. .11935, 11924 

11993. .12652, 11999 

12643. .12858, 12674 

12831. .13355, 12834 

12836. .13366, 13369 

13686. .13892, 13741 

13895. .14077, 14086 

14112. .14159, 14153 

14212. .14274, 14227 

14295. .14417, 14302 

14457. . 14534, 14459 



. .11995, 
. .12634, 
. .12865, 
. .13217, 
. .13680, 
. .13893, 
. .14130, 
. .14179, 
. .14274, 
. .14403, 
. .14485, 



Seq. No. 28244 Seq; ID 

Gene No. 58110 Strand 

Start 11875 End 

Name OJ000250 96.0228 .C5.o5.tc Method 



OJ000250_96.0228.C5 
14534 

TBLASTX: Cress 



27942 




Start 


12082 




End 


12559 




GI 


none 




Score 


463 




Exons 


12082. .12549, 12083. 


.12550, 


.12083. .12559, 12213.. 12557 




Seq, No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5 . 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


12134 




End 


12584 




GI 


none 




Score 


383 




Exons 


12134. .12568, 12134. 


.12568, 


12210. .12584 




Seq. No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5 . 


o3. tc - 


Method 


TBLASTX: Cress 




Start 


12646 




End 


13363 




GI 


none 




Score 


146 




Exons 


12646. .12834, 12671. 


.12835, 


12672. .12938, 12825 .. 12896, 






12883. .12939, 12933. 


.13355, 


12934. .13362, 13049.. 13363 




Seq. No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


. 58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5. 


o2,ts 


. Method 


TBLASTX: Soybean 




Start 


12714 




End 


13398 




GI 


none 




Score 


441 




Exons 


12714. .13217, 12714. 


.13355, 


12715. .13398, 12715.. 13362 




Seq. No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12801 




End 


13332 




GI 


none 




Score 


694 




Exons 


12801. .13331, 12802. 


.13332 








Seq. No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5. 


o8.tc 


Method 


TBLASTX: Cress 




Start 


13394 




End 


13793 




GI 


none 




Score 


342 




Exons 


13394. .13426, 13443. 


.13793, 


13443. .13787, 13475 .. 13789, 






13726. .13791 










Seq. No. 


28244 




Seq. ID 


OJ000250_96.0228. 


C5 


Gene No. 


58110 




Strand 






Start 


11875 




End 


14534 




Name 


OJ000250 96. 0228. C5. 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


13400 




End 


13733 




GI 


none 




Score 


306 




Exons 


13400. .13675, 13401. 


.13733, 


13403. .13732 




Seq. No. 


28245 




Seq. ID 


OJ000250_96.0228. 


C6 


Gene No. 


58111 




Strand 






Start 


2 




End 


278 





27943 



Name 


OJ000250 96.0228.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


278 


GI 


none 


Score 


258 


Exons 


2. .181, 2. .223, 213. .278 






Seq. No. 


28245 


Seq. ID 


OJ000250_96.0228.C6 


Gene No. 


58112 


Strand 




Start 


413 


End 


1062 


Name 


OJ000250 96.0228.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


413 


End 


1062 


GI 


none 


Score 


75 


Exons 


413. .583, 508. .747, 573.-737, 


580. .741, 


668. .751, 718. .1062, 




739. .1062 






Seq. No. 


28245 


Seq. ID 


OJ000250_96.0228.C6 


Gene No. 


58112 


Strand 




Start 


413 


End 


1062 


Name 


OJ000250 96.0228.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


446 


End 


830 


GI 


none 


Score 


131 


Exons 


446. .583, 447. .776, 486. .776, 


559. .777, 


668. .793, 761. .829, 




783. .830 






Seq. No. 


28245 


Seq. ID 


OJ000250_96.0228.C6 > 


Gene No. * 


58112 


Strand • 




Start 


413 


End 


1062 


Name 


OJ000250 96.0228.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


508 


End 


1062 


GI 


none 


Score 


69 


Exons 


508. .1062, 509. .583, 591. .1058, 598. .1062 


Seq. No . 


28246 


Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58113 


Strand 


+ 


Start 


1092 


End 


1821 


Name 


OJ000250 96.0228.C7.o2.gp 


Method 


AAT/GAP 


Start 


1092 


End 


1821 


GI 


24824 1.R1084 


Score 


1379 


Exons 


1092. .1821 






GI Descrip. 


1 4767.52 5.0e-87 (L24073) rubisco large 


subunit [Oryza sativa] 




>gi 1583954_prf 2121489A 








RuBisCO: SUBUNIT=large : IS0TYPE= 


=truncated [Oryza sativa] 1 


Seq. No. 


28246 


Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58114 


Strand 


+ 


Start 


1918 


End 


2743 


Name 


OJ000250 96.0228.C7.o3.gp 


Method 


AAT/GAP 


Start 


1918 


End 


2743 


GI 


14384 1.R1084 


Score 


1358 


Exons 


1918. .2629, 2715. .2743 







GI Descrip. ' 5881726/dbj | BAA84417 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



Seq. No. 28246 Seq. ID 

Gene No. 58115 Strand 

Start 4559 End 

Name OJ000250_96. 0228 .C7 . o4 .gp Method 

Start 4559 End 



OJ000250_96.0228.C7 
+ 

5182 ' 

AAT/GAP 

5182 



27944 



GI 7528_2.R1084 Score 1143 

Exons 4559.. 5182 

GI Descrip. 1 1402.91/sp | P12206 | YCF4_0RYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



Seq. No. 28246 Seq. ID 

Gene No. 58116 Strand 

Start 112 End 

Name OJ000250_96 . 0228 . C7 . ol . gp Method 

Start 112 End 

GI uC-osflM202083hl2bl Score 

Exons 112.. 628 

GI Descrip. f 552857 3.0e-25 (M31464) atpB gene product [Oryza sativa] 1 



OJ000250_96.0228.C7 
628 

AAT/GAP 

628 

968 



Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 


96.0228.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


836. 




GI 


none 






Score 


434 




Exons 


1..345, 2 


..346, 2. .346, 


780. . 


836 






Seq: No. 


28246 






. Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 


96.0228.C7.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


443 




GI 


none 






Score 


138 




Exons 


1..96, 2. 


.97, 85. .369, 


89. .394, 89. .397, 123. .401, 392. 


.421, 




392. .421, 


426. .443 










Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


-C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 


96.0228.C7.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


349 




GI 


none 






Score 


429 




Exons 


1..348, 2 


. .349 










Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 


96.0228.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


219 






End 


651 




GI 


none 






Score 


215 




Exons 


219. .368, 


219.. 314, 221 


. . 358 , 


319. .405, 


320. .430, 365.. 


451, 



366. .440, 429. .650, 438. .617, 439. .651, 442. .651 



Seq. No. 28246 

Gene No. 58117 

Start 5186 

Name OJ000250_96 . 0228 . C7 . 08 . tm 

Start ■ 444 

GI none 
Exons 



Seq. ID OJ000250_96.0228.C7 
Strand 
End 

Method 
End 
Score 



5436 

TBLASTX: Maize 

634 

199 



444. .581, 444. .581, 445. .606, 446. .583, 574. .630, 578. .634, 



27945 




578. .631,. 580. .633 



Seq. No. 


28246 






Seq. ID 


OJ000250_96 .0228 


. C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


776 






End 


1085 




GI 


none 






Score 


186 




Exons 


776.. 898, 780.. 899, 875 


. .985, 


886. .963 


, 888. .983, 889.. 


993 




958. .1083, 


960. .1085 










Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


. C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


819 






End 


1504 




GI 


none 






Score 


182 




Exons 


819. .947, 819. .980, 821 


. .964, 


938.. 1036, 967.. 1029, 992 


. .1 




1030. .1458, 


1050. .1502, 


1050. 


.1502, 1079. .1504 




Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


"1059 






End 


1762 




GI 


none 






Score 


1013 




Exons 


1059. .1745, 


1059. .1760, 


1082. 


.1762, 1247. .1762 




Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1068 






End 


1544 




GI 


none 






Score 


41 




Exons 


1068. .1100, 


1102. .1452, 


1103. 


.1525, 1104. .1544, 1107. .1544 


Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1086 






End 


1832 




GI 


none 






Score 


1079 




Exons 


1086. .1784, 


1098. .1826, 


1782. 


.1832 






Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1505 






End 


1687 




GI 


none 






Score 


319 




Exons 


1505. .1687, 


1506. .1685 










Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228 


.C7 


Gene No. 


58117 






Strand 






Start 


5186 






End 


5436 




Name 


OJ000250 96 


.0228.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1830 






End 


2582 





27946 



GI 


none 








Score ■ 


926 


Exons 


1830. .2576, 


1831. 


.2532, 


1836. 


.2582 




Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250 96 


.0228. 


C7.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1835 








: .End - 


2124 


GI 


none 








Score 


205 


Exons 


1835. .2119, 


1836. 


.2123, 


1840. 


.2118, 1855.. 2124 


Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250 96 


.0228. 


C7 .o5. 


tc 


Method 


TBLASTX: Cress 


Start 


2067 








End 


2214 


GI 


none 








Score 


156 


Exons 


2067. .2189, 


2068. 


.2214, 


2069. 


.2203 




Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250 96 


.0228. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2177 








End 


2713 


GI ' 


none 








Score 


310 


Exons 


2177. .2536, 


2186. 


.2392, 


2199. 


.2546, 2202.. 2546, 2654.. 2713, 




2658. .2711 












Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250 96 


.0228. 


C7.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


2297 








End 


2566 


GI 


none 








Score 


353 


Exons 


2297. .2428, 


2298. 


.2564, 


2298. 


.2564, 2465. .2566 


Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250 96 


.0228. 


C7.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


2853 








End 


3598 


GI ' 


none 








Score 


52 


Exons 


2853. .2885, 


2855. 


.2905, 


2880. 


.2912, 2880. .2912, 2898. .3002, 




2898. .2984, 


2912. 


13004, 


3536. 


. 3598 




Seq. No. 


28246 


- 






Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 








Strand 




Start 


5186 








End 


5436 


Name 


OJ000250_96 


.0228. 


C7.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3602 








End 


5326 


GI 


none 








Score 


140 


Exons 


3602. .3823, 


3661. 


.3780, 


4283. 


.4420, 4285.-4374, 4295. .4381, 




4296. .4382, 


4742. 


.4903, 


4747. 


.4887, 4891. .5094, 4899. .4940, 




4925. .5140, 


4925. 


.5137, 


5160. 


.5222, 5163. .5222, 5171. .5227, 




5249. .5308, 


5249. 


.5326 








Seq. No. 


28246 








Seq. ID 


OJ000250_96.0228.C7 



27947 



Gene No. 


58117 






Strand 




Start 


5186 






End 


5436 


Name 


OJ000250 96.0228 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4237 






End 


4667 


GI 


none 






Score 


273 


Exons 


4237. .4416, 4243 


. .4416, 


4419. 


.4517, 4420. .4518, 4420. .4533, 




4506. .4583, 4514 


. .4585, 


4517. 


.4585, 4519. .4605, 4553. .4651, 




4575. .4652, 4578 


. .4667, 


4582. 


.4653 




Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 






Strand 




Start 


5186 






End 


5436 


Name 


OJ000250 96.0228 


.C7 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4748 






End 


5309 


GI 


none 






Score 


699 


Exons 


4748. .5233, 4751 


. .5239, 


5173. 


.5241, 5220.. 5309, 5225.. 5308 


Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 






Strand 




Start 


5186 






End 


5436 


Name 


OJ000250 96.0228 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4917 






End 


5326 


GI 


none 






Score 


606 


Exons 


4917. .5324, 4922 


. .5326, 


4925. 


.5326 




Seq. No. 


28246 






Seq. ID 


OJ000250_96.0228.C7 


Gene No. 


58117 






Strand 




Start 


5186 






End 


5436 


Name 


OJ000250 96.0228 


.C7.o5. 


gp 


Method 


AAT/GAP 


Start 


5186 






End 


5436 


GI 


2653 1.R1084 






Score 


478 


Exons 


5186. .5436 










GI Descrip. 


•11998/emb |CAA33959| 5. 


Oe-35 


(X15901) 


ORF85 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] ' 



28247 
58118 
661 

OJ000250_96 . 0228 . C8 . ol . gp 
661 

uC-osflM202092b08bl 
661. .1102 

'118048/sp|P07888 ICYFJ 

>gi_65615_pir CFRZ pi 

1.10.99.1) cytochrome 
>g i_l 2 0 0 0_emb_CAA3 3961 
>gi_226621_prf 160335 



Seq. ID OJ000250_96.0228-C8 

Strand + 

End 1102 

Method AAT/GAP 

End 1102 

Score 831 



ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 
astoquinol — plastocyanin reductase (EC 
f precursor - rice chloroplast 
_ (X15901) cytochrome f [Oryza sativa] 
6AU cytochrome f [Oryza sativa] 1 



28247 Seq. ID 

58119 Strand 

5667 End 

OJ000250_96 . 0228 . C8 . o2 . gp Method 

5667 End 

uC-osflm202104g03bl Score 
5667. .6189 

, 131211/sp|P19443|PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 



OJ000250_96.0228-C8 
+ 

6189 
AAT/GAP 
6189 
1026 



27948 



protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_96.0228.C8 
+ 

9862 
AAT/GAP 
9862 
169 



28247 Seq. ID 

58120 Strand 
9734 End 
OJ000250_96 . 0228 . C8 . o4 . gp Method 
9734 . v. . End 
LIB3432-057-P1-K1-A8 ' " ■ Score 
9734. .9862 

, 11957/emb|X15901(CHOSXX 7.0e-52 Rice complete chloroplast 
genome 1 

28247 Seq. ID OJ000250_96 . 0228 . C8 

58121 Strand + 
10412 End 10964 
OJ000250_96.0228.C8.o5.gp . Method AAT/GAP 
10412 End 10964 
2896_1.R1084 Score 1023 
10412. .10964 

'131271/sp|P12157|PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013__emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634jprf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ' 



Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228. 


C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 . 




Name 


OJ000250 96. 0228. C8 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


165 




End 


1701 




GI 


none 




Score 


332 




Exons 


165. .482, 185. .490, 


711. .920, 


717. .1700, 718. .1701 




Seq. No. 


28247 




Seq. ID 


OJ0002.50_96.0228. 


C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96. 0228, C8 


.olO.tc 


Method 


TBLASTX: Cress 




Start 


177 




End 


394 




GI 


none 




Score 


228 




Exons 


177.. 392, 179.. 394 










Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228. 


C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96. 0228. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


395 




End 


1661 




GI 


none 




Score 


91 




Exons 


395. .475, 396. .467, 


697. .1497, 


711.. 920, 718.. 1506, 1603 


■ - .1659, 




1603. .1659, 1611. .1661 








Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228. 


C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96. 0228. C8 


. o4 .tw 


Method 


TBLASTX: Wheat 




Start 


486 




End 


912 





27949 




GI 


none 




Score 


39 




Exons 


486. .512, 487. .522, 488 


. .526, 


516. .587, 


517. .636, 532.. 


657, 




572. .784, 592. .783, 684 


. .785, 


787. .912, 


790. .909, 792.. 


911 


Seq. No. 


28247 




Seq. .ID 


OJ000250__96.0228 


.C8 


Gene No. 


58122 




Strand 






Start . 


8505 




End 


9508 




Name 


OJ000250 96.0228. C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


538 




End 


1018 




GI 


none 




Score 


58 




Exons 


538.-576, 540. .584, 573 


. .920, 


574. .1017, 575. .1018, 578 


. .1018 


Seq. No. 


28247 




beq. iu 




.C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


o c n o 




Name 


OJ000250 96.0228.C8.o9. 


tm' ' 


Method 


TBLASTX: Maize 




Start 


1018 




End 


1 "1 o c 
lib D 




GI 


none 




Score 


273 




Exons 


1018. .1185, 1019. .1186, 


1021. 


.1185 






Seq. No. 


28247 




Seq. ID 


OJQ00250_96 .0228 


.C8 


Gene No. 


58122 




Strand 






Start 


/ 8505 




End 


9508 




Name 


OJ000250 96.0228.C8.o8. 


tw 


Method 


TBLASTX : Wheat 




Start 


1243 




End 


1360 ' 




GI 


none 




Score 


205 




Exons 


1243. .1359, 1244. .1360, 


1246. 


.1359 . 






Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No . 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96.0228.C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1479 




End 


1806 




GI 


none 




Score 


377 




Exons 


1479. .1742, 1486. .1806, 


1486. 


.1806 






Seq. No. 


' 28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96.0228.C8.o6. 


tc 


Method 


TBLASTX: Cress 




Start 


2625 




End 


2962 




GI 


none 




Score 


273 




Exons 


2625. .2870, 2628. .2870, 


2909. 


.2962, 2910. .2960 




Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58122 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96.0228.C8.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2679 




End 


2962 




GI 


none 




Score 


364 




Exons 


2679.. 2894, 2679.. 2933, 


2680. 


.2922, 2893. .2949, 2894. .2962, 




2895. .2960, 2896.. 2961 










Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58122 - 




Strand 






Start 


8505 




End 


9508 




Name 


OJ000250 96.0228.C8.o2. 


tw 


Method 


TBLASTX: Wheat 





27950 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
" Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



2915 
none 

2915. .3340, 2916. .3356 

28247 
58122 
8505 

OJ000250_96.0228.C8.o4 .tc 

3001 

none 

3001.. 3054, 3002.. 3058, 3003. 
3061.. 3189, 3062. .3190, 3191. 
3196. .3477, 3472. .3504, 3476. 

28247 
58122 
8505 

OJ000250_96.0228.C8.ol3.tm 

3421 

none 

3421. .3474, 
3476. .3529, 



End 
Score 



3356 
669 



3421. 
3476. 



,3468, 
,3529, 



3422. 
3529. 



28247 
58122 
8505 

OJ000250_96.0228.C8.o6.tw 

3434 

none 

3434. .3508, 3435. .3485, 3436. 
3664.. 3810, 3689.. 3832, 3710. 

28247 
58122 
8505 

OJ000250_96 . 0228 . C8 . ol2 . tm 

3627 

none 

3627.. 3680, 3631.. 3687, 3632. 
3746.. 3787, 3759.. 3824, 3764. 
3834.. 3905, 3835.. 3906, 3917. 

28247 
58122 
8505 

OJ000250_96.0228.C8.o3.tw 

4197 

none 

4197. .4325, 4201. .4326, 4202. 
4365. .4430, 4384. .4467, 4389. 
4470. .4520, 4471. .4518, 4503. 
4516. .4629, 4617. .4793, 4622. 

28247 
58122 
8505 

OJ000250 96.0228.C8.o2.tm 



Seq. ID OJ000250_96.0228.C8 
Strand 

End 9508 

Method TBLASTX : Cress 

End 357 9 

Score 8 9 

.3059, 3057. .3188, 3060. .3188, 
.3472, 3194. .3460, 3196. .3468, 
.3505, 3508.. 3579, 3512.. 3574 

Seq. ID OJ000250_96.0228.C8 
Strand 

End 9508 

Method TBLASTX : Mai ze 

End 3573 

Score 8 9 

.3490, 3469. .3528, 3475.. 3528, 
.3573, 3532.. 3573 

Seq. ID OJ000250_96.0228.C8 
Strand 

End 9508 

Method TBLASTX : Wheat 

End 3835 

Score 8 6 

.3486, 3455.. 3670, 3467.. 3670, 
.3835 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 96. 0228. C8 



9508 

TBLASTX: Maize 
4017 
64 

3685, 3660.. 3752, 3692. 
3826,- 3767. .3829, 3833. 
4009, 3940. .4017, 3942. 



,3748, 
,3910, 
,4004 



Seq. ID OJ000250_96.0228.C8 
Strand 

End - 9508 

Method TBLASTX : Wheat 

End 4793 

Score 136 

.4297, 4204. .4326, 4350. .4391, 
.4466, 4441. .4518, 4470. .4517, 
.4628, 4504. .4629, 4508. .4627, 
.4792 



Seq. ID 

Strand 

End 

Method 



OJ000250_96.0228.C8 
9508 

TBLASTX: Maize 



27951 




Cfarf 
OlalL 


ft JJ3 








End 


5102 




GI 


none 








Score 


139 




Exons 


4359. .4517, 


4384 


. .4509, 


4386. 


,4535, 4391. .4531, 


4504. .4590, 




4505. .4588, 


4584 


. .4754, 


4584. 


.4754, 4586.-4756, 


4771. .4803, 




4772. .4825, 


4798 


. .4824, 


4806. 


.4835, 4821. .4892, 


4822. .4929, 




4823. .4891, 


4887 


. .5102, 


4889. 


.5095, 4890.. 5096 




Seq. No. 


28247 








Seq. ID 


OJ000250 


_96.0228.C8 


Gene No. 


58122 








Strand 






O Lci-L L 


ft sns 

O *J v J 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.08. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4686 








End 


5028 




GI 


none 








Score 


74 




Exons 


4686. .4772, 


4688 


. .4753, 


4828. 


.4893, 4831. .4893/ 


4893. .5027, 




4903. .5028, 


4914 


. .5024 










Seq. No. 


28247 








Seq. ID 


OJ000250 


_96.0228.C8 


uCl 1C IN W • 


S8122 








Strand 






Start 


8505 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.06. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4828 








End 


5043 




GI 


none 








Score 


146 




Exons 


4828. .4893, 


4887 


. .5036, 


4887. 


.5042, 4888. .5043 




Seq. No. 


28247 * 






: - 


Seq. ID 


OJ000250 


_96.0228.C8 


Gene No. 


58122 








Strand 








ft sn^ 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.o7. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


5564 








End 


5952 




GI 


none 








Score 


83 




Exons 


5564. .5623, 


5565 


. .5642, 


5606. 


.5644, 5667. .5915, 


5671. .5937, 




5677. .5952 














Seq. No. 


28247 








Seq. ID 


OJ000250 


_96.0228.C8 




99 








Strand 






Start 


8505 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.o5. 


tin 


Method 


TBLASTX: 


Maize 


Start 


5649 








End 


5-964 




GI 


none 








Score 


380 




Exons 


5649. .5957, 


5650 


. .5964, 


5650. 


.5964 






Seq. No. 


28247 








Seq. ID 


OJ000250 


_96.0228.C8 


Gene No. 


58122 








Strand 






Start 


8505 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.o5. 


ts 


Method 


TBLASTX : Soybean 


Of arf 










End 


7086 




GI 


none 








Score 


168 




Exons 


5723. .5830, 


5725 


. .5877, 


5725. 


.5877, 6273.-6437, 


6283. .6513, 




6296. .6526, 


6310 


. .6513, 


6749. 


.6805, 6776.-6847, 


6778. .6840, 




6784. .6828, 


6835 


. .6897, 


6907. 


.7077, 6908.. 7078, 


6909. .7073, 




6909. .7082, 


6925 


. .7086 










Seq. No. 


28247 








Seq. ID 


OJ000250 


__96.0228.C8 


Gene No. 


58122 








Strand 






Start 


8505 








End 


9508 




Name 


OJ000250 96. 


0228 


.C8.ol2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5726 








End 


5886 





27952 



GI 

Exons 



none Score 
5726.. 5830, 5728.-5877, 5728.. 5886 



165 



Seq. No. 28247 

Gene No. 58122 

Start 8505 

Name OJ000250_96. 0228 .C8 .08 . tm 

Start 6137 

GI none 

Exons 6137.. 6205, 
6290. .6484 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_96.0228.C8 
9508 

TBLASTX: Maize 

6484 

94' 



6147. .6230, 6237. .6446, 6248.-6484, 6280. .6480, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28247 Seq. ID 

58122 Strand 
8505 End 
OJ000250_96 . 0228 . C8 . o7 . tc Method 
6296 End 
none Score 

6296.. 6514, 6313.. 6513, 6781, 

6909.. 7073, 6925.. 7086, 7131. 



OJ000250_96.0228.C8 
9508 

TBLASTX : Cress 

7229 

280 



.6828, 6805. 
.7229 



,6897, 6909.. 7073, 



28247 
58122 
8505 

OJ000250_96.0228.C8.o9.tc' 

7828 

none 



Seq. ID OJ000250_96.0228.C8 
Strand 

End . 9508 

Method TBLASTX : Cress 

End 8405 

Score 37 



7828. .7857, 7894. .7929, 7897. .7926, 7919. .7978, 7932. .7979, 
8015. .8101, 8016. .8090, 8017. .8091, 8106. .8144, 8107. .8205, 
8108. .8251, 8190. .8252, 8288.-8332, 8291. .8332, 8361. .8405 



28247 
58122 
8505 

OJ000250_96 . 0228 . C8 . o4 . ts 

7924 

none 

7924..7974, 7932. .7982, 8008. 
8051.. 8095, 8085.. 8153, 8106. 
8156. .8248, 8157.. 8249, 8190. 
8351. .8404, 8457. .8618, 8460. 
8621. .8665, 8639. .8665, 8816. 

28247 
58122 
8505 

OJ000250_96.0228.C8.ol0.tm 

8315 

none 



Seq. ID OJ000250_96.0228.C8 
Strand 

End 9508 

Method TBLASTX : Soybean 

End 8973 

Score 73 

.8049, 8012.. 8089, 8013.. 8039, 
.8150, 8107.. 8160, 8150.. 8215, 
.8261, 8344.. 8409, 8344.. 8403, 
.8636, 8462.. 8638, 8485.. 8619, 
.8971, 8816. .8971, -8824. .8973 

Seq. ID OJ000250_96.0228.C8 
Strand 

End 9508 

Method TBLASTX : Mai ze 

End 8505 

Score 62 



8315. .8341, 8317. .8343, 8317. .8343, 8342. .8503, 8343. .8504, 
8345. .8503, 8346. .8504, 8347. .8505 



Seq. No. 28247 Seq. ID 

Gene No. 58122 Strand 

Start 8505 End 

Name OJ000250_96 . 0228 . C8 . ol . tm Method 

Start 8505 End 



OJ000250_96.0228.C8 
9508 

TBLASTX: Maize 
9508 



27953 



GI 

Exons 



none Score 230 

8505. .8636, 8505. .8636, 8506. .8637, 8506. .8637, 8624. .8668, 
8630. .8668, 8669. .8692, 8670. .8696, 8699. .9508, 8705. .9487 



Seq. No. 28247 Seq. ID OJ000250_96 . 0228 . C8 

Gene No. 58122 Strand 

Start 8505 End 9508 

Name OJ000250_96. 0228 .C8 .o3.gp .Method AAT/GAP 

Start 8505 End 8672 

GI LIB3431-017-P1-K1-H4 Score 283 

Exons 8505.. 8672 

GI Descrip. ' 1173189/sp I P12340 | RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL . 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



Seq. No. 


28247 






Seq. ID 


OJ000250_96.0228 


,C8 


Gene No. 


58122 






Strand 






Start 


8505 






End 


9508 




Name 


OJ000250 96. 


0228.C8.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


8975 






End 


9465 




GI 


none 






Score 


374 




Exons 


8975. .9403, 


8985. .9404, 


8986 


..9423, 9232. .9423, 9442. .9465 


Seq. No. 


28247 






Seq. ID 


OJ000250_96.0228 


. C8 


Gene No. 


58122 






Strand 






Start 


8505 






End 


9508 




Name 


OJ000250 96. 


0228.C8.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


8993 






End 


9423 




GI 


none 






Score 


351 - 




Exons 


8993. .9403, 


8994. .9404, 


9037 


. .9423 






Seq. No. 


28247 






Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58123 






Strand 






Start 


9721 






End 


10169 




Name 


OJ000250 96. 


0228.C8.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


9721 






End 


10011 




GI 


none 






Score 


167 




Exons 


9721. .9837, 


9721. .9837, 


9722 


..9850, 9828. .10010, 9840.. 


10007, 




9841. .10011 












Seq. No. 


28247 






Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58123 






Strand 






Start 


9721 






End 


10169 




Name 


OJ000250 96. 


0228.C8.ol3 


.tc 


Method 


TBLASTX: Cress 




Start 


9890 






End 


10169 




GI 


none 






Score 


166 




Exons 


9890. .10162, 


9903. .10169 








Seq. No. 


28247 






Seq. ID 


OJ000250_.96.0228 


.C8 


Gene No. 


58124 






Strand 






Start 


10346 






. End 


11306 




Name 


OJ000250 96. 


0228.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


10346 






End 


10896 




GI 


none 






Score 


206 




Exons 


10346. .10492, 10347 .. 10514 , 


10353. .10493, 10488 .. 10892, 





27954 




10491. .10892, 10532. .10888, 10681.. 10896 



Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


.58124 




Strand 






Start 


10346 




End 


11306 




Name 


OJ000250 96. 0228. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10454 




End 


10885 




GI 


none 




Score 


691 




Exons 


10454. .10498, 10455. 


.10883, 


10455. .10883, 10532 .. 10885, 






10681. .10884 










Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58124 




Strand 






Start 


10346 




End 


11306 




Name 


OJ000250 96. 0228. C8 . 


oll.tm 


Method 


TBLASTX: Maize 




Start 


10491 




End 


10700 




GI 


none 




Score 


221 




Exons 


10491. .10631, 10492. 


.10629, 


10635. .10700 




Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58124 




Strand 






Start 


10346 




End 


11306 




Name 


OJ000250 96. 0228. C8. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


10563 




End 


11007 




GI 


none 




Score . 


694 




Exons 


10563. .11003, 10564. 


.11007, 


10564. .10869, 10565 11002, 






10906. .11007 










Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58124 




Strand 






Start 


10346 




End 


11306 




Name 


OJ000250 96. 0228. C8. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10702 




End 


11017 




GI 


none 




Score 


567 




Exons 


10702. .10869, 10703. 


.11017, 


10704. .11015 




Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


,C8 


Gene No. 


58124 




Strand 






Start 


10346 




End 


11306 




Name 


OJ000250 96. 0228. C8. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


10899 




End 


11306 




GI 


none 




Score 


686 




Exons 


10899. .11306, 10899. 


.11306 








Seq. No. 


28247 




Seq. ID 


OJ000250_96.0228 


.C8 


Gene No. 


58125 




Strand 






Start 


11391 




End 


11716 




Name 


OJ000250 96. 0228. C8 . 


oll.tc 


Method 


TBLASTX: Cress 




Start 


11391 




End 


11716 




GI 


none 




Score 


75 




Exons 


11391. .11474, 11394. 


.11471, 


11395. .11475, 11396. .11476, 






11508. .11588, 11508. 


.11588, 


11587. .11709, 11588. .11680, 






11588. .11716 










Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


.C9 


Gene No. 


58126 




Strand 


+ 




Start 


1267 




End 


1773 





27955 



Name 

Start 

GI 

Exons 

GL Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000250_96 . 0228 . C9 . o3 . gp Method AAT/GAP 
1267 End 1773 

uC-osflcypOllbOlbl Score 987 

1267. .1773 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_226762_prf 1604469A cytochrome b6 [Oryza sativa]' 



OJ000250_96.0228.tfC9 
+ 

8897 
AAT/GAP 
8897 
2153 



28248 Seq. ID 

58127 Strand 
7793 End 
OJ000250_96 . 0228 . C9 . 08 . gp Method 
7793 End 
2291_1.R1084 Score 
7793.-8897 

'133936/spl P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi 226646 prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 

28248 Seq. ID OJ000250_96 . 0228 . C9 

58128 Strand + 
8912 End 10384 
OJ000250_96.0228.C9.o9.gp Method AAT/GAP 
8912 End 10384 
3073_1.R1084 Score 2931 
8912.. 10384 

, 133936/sp|P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 

28248 Seq. ID OJ000250_96 . 0228 . C9 

58129 Strand 

366 End 817 

OJ000250_96 . 0228 . C9 . ol . gp Method AAT/GAP 
366 End . 817 

uC-osflcyp003hllbl Score 872 

366.. 817 

, 131332/sp|P0944 9|PSBH_ORYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] 1 

28248 Seq. ID OJ000250_96 . 0228 . C9 

58130 Strand 

947 End 1110 

OJ000250_96 . 0228 . C9 . o2 . gp Method AAT/GAP 
947 End 1110 

uC-osflcyp084g07al Score 201 

947. .1110 

1 11957/emb 1X15901 1 CHOSXX 7.0e-38 Rice complete chloroplast 
genome ' 



27956 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



28248 Seq. ID OJ000250_96 . 0228 . C9 

58131 Strand 

4248 End 4813 

OJ000250_96 . 0228 . C9 . o4 . gp Method AAT/GAP 

4248 End 4813 

2798177 Score 1010 

4248.. 4813 - 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



Seq. No. 28248 

Gene No. • 58132 

Start 5596 

Name OJ000250_96 . 0228 . C9 . o5 . gp 

Start 5596 

GI 5003883 

Exons 5596.. 5986 

GI Descrip. 11957/emb | X15901 | CHOSXX 1. 
genome 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_96.0228.C9 

5986 
AAT/GAP 
5986' 
782 



0e-166 Rice complete chloroplast 



Seq. No. 28248 Seq. ID OJ000250_96 . 0228 . C9 

Gene No. 58133 Strand 

Start 6557 End 7142 

Name OJ000250_96 . 0228 .C9 -06 . gp Method AAT/GAP 

Start 6557 End 7142 

GI 481_1.R1084 Score 1023 

Exons 6557.. 7142 

GI Descrip. ' 132672/sp | P12137 | RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 28248 Seq. ID 

Gene No. 58134 Strand 

Start 7447 End 

Name OJ000250_96. 0228 .C9.o6. ts Method 

Start 2 End 

GI none Score 

Exons 2. .121, 5. .139, 6. .140, 7. .141, 177. 



OJ000250_96.0228.C9 
12611 

TBLASTX : Soybean 
599 
148 

236, 188.. 226, 226.. 363, 



241. .333, 242. .463, 243. .476, 441. .467, 548. .598, 549. .599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28248 
58134 
7447 

OJ000250_96.0228.C9.o2.tc 
2 

none 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 . 

Method TBLASTX: Cress 

End 2283 

Score 143 



2. .121, 6. .185, 7. .195, 196. .222, 197. .235, 237. .401, 238. .333, 
242. .463, 243. .476, 547. .573, 1404. .1898, 1407. .2054, 
1409. .2071, 1415. .2053, 2107. .2178, 2109. .2177, 2112. .2186, 
2230.. 2283, 2230.. 2283 



Seq. No. 
Gene No. 
Start 



28248 
58134 
7447 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 



27957 



Name 


OJO'00250 96 


.0228.C9.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7 






End 


770 


GI 


none 






Score 


384 


Exons 


7. .240, 7.. 


240, 8. .241, 


241. . 


363, 242.. 


511, 242. .517, 243.. 




418. .528, 497. .574, 508 


. .573, 


508. .579, 


549. .578, 566. .616, 




566. .616, 567.. 617, 607 


. .738, 


618. .650, 


622. .702, 696. .737, 




744 . .770 










Seq. No. 


28248 






Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 






Strand 




Start 


7447 






End 


12611 


Name 


OJ000250 96 


.0228.C9.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


89 






End 


337 


GI 


none 






Score 


229 


Exons 


89. .241, 91 


..240, 256.. 


324, 257. .325, 257. .337, 258. .326, 




259.-327 










Seq. No. 


28248 






Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 






Strand 




Start 


7447 






End 


12611 


Name 


OJ000250 96 


.0228.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


900 






End 


2146 


GI 


none 






Score 


57 


Exons 


900. .944, 946.. 999, 948 


. .998, 


1006.. 1044, 1008. .1040, 




1325. . 1369, 


1326. . 1388, 


1326. 


.1385, 1365. .2081, 1377. .1898, 




1415. .2080, 


2110. .2139, 


2111. 


.2146 




Seq. No. 


28248 




* 


Seq. ID 


OJ000250__96.0228.C9 


Gene No. 


58134 






Strand 




Start 


7447 






End 


12611 


Name 


OJ000250 96 


.0228.C9.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


1410 






End 


2054 


GI 


none 






Score 


967 


Exons 


1410. .2054, 


1413. .1880, 


1472 . 


.2053 




Seq. No. 


28248 






Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 






Strand 




Start 


7447 






End 


12611 


Name 


OJ000250 96 


.0228.C9.ol2 


.tm 


Method 


TBLASTX: Maize 


Start 


2220 






End 


2461 


GI 


none 






Score 


290 


Exons 


2220. .2414, 


2221. .2415, 


2221. 


.2412, 2416. .2460, 2417. .2458, 




2417. .2461 










Seq. No. 


28248 






Seq. ID 


OJ000250__96.0228.C9 


Gene No. 


58134 






Strand 




Start 


7447 






End 


12611 


Name 


OJ000250 96 


.0228.C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


2369 






End 


3931 


GI 


none 






Score 


75 


Exons 


2369. .2461, 


2369. .2488, 


2464. 


.2610, 2520.. 2609, 2626. .2652, 




2729. .2776, 


2735. .2776, 


2888. 


.3343, 2906. .3475, 2913. .3452, 




2913. .3479, 


2923. .3477, 


3383. 


.3481, 3500. .3580, 3523. .3579, 




3735. .3911, 


3737. .3931 








Seq. No. 


28248 






Seq. ID 


OJ000250__96.0228.C9 


Gene No. 


58134 






Strand 





27958 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.ol0 


. tc 


Method 


TBLASTX: Cress 


Start 


2905 








End 


3152 


GI 


none 








Score 


367 


Exons 


2905. .3000, 


2906. 


.3151, 


2919. 


.3152 




Seq. No. 


28248 








Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 








Strand 




Start 


7447 








End 


12611 


Name - 


OJ000250 96. 


0228. 


C9.ol2 


.tc 


Method 


TBLASTX: Cress 


Start 


3153 








End 


3358 


GI 


none 








Score 


316 


Exons 


3153. .3356, 


3153. 


.3356, 


3155. 


.3358 




Seq. No. 


28248 








Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 








Strand 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.ol3 


.tc 


Method 


TBLASTX: Cress 


Start 


3758 








End 


4200 


GI 


none 








Score 


36 


Exons 


3758. .3823, 


3809. 


.3847, 


3814. 


.3852, 3864. .3908, 3951. .4187, 




3960. .4187, 


4006. 


.4200, 


4058. 


.4189, 4069.. 4200 


Seq. No. 


28248 








Seq. ID 


OJ000250_96.0228,C9 


Gene No. 


58134 








Strand 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3951 








End 


4715 


GI 


none 








Score 


523 


Exons 


3951. .4661, 


3951. 


.4715, 


3958. 


.4686, 4022. .4708 


Seq. No. 


28248 








Seq. . ID 


OJ000250_96.0228.C9 


Gene No. 


58134 








Strand 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


4149 








End 


4623 


GI 


none 








Score 


587 


Exons 


4149. .4622, 


4149. 


.4622, 


4150. 


.4623 




Seq. No. 


28248 








Seq. ID 


OJ000250_96.0228.C9 


Gene No . 


58134 








Strand 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.o4 . 


tc „ 


Method 


TBLASTX: Cress 


Start 


4443 








End 


5030 


GI 


none 








Score . 


139 


Exons 


4443. .4715, 


4446. 


.4661, 


4447. 


.4686, 4698. .4757, 4730. .4774, 




4730. .4774, 


4735. 


.4776, 


4757. 


.4930, 4763..4897, 4767. .4931, 




4771. .4932, 


4771. 


.4941, 


4800. 


.4955, 4932.. 5030, 4934.. 5029 


Seq. No. 


28248 








Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58134 








Strand 




Start 


7447 








End 


12611 


Name 


OJ000250 96. 


0228. 


C9.ol3 


. tm 


Method 


TBLASTX: Maize 


Start 


4631 








End 


4893 


GI 


none 








Score 


51 


Exons 


4631. .4705, 


4650. 


.4709, 


4651. 


.4689, 4652.. 4705, 4759.. 4887, 




4772. .4888, 


4772. 


.4888, 


4774. 


.4893, 4800.. 4892 



27959 




Seq. No. 


28248 








Seq. ID 


OJ000250 


_96. 0228 .C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.o9. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4910 








End 


5198 




GI 


none 








Score 


188 




Exons 


4910. .5023, 


4911. 


.5027, 


4911. 


.5027, 5026.. 5196, 


5028. .5198 


Seq. No. 


28248 








.Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.o8. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4985 








End 


5237 




GI 


none 








Score' 


91 




Exons 


4985. .5077, 


4986. 


.5156, 


4995. 


.5156, 4996.. 5157, 


5136. .5237, 




5137. .5229, 


5141. 


.5230 










Seq. No. 


28248 








Seq. ID 


OJ000250 


96. 0228. C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5199 








End 


6715 




GI 


none 








Score 


83 




Exons 


5199. .5252, 


5199. 


.5249, 


5222. 


.-5305, 5223.. 5303, 


5242. .5304, 




5261. .5332, 


5316. 


.5333, 


5350. 


.5589, 5353.. 5574, 


5597. .5875, 




5613. .5876, 


5617. 


.5877, 


5625. 


.5675, 5649.. 5927, 


5660. .5938, 




5882. .5923, 


5883. 


.5921, 


5885. 


.5965, 5973.. 6017, 


5978. .6031, 




5980. .6030, 


6049. 


.6132, 


6050. 


.6697, 6050.. 6580, 


6069. .6713, 




6280. .6714, 


6653. 


.6715 










Seq. No. 


28248 








Seq. ID 


OJ000250 


_96 . 0228 .C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.o9. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5682 








End 


5871 




GI 


none 








Score 


174 




Exons 


5682. .5867, 


5683. 


.5871 










Seq. No. 


28248 








Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5973 








End 


6431 




GI 


none 








Score 


45 




Exons 


5973-. .6017, 


5979. 


.6017, 


5980. 


.6030, 6028.. 6048, 


6049. .6129, 




6050. .6424, 


6069. 


.6422, 


6069. 


.6431, 6154.. 6423 




Seq. No. 


28248 








Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 








Strand 






Start 


7447 








End 


12611 




Name 


OJ000250 96. 


0228. 


C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6062 








End 


11767 




GI 


none 








Score 


158 




Exons 


6062. .6226, 


6062. 


.6274, 


6069. 


.6278, 6069. .6296, 


6269. .6475, 




6285. .6476, 


6289. 


.6597, 


6291. 


.6512, 6510.. 6536, 


6553. .6618, 




6604. .6906, 


6615. 


.6905, 


6724. 


.6918, 6894.. 6995, 


6901. .7020, 



27960 



7081. . 
7363. . 
9281. . 
10039. 
10278. 
10607, 
10983. 
11091. 
11316. 



7314, 

7497, 

9430, 

.10272 

.10301 

.10846 

.11129 

.11132 

.11393 



7097.. 7459, 7097 
8726.. 9106, 8727 
9281.. 9430, 9340 
, 10049, .10273, 



10498. 
10787. 
10998. 
11132, 



.10842, 
.10996, 
.11096, 
11311, 



11317. .11394, 



7492, 7111. .7500, 7116. .7502,. 
9095, 9110.. 9217, 9280.. 9414, 
9435, 9425.. 9454, 10035 10187 , 
10049. .10273, 10277. .10303, 
10551. .10841, 10552. .10881, 
10814 . .11011, 10914. .11012, 
11088. .11132, 11090. .11131, 
11134. .11310, 11135. .11362, 
11372. .11767, 11386. .11679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28248 
58134 
7447 

OJ000250_96.0228.C9.o5.tc 

6062 

none 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 

Method TBLASTX : Cress 

End 6582 

Score 156 



6062. .6274, 6065. .6235, 6069. .6266, 6269. .6478, 6282. .6476, 
6291.. 6485, 6296.-6484, 6500.^6541, 6501.. 6533, 6544.. 6582 



28248 Seq. ID 

58134 Strand 

7447 End 

OJ000250_96 . 0228 . C9 . o7 . tw Method 

6503 End 

none Score 



OJ000250_96.0228.C9 
12611 

TBLASTX: Wheat 

6867 

60 



6503. .6538, 6504. .6542, 6512. .6580, 6522. .6578, 6524. .6580, 
6589. .6867/ 6589. .6864, 6606. .68 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28248 
58134 
7447 

OJ000250_96.0228.C9.o9.tc 

6608 

none 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 

Method TBLASTX: Cress 

End 6995 

Score 114 



6608. .6808, 6609. .6812, 6616. .6813, 6813.-6860, 6813. .6905, 
6814,. 6906, 6881.. 6913, 6894.. 6995, 6901.. 6993 



28248 
58134 
7447 

OJ000250_96.0228.C9.o5.tm 

6756 

none 

6756.. 6800, 6757.. 6801, 6757. 
6802. .7497, 8539. .8595 

28248 
58134 
7447 

OJ000250_96.0228.C9.o5.tw 

7020 

none 

7020. .7073, 7021.. 7074, 7022. 
7028. .7411 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 

Method TBLASTX: Maize 

End 8595 

Score 75 

.6801, 6801.. 7136, 6801.. 7502, 



Seq. ID OJ000250_96.0228.C9 
Strand 

End 12611 

Method TBLASTX : Wheat 

End 7411 

Score 80 

.7072, 7024. .7077, 7027. .7410, 



Seq. No. 
Gene No. 



28248 
58134 



Seq. ID OJ000250_96.0228.C9 
Strand 



27961 



Start 
Name 
Start 
GI 

Exons 



7447 

OJ000250_96.0228.C9.o6.tc 

7029 

none 

7029.. 7061, 7135.. 7200, 7180. 
7195. .7494 



End 

Method 

End 

Score 



12611 

TBLASTX: Cress 

7502 

48 



,7500, 7181. .7456, 7191. .7502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28248 Seq. ID 

58134 Strand 

7447 End 

OJ000250_96 . 0228 . C9 . 08 . tw Method 

7443 End 

none Score 



OJ000250_96.0228.C9 
12611 

TBLASTX: Wheat 

7848 

131 



7443. .7517, 7444. .7518, 7444. .7518, 7488. .7613, 7514. .7618, 
7518.. 7613, 7523.. 7648', 7632.. 7655, 7633.. 7698, 7634.. 7657, 
7656. .7703, 7688. .7768, 7699. .7761, 7815. .7847, 7816. .7848 

28248 Seq. ID OJ000250_96 . 0228 . C9 

58134 Strand 

7447 End 12611 

OJ000250_96 . 0228 . C9 . o7 . gp ' Method AAT/GAP 

7447 End 7710 

LIB3432-015-P1-K1-H8 Score 450 

7447. .7710 

, 11957/embtX15901 ICHOSXX 1.0e-129 Rice complete chloroplast 
genome ' 



28248 Seq. ID 

58134 Strand 

7447 End 

OJ000250_96 . 0228 . C9 . olO . tm Method 

7812 End 

none Score 



OJ000250_96.0228.C9 
12611 

TBLASTX: Maize 

8135 

352 



7812. .8060, 7813. .8061, 7820. .8131, 7823. .8116, 8067. .8135 



28248 
58134 • 
7447 

OJ000250_96.0228.C9.o7.tc 

7851 

none 

7851. .7892, 7859. .7879, 7911. 
7970. .8062, 8183. .8209, 8205. 
8542. .8589, 8662. .8904, 8669. 

28248 
58134 
7447 

OJ000250_96.0228 .C9.o4 .tw 

7935 

none 

7935.-7997, 7935.. 8093, 7936. 
8061. .8147, 8070. .8144, 8083. 
8146.. 8253, 8255.. 8464, 8263. 
8346.-8492, 8522. .8569, 8536. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 96. 0228. C9 



12611 

TBLASTX: Cress 
9085 
49 

7973, 7929.-7973, 7966.. 8055, 
8249, 8358.. 8420, 8531.. 8572, 
9040, 8711. .9085, 8712. .9068 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 96. 0228. C9 



12611 

TBLASTX: Wheat 
8569 
71 

8085, 7937.. 8113, 8060.. 8146, 
8145, 8132. .8245, 8141. .8248, 
8442, 8322. .8492, 8332. .8502, 
8568 



Seq. No. 



28248 



Seq. ID OJ000250_96.0228.C9 



27962 



Gene No . 


58134 


Strand 






Start 


7447 


End 


12611 




Name 


OJ000250 96.0228.C9.oll.tm 


Method 


TBLASTX: 


Maize 


Start 


8176 


End 


8499 




GI 


none 


Score 


59 




Exons 


8176.. 8205, 8177. .8209, 8202 


..8243, 8202. .8249, 


8206. .8244, 




8206. .8304, 8207. .8464, 8207 


'..8377, 8334. .8492, 


8335. .8442, 




8338. .8499, 8346. .8480, 8432 


. .8491 






Seq. No, 


28248 


Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 


Strand 






Start 


7447 


End 


12611 




Name 


OJ000250 96.0228.C9.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


8639 


End 


10401 




GI 


none 


Score 


37 




Exons 


8639.. 8671, 8648.. 9220, 8650 


..8868, 8663. .9061, 


8670. .9218, 




9113.. 9220, 9173.. 9451, 9215 


..9454, 9434. .9892, 


9446. .9892, 




9840.. 9953, 9884.. 9958, 9901 


..9957, 9903.. 10007 


, 9972. .1019 




9991. .10305, 10000. .10269, 10007 .. 10306, . 10236 . 


.10310, 




10242. .10310, 10271. .10360, 


10297. .10356, 10299 


. .10400, 




10299. .10400, 10312.. 10401 








Seq. No. 


28248 


Seq. ID 


OJ000250 


_96.0228.C9 


Gene No.. 


58134 


Strand 






Start 


7447 ■% End 


12611 * 




Name 


OJ000250 96.0228.C9.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


9120 


End 


9886 




GI 


none 


Score 


134 




Exons 


9120.. 9254, 9122.. 9454, 9122 


..9451, 9485. .9883, 


9491. .9886 


Seq. No. 


28248 


Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 


Strand 






Start 


7447 


End 


12611 




Name 


OJ000250 96.0228.C9.o8.tc 


Method 


TBLASTX: 


Cress 


Start 


9316 


End 


9832 




GI 


none 


Score 


129 




Exons 


9316.. 9414, 9317.. 9427, 9324 


..9428, 9331. .9429, 


9478. .9585, 




9500.. 9796, 9509.. 9832 








Seq. No. 


28248 


Seq. ID 


OJ000250 


_96.0228.C9 


Gene No. 


58134 


Strand 






Start 


7447 


End 


12611 




Name 


OJ000250 96.0228.C9.o7.ts 


Method 


TBLASTX: 


Soybean 


Start 


9507 


End 


9835 




GI 


none 


Score 


137 




Exons 


9507.. 9797, 9509.. 9835, 9521 


. .9802 






Seq. No. 


28248 


Seq. ID 


OJ000250 


96. 0228. C9 


Gene No. 


58134 


Strand 






Start 


7447 


End 


12611 




Name 


OJ000250 96.0228.C9.o3.tc 


Method 


TBLASTX: 


Cress 


Start 


10174 


End 


11062 




GI 


none 


Score 


92 




Exons 


10174. .10272, 10175. .10273, 


10177. .10266, 10412 


. .10462, 




10413. .10463, 10413. .10490, 


10414. .10470, 10464 


. .10493, 




10464. .10493, 104 65 .. 104 94 , 


10550. .10717, 10551 


. .10670, 




10552. .10719, 10552. .10722, 


10607. .10723, 10733 


. . 10981, 



27963 



10737. .10976, 10745 11062, 10914;. 10982 



Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


.C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228. C9. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10583 




End 


11408 




GI 


none 




Score 


1245 




Exons 


10583. .11404, 10584. 


.11405, 


10607. .11404, 10914. .11408 




Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


.C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228. C9. 


06 . tw 


Method 


TBLASTX: Wheat 




Start • 


10723 




End 


11030 




GI 


none 




Score 


448 




Exons 


10723. .11028, 10724. 


.11029, 


10724. .11029, 10914.. 11030 




Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


-C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228 ,C9. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11316 




End 


12535 




GI 


none 




Score 


79 




Exons 


.11316. .11357, 11317. 


.11487, 


11318. .11491, 11318. .11506, 






11394. .11525, 11511. 


.11624, 


11512. .11628, 11513. .11632, 






11636. .11845, 11638. 


.12351, 


11641. .12351, 12338. .12436, 






12348. .12443, 12352. 


.12444, 


12356. .12442, 12370 .. 12444 , 






12445. .12525, 12449. 


.12535, 


12450. .12533 




Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


. C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228. C9. 


o4 . tm 


Method 


TBLASTX :Maize 




Start 


11636 




End 


12411 




GI 


none 




Score 


304 




Exons 


11636. .11845, 11638. 


.11886/ 


11641. .11886, 11715. .11888, 






11822. .11887, 11881. 


.12411, 


11890. .12411 




Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


.C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228. C9. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


11768 




End 


12345 




GI 


none 




Score 


107 




Exons 


11768. .11845, 11770. 


.12345, 


11772. .12029, 11773.. 12339 




Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


. C9 


Gene No. 


58134 




Strand 






Start 


7447 




End 


12611 




Name 


OJ000250 96. 0228. C9. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12006 




End 


12383 




GI 


none 




Score 


51 




Exons 


12006. .12032, 12007. 


.12381, 


12007. .12381, 12008. .12382, 






12081. .12383 










Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228 


.C9 



27964 




Gene No. 


58134 




Strand 




Start 


7447 




End 


12611 


Name 


OJ000250 96. 


0228.C9.ol0.tw 


Method 


TBLASTX: Wheat - 


Start 


12384 




End 


12611 


GI 


none 




Score 


98 


Exons 


12384. .12443 


12386. .12442, 


12450. .12 611, 124 65. .12611 


Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58135 




Strand 




Start 


12765 




End 


13173 


Name 


OJ000250 96. 


0228. C9. oil. tc 


Method 


TBLASTX: Cress 


Start 


12765 




End 


13173 


GI 


none 




Score 


61 


Exons 


12765. .12809, 12769 .. 12804 , 


12796. .12957, 12810 .. 12959, 




12811. .12957 


, 12944. .13039, 


12954. .13040, 12954. .13067, 




12955. .13041 


, 13042. .13173, 


1304 4. .13124, 13051. .13131 


Seq. No. 


28248 




Seq. ID 


OJ000250_96.0228.C9 


Gene No. 


58136 




Strand 




Start 


13121 




End 


13300 


Name 


OJ000250 96. 


0228.C9.olO.ts 


Method 


TBLASTX: Soybean 


Start 


13121 




End 


13300 


GI 


none 




Score 


52 


Exons 


13121. .13150, 13123. .13146, 


13156. .13296, 13160. .13300 


Seq. No. 


28249 




Seq. ID 


OJ000250_96.0228.C11 


Gene No. 


58138 




Strand 




Start 


1899 




End 


2388 


Name 


OJ000250 96. 


0228.Cll.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1306 




End 


1532 


GI 


none 




Score 


347 


Exons 


1306. .1530, 


1306.. 1530, 1308 


. .1532 




Seq. No. 


28249 




Seq. ID 


OJ000250_96.0228.C11 


Gene No. 


58138 




Strand 




Start 


1899 




End 


2388 


Name 


OJ000250 96. 


0228.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1533 




End 


1985 


GI 


none 




Score 


448 


Exons 


1533. .1850, 


1534.. 1851, 1537 


..1851, 1565.. 1852, 1838 . .1915, 




1855. .1914, 


1868.. 1984, 1870 


..1983, 1899. .1985, 1899. .1985 


Seq. No. 


28249 




Seq. ID 


OJ000250_96.0228.C11 


Gene No. 


58138 




Strand 




Start 


1899 




End • 


2388 


Name 


OJ000250 96. 


0228.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1899 




End 


2388 


GI 


183 1.R1084 




Score 


956 


Exons 


1899. .2388 









GI Descrip. 1 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
{32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



27965 



Seq. No. 28249 

Gene No. 58138 

Start 1899 

Name OJ000250_96 . 0228 . CI 1 . ol . tm 

Start 2043 

GI none 
Exons 



Seq. ID OJ000250_96.0228.C11 
Strand 

End 2388 

Method TBLASTX: Maize 

End 2388 

Score 563 



2043.. 2387, 2068.. 2388, 2071.. 2388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28249 
58138 
1899 

OJ000250_96.0228.Cll.o3.ts 

2098 

none 



Seq. ID OJ000250__96.0228.C11 
Strand 

End 2388 

Method TBLASTX : Soybean 

End 2387 

Score 59 



2098. .2145, 2101. .2142, 2141. .2371, 2145. .2387, 2146. .2385 



28249 
58138 
1899 

OJ000250_96.0228.Cll.ol.tc 

2110 

none 



Seq. ID OJ000250_96.0228.C11 
Strand 

End 2388 

Method TBLASTX: Cress 

End 2387 

Score 47 



2110. .2145, 2113. .2142, 2141. .2371, 2145. .2387, 2146. .2373 



Seq. ID OJ000250_96.0228.C12 
Strand 

End 1566 

Method AAT/GAP 

End 575 

Score 1114 



28250 
58139 
1 

OJ000250_96.0228.C12.ol.gp 
1 

183_5.R1084 
1..575 

, 133999/sp|P05424|RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



28250 
58139 
1 

OJ000250_96 . 0228 . C12 . ol . ts 
1 

none 



Seq. ID OJ000250_9'6.0228.C12 
Strand 

End 1566 

Method TBLASTX: Soybean 

End 767 

Score 38 



1..24, 31. .66, 54. .116, 189. .254, 191. .256, 249. .275, 250. .276, 
283. .387, 310. .387, 395. .487, 414. .470, 502. .540, 646. .756, 
648. .767, 648. .758 



28250 
58139 
1 

OJ000250_96 . 0228 . C12 . ol . tm 
1 

none 



Seq. ID OJ000250_96.0228.C12 
Strand 

End 1566 

Method TBLASTX : Mai ze 

End 573 

Score 209 



1..126, 1..132, 41. .142, 188. .271, 189. .272, 214. .273, 266. .565, 
268. .573, 271. .573 



27966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28250 
58139 
1 

OJ000250_ 

193 

none 

193. .228, 
255. .386, 



96.0228.C12.o2.tc 



218, 
.391. 



,259, 
.414 



230. .262, 



Seq. ID OJ000250_96.0228.C12 
Strand 

End 1566 

Method TBLASTX : Cress 

End 414 

Score 4 0 

252. .389, 253.-396, 254. .385, 



Seq. No. 28250 Seq. ID 

Gene No. 58139 Strand 

Start 1 End 

Name OJ000250_96 . 0228 . C12 . ol . tc Method 

Start 415 End 

GI none Score 

Exons 415.. 510, 415.. 501, 508.. 534, 508 

655. .738, 662. .739, 703. .774, 793 

867. .938, 870. .938, 871. .939, 894 



OJ000250 96.0228.C12 



1566 

TBLASTX: Cress 
1566 
110 

534, 510.. 539, 648.. 746, 
870, 794. .874, 795. ,875, 
1001, 908. .976, 940. .1002, 



998. .1129, 1018. .1134, 1020. .1127, 1024. .1182, 1074. .1181, 
1123. .1182, 1200. .1247, 1201. .1377, 1202. .1384, 1285. .1386, 
1287. .1385, 1411. .1470, 1413. .1472, 1415. .1486, 1424. .1477, 
1479. .1565, 1480. .1566, 1481. .1564 



Seq. No. 


28250 




Seq. ID 


OJ000250__96.0228 


.C12 


Gene Nq. 


58139 " 




Strand 






Start 


1 




End 


1566 




Name 


OJ000250 96.0228.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1419 




End 


1547 




GI 


none 




Score 


90 




Exons 


1419. .1538, 1420. .1545, 


1420. 


.1542, 1421. .1543, 1422. .1547 


Seq. No. 


28251 




Seq. ID 


OJ000250_96.0228 


.C13 


Gene No. 


58140 




Strand 


+ 




Start 


41 




End 


633 




Name 


OJ000250 96.0228.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


633 




GI 


none 




Score 


431 




Exons 


1..429, 3. .386, 10. .429, 


194. 


.430, 557. 


.622, 561. .632, 


561. 




562. .633 










Seq. No. 


28252 




Seq. ID 


OJ000250_96.0228 


.C15 


Gene No. 


58142 




Strand 






Start 


13 




End 


186 




Name 


OJ000250 96.0228.C15.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


13 




End 


186 




GI 


none 




Score 


188 




Exons 


13. .183, 30. .185, 35. .184, 37 


. .186 






Seq. No. 


28252 




Seq. ID 


OJ000250_96.0228 


.C15 


Gene No. 


58143 




Strand 






Start 


187 




End 


680 




Name 


OJ000250 96.0228.C15.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


187 




End 


596 




GI 


none 




Score 


125 




Exons 


187. .264, 190. .297*, 191. 


.301, 


191. .307, 


198. .341, 281.. 


451, 




302. .451, 306. .458, 449. 


.574, 


460. .570, 


468. .596 





27967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28252 
58143 
187 

OJ000250_96.0228.C15.ol.ts 

188 

none 

188. .301, 198. .302, 281. .451, 
460. .570, 462. .581, 463. .591, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
302. .451, 
660. .680 



OJ000250_96.0228.C15 
680 

TBLASTX : Soybean 
680 
161 

303. .461, 449. .574, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_ 
+ 

812 

AAT/GAP 

812 

898 



96.0228.C16 



28253 
58144 
344 

OJ000250_96.0228.C16.ol.gp 
344 

uC-osflcyp097b05bl 
344. .812 

, 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 

'28253 Seq. ID OJ000250_96 . 0228 . C16 

58145 Strand 
1458 End 2399 

OJ000250_96 . 0228 . C16 . o2 . gp Method AAT/GAP 
1458 End 2399 

688_1.R1084 Score 1842 

1458, .2399 

'226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 
sativa] f 



[Oryza 



Seq. No. 28253 

Gene No. 58146 

Start 2431 

Name OJ000250_96. 0228 .C16. o4 .ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000250_96.0228.C16 
Strand 

End 2600 

Method TBLASTX : Soybean 

End 348 

Score 56 



1..33, 1..30, 3. .35, 25. .126, 33. .128, 34. .126, 116. .181, 
119. .181, 132. .185, 263. .298, 264.-299, 302. .346, 304. .348, 
309.. 347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_96.0228.C16 
2600 

TBLASTX: Cress 
381 
129 

33. .128, 35. .127, 116. .202, 132. .203, 232. .285, 234. .281, 
255. .296, 257. .301, 287 .. 316,- 294 .. 380, 296. .379, 304. .381, 
334. .381 



28253 
58146 
2431 

OJ000250_96.0228.C16.o4.tc 
33 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



28253 
58146 
2431 



Seq. ID 

Strand 

End 



OJ000250 96.0228.C16 



2600 



27968 



Name 

Start 

GI 

Exons 



0 J000250_96 . 0228 . CI 6 . ol . tm Method TBLASTX : Maize 

36 End 533 

none Score 301 

36. .227, 36. .227, 38. .232, 220. .300, 234. .296, 237. .317, 

246. .512, 275. .532, 275. .532, 300. .533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28253 Seq. ID 

58146 Strand 

2431 End 

OJ000250_96.0228.C16.o2.ts Method 

758 End 

none Score 



OJ000250_96.0228.C16 
2600 

TBLASTX : Soybean 

1002 

199 



758. .889, 758. .895, 879. .929, 879.-935, 880. .933, 942. .1001, 
942.. 1001, 943.. 1002, 943.. 1002 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28253 
58146 
2431 

OJ000250_96.0228.C16.ol.tc 

1021 

none 



Seq. ID OJ000250_96.0228.C16 
Strand 

End 2600 

Method TBLASTX : Cress . 

End 1578 

Score 80 



1021. .1050, 1049. .1138, 1051. .1140, 1052. .1141, 1116. .1409, 
1137. .1406, 1142. .1408, 1397. .1576, 1404. .1577, 1405. .1578, 
1405. .1578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28253 Seq. * ID 

58146 Strand 

2431 End 

OJ000250_96.0228 .C16.ol.ts Method 

1341 End 

none Score 



OJ000250_96.0228.C16 
2600 

TBLASTX: Soybean 

1977 

360 



1341. .1601, 1343. .1585, 1577. .1705, 1580. .1714, 1584. .1730, 
1587. .1709, 1630. .1710, 1699. .1905, 1700. .1891, 1707. .1895, 
1890. .1976, 1890. .1976, 1891. .1977, 1891. .1977 



Seq. No. 28253 

Gene No. 58146 

Start 2431 

Name OJ000250_96 . 0228 . C16 . o2 . tc 

Start 1591 

GI none 

Exons 1591.. 1704, 1593.. 1703, 1630. 

1702. .1905, 1890. .1964, 1890. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1704, 1700 
.1964, 1891 



OJ000250 96.0228.C16 



2600 

TBLASTX: Cress 
1965 
155 

1894, 1701. .1895, 
1965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28253 Seq. ID 

58146 Strand 

2431 End 

OJ000250_96.0228.C16.o3.tc Method 

2076 End 

none Score 



OJ000250_96.0228.C16 
2600 

TBLASTX: Cress 

2437 

40 



2076. .2111, 2082. .2111, 2083. .2115, 2087. .2200, 2099. .2209, 
2112.. 2210, 2112.. 2225, 2125.. 2226, 2173.. 2310, 2229.. 2309, 
2261.. 2317, 2269.. 2310, 2312.. 2437, 2312.. 2437 



Seq. No. 
Gene No. 
Start 



28253 
58146 
2431 



Seq.. ID 

Strand 

End 



OJ000250 96.0228.C16 



2600 



27969 



Name 

Start 

GI 

Exons 



OJ000250_96 . 0228 . C16 . o3 . ts Method TBLASTX : Soybean 
2229 End 2600 

none Score 133 

2229.-2345, 2230.. 2310, 2261.. 2317, 2324.. 2353, 2336.. 2389, 
2349. .2402, 2350. .2403, 2392. .2484, 2395. .2472, 2400. .2474, 
2486. .2536, 2487. .2549, 2487. .2537, 2549. .2599, 2574. .2600 



Seq. No. 28253 
Gene No. 58146 
Start 2431 

Name OJ000250_96.0228.C16.o3.gp 
Start 2431 
GI 2669J..R1084 
Exons 2431.. 2600 

GI Descrip. 1 3914470/sp | Q40070 | PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 

POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] 1 



Seq. ID OJ000250_96.0228.C16 
Strand 

End 2600 

Method AAT/GAP 

End 2600 

Score 283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28253 
58146 
2431 

OJ000250_96.0228.C16.o2.tm 

2437 

none 



Seq. ID OJ000250_96.0228.C16 
Strand 

End 2600 

Method TBLASTX: Maize 

End 2600 

Score 262 



2437.. 2598, 2449.. 2598, 2451.. 2600 



Seq. No. 28253 

Gene No. 58146 

Start 2431 

Name O J000250_96 0228 . C16 . o5 . tc 

Start 2449 

GI none 

Exons 2449.. 2598, 2449.. 2598 



Seq. ID OJ000250_96.0228.C16 
Strand 

End 2 600 

Method TBLASTX : Cress 

End 2598 

Score 210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28254 
58147 
1 

OJ000250_96.0228.C17.ol.tc 
1 

none 



Seq. ID OJ000250_96.0228-C17 
Strand 

End 637 

Method TBLASTX: Cress 

End 382 

Score 77 



1..54, 2. .79, 3. .59, 36. .230, 54. .233, 55. .231, 266. .316, 
267. .317, 305. .379, 326. .382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28254 
58147 
1 

OJ000250_96.0228.C17.ol.tm 

133 

none 



Seq. ID OJ000250_96.0228.C17 
Strand 

End 637. 

Method TBLASTX : Mai ze 

End 623 

Score 38 



133. .204, 343. .570, 343. .552, 345. .569, 548. .622, 549. .623, 
550.. 621, 551.. 622 



Seq. No. 28254 

Gene No. 58147 

Start 1 

Name OJ000250_96 . 0228 .C17 . ol . ts 

Start 314 



Seq. ID OJ000250_96.0228.C17 

Strand 

End 637 

Method TBLASTX : Soybean 

End 637 . 



27970 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 78 

314. .364, 314. .364, 316. .366, 459. .548, 461. .550, 464. .550, 
465. .551, 554. .637, 555. .635 



28255 
58148 
4 

OJ000250_96.0228.C18.ol.tc 
4 

none * 

4. .708, 10. .705, 107. .709 

28255 
58148 
4 

OJ000250_96.0228.C18.ol.ts 
4 

none 



Seq. ID OJ000250_96.0228.C18 
Strand 

End 709 

Method TBLASTX : Cress 

End 709 

Score 1105 



Seq. ID OJ000250_96.0228.C18 
Strand 

End 709 

Method TBLASTX : Soybean 

End 708 

Score 552 



4. .450, 15. .359, 179. .433, 226. .468, 469. .708, 469. .681, 
480. .704 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28255 
58148 
4 

OJ000250_96.0228.C18.ol.tm 
4 

none 



Seq. ID OJ000250_96. 0228. CIS- 
Strand 

End 709 

Method TBLASTX : Mai ze 

End 705 

Score 548 



4. .450, 15. .359, 226. .468, 469. .705, 469. .690, 480. .704 



28255 
58148 
4 

OJ000250_96.0228.C18.ol.tw 
55 

none 



Seq. ID OJ000250_96.0228.C18 
Strand 

End 709 

Method TBLASTX : Wheat 

End 702 

Score 315 



55. .318, 63. .332, 343. .381, 388. .450, 469. .702, 475. .642, 
480. .698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000250_96.0228.C20 

Strand + 

End ' 276 

Method AAT/GAP 

End 276 

Score 505 



28256 
58151 
1 

OJ000250_96.0228.C20.ol.gp 
1 

uC-osflcyp021gl0bl 
1..276 

, 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PS I P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA- photosystem I P700 apoprotein A2 

[Oryza sativa] ' 



28256 
58151 
1 

OJ000250_96.0228.C20.ol.ts 
1 



Seq. ID OJ000250_96.0228.C20 

Strand + 

End 276 

Method TBLASTX : Soybean 

End 27 6 



27971 




GI 


none 




Score 


384 




Exons 


1..39, 3. 


.275, 82. .276 








Seq. No. 


28256 




Seq. ID 


OJ000250_96.0228 


.C20 


Gene No. 


58151 




Strand 


+ 




Start 


1 




End 


276 




Name 


OJ000250 


96.0228.C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


269 




GI 


none 




Score 


370 




Exons 


1. .39, 3. 


.269, 83. .235, 84. 


.269 






Seq. No. 


28256 




Seq. ID 


OJ000250_96.0228 


.C20 


Gene No. 


58151 




Strand 


+ 




Start 


1 




End 


276 




Name 


OJ000250 


96.0228. C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


275 




GI 


none 




Score 


405 




Exons 


1..270, 3 


..275, 84. .275 








Seq. No. 


28257 


- 


Seq. ID 


OJ000250_92.0223 


.CI 


Gene No. 


58152 




Strand 






Start 


141 




End 


339 




Name 


OJ000250 


92.0223.Cl.ol.gs 


Method 


GENSCAN 




Start 


.141 




End 


339 




GI 


' none 




Score 


.83 




Exons 


141. .339 










Seq. No. 


28258 




Seq. ID 


OJ000250_92.0223 


.C2 


Gene No. 


58153 




Strand 






Start 


710 




End 


754 




Name 


OJ000250 


92.0223.C2.ol.gs 


Method 


GENSCAN 




Start 


710 




End 


754 




GI 


none 




Score 


.44 




Exons 


710. .754 










Seq. No. 


28259. 




Seq. ID 


OJ000250_92.0223 


.C5 . 


Gene No. 


58154 




Strand 






Start 


258 




End 


378 




Name 


OJ000250 


92.0223.C5.ol.gs 


Method 


GENSCAN 




Start 


258 




End 


378 




GI 


none 




Score 


1 




Exons 


258. .378 










Seq. No. 


28260 




Seq. ID 


OJ000250_92.0223 


.C6 


Gene No. 


58155 




Strand 


+ 




Start 


1 




End 


368 




Name 


OJ000250 


92.0223.C6.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


368 




GI 


2146774 




Score 


500 




Exons 


1. .368 











GI Descrip. serine acetyltransf erase (EC 2.3.1.30) Sat-52 - Arabidopsis 
thaliana gi 1905391 (U30298) serine acetyltransf erase 
[Arabidopsis thaliana] 

Seq. No. 28260 Seq. ID OJ000250_92 . 0223 . C6 

Gene No. 58155 Strand + 

Start 1 End 368 



27972 



Name 


OJ000250 92.0223.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3 




End 


365 




GI 


none 




Score 


44 4 




Exons 


3. .365, 77. .151, 212. .364 








Seq. No. 


28260 




Seq. ID 


OJ000250_92.0223. 


C6 


Gene No. 


58155 




Strand 


+ 




Start 


1 




End 


368 




Name 


OJ000250 92 . 0223.C6.ol . 


ts 


Method . 


TBLASTX : Soybean 




Start 


75 




End 


365 




GI 


none 




Score 


310 




Exons 


/5...31/, 2Uo..349, z94. 


o c c 

. 3oo, 


317. .364 






Seq. No. 


28260 




Seq. ID 


OJ000250_92.0223. 


C6 


Gene No. 


58155 




Strand 


+ 




Start 


1 




End 


368 




Name 


0JUUU20U 9z . Uzzo . Co . ol . 


gs 


Method 


GENSCAN 




Start 


102 




End 


338 




GI 


none 




Score 


.68 




Exons 


102 . . 338 










Seq. No. 


28260 




Seq. ID 


OJ000250_92.0223. 


C6 


Gene No. 


58155 




Strand 


+ 




Start 


1 




End 


368 




Name " 


OJ000250_92 . 0223 . C6 . ol . 


tm* 


Method 


TBLASTX : Maize - 




Start 


129 




End 


368 




GI 


none 




Score 


397 




Exons 


129.. 368, 206.. 367 










Seq. No. 


28261 




Seq. ID 


OJ000250_92.0223. 


C7 


Gene No. 


58156 




Strand 






Start 


63 




End 


491 




Name 


OJ000250 92.0223.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


63 




End 


491 




GI 


uC-osroM202013d02bl 




Score 


400 




Exons 


63. .221, 423. .491 










GI Descrip. 


•3831463 1.0e-37 (AC005700) 


unknown protein [Arabidopsis 




thaliana] • 










Seq. No. 


28261 




Seq. ID 


OJ000250_92.0223. 


C7 


Gene No. 


58156 




Strand 






Start 


63 




End 


491 




Name 


OJ000250 92.0223.C7.ol. 


gs 


Method 


GENSCAN 




Start 


63 




End 


169 




GI 


none 




Score 


.94 




Exons 


63. .169 










Seq. No. 


28262 




Seq. ID 


OJ000250_92.0223. 


C9 


Gene No. 


58157 




Strand 






Start 


2018 




End 


7242 




Name 


OJ000250 92.0223.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2018 




End 


7242 




GI 


none 




Score 


.58 




Exons 


2018. .2262, 2764..2866, 


4396 


..4524, 5041. .5139, 6770. .7094 




7151. .7242 










Seq. No. 


28262 




Seq. ID 


OJ000250_92.0223. 


C9 



27973 



Gene No. 


58157 








Strand 




Start 


2018 








End 


7242 


Name 


OJ000250 92. 


0223 


.C9.ol.gp 


Method 


AAT/GAP 


Start 


4857 ~~ 








End 


6948 


GI 


none 








Score 


846 


Exons 


4857. .5139, 


6770 


. .6948 








Seq. No. 


28262 








Seq. • ID 


OJ000250 


Gene No. 


58158 








Strand 




Start 


7811 








End 


8079 


Name 


OJ000250 92. 


0223 


.C9.o3.gs 


Method 


GENSCAN 


Start 


7811 








End 


8079 


GI 


none 








Score 


. 64 


Exons 


7811. .7989, 


8034 


. .8079 








Seq. No. 


28263 








Seq. ID 


OJ000250 


Gene No. 


58159 








Strand 


+ 


Start 


36 








End 


3536 


Name 


OJ000250 92. 


0223 


.ClO.ol. 


gs 


Method 


GENSCAN 


Start 


36 








End 


3536 


GI 


none 








Score 


.76 


Exons 


36.. 137, 862 


. .88 


9, 921.. 


1003, 


1284. .1358, 1431. 




1673. .1753, 


1935 


. .2032, 


2683. 


.2808, 2920.. 2968, 


Seq. No. 


28263 








Seq. ID 


OJ'000250 


Gene No. 


58160 








Strand 




Start 


1 








End 


276 


Name 


OJ000250 92. 


0223 


.ClO.ol. 


QP 


Method 


AAT/GAP 


Start 


1 ~~ 








End 


276 


GI 


none 








Score 


516 


Exons 


1. .276 












Seq. No. 


28264 








Seq. ID 


OJ000250 


Gene No. 


58161 








Strand 


+ 


Start 


2 








End 


160 


Name 


OJ000250 92. 


0223 


.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


2 








End 


160 


GI 


none 








Score 


.81 


Exons 


2. .160 












Seq. No. 


28264 








Seq. ID 


OJ000250 


Gene No. 


58162 








Strand 


+ 


Start 


3321 








End 


8932 


Name 


OJ000250 92. 


0223 


.Cll.o3. 


gs 


Method 


GENSCAN 


Start 


3321 








End 


8932 


GI 


none 








Score 


. 61 


Exons 


3321. .3348, 


3528 


. .3641, 


4046. 


.4050, 4383.-4478, 




5726. .5782, 


5949 


. .7005, 


7692. 


.7919, 8730.. 8932 


Seq. No. 


28264 








Seq. ID 


OJ000250 


Gene No. 


58162 








Strand 


+ 


Start 


3321 








End 


8932 


Name 


OJ000250 92. 


0223 


.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


4380 








End 


4813 


GI 


49767 1.R1084 






Score 


444 


Exons 


4380. .4509, 


4652 


. .4813 








GI Descrip. 


'5441880/dbj |BAA82378.1| 


5.0e 


-75 (AP000367) EST 



,1502, 



.3536 



,0223. Cll 



4652. .4936, 



EST C28952 (C62945) 



27974 




corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


28264 


Seq. ID 


OJ000250_92.0223.C11 


Gene No. 


58162 


Strand 


+ 


Start 


3321 


End 


8932 


Name 


OJ000250 92.0223.Cll.o2.np 


Method 


AAT/NAP 


Start 


4420 


End 


8149 


GI 


2947062 


Score 


357 


Exons 


4420. .4509, 4644. .4962, 5095. 


.5307, 5726. .5782, 5949. .7010, 




8068. .8149 






GI Descrip. 


(AC002521) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


28264 


Seq. ID 


OJ000250_92.0223.C11 


Gene No. 


58162 


Strand 


+ 


Start 


3321 


End 


8932 


Name 


OJ000250 92.0223.Cll.ol.np 


Method 


AAT/NAP 


Start 


4420 


End 


8651 


GI 


2947062 


Score 


361 


Exons 


4420.. 4509, 4644.. 4962, 5095. 


.5307, 5726. .5782, 5949. .7009, 




8511. .8651 






GI Descrip. 


(AC002521) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


28264 


Seq. ID 


OJ000250_92.0223.C11 


Gene No. 


' 58162. 


Strand 


+ 


Start 


3321 


End 


8932 


Name 


OJ000250 92.0223.Cll.o2.gp 


Method 


AAT/GAP 


Start 


4745 


End 


5298 


GI 


75888 1.R1084 


Score 


670 


Exons 


4745. .4936, 5095. .5298 






GI Descrip. 


, 5882749/gb|AAD55302.1|AC008263 33 2 . Oe 


>-21 (AC008263) Contains 




PF 00612 IQ calmodulin-binding motif domains. [Arabidopsis 




thaliana] ' 






Seq. No. 


28264 


Seq. ID 


OJ000250_92.0223.C11 


Gene No. 


58162 


Strand 


+ 


Start 


3321 


End 


8932 


Name 


OJ000250 92.0223.Cll.o3.gp 


Method 


AAT/GAP 


Start 


6769 


End 


8155 


GI 


none 


Score 


1238 


Exons 


6769.. 7005, 7718.. 8155 






Seq. No. 


28264 


Seq. ID 


OJ000250_92.0223.C11 


Gene No. 


58163 


Strand 




Start 


9398 


End 


9619 


Name 


OJ000250 92.0223.Cll.ol.tm 


Method 


TBLASTX: Maize • 


Start 


4397 


End 


8096 


GI 


none 


Score 


119 


Exons 


4397. .4498, 4401. .4475, 4464. 


.4508, 4465. .4509, 4478. .4516, 




4651. .4701, 4658. .4798, 4702. 


.4797, 4722. .4799, 4802. .4951, 



4802. .4936, 4812. .4940, 4837. .5013, 5094. .5297, 5095. .5298, 

5095.. 5298, 5732.. 5785, 5945.. 6079, 5955.. 6080, 5957.. 6088, 

6049.. 6315, 6081.. 6323, 6092.. 6499, 6092.. 6493, 6093.. 6539, 

6390.. 6512, 6572.. 6892, 6597.. 6899, 6718.. 6897, 6738.. 6899, 

6894. .7004, 6896. .7009, 6898. .7077, 7713. .7748, 7714. .7752, 

7840. .7911, 7842. .7880, 7992. .8096 



27975 




Seq. No. 


28264 








Seq. ID 


OJ000250 


_92. 0223. Cll 


Gene No. 


58163 








Strand 






Start 


9398 








End 


9619 




Name 


OJ000250 92. 


0223 


.Cll.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4419 








End 


5307 




GI 


none 








Score 


84 




Exons 


4419. .4493, 


4420 


. .4488, 


5092. 


.5307, 5094.. 5267 




Seq. No. 


28264 








Seq. ID 


OJ000250 


_92. 0223. Cll 


Gene No. 


58163 








Strand 






Start 


9398 








End 


9619 




Name 


OJ000250 92. 


0223 


. Cll . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4419 








End 


6904 




GI 


none 








Score 


105 




Exons 


4419. .4481, 


4420 


. .4503, 


4823. 


.4951, 4858. .4935, 


5094. .5231, 




5094. .5249, 


5095 


. .5250, 


5946. 


.6095, 5958.. 6080, 


6165. .6257, 




6225. .6380, 


6252 


. . 6386, 


6290. 


.6382, 6743. .6904, 


6744. .6896 


Seq. No. 


28264 








Seq. ID 


OJ000250 


_92. 0223. Cll 


Gene No. 


58163 








Strand 






Start 


9398 








End 


9619 




Name 


OJ000250 92. 


0223 


.Cll.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6552 








End 


6968 




GI 


none 








Score 


354 - 




Exons 


6552. .6893, 


.6597 


. .6896, 


6601. 


.6924, 6721.. 6897, 


6894. .6968, 




6896. .6967 














Seq. No. 


28264 








Seq. ID 


OJ000250 


_92. 0223. Cll 


Gene No. 


58163 








Strand 






Start 


9398 








End 


9619 




Name 


OJ000250 92. 


0223 


.Cll.o4. 


gs 


Method 


GENSCAN 




Start 


9398 








End 


9619 




GI 


none 








Score 


.96 




Exons 


9398. .9619 














Seq. No. 


28265 








Seq. ID 


OJ000250 


_92.0223.C12 


Gene No. 


58164 








Strand 


+ 




Start 


90 








End 


1333 




Name 


OJ000250 92. 


0223 


.C12.ol. 


gs 


. Method 


GENSCAN 




Start 


90 








End 


1333 




GI 


none 








Score 


.52 




Exons 


90. .194, 247 


..1074, 1217 


. .1333 






Seq. No. 


28265 








Seq. ID 


OJ000250 


_92.0223.C12 


Gene No. 


58164 








Strand 


+ 




Start 


90 








End 


1333 




Name 


OJ000250 92. 


0223 


.C12.ol. 


np 


Method 


AAT/NAP 




Start 


265 








End 


1333 




GI 


6721562 








Score 


1513 




Exons 


265. .1333 















GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

Seq. No. 28265 Seq. ID OJ000250_92 . 0223 . C12 



27976 




Gene No. 


58164 


Strand 


+ 


Start 


90 


End 


1333 


Name 


OJ000250 92.0223.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


922 


End 


1311 


GI 


none 


Score 


54 


Exons 


922. .966, 973. .1071, 990.. 1070, 1038. 


.1277, 1054. .1311 


Seq. No. 


28265 


Seq. ID 


OJ000250_92.0223 


Gene No. 


58164 


Strand 


+ 


Start 


90 


End 


1333 


Naitie 


OJ000250 92.0223.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


961 


End 


1209 


GI 


none 


Score 


185 


Exons 


961. .1209 






Seq. No. 


28266 


Seq. ID 


OJ000250_92.0223 


Gene No* 


58165 


Strand 


+ 


Start 


1 


End 


8556 


Name 


OJ000250 92.0223.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


8556 


GI 


6498441 


Score 


3987 


Exons 


1..486, 817. .1279, 1343. .1716, 1900.. 


2034, 2209.. 2932, 




3104.. 3541, 5327.. 5404, 8482 


. .8556 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223 


.C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92 


.0223 


.C13.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


701 








End 


6383 




GI 


none 








Score 


346 




Exons 


701. .874, 702. .1079, 702 


..1058, 896.. 


1063, 1085. .1186, 






6285. .6383 














Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223 


.C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92 


.0223 


.C13.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1350 








End 


9409 




GI 


none 








Score 


108 




Exons .. . 


1350. .1571, 


1351 


. .1806, 


1352. 


.1813, 1352. .1807, 9179. .9409 


Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223 


.C13 


Gene No. 


58166 








Strand 






Start 


5213 








■ End 


11339 




Name 


OJ000250 92 


.0223 


.C13.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1391 








End 


9364 




GI 


none 








Score 


117 




Exons 


1391. .1615, 


1622 


. .1756, 


9230. 


.9364 






Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223 


.C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92 


.0223 


.C13.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1568 








End 


9476 





27977 




GI 


none 








Score 


194 




Exons 


1568 . . 1981, 


9005 


. .9472, 


9038. 


.9385, 9231.. 9476 




Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


,C13.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


18.92 








End 


9118 




GI 


none 








Score 


144 




Exons 


1892. .2263, 


8723 


. .9082, 


8724 . 


.8966, 8941. .9075, 9005. .9079,. 




9086. .9118, 


9086 


. .9118 










Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1922 








End 


9061 




GI 


none 








Score 


482 




Exons 


1922. .2344, 


1922 


. .2329, 


2020. 


.2346, 8708.. 9061 




Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


2000 -* 








End 


8989 




GI 


none 








Score 


174 




Exons 


2000. .2341, 


8636 


. .8989, 


8718. 


.8978 






Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


- 2780 ~~ 








End 


3238 




GI 


none 








Score 


233 




Exons 


2780. .3034, 


2804 


. .3055, 


2872. 


.3054, 3089.. 3238, 3100.. 3237 


Seq. No. 


28266 


-" 






Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


2927 








End 


3475 




GI 


5666795 








Score 


68 




Exons 


2927. .3025, 


3101 


. .3238, 


3293. 


.3475 






GI Descrip. 


4206306 2.0e 


(-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o2 


. gs 


Method 


GENSCAN 




Start 


5213 ~ 








End 


11323 




GI 


none 








Score 


.8 




Exons 


5213. .5520, 


5600 


. .5683, 


5775. 


.5933, 6718.. 10352, 11124.. 


11323 


Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223. 


C13 


Gene No. 


58166 








Strand 






Start 


5213 








End 


11339 




Name 


OJ000250 92. 


0223 


.C13.o7 


. tm 


Method 


TBLASTX: Maize 





27978 




Start 


6696 








End 


6941 


GI 


none 








Score 


39 


Exons 


6696. .6758, 


6728 


. .6940, 


6819. 


.6941 




Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223.C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.o2 


.np 


Method 


AAT/NAP . 


Start 


6704 








End 


11339 


GI 


4680179 








Score 


6029 


Exons 


6704. .11339 












GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223.C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


6749 








End 


7082 


GI 


none 








Score 


110 


Exons 


6749. .7081, 


6813 


. .7082 








Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223.C13 


Gene No.. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


6941 








End 


7528 


GI 


none 








Score 


131 


Exons 


6941. .7210, 


6942 


. .7202, 


7271. 


.7369, 7272.. 7367, 7301.. 7369, 




7367. .7528, 


7374 


. .7520, 


7376. 


.7525 




Seq. No. 


28266 








Seq. ID 


OJ000250_92 . 0223 .C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7082 








End 


7708 


GI 


none 








Score 


352 


Exons 


7082. .7708, 


7083 


. .7652 








Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223.C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


7577 








End 


7867 


GI 


none 








Score 


156 


Exons 


7577. .7867, 


7580 


. .7798 








Seq. No. 


28266 








Seq. ID 


OJ000250_92 . 0223 . C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 


Name 


OJ000250 92 


.0223 


.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


7667 








End 


7927 


GI 


none 








Score 


54 


Exons 


7667. .7735, 


7667 


. .7927, 


7821. 


.7922 




Seq. No. 


28266 








Seq. ID 


OJ000250_92.0223.C13 


Gene No. 


58166 








Strand 




Start 


5213 








End 


11339 



27979 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000250_92, 

7691 

none 

7691. .7834, 

28266 
58166 
5213^.. 

OJ006~250_92, 

7715 

none 

7715. .8194, 

28266 
58166 
5213 

OJ000250_92. 

8198 

none 

8198. .8707, 

28266 
58166 
5213 

OJ000250_92. 

8282 

none 

8282. .8635, 

28266 
58166 , 
5213 

OJ000250_92. 

8456 

none 

8456. .8698 

28266 
58166 
5213 

OJ000250_92, 

9062 

none 

9062. .9154, 

28266 
58166 
5213 

OJ000250_92. 

9716 

none 

9716. .9886, 

28266 
58166 
5213 

OJ000250 92. 



0223.C13.ol.tc 
7692.. 7769, 7835. 

0223.C13.o3.tw 
7716.. 8099, 8015. 

0223.C13.o2.tw 
8289. .8675 

0223.C13.o2.tm . 
8297.. 8593, 8367. 

0223.C13.o3. ts 



Method 
End 
Score 
.8017 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8176 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8633 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

0223 . C13 . olO . tw Method 
End 
Score 

9062.. 9175, 9063.. 9173 

Seq.- ID 

Strand 

End 

0223.C13.o9.tw Method 
End 
Score 

9716.. 10069, 9975.. 10070 

Seq. ID 

Strand 

End 

0223.C13.o6.tm Method 



TBLASTX: Cress 

8017 

69 



OJ000250_92.0223.C13 
11339 

TBLASTX: Wheat 

8194 

219 



OJ000250_92.0223.C13 
11339 

TBLASTX: Wheat 

8707 

303 



OJ000250_92.0223.C13 
11339 

TBLASTX: Maize 

8635 

159 



OJ000250_92.0223.C13 
11339 

TBLASTX : Soybean 

8698 

197 



OJ000250_92.0223.C13 
11339 

TBLASTX: Wheat 

9175 

118 



OJ000250_92.0223.C13 
11339 

TBLASTX: Wheat 

10070 

77 



OJ000250_92.0223.C13 
11339 

TBLASTX: Maize 



27980 



Start 
GI 

Exons 



9803 
none 

9803. .10123 



End 
Score 



10123 
210 



Seq. No. 28267 Seq. ID 

Gene No. 58167 Strand 

Start 1 End 

Name OJ000250_92 . 0223 . C14 . ol . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..542 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000250_92.0223.C14 
+ 

542 

AAT/NAP 

542 

729 



Seq. No. 


28267 


Seq. ID 


OJ000250_92.0223.C14 


Gene No . 


58167 


Strand 


+ 


Start 


1 


End 


542 


Name 


OJ000250 92.0223.C14 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


32 


End 


397 


GI 


none 


Score 


292 


Exons 


32. .391, 34. .162, 131. .397 






Seq. No. 


28268 


Seq. ID 


OJ000250_92. 0223. CIS 


Gene No. 


58168 


Strand 


+ 


Start 


4684 


End 


11252 


Name 


OJ000250- 92.0223.C15.o2.gs 


Method 


GENSCAN 


Start 


4684 


End 


11252 


GI 


none 


Score 


.69 


Exons 


4684.. 4779, 5303.. 5464, 8261 


..8483, 8757. .9129, 9208. .9349, 




10049. .10207, 10292. .10354, 


10685. .10793, 11089. .11252 


Seq. No. 


28268 


Seq. ID 


OJ000250 92.0223.C15 


Gene No . 


58168 


Strand 


+ 


Start 


4684 


End 


11252 


Name 


OJ000250 92.0223.C15.o3.np 


Method 


AAT/NAP 


Start 


8279 


End 


10873 


GI 


6492266 


Score 


570 


Exons 


8279. .8416, 8447. .8495, 8796 


..9126, 9208. .9346, 1004 9 . .10207 , 




10292. .10354, 10685.. 10873 






GI Descrip. 


(AF110228) nuclear RNA binding protein A [Spinacia oleracea] 


Seq. No. 


28268 


Seq. ID 


OJ000250 92.0223.C15 


Gene No. 


58168 


Strand 


+ 


Start 


4684 


End 


11252 


Name 


OJ000250 92.0223.C15.ol.gp 


Method 


AAT/GAP 


Start 


8413 


End 


11131 


GI 


535 2.R1084 


Score 


2332 


Exons 


8413.. 8483, 8757.. 9129, 9208 


..9349, 10049. .10207, 10292. .1035 




10685. .11131 






GI Descrip. 


, 2104681/emb|CAA66481| 2 . Oe- 


29 (X97907) 


transcription factor 




[Vicia faba] ' 






Seq. No. 


28268 


Seq. ID 


OJ000250_92. 0223. CIS 


Gene No. 


58169 


Strand 




Start 


441 


End 


3656 


Name 


OJ000250 92.0223.C15.ol.gs 


Method 


GENSCAN 



27981 




Start 


441 




End 


3656 




GI 


none 




Score 


. 64 




Exons 


441. .847, 888.-2394, 2469.. 


3242, 3267. 


.3656 




Seq. No. 


28268 




Seq. ID 


OJ000250_92. 


0223. C15 


Gene No. 


58169 




Strand 






Start 


441 




End 


3656 




Name ■ 


' OJ000250_92 .0223. C15.ol 


. np 


Method 


AAT/NAP 




Start 


444 




End 


3656 




GI 


5803259 




Score 


4167 




Exons 


444. .2291, 2395. .3656 










GI Descrip. 


(AP000399) hypothetxcal 


protein [Oryza 


sativa] 




Seq. No. 


28268 




Seq. ID 


OJ000250_92. 


0223. C15 


Gene No. 


58170 




Strand 






Start 


4731 




End 


5497 




Name 


OJ000250_92 . 0223 .C15 . o2 


.np 


Method 


AAT/NAP 




Start 


4731 




End 


5497 




GI 


5922623 




Score 


135 




Exons 


4731. .4875, 5404. .5497 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gil 6016856 |dbj IBAA85199 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


28268 




Seq. ID 


OJ000250_92. 


0223. C15 


Gene No. 


58171 




Strand 






Start 


11436 




End 


12670 




Name 


OJ000250 92.0223.C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


8273 




End 


9361 




GI 


none 




Score 


81 





Exons 8273.. 8329, 8446.. 8547, 8793. .8900, 9001.. 9129, 9002.. 9130, 



9200.. 9346, 9208.. 9288, 9224. .9361 



Seq. No. 


28268 




Seq. ID 


OJ000250_92.0223 


.C15 


Gene No. 


58171 




Strand 






Start 


11436 




End 


12670 




Name 


OJ000250 92. 0223. CIS 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10096 




End 


10932 




GI 


none 




Score 


141 




Exons 


10096. .10209, 10096. 


.10206, 


10097. .10213, 10279. .10353, 






10290. .10352, 10292. 


.10366, 


10292. .10354, 10683 .. 10931, 






10683. .10931, 10684. 


.10932 








Seq. No. 


28268 




Seq. ID 


OJ000250_92.0223 


.C15 


Gene No. 


58171 




Strand 






Start 


11436 




End 


12670 




Name 


OJ000250 92.0223.C15 


.o3 . gs 


Method 


GENSCAN 




Start 


11436 




End 


12670 




GI 


none 




Score 


.78 




Exons 


11436. .11891, 11954. 


.12048, 


12118. .12670 




Seq. No. 


28268 




Seq. ID 


OJ000250_92.0223 


.C15 


Gene No. 


58171 




Strand 






Start 


11436 




End 


12670 




Name 


OJ000250 92.0223.C15 


,o3.tm 


Method 


TBLASTX: Maize 




Start 


11700 




End 


11955 




GI 


none 




Score 


137 





27982 



Exons 



11700. .11954, 11707.. 11955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28269 Seq. ID OJ000250_92 . 0223 . C16 

58172 Strand + 

1 End 2094 

0 J000250_92 . 0223 . C16 . ol . np Method AAT/NAP 

1 End 2094 

6069646 Score 862 

1..51, 374. .821, 1103. .2094 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


28269 






Seq. ID 


OJ000250_92.0223.C16 


Gene No. 


58173 






Strand 


- 


Start 


3147 






End 


3797 


Name 


OJ000250 92 


.0223.C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


376 






End 


1056 


GI 


none 






Score 


184 


Exons 


376. .531, 377. .586, 596. 


.706, 


601. .714 


, 602. .829, 781. .831, 




801. .905, 841. .1056, 844 


. .1047 




Seq. No. v 


28269 






Seq. iffe 


OJ000250_92.0223.C16 


Gene No. 


58173 






Strand 




Start 


3147 






End 


3797 


Name 




0991 PI fi 


tm 


Method 


TBLASTX: Maize 


Start 


1060 






End 


1356 


GI 


none 






Score 


204 


Exons 


1060. .1356, 


1065. .1208, 


1246. 


.1326 




Seq. No. 


28269 






Seq. ID 


OJ000250_92.0223.C16 


Gene No. 


58173 






Strand 




Start 


3147 






End 


3797 


Name 


OJ000250 92 


.0223.C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1522 






End 


2070 


GI 


none 






Score 


71 


Exons 


1522. .1614, 


1568. .1765, 


1626. 


.1859, 1627. .1857, 1882. .2070 


Seq. No. 


28269 






Seq. ID 


OJ000250_92.0223.C16 


Gene No. 


58173 






Strand 




Start 


3147 






End 


3797 


Name 


OJ000250 92 


.0223.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1626 






End 


1818 


GI 


none 






Score 


212 


Exons 


1626. .1784, 


1630. .1818 








Seq. No. 


28269 






Seq. ID 


OJ000250_92.0223.C16 


Gene No. 


58173 






Strand 




Start 


3147 






End 


3797 


Name 


OJ000250 92 


.0223.C16.o2. 


gs 


Method 


GENSCAN 


Start 


3147 






End 


3797 


GI 


none 






Score 


.57 


Exons 


3147. .3797 










Seq. No. 


28269 






Seq. ID 


OJ000250_92.0223.C16 



27983 



Gene No. 58173 Strand 

Start 3147 End 

Name OJ000250_92 . 0223 . C16 . o4 . tm Method 

Start . 3392 End 

GI none Score 

Exons 3392.. 3649, 3409.. 3654, 3411.. 3659 



3797 

TBLASTX: Maize 

3659 

132 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 92.0223.C17 



28270 
58174 
1 

OJ000250_92.0223.C17.ol. 
1 

6016871 
1..89, 163. .503 

(AP000570) EST C98565 (E04 14 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



503 

AAT/NAP 

503 

114 



28270 



Seq. ID OJ000250_92.0223.C17 



58175 Strand 
1248 End 4923 

OJ000250_92 . 0223 . C17 . o2 . np Method AAT/NAP 
1248 End 4923 

6069646 Score 439 

1248. .2239, 4874. .4923 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj IBAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


28270 


Seq. ID 


OJ000250_92 . 0223 . C17 


Gene No. 


58175 


Strand 




Start 


1248 


End 


4923 


Name 


OJ000250 92.0223.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1275 


End 


1834 


GI 


none 


Score 


90 


Exons 


1275.. 1487, 1488.. 1691, 1506 


..1682, 1739. .1834, 1744. .1833 


Seq. No. 


28270 


Seq. ID 


OJ000250_92.0223.C17 


Gene No. 


58175. 


Strand 




Start 


1248 


End 


4923 


Name 


OJ000250 92.0223.C17.o3.np 


Method 


AAT/NAP 


Start 


1400 


End 


4550 


GI 


6016871 


Score 


355 


Exons 


1400.. 1470, 2601.. 3714, 3769 


..4073, 4502.. 4550 


GI Descrip. 


(AP000570) EST C98565 (E0414) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


28271 


Seq. ID 


OJ000250_92.0223.C18 


Gene No. 


58176 


Strand 


+ 


Start 


1926 


End 


2410 


Name 


OJ000250 92.0223.C18.ol.gp 


Method 


AAT/GAP 


Start 


1926 


End 


2410 


GI 


uC-osroM202029c03al 


Score 


950 


Exons 


1926. .2410 






GI Descrip. 


'2146774/pir MS71207 2.0e-27 


serine acetyltransf erase (EC 



2.3.1.30) Sat-52 - Arabidopsis thaliana >gi_905391 (U30298) 



27984 




serine acetyltransferase [Arabidopsis thaliana] ' 



Seq. No. 


28271 






Seq. ID 


OJ000250_92.0223.C18 


Gene No. 


58177 






Strand 




Start 


2144 






End 


2534 


Name 


OJ000250 92.0223 


.C18 .ol . 


tm 


Method 


TBLASTX : Maize 


Start 


2110 






End 


2534 


GI 


none 






Score 


72 


Exons 


2110.. 2430, 2112 


. .2183, 


2114. 


,.2533, 2117. .2416, 2355. .2534 


Seq. No. 


28271 






Seq. ID 


OJ000250_92.0223.C18 


Gene No. 


58177 






Strand 




Start 


2144 






End 


2534 


Name 


OJ000250 92.0223 


.C18.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


2144 






End 


2534 


GI 


none 






Score 


140 


Exons 


2144.. 2533, 2153 


. .2437, 


2355. 


, .2534 




Seq. No. 


28271 






beq. id 


ujuuu^ou . uz^o.tio 


Gene No. 


58177 






Strand 




Start 


2144 






End 


2534 


Name 


OJ000250 92.0223 


.C18.o2. 


gs 


Method 


GENSCAN 


Start 


2144 






End 


2476 


GI 


none 






Score 


.74 


Exons 


2144. .2476 










Seq. No. 


28271 






.Seq. ID 


OJ000250_92.0223.C18 


Gene No. 


58177 






Strand 




Start 


2144 






End 


2534 


Name 


OJ000250 92.0223 


.C18.ol. 


np 


Method 


AAT/NAP 


Start 


2147 






End 


2534 


GI 


2146774 






Score 


538 


Exons 


2147. .2534 










GI Descrip. 


serine acetyltransferase 


i (EC 


2.3.1.30) 


Sat-52 - Arabidopsis 



thaliana gi 1905391 (U30298) serine acetyltransferase 





[Arabidopsis thaliana] 








Seq. No. 


28271 


Seq. ID- 


OJ000250 


_92.0223.C18 


Gene No. 


58177 


Strand 






Start 


2144 


End 


2534 




Name 


OJ000250 92.0223.C18.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


2210 ■ 


End 


2534 




GI 


none 


Score 


136 




Exons 


2210.. 2437, 2210.. 2482, 2361. 


.2459, 2427. .2534, 


2459. .2533 


Seq. No. 


28272 


Seq. ID 


OJ000250 


_92.0223.C20 


Gene No. 


58178 


Strand 


+ 




Start 


2783 


End 


11230 




Name 


OJ000250 92.0223.C20.ol.np 


Method 


AAT/NAP 




Start 


2783 " 


End 


3223 




GI 


6523547 


Score 


81 




Exons 


2783. .3223 








GI Descrip. 


(AJ2 42540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


28272 


Seq. ID 


OJ000250 


_92.0223.C20 


Gene No. 


58178 


Strand 


+ 





27985 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2783 

OJ000250_92 . 0223 . C20 . ol . gs 

3106 

none 

3106.. 3230, 3330 
5195.. 5367, 5947 
6897. .6965, 7746 
10576. .10746 



End 

Method 

End 

Score 



11230 
GEN SCAN 
10746 
.85 



.3431, 3726. .3834, 4363. .4438, 4528. .5142, 
.6069, 6146.. 6221, 6301.. 6494, 6617.. 6808, 
.7955, 9603. .9752, 10284 .. 10345, 10429. . 10504, 



28272 
58178 
2783 

OJ000250_92 . 0223 . C20 . o2 . np 

4417 

4582783 



Seq. ID OJ000250_92.0223.C20 

Strand + 

End . 11230 

Method AAT/NAP 

End 10749 

Score 2046 



4417. .4438, 4528. .5474, 5566. .5617, 5947. .6069, 6146. .6221, 
6310. .6494-, 6617. .6808, 6897. .6965, 7743. .7955, 8234. .8359, 
9603. .9752, 10284 .. 10345, 10429 .. 10504 , 10576. .10749 
(AJ006752) starch synthase, isoform V [Vigna unguiculata] 



28272 
58178 
2783 

OJ000250_92.0223.C20.o2.tm 

5028 

none 

5028.. 5129, 5028.. 5138, 5029. 
5128. .5409 



Seq. ID OJ000250_92.0223.C20 

Strand + 

End 11230 

Method TBLASTX: Maize 

End >:5410 

Score 113 

.5142, 5029. .5142, 5102. .5410, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28272 Seq. ID 

58178 Strand 
2783 End 
OJ000250_92 . 0223 . C20 . ol . tm Method 
5412 End 
none Score 

5412. .5483, 5413. .5472, 5563. .5619, 5564. 

5945.. 6070, 5946.. 6071, 5946.. 6071, 5947, 

6143. .6226, 6144. .6245, 6305. .6493, 6309, 

6572.. 6685, 6610.. 6681, 6617.. 6685 



OJ000250_92 .0223.C20 
+ 

11230 

TBLASTX: Maize 
6685 
70 



.5620, 5929. .6069, 
,6099, 6140. .6247, 
.6494, 6312. .6494, 



28272 
58178 
2783 

OJ000250_92 . 0223 . C20 . o2 . gp 
6130 
4715636 

6130.. 6221, 6310.. 6494, 6617, 



•Seq. ID 
Strand 
End 

Method 
End 
Score 
.6819 

2832698/emb|CAA16796.1| 2.0e-62 (AL021713) starch synthase-like 
protein [Arabidopsis thaliana] 



OJ000250_92.0223.C20 
+ 

11230 
AAT/GAP 
6819 
840 



28272 
58178 
2783 

OJ000250_92.0223.C20.ol.ts 

6306 

none 



Seq. ID OJ000250_92.0223.C20 

Strand + 

End 11230 

Method TBLASTX : Soybean 

End 6682 

Score 290 



6306. .6494, 6308. .6490, 6572. .6682, 6610. .6678 



27986 



# 




Seq. No. 


28272 






Seq. ID 


OJ000250_92.0223. 


C20 


Gene No. 


58178 






Strand 


+ 




Start 


2783 






End 


11230 




Name 


OJ000250 92. 


0223. 


C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


6323 






End 


6769 




GI 


none 






Score 


163 




Exons 


6323. .6454, 


6324. 


.6452, 6435 


..6494, 6449.-6493, 6572. .6769, 




6616. . 6735 












Seq. No. 


28272 






Seq. ID 


OJ000250_92.0223. 


C20 


Gene No. 


58178 






Strand 


+ 




Start 


2783 






End 


11230 




Name 


OJ000250 92. 


0223. 


C20.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6915 






End 


10333 




GI • 


none 






Score 


68 




Exons 


6915. .6962, 


7740. 


.7958, 7745 


..7957, 8233. .8355, 8234. .8368, 




8234. .8431, 


9600. 


.9755, 9605 


..9751, 10280. .10333, 10281. 


.10331 


Seq. No. 


28272 






Seq. ID 


OJ000250_92.0223. 


C20 


Gene No. 


58178 






Strand 


+ 




Start 


2783 






End 


11230 




Name 


OJ000250 92. 


0223. 


C20.o3. tm 


Method 


TBLASTX: Maize 




Start 


7731 






End 


7994 




GI 


.none 






Score 


325 




Exons 


7731. .7967, 


7744 . 


.7986, 7745 


..7966, 7770. .7994 




Seq. No. 


28272 






Seq. ID 


OJ000250_92.0223. 


C20 


Gene No. 


58178 






Strand 


+ 




Start 


2783 






End 


11230 




Name 


OJ000250 92. 


0223. 


C20.o4 . tm 


Method 


TBLASTX: Maize 




Start 


9602 






End 


10691 




GI 


none 






Score 


231 




Exons 


9602. .9748, 


9609. 


.9755, 9609 


..9755, 10281. .10343, 10281. 


.10343, 




10297. .10344 


, 10409. .10504, 


10425. .10505, 10427. .10504, 






10572. .10691, 10573. .10686, 


10587.. 10691 




Seq. No. 


28272 






Seq. ID 


OJ000250_92.0223. 


C20 


Gene No. 


58178 






Strand 


+ 




Start 


2783 






End ■ 


11230 




Name 


OJ000250 92. 


0223. 


C20.o3.gp 


Method 


AAT/GAP 




Start 


10429 






End 


11230 




GI 


2287 1.R1084 






Score 


1353 




Exons 


10429. .10504 


, 10576. .11230 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'3309575 2.0e-26 (AF060553) calcium sensor homolog [Arabidopsis 
thaliana] >gi_4538989_emb_CAB39731 . 1_ (Y18870) CBL4 protein 
[Arabidopsis thaliana] 1 



28273 Seq. ID 

58179 Strand 
1 End 
OJ000250_92 . 0223 . C21 . ol . gp Method 
1 End 
21907_1.R1084 Score 
1..58, 1635.. 2237 

f 2674203/gb|AAB88706.1| 7.0e-30 (AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] 1 



OJ000250_92.0223.C21 
+ 

9183 
AAT/GAP 
2237 
1276 



27987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250__92.0223.C21 
+ 

9183 
AAT/NAP 
1866 
482 



28273 Seq. ID 

58179 Strand 
1 End 
OJ000250_92.0223.C21.ol.np Method 
1 End 
1171866 Score 
1..58, 1635. .1866 

NADH-UBIQUINONE OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX 
I-20KD) (CI-20KD) gi | 629601 | pir | | S48826 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain PSST - wild cabbage 
gi|562282|emb|CAA57725| (X82274) PSST subunit of NADH: 
ubiquinone oxidoreductase [Brassica oleracea] 



28273 
58179 
1 

OJ000250_92 . 0223 . C21 . ol . gs 
9 

none 



Seq. ID OJ000250_92.0223.C21 



Strand 
End 

Method 

End 

Score 



+ 

9183 
GEN SCAN 
5033 
.6 



9. .58, 1635. .1856, 2707. .2827, 2852. .3141, 4257. .4396, 
5014.. 5033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



28273 Seq. ID 

58179 Strand . 

1 End 

OJ000250_92 . 0223 . C21 . o2 . np Method 

2960 End 

4539417 Score 
2960.. 3141, 4257.. 4440 

(AL049171) putative protein [Arabidopsis thaliana] 



OJ000250_92.0223.C21 
+ 

9183 
AAT/NAP 
4440 
426 



28273 
58179 
1 

OJ000250_92 . 0223 . C2 1 . o3 . 

3601 

2674203 

3601. .3631, 5831.. 5917, 
6681. .6731, 7050. .7124,. 
8399. .8503, 8588.. 8650, 
(AF036328) CLP protease 
thaliana] 



Seq. ID OJ000250_92.0223.C21 

Strand + 

End 9183 
np Method AAT/NAP 

End 9178 

Score 722 
6142.. 6213, 6289.-6379, 6463.. 6542, 
7211. .7288, 7994. .8121, 8220. .8319, 
8765. .8887, 8954. .9178 . 
regulatory subunit CLPX [Arabidopsis 



Seq. No. 28273 
Gene No. 58179 
Start 1 

Name OJ000250_92 . 0223 . C2 1 . o2 . gs 

Start 5714 
GI none 

Exons 5714.. 5947, 6142.. 6200, 6279. 

7050. .7124, 7211. .7288, 7525. 
8765. .8887, 8954. .9145, 9151. 



Seq. ID OJ000250_92.0223.C21 

Strand + 

End 9183 

Method GENS CAN 

End 9183 

Score . 69 

.6379, 6463. .6542, 6681. .6731, 
.7581, 8399. .8503, 8588. .8650, 
.9183 



Seq. No. 
Gene No. 
Start 



28273 
58179 
1 



Seq. ID OJ000250_92.0223.C21 
Strand + 
End 9183 



27988 





Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000250_92 . 0223 . C21 . o2 . gp Method AAT/GAP 
6349 End 6732 

2800778 Score 245 

6349.. 6379, 6463.. 6542, 6681.. 6732 

2674203/gb|AAB88706.1| 7 . Oe-30 (AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] 



28273 Seq. ID 

58179 Strand 
1 End 
OJ000250_92 . 0223 . C2 1 . o3 . gp Method 
6430 End 
2800778 Score 
6430. .6542, 6681. .6739 

2674203/gb|AAB88706.1| 7.0e-30 (AF036328) CLP protease 
regulatory subunit CLPX [Arabidopsis thaliana] 



OJ000250_92.0223.C21 
+ 

9183 
AAT/GAP 
6739 
209 



28273 
58179 
1 

OJ000250_92.0223.C21.o4.gp 
8211 

LIB3432-004-P1-K1-C10 
8211. .8319, 8399. .8503, 
'2674203/gb IAAB88706.il 



Seq. ID OJ000250_92.0223.C21 
Strand + 
End 9183 
Method AAT/GAP 
End 8887 
Score 732 
8588. .8650, 8765. .8887 
7.0e-30 (AF036328) CLP protease — 



regulatory subunit CLPX [Arabidopsis thaliana] 1 



28273 Seq. ID 

58180 Strand 
12665 End 
OJ000250_92 . 0223 . C21 . o5 . gp Method 
12665 End 
uC-osflcypl40c05bl Score 
12665. .13099 

, 2832698/emb|CAA16796.1| 2.0e-62 (AL021713) starch synthase-like 
protein [Arabidopsis thaliana] 1 



OJ000250_92 . 0223 . C21 
+ 

14922 
AAT/GAP 
13099 
820 



Seq. No. 


28273 




Seq. ID 


OJ000250_92 


.0223 


.C21 


Gene No. 


- 58180 




Strand 


+ . 






Start 


12665 




End 


14922 






Name 


OJ000250 92.0223.C21 


. o5 .np 


Method 


AAT/NAP 






Start 


12907 




End 


14922 ; ' 






GI 


6850868 




Score 


594 






Exons 


12907. .13344, 14764. 


.14922 










GI Descrip. 


(AL132959) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


28273 




Seq. ID 


OJ000250_92 


.0223 


.C21 


Gene No. 


58181 




Strand 


+ 






Start 


28850 




End 


32155 






Name 


OJ000250 92.0223.C21 


. o4 . gs 


Method 


GENSCAN 






Start 


28850 




End 


32155 






GI 


none 




Score 


.83 






Exons 


28850. .30108, 30208. 


.30835, 


30893. .32155 






Seq. No. 


28273 




Seq. ID 


OJ000250_92 


.0223 


.C21 


Gene No. 


58181 




Strand 


+ 






Start 


28850 




End 


32155 







27989 




Name 


OJ000250 92.0223.C21.o6.np 


Method 


AAT/NAP 




Start 


28850 


End 


32152 




GI 


6907089 


Score 


4214 




Exons 


28850. .30108, 30208.. 32152 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58182 


Strand 






Start 


9742 


End 


22188 




Name 


OJ000250 92.0223.C21.o3.gs 


Method 


GEN SCAN 




Start 


9742 


End 


22188 




GI 


none 


Score 


.43 




Exons 


9742.. 11097, 11548. .11682, 12651 .. 12900, 12937 .. 13377 , 






15465. .15648, 16063 16075 , 


18279. .18442, 18638 .. 18985, 






20924. .20995, 22131.. 22188 








Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58182 


Strand 






btart 


9742 


End 


22188 




Name 


OJ000250 92.0223.C21.o4.np 


Method 


AAT/NAP 




Start 


9859 


End 


11750 




GI 


6723394 


Score 


877 




Exons 


9859.. 11750 








GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 


Strand 






Start 


32773 


End 


37135 




Name 


OJ000250 92.0223.C21.o2.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


1870 




GI 


none 


Score 


101 




Exons 


2. .58, 3.-83, 1602. .1652, 1619. .1867, 


1626. .1868, 1631. 


.1678, 




1639. .1866, 1733. .1870 








Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 


Strand 






Start 


32773 


End 


37135 




Name 


OJ000250 92.0223.C21.o7.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


1891 




GI 


none 


Score 


101 




Exons 


2. .58, 3. .83, 3. .77, 1626. .1874, 1631. 


.1891, 1639. .1866 




Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No . 


58183 


Strand 






Start 


32773 


End 


37135 




Name 


OJ000250 92.0223.C21.o4.ts 


Method 


TBLASTX: Soybean 




Start 


1710 


End 


1891 




GI 


none 


Score 


232 




Exons 


1710.. 1868, 1712.. 1891, 1735 


..1866, 1739. .1870 




Seq. No. 


28273 


Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 


Strand 






Start 


32773 


End 


37135 




Name 


OJ000250 92.0223.C21.o4.tc 


Method 


TBLASTX: Cress 




Start 


2944 


End 


4437 




GI 


none 


Score 


186 




Exons 


2944.. 3141, 2945.. 3139, 4254 


..4433, 4255. .4437 





27990 



* # 



Seq. No. 


28273 








Seq. ID 


OJ000250_92 . 0223 .C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250 92 


.0223 


.C21.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


2953 








End 


4461 


GI 


none 








Score 


195 


Exons 


2953. .3141, 


2954 


. .3139, 


3040, 


.3141, 4254. .4439, 4255. .4461 


Seq. No. 


28273 








Seq. ID 


OJ000250_92.0223.C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250 92 


.0223 


.C21.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2960 








End 


4443 


GI 


none 








Score 


142 


Exons- 


2960. .3139, 


3040 


. .3141, 


4254. 


.4439, 4255. .4443 


Seq. No. 


28:273 








Seq. ID 


OJ000250_92 . 0223 . C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250_92 


.0223 


,C21.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


5825 








End 


9097 


GI 


none 








Score 


98 


Exons 


5825. .5920, 


5851 


. .5919, 


6139. 


.6213, 6322.. 6381, 6351.. 6380, 




6459. .6575, 


6461 


. . 6556, 


6677. 


.6733, 6678.. 6740, 7053.. 7124, 




7062. .7124, 


7208 


. .7288, 


7232. 


.7291, 8045. .8122, 8056. .8121, 




8235. .8321, 


8399 


. .8506, 


8401. 


.8487, 8582. .8653, 8587. .8652, 




8761. .8886, 


8765 


. .8890, 


8927. 


.9097, 8953.. 9081 


Seq. No. 


28273 








Seq. ID 


OJ000250_92.0223.C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250_92 


.0223 


.C21.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


5825 








End 


9111 


GI 


none 








Score 


104 


Exons 


5825. .5920, 


5851 


. .5919, 


6139. 


.6192, 6304.. 6381, 6354.. 6380, 




6459. .6575, 


6461 


. . 6556, 


6678. 


.6740, 6680.. 6733, 7053.. 7124, 




' 7232. .7291, 


8045 


. .8122, 


8047. 


.8121, 8399. .8506, 8401. .8544, 




8580. .8651, 


8582 


. . 8 653, 


8584. 


.8655, 8734. .8886, 8765. .8890, 




8951. .9025, 


8953 


. .9024, 


9034. 


.9111, 9035.. 9085 


Seq. ' No. 


28273 








Seq. ID 


OJ000250_92.0223.C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250 92 


.0223 


.C21.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


8776 








End 


9085 


GI 


none 








Score 


135 


Exons 


8776. .8886, 


8777 


. .8890, 


8951. 


.9085, 8953.. 9081 


Seq. No. 


28273 








Seq. ID 


OJ000250_92.0223.C21 


Gene No. 


58183 








Strand 




Start 


32773 








End 


37135 


Name 


OJ000250 92 


.0223 


.C21.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


10060 








End 


10297 


GI 


none 








Score 


64 



Exons 10060. .10296, 10131 .. 10283, 10133.. 10297 



27991 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223. 


C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. olO. tm 


Method 


TBLASTX: Maize 




Start 


10376 




End 


10568 




GI 


none 




Score 


109 




Exons 


10376. .10507, 10378. 


.10566, 


10378. .10566, 10491.. 10568 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223. 


C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10570 




End 


11079 




GI 


none 




Score 


238 




Exons 


10570. .10839, 10570. 


.10848, 


10580. .10858, 10841. .11056, 






10843. .11079, 10843. 


.11079 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223. 


C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12996 




End 


14983 




GI 


none 




Score 


508 




Exons 


.12996. .13346, 12997. 


.13347, 


13249. .13359, 14761 .. 14946, 






14762. .14983, 14763. 


.14924 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223. 


C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


13042 




End 


14883 




GI 


none 




Score 


368 




Exons 


13042. .13347, 13044. 


.13346, 


14761. .14883, 14763. .14879 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223. 


C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. oil. tm 


Method 


TBLASTX: Maize 




Start 


32732 




End 


32913 




GI 


none 




Score 


129 




Exons 


32732. .32908, 32746. 


.32913 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



28273 
58183 
32773 

OJ000250_92.0223.C21.o7.np 

32773 

6498441 



OJ000250_92.0223.C21 

37135 
AAT/NAP 
37135 
5238 

32773. .33054, 33148 .. 34545, 34717 35199, 35392 35632 , 
35807. .35941, 36125 36498, 36562 .. 37031, 37118.. 37135 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28273 
58183 
32773 



Seq. ID 

Strand 

End 



OJ000250_92.0223.C21 
37135 



27992 



# • 



Name 


OJ000250 92.0223.C21 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


32782 




End 


33360 




GI 


none 




Score 


83 




Exons 


32782. .32907, 32786. 


.32908, 


32968.-33336, 33094 .. 33360, 






33101.. 33343 










Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene' No . 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


33365 




End 


33766 




GI 


none 




Score 


173 




Exons 


33365. .33664, 33385. 


.33765, 


33710. .33766 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


33571 




End 


33903 




GI 


none 




Score 


92 




Exons 


33571. .33783, 33580. 


.33903, 


33593. .33886 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


34096 ~~ 




End 


34408 




GI 


none 




Score 


67 




Exons 


34096. .34356, 34232. 


.34408 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


.o5.ts 


Method 


TBLASTX: Soybean 




Start 


34156 




End 


34722 




GI 


5666795 




Score 


68 




Exons 


34156. .34356, 34411. 


.34548, 


34624. .34722 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


34411 




End 


34872 




GI 


none 




Score 


91 




Exons 


34411. .34560, 34412. 


.34549, 


34414. .34551, 34 607 .. 34780, 






34621. .34872, 34621. 


.34845 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


35470 




End 


35841 




GI 


none 




Score 


90 




Exons 


35470. .35841, 35681. 


.35824 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 



27993 



* • 



Gene No . 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o2 . tw 


Method. 


TBLASTX: Wheat 




Start 


35495 




End 


35920 




GI 


none 




Score 


333 




Exons 


35495. .35920, 35500. 


.35919 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


35593 




End 


35977 




GI 


none 




Score 


226 




Exons 


35593. .35976, 35612. 


.35977 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


36004 




End 


36360 




GI 


none 




Score 


110 




Exons 


36004. .36309, 36004. 


.36360, 


36014. .36325 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand* 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


36028 




End 


36491 




GI 


none 




Score 


388 




Exons 


36028. .36489, 36029. 


.36490, 


36048. .36491 




Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start ■ 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


36085 




End 


36450 




GI 


none 




Score 


109 




Exons 


36085. .36219, 36226. 


.36450 








Seq. No. 


28273 




Seq. ID 


OJ000250_92.0223 


.C21 


Gene No. 


58183 




Strand 






Start 


32773 




End 


37135 




Name 


OJ000250 92.0223.C21 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


36658 




End 


37129 




GI 


none 




Score 


165 




Exons 


36658. .37128, 36686. 


.36946, 


36968.. 37129 




Seq. No. 


28274 




Seq. ID 


OJ000250_92.0223 


.C22 


Gene No. 


58184 




Strand 






Start 


1 




End 


1996 




Name 


OJ000250 92.0223.C22 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1996 




GI 


5042454 




Score 


2526 




Exons 


1..1390, 1446. .1548, 


1880. . 


1996 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


28274 




Seq. ID 


OJ000250__92.0223 


.C22 



27994 



# 



Gene No. 


58184 




Strand 




Start 


1 




End 


1996 


Name 


OJ000250 92.0223.C22.ol 


.gs 


Method 


GENSCAN 


Start 


90 




End 


1934 


GI 


none 




Score 


.65 


Exons 


90. .1390, 1446. .1639, 1 


B84. . 


1934 




Seq. No> 


■28274 




Seq. ID 


OJ000250_92.0223.C22 


Gene No. 


58184 




Strand 




Start 


1 




End 


1996 


Name 


OJ000250 92.0223.C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


329 




End 


721 


GI 


none 




Score 


83 


Exons 


329. .586, 441. .602, 569 


. .667 


, 570. .650 


, 674. .721 


Seq. No. 


28274 




Seq. ID 


OJ000250_92.0223.C22 


Gene No. 


58184 




Strand 




Start 


1 




End 


1996 


Name 


OJ000250 92.0223.C22.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


431 




End 


716 


GI 


none 




Score 


89 


Exons 


431. .679, 432. .716 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58185 




Strand 


+ 


Start 


1092 




End 


2593 


Name 


OJ000250 92.0223.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1092 




End 


2593 


GI 


3309575 




Score 


482 


Exons 


1092. .1170, 1363. .1445, 


1572 


..1631, 1752. .1860, 1946. .1998, 




2125.. 2205, 2310.. 2422, 


2518 


..2593 




GI Descrip. 


(AF060553) calcium sensor homolog [Arabidopsis thaliana] 




gil 4538989 | emb | CAB39731 


.11 (Y18870) CBL4 protein [Arabidopsis 




thaliana] 








Seq. No. 


28275 




Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58185 




Strand 


+ 


Start 


1092 




End 


2593 


Name 


OJ000250 92.0223.C23.ol 


• gp 


Method 


AAT/GAP 


Start 


2112 




End 


2583 


GI 


2311327 




Score 


434 


Exons 


2112.. 2205, 2310. .2422, 


2518 


. .2583 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3309575 2.0e-26 (AF060553) calcium sensor homolog [Arabidopsis 
thaliana] >gi_4538989_emb_CAB39731 . 1_ (Y18870) CBL4 protein 
[Arabidopsis thaliana] 



28275 Seq. ID 

58186 Strand 
9759 End 
OJ000250_92 . 0223 . C23 . o2 . gp Method 
9759 End 
88724JL.R1084 Score 
9759. .10140 

'5902379/gb|AAD55481.1|AC009322_21 2.0e-15 (AC009322) Unknown 
protein [Arabidopsis thaliana] 1 



OJ000250_92 . 0223 . C23 
+ 

10140 
AAT/GAP 
10140 
718 



Seq. No. 



28275 



Seq. ID OJ000250_92.0223.C23 



27995 



* 



Gene No. 


58187 




Strand 


'+ 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


. o4 .gs 


Method 


GENSCAN 




Start 


19870 




End 


28847 




GI 


none 




Score 


.79 




Exons 


19870. . 19900, 20109. 


.20339, 


20904. .20955, 21465. 


.21526, 




21998. .22104, 22204. 


.22611, 


22971. .23402, 23493. 


.23636, 




23705. .23821, 24470. 


.24608, 


24871. .248 


86, 25687. 


.25879, 




26088. .28847 










Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58187 




Strand 


+ 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


. o5 . gp 


Method 


AAT/GAP 




Start 


20089 




End 


22054 




GI 


56594 1.R1084 




Score 


867 




Exons 


20089. .20339, 21465. 


.21526, 


21689. .21776, 21866. 


.21927, 




22011. .22054 










GI Descrip. 


'3063455 1.0e-40 (AC003981) 


F22013.17 


[Arabidopsis thai 


Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58187 




Strand 


+ 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


. o4 . np 


Method 


AAT/NAP 




Start 


20241 




End 


21934 




GI 


3063455 




Score 


320 




Exons 


20241. .20339, 21465. 


.21526, 


21689. .21776, 21866. 


.21934 


GI Descrip. 


(AC003981) F22013.17 


[Arabidopsis thaliana] 




Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58187 




Strand 


+ 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


.06. gp 


Method 


AAT/GAP 




Start 


22207 




End 


23020 




GI 


none 




Score 


858 




Exons 


22207. .22611, 22971. 


.23020 








Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58187 




Strand 


- + 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


. o7 .gp 


Method 


AAT/GAP 




Start 


23348 




End 


25108 




GI 


none 




Score 


1559 




Exons 


23348. .23402, 23493. 


.23636, 


23705. .23821, 24470. 


.24608, 




24717. .25108 










Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58187 




Strand 


+ 




Start 


19870 




End 


28847 




Name 


OJ000250 92.0223.C23 


. oS.np 


Method 


AAT/NAP 




Start 


25155 


End 


28302 




GI 


4558664 




Score 


459 




Exons 


25155. .25191, 26524. 


.27134, 


27426. .27537, 27752. 


.28302 


GI Descrip. 


(AC007063) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


28275 




Seq. ID 


OJ000250_ 


92.0223 


Gene No. 


58188 




Strand 


+ 





27996 



Start 
Name 
Start 
GI 

Exons 



34175 End 35346 

OJ000250_92 . 0223 . C23 . 06 . gs Method GEN SCAN 
34175 End 35346 

none Score . 6 

34175. .34319, 34334 .. 34452, 34822 34944 , 34958, 
35105. .35346 



.35003, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI Descrip. 



"28275 - • Seq. ID 

58189 Strand 
40972 End 49268 

OJ000250_92 . 0223 . C23 . 08 . gs Method GENSCAN 
40972 End 49268 

none Score .76 

40972. .41026, .41510. .41616, 41697 .. 42530, 42953 

45311.. 45523, 46127.. 46233, 46314 .. 4 64 72 , 46598 

47249. .47407, 47514 .. 47877 , 49063. .49268 



OJ000250_92.0223.C23. 
+ 



28275 
58189 
40972 

OJ000250_92.0223.C23.o7.np 

41730 

5803254 

41730. .42530, 42673 .. 42822 , 



,43193, 
,47149, 



92.0223.C23 



Seq. ID ,OJ000250_ 
Strand + 
. End 49268 
Method AAT/NAP 
End 43339 
Score 707 
42953. ,43339 
(AP000399) ESTs C97429 (C60159) ,D22427 (C11106) , 
AU078031(E31854) / D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


28275 


Seq. ID 


OJ000250_ 


_92.0223.C23 


Gene No. 


58190 


Strand 


+ 




Start 


49866 


End 


52103 




Name 


OJ000250 92.0223.C23.o8.np 


Method 


AAT/NAP 




Start 


49728 


End 


52103 




GI 


1438881 


Score 


580 




Exons 


49728. .50084, 51668 .. 51789, 


51908. .52103 




GI Descrip. 


(U43839) GmCK2p [Glycine max] 






Seq. No. 


28275 


Seq. ID 


OJ000250 


_92.0223.C23 


Gene No. 


58190 


Strand 


+ 




Start 


49866 


End 


52103 




Name 


OJ000250 92.0223.C23.o9.gs 


Method 


GENSCAN 




Start 


49866 


End 


52103 




GI 


none 


Score 


.88 




Exons 


49866. .50084, 51509 51612, 


51908. .52103 




Seq. No. 


28275 


Seq. ID 


OJ000250_ 


_92.0223.C23 


Gene No. 


58191 


Strand 






Start 


2523 


End 


17025 




Name 


OJ000250 92.0223.C23.o2.gs 


Method 


GENSCAN 




Start 


2523 


End 


17025 




GI 


none 


Score 


.56 




Exons 


2523.. 2743, 2853.. 2927, 3914 


..4005, 5412. .5469, 


6084. .6212, 




6248.. 6422, 6556.. 6810, 6871 


..6897, 7108. .7132, 


8685. .8828, 




10247. .10321, 11460. .11505, 


11623. .11666, 12610 


. .12732, 




12891. .13005, 13328. .14088, 


14186. .14444, 14526 


. .14592, 




14679. .14781, 16523.. 17025 









27997 



Seq. No. 


28275 


Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58191 


Strand 




Start 


2523 


End 


1 / UZd 


Name 


OJ000250 92.0223.C23.o2.np 


Method 


AAT/NAP 


Start 


3836 


End 


13515 


GI 


4580391 


Score 


143 


Exons 


3836.. 4005, 6347.. 6407, 13470.. 13515 




GI. Descrip.. 


(AC007171) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


28275 


Seq. ID 


OJ000250_92.0223.C23* 


Gene No. 


58191 


Strand 




Start 


2523 


End 


17025 


Name 


OJ000250 92.0223.C23.o3.np 


Method 


AAT/NAP 


Start 


10623 


End 


17017 


GI 


5902379 


Score 


432 


Exons 


10623. .10659, 12621 .. 12732, 


12891. .13005, 13328. .13707, 




13774. .14088, 14186 .. 14313, 


14509. .14589, 14 682 .. 14778, 




16523. .17017 






GI Descrip. 


(AC009322) Unknown protein 


[Arabidopsis 


thaliana] 




gi|6453852|gb|AAF09036.1|AC011717 3 (AC011717) unknown prote; 




[Arabidopsis thaliana] 






Seq. No. 


28275 


Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58191 


Strand 




Start 


'2523 


' End 


17025 


Name 


OJ000250 92.0223.C23.o3.gp 


Method 


AAT/GAP 


Start 


10977 


End 


11370 


GI 


3760452 


Score 


719 


Exons 


10977. .11370 






Seq. No. 


28275 


Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58191 


Strand 




Start 


2523 


End 


17025 


Name 


OJ000250 92.0223.C23.o4.gp 


Method 


AAT/GAP 


Start 


14248 


End 


16622 - 


GI 


3760088 


Score 


1029 


Exons 


14248. .14592, 14679. . 14781, 


16523. .16622 


GI Descrip. 


590237 9/gb | AAD55481 . 1 1 AC009322_21 2 . Oe- 


■15 (AC009322) Unknown 




protein [Arabidopsis thaliana] 




Seq. No. * 


28275 


Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58192 


Strand 




Start 


19017 


End 


19292 


Name 


OJ000250 92.0223.C23.o3.gs 


Method 


GENSCAN 


Start 


19017 


End 


19292 


GI 


none 


Score 


.41 


Exons 


19017. .19292 






Seq. No. 


28275 


Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 


Strand 




Start 


35768 


End 


38918 


Name 


OJ000250 92.0223.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


1350 


End 


2569 


GI 


none • 


Score 


99 


Exons 


1350.. 1445, 1563.. 1634, 1571.. 1657, 1740.. 1853, 1752.. 1841, 




1754. .1852, 1948. .2001, 2119. .2202, 2124. .2204, 2307. .2423, 




2307.. 2372, 2516.. 2569 







27998 



Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1365 








End 


2387 


GI 


none 








Score 


90 


Exons 


1365. .1445, 


1563. 


.1634, 


1571 


..1657, 1739. .1840, 1749. .1859, 




1752. .1856, 


1942. 


.2001, 


2122 


..2202, 2319.. 2387 


Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1563 








End 


2001 


GI 


none 








Score 


61 


Exons 


1563. .1634, 


1571. 


.1648, 


1739 


..1828, 1749. .1853, 1751. .1855, 




1752. .1856, 


1947. 


.2000, 


1948 


. .2001 




Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1752 








End 


2411 


GI 


none 








Score 


128 


Exons 


1752. .1853, 


1757. 


.1855, 


1948 


..2001, 2119. .2202, 2124. .2225, 




2307. .2411 












Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2130 








End 


2569 


GI 


none 








Score 


88 


Exons 


2130. .2210, 


2131. 


.2205, 


2255 


..2419, 2310. .2459, 2313. .2423, 




2486. .2569, 


2518. 


.2568 








Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


13329 








End 


13700 


GI 


none 








Score 


62 


Exons 


13329. .13370 


, 13330. .13371, 


13365. .13526, 13366 13524 , 




13527. .13700 


, 13551. .13697, 


13552. .13698 


Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 


Name 


OJ000250 92. 


0223. 


C23.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


14365 








End 


14591 


GI 


none 








Score 


80 


Exons 


14365. .14541, 14366. . 14491, 


14415. .14591 


Seq. No. 


28275 








Seq. ID 


OJ000250_92.0223.C23 


Gene No. 


58193 








Strand 




Start 


35768 








End 


38918 



27999 



Name 




OJ000250 92.0223.C23.o3.tc 



Method TBLASTX : Cress 



Start 


26493 




End 


28364 






GI 


none 




Score 


99 






Exons 


26493.-26687, 26493. 


.26687, 


26580. .26990, 26685 


. .26954, 






26778. .26954, 26883. 


.27287, 


27339. .27581, 27375 


. .27587, 






27471. .27716, 27573. 


.27716, 


27717. .27785, 27888 


. .28004, 






27912. .28007, 28017. 


.28202, 


28092. .28364, 28149 


. .28364, 






28182. .28310 












Seq. No. - 


28275 




Seq. ID 


OJ000250 


_92.0223 


.C23 


Gene No. 


58193 




Strand 








Start 


35768 




End 


38918 






Name 


OJ000250 92.0223.C23 


. o9. tm 


Method 


TBLASTX: 


Maize 




Start 


26493 




End 


28418 






GI 


none 




Score 


87 






Exons 


26493. .26666, 26574. 


.26969, 


27171. .27350, 27375 


. .27536, 






27804. .28007, .28134. 


.28418 










Seq. No. 


28275 




Seq. ID 


OJ000250 


_92.0223 


.C23 


Gene No. 


58193 




Strand 








Start 


35768 




End 


38918 






Name 


OJ000250 92.0223.C23 


.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


26544 




End 


28364 






GI 


none 




Score 


249 






•J Exons 


26544. .26930, -26604. 


.26930, 


26847. .27227, 27717 


. .27791, 






27804. .27986, 28053. 


.28364 










n 

\l Seq. No. 


28275 




Seq. ID 


OJ000250 


_92.0223 


.C23 


Z Gene No. 


58193 




Strand 








Start 


35768 




End 


38918 






^ Name 


OJ000250 92.0223.C23 


. 06. ts 


Method 


TBLASTX: 


Soybean 




3 Start 


26550 




End 


28358 






L! GI 


none 




Score 


192 






Exons 


26550. .26933, 26583. 


.26849, 


26853. .27164, 27369 


. .27530, 






27804. .28001, 2805^. 


.28358 










'4 Seq. No. 


28275 




Seq. ID 


OJ000250 


_92 . 0223 


.C23 


=i= Gene No. 


58193 




Strand 








3 Start 


35768 




. End 


38918 






si Name 


OJ000250 92.0223.C23 


. o7 - gs 


Method 


GEN SCAN 






Start 


35768 


End 


38917 






J GI 


none 




Score 


.85 






Exons 


35768. .35852, 35987. 


.36157, 


36358. .37116, 38559 


. .38917 




Seq. No. 


28275 




Seq. ID 


OJ00.0250 


_92.0223 


.C23 


Gene No. 


58193 




Strand 








Start 


35768 




End 


38918 






Name 


OJ000250 92.0223.C23 


. 06 .np 


Method 


AAT/NAP 






Start 


36006 




End 


38918 






GI 


6223646 




Score 


1201 






Exons 


36006. .37116, 38559. 


.38918 










GI Descrip. 


(AC011698) putative beta-1, 


3-glucanase 


[Arabidopsis thaliana] 


Seq. No. 


28275 




Seq. ID 


OJ000250 


_92.0223 


.C23 


Gene No. 


58193 




Strand 








Start 


35768 




End 


38918 






Name 


OJ000250 92.0223.C23 


.o4 . ts 


Method 


TBLASTX: 


Soybean 





28000 



